
Start 


840 


End 


-L c. \J O 




GI 


none 


Score 


74 




Exons 


840. .986, 840. .1199, 841. .1074, 1099.. 


1203 




Seq. No. 


44866 


Seq. ID 


OJ000251_49.0410 


.C19 


Gene No. 


94628 


Strand 






Start 


9626 


End 


12682 




Name 


OJ000251 49.0410.C19.o4.gs 


Method 


\J l_i IN O \_//i.lN 




Start 


9626 


End 


X \J U 




GI 


none 


Score 


. 66 




Exons 


9626. .12309, 12395. .12602 








Sea No 


44866 


Seq. ID 


o.Tnn n?^! 4Q 04i n 

WU UUU^ J 1 *x _7 • U H J. U 


PI Q 


Gene No. 


94628 


Strand 






Start 


9626 


End 


12682 




Name 


OJ000251 49.0410.C19.o3.np 


Method 


AAT/NAP 




Start 


9629 


End 


12682 




GI 


4680179 


Score 


5212 




Exons 


9629. .12682 








GI Descrip. 


(AF111709) nolvnrofpin rnrv7a 


sativa subsp. indica] 




Sea No 


44866 


Seq. ID 


OJ000251_49.0410 




Gene No. 


94628 


Strand 






Start 


9626 


End 


12682 ' 




Name 


OJ000251 49.0410.C19.o6. tw 


Method 


TBLASTX: Wheat 




Start 


9639 


End 


10007 




GI 


none 


Score 


35 




Exons 


96^9 969? 9674 10006 QfiQS 


..9856, 9798. .9914, 9899.. 






9936. .10007 








Seq. No. 


44866 


Seq. ID 


OJ000251_49.0410 


.C19 


Gene No. 


94628 


Strand 






Start 


9626 


End 


12682 




Name 


OJ000251 49.0410.C19.o7.tm 


Method 


TBLASTX: Maize 




Start 


9653 


End 


9844 




GI 


none 


Score 


192 




Exons 


9653.. 9844 








Seq. No. 


44866 


Seq. ID" 


OJ000251_49.0410 


.C19 


Gene No. 


94628 


Strand 






Start 


9626 


End 


12682 




Name 


OJ000251 49.0410.C19.ol.tm 


Method 


TBLASTX: Maize 




Start 


9854 


End 


10453 ' ' 




GI 


none 


Score 


243 




Exons 


9854. .10294, 98 67. .10292, 10292. .10453 


, 10299. .10445 




Seq. No. 


44866 


Seq. ID 


OJ000251_49.0410 


.C19 


Gene No. 


94628 


Strand 






Start 


9626 


End 


12682 




Name 


OJ000251 49.0410.C19.ol.tw 


Method 


TBLASTX: Wheat 




Start 


10007 


End 


10633 




GI 


none 


Score 


366 




Exons 


10007. .10633, 10008. .10631 








Seq. No. 


44866 


Seq. ID 


OJ000251__49.0410. 


.C19 


Gene No. 


94628 


Strand 






Start 


9626 


End 


12682 





46001 



Name 

Start 

GI 

Exons 



OJ000251_4 9.0410.C19.o4 .tm Method 

10502 End 

none Score 
10502. .107 92, 10506. .107 93 



TBLASTX: Maize 

10793 

221 



Seq. No. 44866 

Gene No. 94628 

Start 9626 

Name OJ000251_4 9 . 04 10 . C19 . o2 . ts 

Start 10592 

GI none 

Exons 10592. .10852, 10593.. 10847 



Seq. ID OJ000251_49.0410.C19 
Strand 

End 12682 

Method TBLASTX: Soybean 

End 10852 

Score 149 



Seq. No. 44866 

Gene No. 94628 

Start 9626 

Name OJ000251_4 9 . 0410 . CI 9 . o3 . tw 

Start 10640 

GI none 

Exons 10640. .11119, 10641 .. 10895, 1064 6 .. 11086, 10671 .. 11120 ■ 



Seq. ID OJ000251_49.041 ; 0.C19 
Strand 

End 12682 

Method TBLASTX : Wheat 

End 11120 ■' 

Score 236 



Seq. No. 44866 • 

Gene No. 94 628 

Start 9626 

Name OJ000251_4 9 . 04 10 . CI 9 . o2 . tw 

Start 11123 

GI none 

Exons 11123. .11632, 11207 11554 , 

Seq. No. 44866 

Gene No. 94628 

Start 9626 

Name OJ00025 1_4 9 . 04 10 . CI 9 . o2 . tm 

Start 11195 

GI none 

Exons 11195. .11506, 11202 .. 11399, 



Seq. ID OJ000251_49.0410.C19 
Strand 

End 12682 

Method TBLASTX :Wheat 

End 11632 

Score 236 
11289. .11600 

Seq. ID- OJ000251_49.0410.C19 
Strand 

End 12682 

Method TBLASTX: Maize 

End 11560 

Score 156 
11207. .115 60, 11292. .11558 



Seq. No. 448*66 

Gene No. 94628 

Start 9626 

Name OJ000251_4 9 . 04 10 . CI 9 . o3 . ts 

Start 11381 

GI none 

Exons 11381.. 11626 



Seq. ID OJ000251_49.0410.C19 
Strand 

End 12682 

Method TBLASTX : Soybean 

End 11626 

Score 199 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



44866 
94628 
9626 

OJ000251_4 9.0410.C19.o3. tm 
11597 
none 

11597. .11932, 11715. .1184 6, 11918. .12097, 11957. .12091 



Seq. ID OJ000251_49.0410.C19 
Strand 

12682 

TBLASTX: Maize 
12097 
99 



End 

Method 

End 

Score 



44866 
94628 
9626 

OJ000251 49.0410.C19.o5.tw 



Seq. ID OJ000251_49. 0410.C19 
Strand 

End 12682 

Method TBLASTX : Wheat 



46002 




Start 


11633 




End 


11935 




GI 


none 




Score 


240 




Exons 


11633. . 11935, 11634 . 


. 11915 








Seq. No. 


44866 




Seq. ID 


OJ000251_49.0410 


.C19 


Gene No. 


94628 




Strand 






Start 


9626 




End 


12682 




Name 


OJ000251 49.0410.C19 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


11648 




End 


12043 




GI 


none 




Score 


167 




Exons 


11648. .12025, 11649. 


.11912, 


11963. .12007, 12011. .12043, 






12012. .12041 










Seq. No. 


44866 




Seq. ID 


OJ000251_49.0410 


.C19 


Gene No. 


94628 




Strand 






Start 


9626 




End 


12682 




Name 


OJ000251 49.0410.C19 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


11984 




End 


12465 , 




GI 


• none 




Score 


254 




Exons 


11984 . . 12415, 12027 . 


. 12362, 


12358. .12465 




Seq. No. 


44866 




Seq. ID 


OJ000251_49.0410 


.C19 


Gene No. 


94628 




Strand 






Start 


9626 




End 


12682 




Name 


OJ000251 49.0410.C19 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


12165 ~ 




End 


12453 




GI 


none 




Score 


166 




Exons 


12165 . . 12356, 12167 . 


. 12409, 


12379. .12453 




Seq. No. 


44867 




Seq. ID 


OJ000251_49.0410 


.C20 


Gene No. 


94629 




Strand 


+ 




Start 


573 




End 


1334 




Name 


OJ000251 49.0410.C20 


. ol . CfS 


Method 


GENSCAN 




Start 


573 


End 


1334 




GI 


none 




Score 


.65 




Exons 


573. .597, 1141. .1334 










Seq. No. 


44868 




Seq. ID 


OJ000251 49.0410 


.C21 


Gene No. 


94630 




Strand 


+ 




Start 


95 




End 


350 




Name 


OJ000251 49.0410.C21 


. ol . gs 


Method 


GENSCAN 




Start 


95 ~ 




End 


350 




GI 


none 




Score 


.89 




Exons 


95. .350 










Seq. No. 


44868 




Seq. ID 


OJ000251_49.0410, 


.C21 


Gene No. 


94631 




Strand 






Start 


1 




End 


2212 




Name 


OJ000251 49.0410.C21. 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


2181 




GI 


6063554 




Score 


228 




Exons 


1..19, 76. .278, 396.. 


.674, 2161. .2181 







GI Descrip. (AP000615) ESTs AU075 609 (C6334 4 ) , C71850 ( E04 64 ) , C98 611 ( E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

Seq. No. 44868 Seq. ID OJ000251_4 9 . 04 10 . C21 



46003 




UC11C Vi\J . 


94631 


Strand 








Start 


.1 


End 


2212 






Name 


"OJ000251 49.0410. C21.ol.gp 


Method 


AAT/GAP 






OLCti I 


1208 


End 


1440 






o x 


61605 1.R1084 


Score 


362 






Exons 


1208. .1440 










OX UCOLIipi 


I 5852170/emb|AL117265.1 IOST17804 l.Oe 


-137 Oryza sativa 






indica (GLA4 ) genomic DNA, chromosome 


4, BAC clone: 


tl7804 * 


o c > iMy • 


44868 


Seq. ID 


OJ000251_49 


.0410 


.C21 


VJC11C INU • 


94631 


Strand 








Start 


1 


End 


2212 






Name 


OJ000251 49.0410.C21.o2.gp 


Method 


AAT/GAP 






91- a rt- 


1208 


End 


2057 






(IT 
'JX 


4107138 


Score 


1106 








1208. .2057 










OX L/C O O X • 


5852170/emb|AL117265. 1 IOST17804 l.Oe- 


149 Oryza sativa 






indica (GLA4 ) genomic DNA, chromosome 


4 , dal clone: 


tl7804 


O t5 ^ . LN (J ■ 


44868 


Seq. ID 


OJ000251_49 


.0410 


.C21 


Gene No. 


94631 


Strand 








Start 


1 


End 








Name 


OJ000251 49.0410.C21.o2.np 


Method 








OLai U 


1307 


End 


Oil/ 

Z 1 1 4 






riT 
ox 


5852175 


Score 


O D 






Exons 


1307. .1340, 1978. .2114 










("I T noQpr"! n 


(AL117265) zhb0005.1 [Oryza 


sativa] . 








Seq. No. 


44868 


Seq. ID 


OJ000251_49 


. U 4 1 U 


. LZ 1 


Gene No. 


94631 


Strand 








O Lai L 


1 


End 


2212 






Name 


OJ000251 49.0410.C21.o2.gs 


Method 


GENSCAN 






Of -a r +- 


2069 


End 


2212 






OX 


none 


Score 


.57 








2069. .2212 










Seq. No. 


44869 


Seq. ID 


OJ000251_49 


.0410, 


.C22 


Gene No. 


94632 


Strand 


+ 








432 


End 


3226 






Name 


OJ000251 49.-0410.C22.ol.gs 


Method 


GENSCAN 






O Lai L 


432 


End 


2817 






rij 


none 


Score 


.46 








432.. 594, 1592.. 1711, 2518.. 


2817 








Cprr Ma 
O t5 . L\\J • 


44869 


Seq. ID 


OJ000251 49 


.0410, 


,C22 


Gpnp No ' 


94632 


Strand 


+ 






Start 


432 


End 


3226 






Name 


OJ000251 49.0410.C22.ol.np 


Method 


AAT/NAP 






O Lai L 


1625 


End 


3226 








5257279 


Score 


1184 






Exons 


1625. .2170, 2518. .2760, 3208 


. .3226 








GI Descrip. 


(AP000364) Similar to Transposon MAGGY gag and pol 


gene 






homologues. (L35053) [Oryza 


sativa] 








Seq. No. 


44870 


Seq.' ID 


OJ000251_49, 


.0410. 


C23 


Gene No. 


94633 


Strand 


+ 






Start 


206 


End 


2563 







46004 



Name 


OJ000251 49.0410.C23.ol.gs 


Method 


\wl LN O ^.rtlN 


Start 


206 


' End 


2489 


GI 


none 


Score 


. 74 


Exons 


206. .259, 464. .479, 1641. .1959, 1965., 


,24 89 


Seq. No. 


44870 


Seq. ID 


OJ000251 49 0410 C23 


Gene No. 


94633 


Strand 


+ — 


Start 


206 


End 


2563 


Name 


OJ000251 49.0410.C23.o2.np 


Method 


AAT/NAP 


Start 


1641 


End 


2563 


GI 


6721550 


Score 


165 


Exons 


1641. .2069, 2108. .2563 






GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib (AB013448) 


Seq. No. 


44870 


Seq. ID 


OJ000251_49.0410.C23 


Gene No. 


94634 


Strand 




Start 


963 


End 


2563 


Name 


OJ000251 49.0410.C23.ol.np 


Method 


AAT/NAP 


Start 


963 


End 


2563 


GI 


6539553 


Score 


218 


Exons 


963.. 1058, 1297.. 1503, 2436 


. .2563 




GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIRE1 




(D85597) [Oryza sativa] gi I 6539590 | dbj | BAA88206 . 1 1 (AP000837) 




Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 




[Oryza sativa] 






Seq. No. 


44871 


Seq. ID 


OJ000251_49.0410.C24 


Gene No. 


94635 


Strand 


+ 


Start 


6 


End 


6459 


Name 


OJ000251 49.0410.C24.ol.gs 


Method 


GENSCAN 


Start 


6 


End 


6459 


GI 


none 


Score 


.86 


Exons 


6. .1067, 4407. .4482, 4593..- 


4820, 4912. 


.5187, 6112. .6253, 




6375. .6459 






Seq. No. 


44871 


Seq. ID 


OJ000251_49.0410.C24 


Gene No. 


94635 


Strand 


+ . 


Start 


6 


End 


6459 


Name 


OJ000251 49.0410.C24.ol.np 


Method 


AAT/NAP 


Start 


2048 


End 


4522 


GI 


2429362 


Score 


101 


Exons 


2048. .2067, 4053. .4522 







GI Descrip. (AF020261) proline rich protein [Santalum album] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



'Seq. ID OJ000251_49.0410.C24 



44871 

94636 Strand 

5824 . End 6829 

OJ000251_4 9.0410.C24.o2.np Method AAT/NAP 

5824 End 6829 

4567295 Score 293 
5824. .6448, 6754. .6829 

(AC006918) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 
Gene No. 
Start 



44871 
94636 
5824 



Seq. ID 

Strand 

End 



OJ000251 49.0410.C24 



6829 



46005 




Name 


OJ000251 49 


0410 C24 ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


6009 _ 






End 


6393 


GI 


none 






Score 


48 


Exons 


6009 6128. 


6010 6087 


6083 . 


.6121, 6123.. 6212, 6123.. 6212, 




6186 6275. 


6191 6280. 


6284 . 


.6358, 6357.. 6392, 6358.. 6393 


Sea No 


44871 






"Seq. ID 


OJ000251_4 9. 0410. C2"4 


Gene No. 


94636 






Strand 




Start 


5824 






. End 


6829 


Naiue 


OJ000251 49 


0410 C24 ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


6012 ~~ 






End 


6397 


GI 


none 






Score 


55 


Exons 


6012 . . 6128, 


6074 6121. 


6123 . 


.6176, 6194. .6280, 6207. .6278, 




6296. . 6334, 


6296 6358. 


6341 . 


.6397 




Seq. No. 


44872 






Seq. ID 


OJ000251_4 9. 0410.C25 


Gene No. 


94637 






Strand 




Start 


1 






End\_. , 


3882 


Name 


OJ000251 49 


•0410.C25.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


3882 


GI 


6691191 






Score 


1664 


Exons 


1..23, 292. 


.2246, 3863. 


. 3882 






GT DescriD 

— . L-/ O V_f X. J- K-' ■ 


(AC007534) F7F22.15 . [Arabidopsis thaliana] 


Seq. No. 


44872 






Seq. ID 


OJ000251_49.0410.C25 


Gene No. 


94637 






Strand 




Start 


1 






End 


3882 


Name 


OJ000251 49, 


.0410.C25.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


308 






End 


661 


GI 


none 






Score 


58 


Exons 


308. .661, 315. .368, 405 


. .632 






Seq. No. 


44872 






Seq. ID 


OJ000251_49.0410.C25 


Gene No. 


94637 






Strand 




Start 


1 






End 


3882 


Name 


OJ0.00251 49. 


.0410.C25.ol, 


.gs 


Method 


GENSCAN 


Start 


329 






.End 


2576 '.' 


GI 


none 






Score 


.68 


Exons 


329.. 721, 1249. .1481, 2252.. 2393, 2513 


. .2576 


Seq. No. 


44872 






Seq. ID 


OJ000251_49.0410.C25 


Gene No. 


94637 






Strand 




Start 


1 






End 


3882, 


Name 


OJ000251 49. 


.0410.C25.o3. 


> tw 


Method 


TBLASTX: Wheat 


Start 


335 






End 


629 


GI 


none 






Score 


132 


Exons 


335..628, 345. .629 








Seq. No. 


44872 






Seq. ID 


OJ000251_4 9..0410.C25 


Gene No. 


94637 






Strand 




Start 


1 






End 


3882 


Name 


OJ000251 49. 


0410.C25.ol. 


, tc 


Method 


TBLASTX: Cress 


Start 


656 






End 


960 


GI 


none 






Score 


67 


Exons 


656. .823, 705. .806, 823. 


, .960, 


849. .917 




Seq. No. 


44872 






Seq. ID 


OJ000251_49.0410.C25 



46006 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



94637 Strand 

1 End 

OJ000251_49.0410.C25.o4.tw Method 

752 End 

none Score 



3882 

TBLASTX: Wheat 

1219 

50 



752. .820, 826..9S7, 1023. .1130, 1039. .1131, 1124. .1201, 
1125. .1199, 1148.. 1219 



44872 
94637 
1 

OJ000251_4 9.0410.C25.o2.np 
980 

5852181 
980.. 1006, 2236.. 2387 
(AL117265) zhbOOll.l [Oryza sativa] 



Seq. ID OJ000251_49.0410.C25 
Strand 

End 3882 

Method AAT/NAP 

End 2387 

Score 130 



44872 
94637 
1 

OJ000251_4 9.0410.C25.ol.tw 

1233 

none 



Seq. ID OJ000251_49.0410.C25 

Strand - 

End 3882 

Method TBLASTX : Wheat 

End 1621 

Score 126 



1233. .1460, 1234. .1488, 1246. .1497, 1361. .1498, 1493. .1621, 
1554. .1613 



Seq. No. 44872 

Gene No. 94 637 

Start 1 

Name OJ000251_4 9 . 04 10 . C25 . ol . tnf 

Start 1258 

GI none 
Exons 



Seq. ID OJ000251_49.0410.C25 
Strand 

End 3882 

Method TBLASTX: Maize 

End 17 95 

Score 64 



1258. .1368, 1393. .1494, 1496. .1795, 1557. .1703 



^ Seq. No. 44872 

H Gene No. 94 637 

Nl Start 1 

%* Name OJ000251_4*9 . 0410 . C25 . o2 . ts 

q Start 1556 

?*z GI none 

y Exons 1556.. 1762, 1563.. 1778, 174! 



Seq. ID OJ000251_49.0410.C25 
Strand 

End 3882 

Method TBLASTX : Soybean 

End 1807 

Score 142 
,1807 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44872 
94637 
1 

OJ000251_4 9.0410.C25.o2. tw 

1622 

none 



Seq. ID OJ000251_49.0410.C25 
Strand 

End 3882 

Method TBLASTX : Wheat 

End 1932 

Score 98 



1622. .1834, 1622. .1846, 1623. .1835, 1855. .1932, 1866. .1913, 
1883.. 1930 



Seq. No. 44872 

Gene No. .94 637 

Start 1 

Name OJ000251_4 9.0410. C25 . o2 . tm 

Start 1882 

GI none 



Seq. ID OJ000251_49.0410.C25 
Strand 

End 3882 

Method TBLASTX : Mai ze 

End 2145 

Score 183 



4'600r 



Exons 



1882. .2145 



Seq. No. 44872 Seq. ID 

Gene No. 94637 Strand 

Start 1 End 

Name OJ000251_4 9 . 04 10 . C25 . o3 . ts Method 

Start 2008 * ' End 

GI none Score 

Exons 2008.. 2133, 2008.. 2142 



OJ000251_49.0410.C25 
3882 

TBLASTX : Soybean 

2142 V 

76 



Seq. No. 


44872 






Seq. ID 


OJ000251_49.0410, 


.C25 


Gene No. 


94637 






Strand 






Start 


1 






End 


3882 




Name 


OJ000251 49. 


0410, 


.C25.o5.tw 


Method 


TBLASTX: Wheat 




Start 


2029 






End 


2248 




GI 


none 






Score 


75 




Exons 


2029. .2220, 


2188, 


..2235, 2192 


. .2248 






Seq. No. 


• 44873 






Seq. -ID 


OJ000251_49.0410. 


.C26 


Gene No. 


94638 






Strand 






Start 


1 






End 


2918 




Name 


OJ000251 49. 


0410. 


,C26.ol.np 


Method 


AAT/NAP 




Start . 


1 






End 


2918 




GI ' 


7248394 






Score 


2563 




Exons 


1..26, 294.. 


432, 


869. .1937, 


2208. .2918 







GI Descrip. (AP001389) ESTs C97394 (C60113) , AU075824 (R0165 ) , D38 985 (R0165 ) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 44873 

Gene No. 94 638 

Start 1 

Name OJ000251_4 9 . 04 10 . C26 . o2 

Start 554 

GI none 

Exons' 554.. 838, 6.39.-. 740, 771 

Seq. No. " 44873 

Gene No. 94 638 

Start 1 

Name OJ000251_4 9 . 0410 . C26 . ol 

Start 611 

GI none 

Exons 611.. 859, 633.. 734, 774 



Seq. ID OJ000251_49.0410.C26 
Strand 

End 2918 

-tw Method TBLASTX: Wheat 

End 988 

Score 4 5 
..845, 899. .988 

Seq. ID OJ000251_49.0410.C26 

Strand - ■ 

End 2918 

.ts Method TBLASTX: Soybean 

End 1034 

Score ' 52 
..848, 896. .1033, 918. .1034 



Seq. No. 44873 

Gene No. 94638 

Start 1 

Name OJ000251_4 9 . 04 10 . C26 . o2 . tm 

Start 1340 

GI none 

Exons 1340. .1594, 1341. .1526, 1530, 
1567. .1752 



Seq. ID OJ000251_49.0410.C26 
Strand 

End 2918 

Method TBLASTX : Mai ze 

End 1752 

Score 146 

.1751, 1547. .1681, 1549. .1752, 



Seq. No. 



44873 



Seq. ID OJ000251_49.0410.C26 



46008. 



Gene No. 94 638 

Start 1 

Name OJ000251_4 9 . 0410 .C26.ol . tw 

Start 1669 

GI none 

Exons 1669.. 2076, 1671.. 1958, 1720, 



Strand 

End 2918 
Method T BLAST X : Wheat 
End 2076 
Score 169 
,2061, 1736. .2071 



Seq. No. 44873 Seq. ID 

Gene No. 94 638 Strand 

Start 1 . End 

Name 0 JO 0 0 2 5 1_4 9.0410.C26.ol.tm Method 

Start 1754 End 

GI none Score 

Exons 1754.. 2011, 1756.. 2016, 1759.. 2013 

Seq. No. 44873 Seq. ID 

Gene No. 94 638 Strand 

Start 1 End 

Name ' OJ000251_4 9 . 04 10 . C26 . o2 . ts Method 

Start 1870 End 

GI none Score 

Exons 1870.. 2004, 2020.. 2238 



OJ000251_49.0410.C26 
2918 

TBLASTX: Maize 

2016 

264 



OJ000251_49.0410.C26 
2918 

TBLASTX: Soybean 

2238 

143 



Seq. No. 44874 • Seq. ID 

O Gene No. 94 639 Strand 

Q Start 4 76 End 

fn Name " OJ000251_4 9 . 0410 . C29 . ol . gs Method 

fjj Start 476 End 

\Z GI none Score 

^ Exons 476.'. 1317 



OJ000251_4 9.0410.C29 

1317 
GENSCAN 
1317 
.51 



Seq. No. 44874 Seq. ID 

Gene No. 94640 Strand 

Start 2707 End 

Name OJ000251_4 9 . 04 10 . C2 9 . o2 . gs Method 

Start 2707 End 

GI none Score 

Exons 2707.. 2851, 2990.. 3045 



OJ000251_49.0410.C29 

3045 

GENSCAN 

3045 

.92 " 



Seq. No. 44875 Seq. ID 

Gene No. 94 641 Strand 

Start 823 ' End 

Name OJ000251_4 9.0410. C32 . ol . gs Method 

Start 823 End 

GI none Score 

Exons 823.. 938, 1292.. 1550 



OJ000251_49.0410.C32 
+ 

1550 
GENSCAN 
1550 
.73 



Seq. No. 44876 Seq. ID OJ000251_4 9 . 04 10 . C33 

Gene No. 94642 Strand + 

Start 1 End 1291 

Name OJ000251_4 9 . 0410 . C33 . ol . np Method AAT/NAP 

Start 1 End 1291 

GI 7248404 Score 147 

Exons 1..79, 727. .901, 1240. . 1291 ' 

GI Descrip. (AP001389) ESTs AU082409 (E30736) , C74252 (E30736) correspond to a 
region of the predicted gene . -hypothetical protein [Oryza 
sativa] 



46009 



Seq. No. 


44876 










Seq. ID 


OJ000251 


J 9 ' 


.0410 


.C33 


UCllC LNVJ • 


QA £A O 
-7 4 OH c. 










otrano 










O talL 


1 










hna 


lz y l 








Name 


vJJUUUZOX 4 y 


. U ft 1 u 


. Ijj . 


Ol . 


gs 


Method 


CjhNbCAN 










Oil ~~ 




















rij 

\J J. 


none 










Score 


£ 9 








IT" v y~i o 


Oil /OR 




















Seq. No. 


44876 










Seq. ID 


OJ000251_ 


_49, 


.0410. 


.C33 


ft! o n o Kfn 












Strand 












QOQ 










End 


lzyi 








Name 


n th nn 9 ^ t /i q 
ujuuuz ji 4 y 


. U 4 ± U « 




oz . 


gs 


Method 


bLNbCAN 








OLai L 


z o 












1 9 9 T 










none 










Score 


. b / 








Exons 






















Seq. No. 


44876 










Seq. ID 


OJ000251_ 


J 9. 


0410. 


,C33 


Gene No. 


94643 










Strand 










Start 


928 










End 


1291 








Name 


OJ000251 49, 


.0410. 


C33. 


o2. 


np 


Method 


AAT/NAP 








Start 


931 










End 


1291 








GI 


7248403 










Score 


515 








Exons 


931. .1291 





















U GI Descrip. (AP00138 9) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
U clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 



"Seq. No. 


44876 






Seq. ID 


OJ000251_49.0410 


.C33 


Gene No. 


94643 






Strand 






Start 


928 






End 


1291 




Name 


OJ000251 49 


.0410 


.C33.ol.tm 


Method 


TBLASTX: Maize 




Start 


952 






End 


1290 




GI 


none 






Score 


51 




Exons 


952. . 1290, 


953. . 


1087, 1144. 


.1290 






Seq. No. 


44876 ■ 






Seq. ID 


OJ000251_49.0410, 


.C33 


Gene No. 


94643 






- Strand 






Start 


928 






End 


1291 * 




Name 


OJ000251 49 


.0410 


.C33.ol.ts 


Method 


TBLASTX: Soybean 




Start 


958 






End 


1290 




GI 


none 






Score 


219 




Exons 


958. .1290 












Seq. No. 


44876 






Seq. ID 


OJ000251_49.0410. 


,C33 


Gene No. 


94643 






Strand 






Start 


928 






End 


1291 




Name 


OJ000251 49 


.0410 


.C33.ol. tc 


Method 


TBLASTX: Cress 




Start 


985 






End 


1290 




GI 


none . t 






Score 


212 




Exons 


985. .1290 












Seq. No. 


44877 






Seq. ID 


OJ000321_31.0411. 


CI 


Gene No. 


94644 






Strand 


+ 




Start 


414 






End 


621 




Name 


OJ000321 31 


.0411 


.Cl.ol.gp 


Method 


AAT/GAP 




Start 


414 






End 


621 




GI 


none 






Score 


378 





46010 






*3 X *4 • a UaO X 














Sea No' 


44877 






Seq. ID 


\_/ {J \J \J \J £~ X 


31.0411. 


n 

• \s X 


Gene No. 


94645 






Strand 


+ ~ 






Start 


4052 






End 


10807 






Name 


OJ000321 31 


.0411, 


■Cl.o2.gs 


Method 


GENSCAN 






Start 


4052 






End 


10807 






GI 


none 






Score 


.56 






Exons 


4052. .5474, 


6241. 


,.6277, 6378. 


.6526, 8 


382. . 10075, 


10151. . 


, 10807 



4j C . LS\J m 


44877 


Seq. ID 




f^pnp No 


94645 


Strand 


-j- 


Start 


4052 


End 


10807 


Name 


OJ000321 31.0411.Cl.ol.np 


Method 


AAT/NAP 


Start 


8386 


End 


i nam 




7228457 


Score 


1 

1 j^l 


j_j .a. 1 1 o 


8386..9959, 10014. .10803 






yj j. L/ c o ^ J l ky . 


(AP001366) Similar to Sorghum bicolor 






retrotransposon RetroSorl, 


polyprotein 






sativa] 






Qpn No 


44877 


Seq. ID 


OJ000321 


Gene No. 


94646 


Strand 


+ 


Start 


12305 


End 


14059 


Name 


OJ000321 31.0411.Cl.o3.np 


Method 


AAT/NAP 


o Lai 1, 


12305 


End 


14059 


(ZT 

KJ X 


7523517 


Score 


166 


uAUi lO 


12305. .12596, 13981 14059. 






CZ T Dp cpri r% 


(AP001633) hypothetical protein [Oryza 


sativa] 


Seq. No. 


44877 


Seq. ID 


OJ000321 


Gene No. 


94647 


Strand 


+ 


Start 


15535 


End 


15655 


Name 


OJ000321 31.0411.Cl.o3.gp 


Method 


AAT/GAP 


Start 


15535 


End 


15655 


GI 


LIB3431-047-P1-K1-D10 


Score 


187 


Exons 


15535. .15655 






GI Descrip. 


l 4512667/gb|AAD21721.1| 8.0e-22 (AC006931) putal 




[Arabidopsis thaliana] ? 






Seq. No. 


44877 


Seq. ID 


OJ000321_ 


Gene No. 


94648 


Strand 




Start 


10107 


End 


14389 


Name 


OJ000321 31.0411.Cl.o2.np 


■ Method 


AAT/NAP 


Start 


10107 


End 


11855 


GI 


6721558 


Score 


226 


Exons 


10107. .10322, 10918. .11055, 


11756. .1181 


55 


GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 



gil 6815083 I dbj | BAA90369.il 
[Oryza sativa] 



(AP001081) hypothetical protein 



Seq. No. 44877 Seq. ID 

Gene No. 94648 Strand 

Start 10107 End 

Name OJ000321_31 . 0411 . CI . o4 . np Method 

Start 11067 End 

GI 6721512 Score 



OJ000321_31.0411.C1 

14389 
AAT/NAP 
14389 
70 



46011 




Exons 


11067. .11098, 12666. .12774, 


14369. . 14389 




GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sat i va ] 




Seq. No. 


44877 


Seq. ID 


OJ000321_31.0411 


.CI 


Gene No. 


94649 


Strand 






Start 


14766 


End 


14966 




Name 


OJ000321 31-0411. CI. o3.tw 


Method 


TBLASTX: Wheat 




Start 


8435 


End 


8827 




GI 


none 


Score 


58 




Exons 


8435 8479. 8480. 8593 8491 


..8541, 8552. .8827, 8599. .8826 


Seq. No. 


44877 


Seq. ID 


OJ000321_31.0411 


.CI 


Gene No. 


94649 


Strand 






Start 


14766 


End 


14966 




Name 


OJ000321 31.0411.Cl.o2.tm 


Method 


•TBLASTX: Maize 




Start 


8474 


End 


8713 




GI 


none 


Score 


203 




Exons 


8474 . .87-13. 








Seq. No. 


44877 


Seq. ID 


OJ000321_31.0411 


.CI 


Gene No. 


94649 


Strand 






Start 


14766 


End 


14966 




Name 


OJ000321 31.0411.Cl.o2.tw 


Method 


TBLASTX: Wheat 




Start 


9458 


End 


9913 




GI 


none 


Score 


148 




Exons 


9458. .9640, 9466.-9639, 9677 


..9913, 9679. .9795, 9683. .9898, 




9838 9903 








Seq. No. 


4-4 877 


Seq. ID 


OJ000321_31.0411. 


.CI 


Gene No. 


94649 


Strand 






Start 


14766 


End 


14966 




Name 


OJ000321 31.0411.Cl.ol.tw 


Method 


TBLASTX: Wheat 




Start 


10105 


End 


10561 




GI 


none 


Score 


541 




Exons 


■10105 .. 10.560, 10106.. 10561 








Seq. No. 


4 4 -&7-7 


Seq. ID 


OJ000321_31.0411. 


XI 


Gene No. 


94649 


Strand 






Start 


14766 


End 


14966 




Name 


OJ000321 31.0411.Cl.ol.ts 


Method 


TBLASTX: Soybean 




Start 


10145 


End 


10510 




GI 


none 


Score 


105 




Exons 


10145 10369- 10376 10510 








Seq. No. 


44877 


Seq. ID 


OJ000321_31.0411. 


.CI 


Gene No. 


94649 


Strand 






Start 


14766 


End 


14966 




Name 


OJ000321 31.0411.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


10235 


End 


10591 




GI 


none 


Score 


411 




Exons 


10235. .10591, 10289. .10537, : 


10297. .10590 




Seq. No. 


44877 


Seq. ID 


OJ000321_31.0411. 


CI 


Gene No. 


94649 


Strand 






Start 


14766 


End 


14966 




Name 


OJ000321 31.0411.Cl.o4.tw 


Method 


TBLASTX: Wheat 




Start 


10562 


End 


10798 





4 6012 



GI 

Exons 



none 

10562. .10798 



Score 



247 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44877 - Seq. ID OJ000321_31 . 04 11 . CI 

94649 Strand 

14766 End 14966 

OJ000321_31 . 04 11 . CI . o2 . gp Method AAT/GAP 

14766 End 14966 

2227_1.R1084 Score 301 

14766. .14966 

'6006355/dbj |AP000559.1|AP000559 2.0e-56 Oryza sativa genomic 
DNA, chromosome 6, clone : P04 93C11 1 



Seq. No. 44878 Seq. ID 

Gene No. 94 650 Strand 

Start 67 62 End 

Name OJ000321_31 . 04 11 . C2 . o3 . gp Method 

Start - 67 62 End 

GI" none Score 

Exons 6762.. 6902 



OJ000321_31.0411.C2 
+ 

6902 
AAT/GAP 
6902 
197 



Seq. No. 

Gene No. 

Start 
%:4 Name 
U Start 
ff| GI 
r\i Exons 



44878 Seq. ID 

94651 Strand 

1 End 

OJ000321_31 . 04 11 . C2 . ol . gp Method 

1 End 

none Score 
1..255 



OJ000321_31.0411.C2 
255 

AAT/GAP 

255 

440 



Seq. No. 44878 Seq. ID 

Gene No. 94 652 Strand 

Start 262 End 

Name OJ000321_31 . 04 11 . C2 . ol . gs Method 

Start 262 End 

GI none Score 

Exons 262.. 417 



OJ000321_31.0411.C2 
417 

GENSCAN 

417 

.78- 



Seq. No. 44878 Seq. ID 

Gene No. 94653 Strand 

Start 4852 End 

Name OJ000321_31 . 04 11 . C2 . o2 . gp Method 

Start 4480 End 

GI none Score 

Exons 4480.. 4939 



OJ000321_31.0411.C2 

6869 
AAT/GAP 
4939 
855 



Seq. No. 44878 

Gene No. 94653 

Start 4852 

Name OJ000321_31 . 04 11 . C2 . o2 . gs 

Start 4852 

GI none 

Exons 4852.. 5583, 6765.. 6869 

Seq. No. 44879 

Gene No. 94654 

Start 423 

Name OJ000321_31 . 04 11 . C3 . ol . gs 



Seq. ID OJ000321_31.0411.C2 
Strand 

End 6869 

Method • GENSCAN 

End 6869 
Score .92 



Seq. ID OJ000321_31.0411.C3 

Strand + 

End 861 

Method GENSCAN 



46013 




Start 


423 






861 






GI 


none 




Score 


. 4 4 






Exons 


423 734 766 861 












Sea No 


44879 




Seq. ID 


VU vUU J & i. 


?1 


0411 


Gene No. 


94655 




Strand 


+ 






Start 


4525 




End 


7164 






Name 


OJ000321 31.0411.C3.o2 


.gp 


Method 


AAT/GAP 






Start 


4525 




End 


7164 






GI 


964 1 R1084 




Score 


2474 






Exons 


4525 4582 4691 4746 


5978 


.7164 








GI Descrip. 


1 38508 16/emb 1 CAA77132 


1 1 1 . Oe 


-109 (Y18348) U2 snRNP auxiliary 




factor, small subunit" 


[Oryza 


sativa] 1 








Seq. No. 


44879 




Seq. ID 


OJ000321 


_31 




Gene No. 


94655 




Strand 


+ 






Start 


4525 




End 


7164 






Name 


OJ000321 31 0411 C3 o4 


. yo 


Method 


GENSCAN 






Start 


5840 ~ 




End 


6922 






GI 


none 




Score 


.91 






Exons 


5840 5858 6228 6922 












Sea. No. 


44879 : : 




Seq. ID 


OJ000321_ 


J31 


0 4 11 


Gene No. 


94655 




Strand 


+ 






Start 


4525 




End 


7164 






Name 


OJ000321 31.0411.C3.ol 


.np 


Method 


AAT/NAP 






Start 


6009 




End 


6910 






GI 


3850816 




Score 


1630 






Exons 


6009. .6910 












GI Descrip. 


(Y18348) U2 snRNP auxiliary factor, small subunit' 




Seq. No. 


44879 




Seq. ID 


OJ000321_ 


_31 


0 4ii 


Gene No. 


94656 




Strand 








Start 


462 




End 


647 






Name 


OJ000321 31.0411.C3.ol 


.gp 


Method 


AAT/GAP 






Start 


462 




End 


647 






GI 


.none . 




Score 


341 . 






Exons 


462. . 647 












Seq. No. 


44879 




Seq. ID 


OJ000321_ 


_31 


.0411. C3 


Gene No. 


94657 




Strand 








Start 


1663 




End 


3288 






Name 


OJ000321 31.0411.C3.o2 


.gs 


Method 


GENSCAN 






Start 


1663 




End 


3288 






GI 


none 




Score 


. 69 






Exons 


1663. .2464, 2842. .3002, 


, 3052. 


.3288 








Seq. No. 


44879 




Seq. ID 


OJ000321_ 


_31 


.0411. C3 


Gene No. 


94658 




Strand 








Start 


4590 




End 


5090 






Name 


OJ000321 31.0411.C3.o3, 


.gs 


Method 


GENSCAN 






Start 


4590 




End 


5090 






GI 


none 




Score 


.97 






Exons 


4590. .4959, 5032. .5090 












Seq. No. 


44879 




Seq. ID 


OJ000321_ 


31. 


.0411. C3 


Gene No. 


94659 




Strand 









46014 




Start 


8042 








End 


9542 


Name 


OJ000321 31 


.0411 


. C3 . o5 , 


a*? 


Method 


VJ i_j L\ kj \^/t.1N 


Start 


8042 ~ 








End 


9542 


GI 


none 








Score 


. 59 


Exons 


8042 . .8140, 


9465 


. . 9542 








Seq. No. 


44879 








Seq. ID 


OJ000321_31.0411.C3 


Gene No. 


94660 








Strand 




Start 


11373 








End 


11581 


Name 


OJ000321 31 


.0411 


.C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1749 ~~ 








End 


2428 


GI 


none 








Score 


449 


Exons 


1749. .1952, 


1756 


. . 2028, 


2104 , 


..2424, 2200. .2427, 2345. .2428 


Sea. No. 


44879 








Seq. ID 


OJ000321_31.0411.C3 


Gene No. 


94660 








Strand 




Start 


11373 








End 


11581 


Name 


OJ000321 31 


. 0411 , 


. C3.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


1756 ~~ 








End 


'2421 


GI 


none 








Score 


145. ' 


Exons 


1756. . 1887, 


1812 , 


. . 1889, 


1909, 


..2028, 2158. .2205, 2251. .2334, 




2335 . .2421 












Seq. No. 


44879 








Seq.- ID 


OJ000321_31.0411.C3 


Gene No. 


94660 








Strand 




Start 


11373 








End 


11581 


Name 


OJ000321 31 


.0411, 


. C3 . o2 . 


ts 


Method 


TBLASTX : Soybean 


Start 


1756 ~~ 








End 


2028 


GI 


none 








Score 


155 


Exons 


1756 1887. 


1812 . 


1889, 


1908 . 


.1952, 1909. .2028 


Sea No 


44879 








Seq. ID 


OJ000321_31.0411.C3 


Gene No. 


94660 








Strand 




Start 


11373 








End 


11581 


Name 


OJ000321 31 


. 0411 . 


.C3.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


5996 ~ 








End , 


6564 


GI 


none 








Score 


74 


Ex on s 


5996 6127 


6004 . 


.6183, 


6008 . 


.6229, 6009.. 6227, 6221.. 6370, 




6224 . . 6562, 


6277 . 


. 6534 , 


6298 . 


.6564, 6402... 6542, 6419. .6559 


Seq. No. 


44879 








Seq. ID 


OJ000321_31.0411.C3 


Gene No. 


94660 








Strand 




Start 


11373 








End 


11581 


Name 


OJ000321 31 


. 0411 . 


C3 . ol . 


tc 


Method 


TBLASTX: Cress 


Start 


5999 ~~ 








End 


6313 


GI 


none 








Score 


94 


Exons 


5999 . . 6190, 


6008 . 


. 6220, 


6009 . 


.6227, 6224.. 6313, 6237.. 6311 


Sea No 


44879 








Seq. ID 


OJ000321_31.0411.C3 


Gene No . 


94660 








Strand 




Start 


11373 








End 


11581 


Name 


OJ000321 31. 


,0411. 


C3.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


6008 








End 


6918 


GI 


none 








Score 


37 5 


Exons 


6008. .6223, 


6009. 


.6227, 


6230. 


.6562, 6274. .6531, 6403. .6564, 




6843. .6914, 


6843. 


.6911, 


6844 . 


.6918 





46015 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44879 

94660 

11373 

OJ000321 

6140 

none 



31.0411.C3.ol.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000321_31.0411.C3 
11581 

TBLASTX: Wheat 

6529 

109 



6140. .6241, 6144. .6227, 6224. .6529, 6228. .6521, 6230. .6529 



Seq. No. 


44879 






Seq. ID 


OJ000321_ 


31 


.0411 


.C3 


Gene No. 


94660 






Strand 










Start 


11373 






End 


X X J O X 








Name 


OJ000321 31 


.0411. C3 


• uu • y o 


LlC LilUU 


O Hi IN O V^rilN 








Start 


11373 






FnH 


1 1 Rffl 








GI 


none 








. \j 








Exon<5 


11373. .11403, 11460 


11581 












Seq. No. 


44880 






Seq. ID 


OJ000321_ 


31 


.0411 


.C4 


Gene No. 


94661 






Strand 


+ 








Start 


395 *■■ 






End 


1111 

X X X X 








Name 


OJ000321 31 


.0411. C4 


o 1 rrT^i 


VI fcr L- i 1 \J \u 


a at /rzi\x> 








Start 


395 






FnH 
£ji IvJ. 


1111 
X X x X 








GI 


4715001 






Score 


1 ?77 
X o / / 








F.xnn <^ 


395. . 1111 
















O C \^ . \J . 


44881 






Seq. ID 


n Tnnn "3 9 1 

\JO UUU j^. X 


31, 


.0411, 




Gene No. 


94662 






Strand 










Start 


82 






End 


2796 








Name 


OJ000321 31, 


.0411. C6. 


. ol . gp 


Method 


A AT /nA P 








Start 


82 






End 


£4 1 








GI 


none 






Score 


1 1 C\A 

X X U fi 








i_j *\ \y 1 1 o 


82. .641 


















44881 






Seq. ID 


D TOOO ^ 9 1 


31. 


.0411, 




Gene No. 


94662 






Strand 


+ ~ 








Start 


82 






End 


2796 








Name 


OJ000321 31. 


.0411. C6. 


. ol . gs 


Method 


\J Hi LN O \^.rt.LN 








Start 


134 






End 


9 7 Q 6 








GI 


none 






Score 










J_-l ^\ 1 iZ3 


134. .633, 820. .880, 


1505.. 1585, 2053.. 


9 1 4 R 9997 


. .2382, 






2650. .2796 
















Seq. No. 


44881 






Seq. ID 


OJ000321_ 


31, 


,0411. 


C6 


Gene No-. 


94663 






Strand 


' + 








Start 


2722 






End 


3145 








Name 


OJ000321 31. 


,0411. C6. 


,o2.gp 


Method 


AAT/GAP 








Start 


2722 






End 


3145 








GI 


4715002 






Score 


781 








Exons 


2722. .3145 
















Seq. No. 


44881 






Seq. ID 


OJ000321 


31. 


0411'. 


C6 


Gene No. 


94664 






Strand 


+ 








Start 


6318 






End 


8703 








Name 


OJ000321 31. 


0411. C6. 


o3 . gs 


Method 


GENSCAN 








Start 


6318 






End ' 


8703 








GI 


none 






Score 


.52 








Exons 


6318. .6349, 


6605. .6741, 8007. 


.8252, 8471. .8703 









46016 




Seq. No. 


44881 


Seq. ID 


OJ000321_31.0411.C6 


Gene No t 


94665 


Strand 


+ 


Start 


11044 


End 


19647 


Name 


OJ000321 31.0411.C6.o2.np 


Method 


AAT/NAP 


Start 


11044 


End 


12189 


GI 


2253582 


Score 


389 


Exons 


11044. .11184, 11315. . 11605, 


11663. .12189 


GI Descrip. 


(U78721) putative homeodomain transcription factor [Arabidot 




thaliana] 






Seq . No . 


44881 


Seq. ■ ID 


OJ000321_31.0411.C6 


Gene No. 


94 665 


Strand 


+ 


Start 


11044 


End 


19647 


Name 


OJ000321 31-0411. C6.o4.gs 


Method 


GENSCAN 


Start 


11044 


End 


19647 


GI 


none 


Score 


.87 ■ 


Exons 


11044 .. 11218. 11307 12398. 


14637. .14773, 15254 .. 15484 , 




18142 18400 18561 18667 


19183. . 19647 


Sea. No. 


44881 


Seq. ID 


OJ000321_31.0411.C6 


Gene No . 


94666 


Strand 


+ 


Start 


23491 


End 


25437 


Name 


OJ000321 31.0411.C6.o4 . np 


Method 


AAT/NAP 


Start 


234 91 


End 


25437 


GI 


5734757* 


Score 


331 


Pvnn q 


23491. .23540, 23595 .. 23706, 


23761. .23812, 24601 24679, 




247 64.. 24881, 2 5381.. 25437 






**_J _J_ L> ^ O _1_ _1_ kw/ . 


(AC007651) Unknown nrotpin 


[Arabidopsis thaliana] 


Sea No 


4 4 881 


Seq. ID 


OJ000321_31.0411.C6 


Gene No . 


94667 


Strand 




Start 


3878 


End 


5301 


Name 


OJ000321 31.0411.C6.o3.gp 


Method 


AAT/GAP 


Start 


3720 


End 


5301 


GI 


68292 1.R1084 ' 


Score 


1890 


Exons 


3720.74313. 4917 5301 






GI Descrip. 


' 303742/dbi 1 BAA02112 1 1 Oe- 


102 (D12544) 


GTP-binding protein 




[Pisum sativum] >gi 738936 


prf 2001457D GTP-binding -proteir 




rPisum sativum! ? 






Seq. No. 


44881 


Seq. ID 


OJ000321_31.0411.C6 


Gene No. 


94667 


Strand 




Start 


3878 


End 


5301 


Name 


OJ000321 31.0411.C6.o2.gs 


Method 


GENSCAN 


Start 


3878 


End 


5134 


GI 


none 


Score 


1 


Exons 


3878. .4313, 4917. .5134 






Seq. No.- 


44881 


Seq. ID 


OJ000321_31.0411.C6 


Gene No. 


94667 


Strand 




Start 


3878 


End 


5301 


Name 


OJ000321 31.0411.C6.ol.np 


Method 


AAT/NAP 


Start 


3884 


End 


5137 ' 


GI 


7438432 


Score 


968 


Exons 


3884. .4313, 4917. .5137 







GI Descrip. GTP-binding protein - garden pea gi | 303742 | dbj | BAA02112 . 1 | 
(D12544) GTP-binding protein [Pisum sativum] 



46017 



gi I 738936 I prf I I2001457D GTP-binding protein [Pisum sativum] 







44881 








otsq . j. u 


nTnnn^9i n^i 1 

UJUUU JZl j1 . U*i 11 . 






94668 








o l ranci 






OLdiL - 


15182 








p nr l 

Cjiia 


97 Q c,9 




Name 


OJ000321 31 


.0411 


,C6.o2. 


i-m 

um 


r\ +- Vi r-N 

ixie tnoa 


TUT DCTY • Ma -i r> a. 

i dl>ho i a : Mai ze 




O Lai L 


128 . 








PnH 


6R ^ 
Do J 




rij 


none 








Score 


A 9 
fi z 




CjAUI i o 


128. .166, 168. .587, 168 


. . D V ,7 f 


coo fifi'} 
JOZ . . DO J ; 


6nn 6P.n 

DUU . . DOU 




Can M/^i 


44881 








Seq. ID 


OJ000321_31.0411.C6 






94668 








Strand 






Start 


15182 








End 


27952 




Name 


OJ000321 31. 


.0411 


.C6..o3. 


tm 


Method 


TBLASTX: Maize 




OL.C1I L 


754 








End 


3112 






none 








Score 


56 




C 1 v ^ g 


754. .828, 829. .8 


79, 835 


R7 Q 


836. .886, 


1092.. 1190, 1215.. 1256, 








1 96^ 


. . 1399, 


1 967 


.1404, 2053. .2094, 2087. .2182, 






9D Q c, 9 1 4 R 


9994 
Z Z Z fi 


. .2352, 


999 A 

Z Z Z 4 • 


.2352, 2226.. 2357, 2339.-2383, 






oo/iq 9 "3 R 4 


9 "3 4 Q 


. .2384, 




.2813, 2649. .2813, 2650. .2817, 






9Q9Q 9Q61 


9 Q^7 


. .2960, 


OA1 6 

juiu. 


.3054, 3021.. 3065, 3062.. 3112 




Seq. No. 


44881 








Seq. ID 


OJ000321_31.0411.C6 






94668 








Strand 




i.-i 




1 R1 R9 

1 C> 1 O Z 








End 


27952 




Name 


UJUUU J^l ol. 


, U'ill 


,C6.ol. 


r,s 


Method 


TBLASTX: Soybean 


v : - 


Q4- 2 vH 










End 


5132 






none 








Score 


207 


f 


Exons 


^R S9 4 ? i ^ 

JO • . 4 JlJ; 


TOCO 
JO J J 


. .4224, 


oooo . 


.4316, 3920. .4315, 4914. .5132, 






4 y 1 o . . Ol j! 














Cprr KT^ 
O C ■ LN \J . 


44881 








Seq. ID 


OJ000321_31.0411.C6 


rni 


Ann NT O 


O DO 








Strand 




S 


OUal L 


1 CI QO 

1 D 1 O Z 








End 


27952 


v.i 


Name 


OJ000321 31. 


,0411 


.C6.ol . 


LIU 


Method 


TBLASTX : Maize 




otai L 


3885 








End 


5126 




vjl 


none *. 








Score 


328 


Mi 


Exons 


3885. .4313/ 


3885 


. .4 301, 


3923. 


.4315, 4914. .5126, 4916. .5125 


u 


JCLj . LM U . 


44881 








Seq. ID 


OJ000321_31.0411.C6 




ofcrllti IN (J . 


94668 








Strand 






o Lai L 


15182 








End 


27952 




Name 


OJ000321 31. 


0411 


.C6.ol. 


LW 


Method 


TBLASTX: Wheat 




OLdi L 


3903 








End 


4316 






none 








Score 


373 




Exons 


3903. .4316, 


3904 


. .4083, 


3920. 


.4315 






OcLj. IN O . 


44881 








Seq. ID 


OJ000321_31.0411.C6 




taene ino. 


94668 








Strand 






Start 


15182 








End 


27952 




Name 


OJ000321 31. 


0411 


.C6.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


3956 








End 


5128 




GI 


none 








Score 


161 




Exons 


3956: .-4315, 


3957 


. .4316, 


4914 . . 


.5102, 4916.. 5128 




Seq. No. 


44881 








Seq. ID 


OJ000321_31.0411.C6 




Gene No. 


94668 








Strand 





46018 



?■: I 
: us 

i :i 



Start 


15182 


JjilU 


91^9 




LMdlLlt; 


VJUUUUJZ,! Jl.u411.LD.Ut.LW 


rJcLUOu 


TRT aQTY'Whoaf 




Of- a r +- 
o Lai L 


4 Q1 4 ~ 


HI Id 


M *3S 
Jl JJ 




CI 

\3 1 




O lui tr 


919 




pVAn Q 

LAUl lo 


4 Q1 4 SI ^ 4 QT 6 S1?4 

*i _7 1 *i • . J 1 J J , *i _7 1 U • • Jl J4 








Seq. No. 


44881 


Seq. ID 


OJ000321_31.0411 


.C6 


Gene No. 


94668 


Strand 






Start 


15182 


FnH 


91 QR? 






o.Tnnrn?i ^1 n 4 1 1 rfi n? 

vyUUVJL'Jt.l Jl . U *i 1 1 . L/U . Ut. • L.O 


LMtr L 1 iL'vJ. 


1 DJ_i.rA.C> 1 A . OOyUcan 




0 Lai L. 


1 1 ^94 ~~ 

11 Jil 


EjIICI 






Ol 


none 


S core 


99 Q 
z 




£j A w 1 10 


11^24 11^94 11^47 1 1 SD? 

11 J6 4 • • 1 1 J *4 , 1 1 J *i / • . 1 1 «J U 








UCU • J.NU « 


• 44881 


Seq. ID 


OJ000321_31.0411, 






94 668 


Strand 






Start 


15182 


End 


27952 




Name 


OJ000321 31.0411.C6.o3.np 


Method 


AAT/NAP 




Start 


15182 


End 


27952 




GI 


7531108 


Score 


227 




DAUI lo 


15182. .15285, 18442. .18535, 


20483. .20770, 27933. .27952 




kal UcoLI ip . 


ETHYLENE RESPONSIVE ELEMENT 


BINDING FACTOR 2 (ATERF2) 






gi | 3434 969|dbj IBAA32419. 1 | 


(AB008104) 


ethylene responsive 




element binding factor 2 [Arabidopsis 


thaliana] 




OCLj . Vt\J • 


44881 


Seq. ID 


OJ000321_31.0411. 


.C6 




94668 


Strand 






O L, Cll L. 


15182 


End 


27952 




Name 


OJ000321 31.0411.C6.o4.tm 


Method 


TBLASTX: Maize 




Start 


23381 


End 


25460 




0 X 


none 


Score 


39 






23381. .23476, 2338 6 .. 234 39, 


23550. .23630, 23557 .. 23637 , 






24599. .24700, 24599 .. 24637 , 


24603. .24695, 24 662 24706, 






24749. .24880, 24764 .. 24886, 


24765. .24890, 24771 24881, 






25374. .25460, 25381. .25449 








Sea No 


-.44882 •. 


Seq. ID 


OJ000321_31.0411. 


,C7 


Gene No. 


94*669 


Strand 


+ 




Start 


418 


End 


1611 




Name 


OJ000321 31.0411.C7.ol.gp 


Method 


AAT/GAP 




Start 


418 


End 


880 




GI 


624 1.R1084 


Score 


434 




Exons 


418. .498, 615. .730, 817. .88 


0 







GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



'3128228 4.0e-92 (AC004077) putative ribosomal protein L18A 
[Arabidopsis thaliana] >gi_3337376 (AC004481) putative ribosomal 
protein L18A [Arabidopsis. thaliana] ' 



44882 
94669 
418 

OJ000321_31.0411.C7.ol.gs 

484 

none 

484 . .498, 615. .730, 817. .880 

44882 
94669 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ000321_31.0411.C7 
+ 

1611 
GENSCAN 
880 
. 91 



OJ000321_31.0411.C7 
+ 



46019 



Start 
Name 
Start 
GI 

Exons 



418 End 

OJ000321_31 . 0411 . C7 . ol . tw Method 

569 End 

none Score 



1611 

TBLASTX: Wheat 

900 

221 



569. .730, 570. .749, 615. .758, 813. .881, 815. .880, 817. .900, 
818. .883 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44882 
94669 
418 

OJ000321_31.0411.C7.ol.ts 

591 

none 



Seq; ID OJ000321_31.0411.C7 

Strand + 

End 1611 

Method TBLASTX : Soybean 

End 888 

Score 222 



591. .749, 605. .730, 615. .758, 813. .881, 817. .888, 818. .883 



44882 
94669 
418 

OJ000321J31. 0411.C7.ol.np 
600 

7440926 



Seq. ID OJ000321_31.0411.C7 

Strand + 

End 1611 

Method AAT/NAP 

End 1611 

Score 231 



600. .730, 817. .880, 1273. .1611 

ribosomal protein L18a, cytosolic - Arabidopsis thaliana 

gi| 3128228 | gb | AAC26708.il (AC004077) 60S ribosomal protein L18A 

[Arabidopsis thaliana] 



Seq. No. 


44882 




Seq. ID 


OJ000321_31.0411 


.C7 


Gene No. 


94669 




Strand 


+ 




Start 


418 




End 


1611 




Name 


OJ000321 31. 0411. C7 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


605 




End 


888 




GI 


none 




Score 


224 




Exons 


605. .730, 606. .749, 


817. .888, 


818. .883 






Seq. No. 


44882 




Seq. ID 


OJ000321_31.0411 


.C7 


Gene No; 


94669 




Strand 


+ 




Start 


418 




End 


1611 




Name 


0J000321 31. 04ii. cr; 


.'bi; tc 


Method 


TBLASTX: Cress 




Start' 


606 




End 


883 




GI 


none 




Score 


193 




Exons 


606. .749, 623. .730, 


813. .881, 


817. .879, 


818. .883 




Seq. No. 


44883 




Seq. ID 


OJ000321_32.0410, 


.C2 


Gene No. 


94670 




Strand 






Start 


671 




End 


1080 




Name 


OJ000321 32. 0410. C2. 


.ol.gs 


Method 


GENSCAN 




Start 


671 




End 


1051 




GI 


none 




Score 


.87 




Exons 


671. .1051 .. 










Seq. No. 


44883 




Seq. ID 


OJ000321_32.0410. 


.C2 


Gene No. 


94670 




Strand 






Start 


671 




End 


1080 




Name 


OJ000321 32. 0410. C2. 


•ol.gp 


Method 


AAT/GAP 




Start 


690 • 




•End 


1080 




GI 


4034 1.R1084 




Score 


750 




Exons 


690. .1080 











4 6020 



GI Descrip. » 4239845/dbj | BAA74714 | 8.0e-18 (AB015855) transcription factor 
TEIL [Nicotiana tabacum] 1 





44883 




Seq. ID 


OJ000321_32.0410. 


■ C2 


bene jno ■ 


94670 




Strand 






OLdit 


671 




End 


1080 




Name 


OJ000321. 32.0410.C2.ol.tm 


Method 


TBLASTX: Maize 






7 HQ 




End 


1078 




PT 
bl 


none 




Score 


133 




Exons 


7PlQ P^l 1AQ fizll 7^0 

/uy . . oji, / 4 y . . o 4 i / / jU . . 


842, 


878.. .928 


, 893. .997, 930. .1007, 






..1076, 1001. 


.1078, 1012. .1077 




C d rr KT/~s 

oeq. no. 


4 4 0 0 4 




Seq. ID 


OJ000321_32.0410. 


C3 


bene ino . 


1?T 0 / I 




Strand 


+ 




Cf ar f 
OLaiL 


1 9R 




End 


2336 




Name 


OJ000321 32.0410.C3.ol.gs 




Method 


GENSCAN 




OLall 


125 




End 


2336 




P T 


none 




Score 


.65 




Exons 


1 OC OTQ TCQ CflO QQQ 


1134 


, 1448. .1525, 2169. .2336 




Seq. No. 


/I A Q Q A 
4 4 0 0 4 




Seq. ID 


OJ000321_32.0410. 


C3 


bene ino . 


Q/i C7 O 




Strand 


+ 




bLail. 


lo 




End 


4372 




Name 


OJ000321 32.0410.C3.ol.gp 




Method 


AAT/GAP 




olalt 


3215 




End 


4372 




PT 


4 U J 4 1 . Kl U O 4 




Score 


2262 




Exons 


"3 9 1 c; /I T "7 O 










GI Descrip. 


' /I /d^-i iD7\7n/niyi i q 
4Zoyo40/ QD] | dAA / 4 / 1 4 I o . 


Oe-1 


8 (AB015855) transcription 


factor 




iHiiii [iNicouiana LdDacumj 










oeq . no . 


A A Q Q A 

4 4 0 0 4 




Seq. ID 


OJ000321_32.0410. 


C3 


Gene No . 


y4 o / 0 




Strand 






C -f- -a -K-f- 


3501 




End 


7246 




Name 


OJ000321_32. 0410.C3.o2.gs 




Method 


GENSCAN 




OLdlt 


'jcni 




End 


5423 




P T 
bl 


none 




Score 


. 65 




Exons 


jjUI . . 04 £ 0 










Q /-s TJ/^ 

oeq. in o . 


A A Q Q A 
4 4 O O 4 




Seq. ID 


OJ000321_32.0410. 


C3 


bene ino . 


y 4 D / J 




Strand 






Of 3 v-+- 

o car u 


JJUI 




End 


7246 




Name 


OJ000321 32.0410.C3.ol.np 




Method 


AAT/NAP 




Of a y-f- 

ouar c 


3507 




End ' 


6340 




P T 
bl 


4239845 




Score 


1282 




LiAUi lo 


3507. .5222, 6271. .6340 










GI Descrip. 


(AB015855) transcription : 


factor TEIL [Nicotiana tabacum] 




Seq. No. 


44884 




Seq. ' ID 


OJ000321_32.0410. 


C3 


Gene No. 


94673 




Strand 






Start 


3501 




End 


7246 




Name 


OJ000321 32.0410.C3.o2.gp 




Method 


AAT/GAP 




Start 


4471 




End 


7246 




GI 


13411 1.R1084 




Score 


2440 




Exons 


4471. .5508, 7033. .7246 











GI Descrip. ■ 4239845/dbj | BAA74714 | 1.0e-109 (AB015855) transcription factor 
TEIL [Nicotiana tabacum] ' 



46021 



Seq. No. 44884 

Gene No. 94674 

Start 21012 

Name. OJ00032 1_32 . 04 10 . C3 . 06 . gs 

Start 21012 

GI none 

Exons 21012. .21593, 21595 .. 21660, 
23213. .23528, 23608 23722, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000321_32.0410.C3 

35300 . 
GENSCAN 
24724 
.8 



22739.-22788, 2284 5 .. 22986, 
24277. .24724 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44884 
94674 
21012 
OJ000321 
21146 
5922636 
21146. .21 
25197. .25 
(AP000492 
region of 
sativa] g 
C99517 (E2 
predicted 



_32.0410.C3.o3.np 



195, 21232. .21701, 2 
341, 25604 . .25720, 2 
) ESTs C99517 (E20319 

the predicted gene, 
i | 6016869 | dbj IBAA852 
0319) ,AU078130 (E2031 

gene.; hypothetical 



Seq. ID 
Strand 
End 

Method 

End 

Score 
2871 
7145 



OJ000321 32. 0410. C3 



35300 
AAT/NAP 
27194 
184 

23157, 24293. .24909, 
27194 



) , AU078130 (E20319) correspond to a 
; hypothetical protein [Oryza 
12.1| (AP000570) ESTs 
9) correspond to a region of the 
protein [Oryza sativa] 



44884 
94674 
21012 

OJ000321_32 . 04 10 . C3 . o3 . gp 

24512 

569555 

24512. .24811 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000321_32.0410.C3 

35300 
AAT/GAP 
24811 
572 



Seq. No. 44884 
Gene No. 94674 
Start 21012 

Name OJ000321_32 . 0410 . C3 . o7 . gs 

Start .. 25192 

GI none . 

Exons 25192 

27626 

31821 

32516 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000321_32.0410.C3 

35300 

GENSCAN 

35300 

.76 : 



25522, 26384 . .26420, 26503 26601, 27 159 .. 275.68 , 

27763, 29303. .29355, 304 04 .. 30472, 31057. . 31158 , 

31886, 32029. .32079, 32165 .. 32260, 3234 5 .. 324 44 , 

32597, 33831. .33995, 35249.. 35300 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.Exons 



GI Descrip. 



OJ000321 32. 0410. C3 



44884 
94674 
21012 
OJ00032] 
29302 
6539563 
29302. .; 
31821. 
33831. 

(AP000836) Similar to ISP42-like protein (AF051231) [Oryza 
sativa] 



>l_32.0410.C3.o4 . np 



,29355, 29945. .30040, 
.31886, 32029. .32079, 
,34050 



Seq. ID 
Strand 
End 

Method 
End 
Score 



35300 
AAT/NAP 
34050 
803 

30237. .30320, 31057 .. 31158 , 
32345. .32444, 32477 32597 , 



Seq. No. 
Gene No. 
Start 



44884 
94675 
36770 



Seq. ID 

Strand 

End 



OJ000321 32.0410. C3 



38576 



46022 



Name 

Start 

GI 

Exons 



OJ000321_32 . 04 10 . C3 . ol . tm 
3256 
none 



Method TBLASTX : Mai ze 



End 5432 

Score 81 

3256. .3291, 3296. .3358, 3344. .3406, 3501. .3533, 3540. .3608, 

3541.. 3609, 3603.. 3662, 3615.. 3662, 3616.. 3663, 3795.. 3986, 

3799.-3987, 3806. .4045, 3954. .4169, 3977 .. 4168, 3979 .. 4197, 

4122. .4298, 4135. .4272, 4267. .4623, 4272. .5156, 4529. .4693, 

4554.. 4796, 4687.. 5103, 5091.. 5180, 5157.. 5267, 5235.. 5357, 

5260.. 5358, 5343.. 5432, 5344.. 5427, 5355.. 5432 





Seq. No. 


44884 


Seq. ID 


OJ000321_32.0410.C3 




Gene No. 


94675 


Strand 






Start 


36770 


End 


38576 




Name 


OJ000321 32 0410 C3 ol ts 


Method 


TBLASTX : Soybean 




Start 


3801 ~~ 


End 


5180 




GI 


none 


Score 


217 




Exons 


3801. .3917, 4014. .4136, 4159 


'..4188, 4341. .5090, 4390. .4620 






4641 4790 4687 5073 5121 


.,5180 






Seq. No. 


44884 


Seq. ID 


OJ000321_32.0410.C3 






94 675 


Strand 






OL.CJ.-Ll- 




End 


38576 




Name 


OJ000321 32 0410 C3 ol tr 


Method 


TBLASTX: Cress 




Start 


3843 ~ 


End 


5180 




GI 


none 


Score 


201 




DAUllO 


3843 3914 4014 4133 4341 


..4796, 4390. .4620, 4482. .4796, 


in 




4687. .4797, 4827. .5090, 4828 


. .5106, 5136. .5180 


f := § 


Sea No 


44884 


Seq. ID 


OJ000321_32.0410.C3 






94675 


Strand 






Start 


36770 


End 


38576 


' ^ 


Name 


OJ000321 32 0410 C3 ol tw 


Method 


TBLASTX: Wheat 


r ~ 


Start 


5130 ~ 


End 


5433 


5- 


GI 


none 


Score 


70 


i.. J 


F!y on *=; 


5130 5180 5157 5267 5235 


..5432, 5260. .5433 




Sea No 


44884 


Seq. ID 


OJ000321_,32.0410.C3 


Li: 


fjpnp No 


94675 


Strand 




' =1 


Start 


36770 


End 


38576 




Name 


OJ000321 32.0410.C3.o3.ts 


Method 


TBLASTX: Soybean 




Start 


24335 


End 


24571 




GI 


none 


Score 


215 




Exons 


24335. .24571 








Seq. No. 


44884 


Seq. ID 


OJ000321_32.0410.C3 




Gene No. 


94675 


Strand 






Start 


36770 


End 


38576 




Name 


OJ000321 32.0410.C3.o2.ts 


Method 


TBLASTX: Soybean 




Start 


29949 


End 


33885 




GI 


none 


Score 


84 




Exons 


29949. .30053, 29963 .. 30064 , 


30237. .30257, 30258 .. 30323, 






30259. .30321, 30401 .. 304 72, 


30402. .30473, 31054 . .31161, 






31055. .31162, 31812. .31886, 


32028. .32081, 32029. .32082, 






32162. .32263, 32169 .. 32261, 


32351. .324 4 9, 32352. .324 4 7, 






32518. .32598, 32522 .. 32596, 


33838. .338* 


55 



Seq. No. 



44884 



Seq. ID OJ000321_32.0410.C3 

46023 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



94675 
36770 
OJ00032 
30008 
none 
30008. . 
30239. . 
30403. . 
31812. . 
32024. . 
32166. . 
32347. . 
32518. . 
33940. . 



1 32.0410.C3.o2.tm 



30061, 
30325, 
30474, 
31886, 
32095, 
32267, 
32451, 
32598, 
33969 



30230. 
30377. 
31045. 
31813. 
32156. 
32325. 
32516. 
32518. 



,30322, 
,30472, 
,31161, 
31887, 
32263, 
32447, 
32596, 
32598, 



Strand 
End 

Method 

End 

Score 



38576 
TBLASTX ; 
33969 
117 



Maize 



30231. .30323, 30237 .. 30323, 

30402. .30473, 304 02 .. 30473, 

31055. .31162, 31055. .31162, 

32023. .32082, 32023 .. 32082 , 

32163. .32261, 32165 .. 32263, 

32330. .32449, 3234 5.-324 4 9, 

32516. .32596, 32517 32597 , 

33826. .33885, 33827 .. 33883, 



Seq. No. 44884 Seq. ID 

Gene No. 94675 Strand 

Start 36770 End 

Name OJ000321_32 . 04 10 . C3 . o2 . tc Method 

Start 32202 End 

GI none Score 

Exons . 32202. .32261, 32207 .. 32263, 32324 .. 32401, 32330 

32397'. .32444, 32518 .. 32613, 32522 .. 32596, 33826 

33827. .33877 



OJ000321 32. 0410. C3 



38576 

TBLASTX: Cress 
33963 
62 

32401, 
33963, 



W Seq. No. 44884 Seq. ID 

Gene No. 94 675 Strand 

fL! Start 36770 End 

Name OJ000321_32 . 0410 . C3 . 08 . gs Method 

r~§ Start 36770 . End 

GI none Score 
W Exons 



OJ000321_32.0410.C3 

38576 
GENSCAN 
38576 
.72 



36770. 
38128, 



,36881, 36921. 
,38252, 38480. 



37036, 37054 . .37431, 37941 .. 37985, 
38576 



Seq. No. 44885 

Gene No. 94676 

Start 1236 

Name OJ000321_32 . 04 10 . C4 . ol . gs 

Start 1236 

GI none 
Exons 



Seq. ID OJ000321_32.0410.C4 

Strand + 

End 3610 

Method GENSCAN 

End 3610 

Score .81 



1236. .1693, 1801. .1973, 2182. .2258, 3285. .3404, 3456. .3610 



Seq. No. 44885 Seq. ID 

Gene No. 94677 Strand 

Start 5909 ' End 

Name OJ000321_32 . 04 10 . C4 . ol . gp Method 

Start 5909 End 

GI none Score 

Exons 5909.. 6155 



OJ000321_32.0410.C4 
+ 

6155 
AAT/GAP 
6155 
427 



Seq. No. 44885 Seq. ID 

Gene No. 94678 Strand 

Start 6617 End 

Name OJ000321_32 . 0410 . C4 .o2.gp Method 

Start 6617 End 

GI none Score ' 

Exons 6617.. 6783 



OJ000321_32.0410.C4 
+ 

6783 
AAT/GAP 
67 83 
297 



46024 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44885 Seq. ID OJ000321 

94679 Strand + 

11323 End 17072 

OJ00032 1_32 . 04 10 . C4 . o3 . np Method AAT/NAP 

11323 End 17072 

1362162 Score 666 

11323. .11345', 15116. .15197, 16161. 
16558. .16659, 16777. .17072 
beta-glucosidase BGQ60 precursor - 
beta-glucosidase [Hordeum vulgare] 



32. 04 10. C4 



16300, 16417. . 16448, 
barley gi|804656 (L41869) 



44885 Seq. ID 

94679 Strand 

11323 End 

OJ000321_32 . 04 10 . C4 . o4 . gs Method 

11934 End 

none Score 
11934.. 12518 



OJ000321_32.0410.C4 
+ 

17072 
GEN SCAN 
12518 
-.5 



Seq. No. 44885 Seq. ID OJ00032 1_32 . 04 10 . C4 

Gene No. 94 680 Strand + 

Start 18900 End 19605 

Name OJ000321_32 . 04 10 . C4 . o5 . gp Method AAT/GAP 

Start 18900 End 19605 

GI 7195__1.R1084 Score 1368 

Exons 18900. .19605 

GI Descrip. 1 2130042/pir | | S64721 4.0e-34 Mg-chelatase chain Xantha-f - 
barley >gi_861199 (U26916) protoporphyrin IX Mg-chelatase 
subunit precursor [Hordeum vulgare] 1 



Seq. No. 44885 
Gene No. 94681 
Start 7323 

Name OJ000321_32 . 04 10 . C4 . o3 . gs 

Start 7323 
GI none 

Exons 7323.. 7472, 7754.. 7857, 7907. 

9137.. 9277, 9413.. 9523, 9768. 
11360. .11379 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000321 32. 0410. C4 



11379 
GENSCAN 
11379 
.86 

8033, 8822.. "8899, 8985.. 9089, 
10307, 10395. . 10787, 11033 .. 1 1129, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44885 Seq. ID OJ000321_32 . 04 10 . C4 

94681 Strand 

7323 End 11379 

OJ000321_32 . 04 10 . C4 . ol . np Method AAT/NAP 

10468 End 10766 

7485984 Score 228 

10468. .10766 

hypothetical protein F22013.18 - Arabidopsis thaliana 

gi|3063456|gb|AAC14044.1| (AC003981) F22013.18 [Arabidopsis 
thaliana] 



Seq. No. 44885 . Seq. ID 

Gene No. 94682 Strand 

Start 11353 End 

Name OJ000321_32 . 04 10 . C4 . o2 . np Method 

Start 11353 End 



OJ000321_32.0410.C4 

12214 

AAT/NAP 

12214 



46025 



GI 7485983 Score 361 

Exons 11353. .11421, 11503 .. 11590, 11916. . 11977, 12116. .12214 

GI Descrip. hypothetical protein F22013.-17 - Arabidopsis thaliana 

gi|3063455|gb|AAC14043.1| (AC003981) F22013.17 [Arabidopsis 

thaliana] 



Seq. No. 44885 

Gene No. 94 683 

Start 15305 

Name OJ00032 1_32 . 04 10 . C4 . 06 . tm 

Start 6037 

GI none 

Exons 6037.. 6105, 6049.. 6096, 6051. 
6205. .6327 



Seq. ID OJ000321_32.0410.C4 
Strand 

End 24519 

Method TBLASTX : Mai ze 

End 6329 

Score 7 9 

.6104, 6090. .6143, 6150. .6329, 



Seq. No. 44885 

Gene No. 94 683 

Start 15305 

Name OJ000321_32 . 0410 . C4 . o5 . tm--' 

Start 9849 

GI none 

Exons 9849.. 9884, 9857.. 9925, 9877, 
9933. .10142, 9936. .10145 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.9930, 



OJ000321 32. 0410. C4 



24-519 

TBLASTX: Maize 
10145 
60 

9878. .9925, 9928. .10110, 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



44885 
94683 
15305 

OJ000321_32.0410.C4 .o3.ts 
10416 
none 
10416. 
10645. 
11034, 
11482. 

12116. .12166 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000321_32.0410.C4 
24519 

TBLASTX : Soybean 

12166 

84 



,10640, 10480. .10638, 10536 .. 1064 0, 1064 4 .. 107 90, 

,10773, 10647. .10775, 11033 .. 11131 , 11034 .. 11132 , 

,11132, 11035. .11133, 11360. . 11437, 11362 .. 114 42 , 

,11589, 11510. .11590, 11918 .. 11977 , 11919 .. 11978 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44885 
94683 
15305 

OJ000321_32.0410.C4.o4 . tm 

10519 

none 



Seq.' ID OJ000321_32.0410.C4 
Strand 
End 

Method 
End 
Score 



24519 

TBLASTX: Maize 

10790 

156 



10519. .10782, 10519. .10635, 10520 .. 10636, 10521 ..' 107 90 



Seq. No. 44885 
Gene No. 94683 
Start 15305 

Name OJ000321_32 . 04 10 . C4 . o2 . tm 

Start 15114 
GI none 
Exons 15114, 

16182, 

16401, 

16561, 

16777. 

17019, 



,15191, 15117. 

,16301, 16188. 

,16454, 16418. 

16659, 16561. 

,16992, 16778. 

17066 



,15191, 
16310, 
16447, 
16668, 
16987, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000321 32. 0410. C4 



24519 

TBLASTX: Maize 
17076 
91 

16140. . 16190, 1614 0. .16178, 
16189. .16305, 16199. .16315, 
16557. .16664, 16560. .1665:8, 
167 67. .16988, 1 67 67 .. 1697 9, 
16996. .17022, 17011. .1707 6, 



46026 




Sea No 


44885 






Seq. ID 


OJ000321 


17 0410 


^ 4 


Gene No. 


94683 






Strand 








Start 


15305 






End - 


24519 






Name 


OJ000321 32. 0410. C4 


. o5 . gs 


Method 


GEN SCAN 






Start 


15305 






End 


24251 






GI 


none 






Score 


.42 






Exons 


15305. 


.16002, 16221 


. . 16338, 


18315. .18399, 18745 


. .19595, 






20825. 


.22627, 23438 


23520, 


23576. .24251 






Sea No 


44885 






Seq. ID 


OJ000321 


17 0410 


P4 


(Zonp No 


94683 






Strand 








Start 


15305 






End 


24519 






Name 


OJ000321 32. 0410. C4 . 


.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


16189 






End 


17065 






GI 


none 






Score 


96 






F.xon s 

j_j v^y I I kj 


16189. 


.16296, 16200. 


16301, 


16422. .16454, 16557 


1 66SR 






16561. 


.16659, 16561. 


16668 


16776. .16988, 16777 


16992, 






. 16996. 


.17022, 17018. 


. . 17065 










Sea No 


44885 






Seq. ID 


OJ000321 


1? 0410 


P4 


Gene No. 


94683 






Strand 








Start 


15305 






End 


24519 






Name 


OJ000321 32. 0410. C4 . 


o 6 * t c 


Method 


TBLASTX: 


Cr e s s 




Start 


16189 






End 


17022 






GI 


none 






Score 


74 






R von ^ 


16189. . 


.16248, 16553. 


16657, 


16563. . 16664, 16564 








16570. , 


.16668, 16776. 


16979, 


16777. .16992, 16996 


17022 




Seq. No. 


44885 






Seq. ID 


OJ000321 


^32.0410. 


C4 


Gene No. 


94683 






Strand 








Start 


15305 






End 


24519 






Name 


OJ000321 32. 0410. C4 . 


o 1 . t w 


Method 


TBLASTX : 1 


i it: ci u 




Start 


16606 






End 


16992 






GI 


none 






Score 


61 






Exons 


16606. . 


.16659, 16776. 


. 16988, 


16777. .16992 






Seq. No. 


44885 






Seq. ID 


OJ000321 


32 0410 


C4 


Gene No. 


94683 






Strand 








Start 


15305 






End • 


24519 






Name 


OJ000321 32. 0410. C4. 


o4 . gp 


Method 


AAT/GAP 






Start 


17934 






End 


18349 






GI 


none 






Score 


342 






Exons 


17934 . . 


,18148, 18314. 


.18349 











Seq. No. 44885 
Gene No. 94683 
Start 15305 

Name OJ000321_32 . 0410 . C4 . ol . tm 

Start 18591 
GI none 
Exons 18591, 

18732. 

20813. 



.18647, 18610. .18642, 
.19598, 18823. .19596, 
.21547 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000321 32. 0410. C4 



24519 

TBLASTX : Maize 
21547 
43 

18722. . 18784, 18732. .19274, 
19326. . 19598, 208 13 .. 2154 7 , 



Seq. No. 44885 Seq. ID OJ000321_32 . 04 10 . C4 

Gene No. 94683 Strand 

Start 15305 End 24519 

• 4 6027 




Name 


OJ000321 32. 0410. C4 


.ol.ts 


Method TBLASTX: 


Soybean 




Start 


18735 






End 24383 




GI 


none 






Score 257 






Exons 


18735 . . 


19121, 18738 


19598, 


18823 19596. 19^HS 








20813. . 


21577, 20813 


22630. 


20829 22628. 2204^ 


. , £^ £^ \) ~J\J f 






23438. . 


23521, 23445 


. .23522, 


23619. .24383, 23622 


24 065 






23707. . 


24381, 24225 


. . 24383 








Seq. No. 


44885 






Seq. ID OJ000321 


_32.0410 


.C4 


Gene No. 


94683 






Strand 






Start 


15305 






End 24519 






Name 


OJ000321 32. 0410. C4 


. ol . tc 


Method TBLASTX* 


Cr es s 




Start 


18739 






End 19481 






GI 


none 






Score 304 






Exons 


18739. . 


19467, 18741 


. . 19121, 


18741 19481 1882^1 


1 94 67 




Seq. No. 


44885 






Seq. ID OJ000321 


32 . 04 10 


. C4 


Gene No. 


94683 






Strand - 






Start 


15305 






End 24519 






Name 


OJ000321 32. 0410. C4 


. o4 . np 


Method AAT/NAP 






Start 


18744 






End 24519 






GI 


2130042 






Score 5526 






Exons 


18744 . . 


19595, 20825 


. .22627, 


23438. .23520, 23609 


. .24519 




GI Descrip. 


Mg-chelatase chain Xantha-f 


- barley gi | 861199 


(U26916) 





protoporphyrin IX Mg-chelatase subunit precursor [Hordeum 
vulgare] 



Seq. No. 


44885 






Seq. ID 


OJ000321_32.0410 


.C4 


Gene No. 


94683 






Strand 






Start 


15305 






End 


24519 




Name 


OJ000321 32. 0410. C4 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


20915 






End 


21571 




GI 


none 






Score 


58 




Exons 


20915. 


.20977, 20927 


. .21052, 


20987. .21571, 20988.. 21563 




Seq. No. 


44885 






Seq. ID 


OJ000321_32.0410 


.C4 


Gene No. 


94683 






Strand 






Start 


15305 






End 


24519 




Name 


OJ000321 32. 0410. C4 


. o3 . tm 


Method 


TBLASTX : Maize 




Start 


21747 






End 


22256 




GI 


none 






Score 


311 




Exons 


21747. 


.22100, 21748 


. .22101, 


21749. .22105, 217.94 .. 22111, 






21804 . 


.22112, 22075 


. .22209, 


22076. .22216, 22112 .. 22225, 






22116. 


.22250, 22117 


. .22254, 


22119. .22256 




Seq. No. 


44885 






Seq. ID 


OJ000321_32.0410 


.C4 


Gene No.' 


94683 






Strand 






Start 


15305 






End 


24519 




Name 


OJ000321 32. 0410. C4 


. o3*. tc 


Method. 


TBLASTX: Cress 




Start 


21956 






End 


22439 




GI 


none 






Score 


522 




Exons 


21956. 


.22435, 21957 


. .22439 








Seq. No. 


44885 






Seq. ID 


OJ000321_32.0410. 


.C4 


Gene No. 


94683 






Strand 






Start 


15305 






End 


24519 




Name 


OJ000321 32. 0410. C4 


,o5.tc 


Method 


TBLASTX: Cress 





46028 



Start 22538 End 23864 

GI none Score 113 

Exons 22538.-22624, 22539 .. 22628 , 22548 22628 , 22549 .. 22629, 

23438. .23521, 234 39 23522 , 23619 .. 23831 , 23619 .. 238 64 , 

23623. .23862 



Seq. No. 


44885 


Seq. ID 


OJ000321_32.0410. 




Gene No . 


94683 


Strand 






Start 


15305 


End 


24519 




Name 


OJ000321 32 .0410.C4 .o4 ,tc 


Method 


TBLASTX: Cress 




Start 


24045 


End 


24383 




GI 


none 


Score 


290 




Exons 


24045. .24383, 2404 6 .. 24381, 


24228. .24383 




Seq. No. 


44885 


Seq. ID 


OJ000321_32.0410. 


C4 




94683 


Strand 






Start 


15305 


End 


24519 




Name 


OJ000321 32 .0410.C4 .o6.gp 


Method 


AAT/GAP 




Start 


24197 


End 


24385 




GI 


3768414 


Score 


340 




Exons 


24197. .24385 








GI Descrip. 


2130042/pir | IS64721 4.0e-34 


Mg-chelatase chain Xantha-f 


- barley 




>gi_861199 (U26916) protoporphyrin IX 


Mg-chelatase subunit 




precursor [Hordeum vulgare] 








Seq. No. 


44886 


Seq. ID 


OJ000301_25.0410. 


C2 


Gene No. 


94684 


Strand 


+ 




Start 


1 


End 


714 




Name 


OJ000301 25.0410.C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


714 




GI 


4097522 


Score 


147 




Exons 


1..165, 696. .714 









GI Descrip. (U63534) cinnamyl alcohol dehydrogenase [Fragaria x ananassa] 



Seq. No. 44886 

Gene No. 94684 

Start 1 

Name OJ000301_25 . 04 10 . C2 . ol . tw 

Start 2 

GI none 

Exons 2. .43, 37. .162, 38. .172, 104. .163 



Seq. ID OJ000301_25.0410.C2 

Strand + 

End 1 714 

Method TBLASTX: Wheat 

End 172 

Score 169 



Seq. No. 44886 ' Seq. ID 

Gene No. 94 684 Strand 

Start 1 End 

Name OJ000301_25 ..0410 . C2 . ol . gs Method 

Start 59 End 

GI none Score 

Exons 59. .163 



OJ000301_25.0410.C2 

+ 

714 

GENSCAN 
163 
. 95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44887 
94685 
188 
OJ000301 
188 
none 



Seq. ID OJ000301 25. 0410. C4 



_25.0410.C4 .ol.gs 



Strand 
End 

Method 

End 

Score 



+ 

4892 
GENSCAN 
4677 
.73 



188. .328, 369. .657, 728. .846, 2933. .3142, 3261. .3496, 



46029 



3781. . 4540, 4653. .4677 



O vj . lnu . 


44887 




n.Tnnn^ni ?^ n4in ca 


vJtJilt; INC ■ 


94 fifl R 


0 +- y -a n H 


_(_ 


Otai L 


100 


DllU 


4 R Q9 


Name 


n.Tnnn^m 9s ndin c& ni i-w 

UUUUUJUl J . U4 • v4 •Ul . l_W 




TRT BQTY - Whoaf 
1 D.L1M.0 1 A . HvilcaL 


O Lcll. l_ 


"36ft 4 _ 

JOO 1 ! 


JM1U. 


4U / I 






Score 


^4 ^ 


LAUllo 


^fifi4 407D ^fiQS 4C16Q ^fiflfi 


4 mi 




Seq. No. 


44887 


Seq. ID 


OJ000301_25.0410.C4 


Gene No. 


94685 


Strand 


+ 


Start 


188 


End 


4892 


Name 


OJ000301 25.0410.C4.ol.np 


Method 


AAT/NAP 


Start 


3690 


End 


4892 


GI 


6539553 


Score 


1978 


Exons 


3690. .4892 






GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIRE1 



(D85597) [Oryza sativa] gi | 6539590 | dbj.l BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



0 e q . IN 0 . 


A A QQH 
fl 4 0 O / 








Seq. ID 


OJ000301_25.0410 


. C4 


Gene No . 


Q A £ 0 c 

y 4 DoO 








Strand 


+ 




Start 


188 








End 


4892 




Name 


• OJ000301 25 


.0410 


.C4.ol. 


tm 


Method 


TBLASTX: Maize 




ouarr. 


0 0 jl y 








End 


4132 






none 








Score 


348 




Exons 


00 1 y . . 4 1 JU , 


00Z 1 


A 1 *3 O 










Seq. No. 


44887 








Seq. ID 


OJ000301_25.0410 


.C4 


Gene No. 


94685 








Strand 


+ 




Start 


188 








End 


4892 




Name 


OJ000301 25 


.0410 


.C4.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


4631 








End 


4892 




GI 


none 








Score 


221 




Exons 


4631. .4879, 


4638 


. .4892, 


4 639. 


.4875, 4647. .4877 




Seq. No. 


44888 








Seq. ID 


OJ000301_25.0410 


.C5 


Gene No. 


94686 








Strand 


+ 




Start 


1294 








End 


2231 




Name 


OJ000301 25 


.0410 


.C5 .ol . 


gs 


Method 


GENSCAN 




Start 


1294 








End 


2231 




GI 


none 








Score 


.69 




Exons 


1294 . . 1382, 


1766 


. .1890, 


2029. 


.2231 






Seq. No. 


44888 








Seq. ID 


OJ000301_25.0410 


.C5 


Gene No. 


94687 








Strand 


+ 




Start 


8375 








End 


8513 




Name 


OJ000301 25 


.0410 


.C5.o2. 


gp 


Method 


AAT/GAP 




Start 


8375 








End 


8513 




GI 


none 








Score 


249 




Exons 


8375. .8513 














Seq. No. 


44888 








Seq. ID 


OJ000301_25.0410, 


,C5 


Gene No. 


94688 








Strand 






Start 


3044 








End 


5900 





46030 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000301_25 . 04 10 . C5 . o2 . gs 
3044 



Method GENSCAN 
End . 5900 
none Score .87 

3044. .3196, 3740. .4015, 4092. .4148, 4243. .4320, 4794. .4880, 
5497. .5586, 5694. .5900 



44888 
94689 
6053 

OJ000301_25.0410.C5.o3.gs 

6053 

none 

6053. .7036 



Seq. ID OJ000301_25.0410.C5 
Strand 

End 7774 

Method GENSCAN 

End 7036 

Score .96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44888 
94689 
6053 

OJ000301 25 
6221 
7446482 
6221. . 6357, 



OJ000301 25. 0410. C5 



Seq. ID 
Strand 

End 7774 
Method AAT/NAP 
End 7470 
Score 111 
,7120, 7350. .7470 
probable cell wall-plasma membrane linker protein PRP precursor 
- rape gi | 1155068 | emb | CAA64425 . 1 | (X94976) cell wall-plasma 
membrane linker protein [Brassica napus] 



__25.0410.C5.o2.np 



6596. 



OJ000301 25. 0410. C5 



44888 
94689 
6053 

OJ000301_25.0410.C5.ol.np 
6223 
5302795 
6223. .6636, 7698. .7774 

(Z97341) hypothetical protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



7774 
AAT/NAP 
7774 
251 





Seq. No. 


44888 








Seq. ID 


OJ000301_25.0410 


.C5 




Gene No. 


94689 








Strand 








Start 


6053 








End 


7774 






Name 


v OJ000301 25 


.0410 


.C5.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


6224 








End 


6438 






GI 


none 








Score 


273 




L J! 


Exons 


6224 . . 6433, 


6226 


. .6438 












Seq. No. 


44888 








Seq. ID 


OJ000301_25.0410. 


V C5 




Gene No. 


94689 








Strand 








Start 


6053 








End 


7774 






Name 


OJ000301 25 


.0410 


.C5.ol. 


tc 


Method 


TBLASTX: Cress 






Start 


6229 








End 


6438 






GI 


none 








Score 


89 






Exons 


6229. . 6438, 


6254 


. .6433 












Seq. No. 


44888 








Seq. ID 


OJ000301_25.0410. 


,C5 




Gene No. 


94689 








Strand 








Start 


6053 








End 


7774 






Name 


OJ000301 25 


.0410, 


.C5.ol. 


ts 


Method 


TBLASTX: Soybean 






Start 


6265 








End 


6438 






GI 


none 








Score 


84 






Exons 


6265. .6438, 


6272, 


. .6433 











46031 



Seq. No. . 44888 Seq. ID 

Gene No. 94689 Strand 

Start " 6053 End 

Name OJ000301_25 . 04 10 . C5 . ol . gp Method 

Start 6360 End 

GI none Score 

Exons 6360.. 6861 



OJ000301_25.0410.C5 

7774 
AAT/GAP 
6861 
996 



Seq. No. 44889 

Gene No. 94690 

Start 222 

Name OJ000301_25 . 04 10 . C6 . ol . gs 

Start 222 

GI none 

Exons 222.. 561, 1249.. 1334, 1411, 
3184. .3578. 



Seq. ID OJ000301_25.0410.C6 

Strand + 

End 3578 

Method GENSCAN 

End 3578 

Score .96 
1515, 1603. .2397, 2585. .2807, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44889 
94690 
222 

OJ000301_25.0410.C6.ol.np 
264 

5734720 

264. .425, 454. .673, 
3184. .3299 

(AC008075) Contains PF| 01426 BAH (bromo-adj acent homology) 
domain. ESTs gb|N96349, gb|T42710, gb|H77084, gb|AA395147 
gb|AA605500 come from this gene. [Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1433. .1471/ 1628. . 



OJ000301_25.0410.C6 
+ 

3578 

AAT/NAP 

3299 

■■: 4 '00 

2397, 2585.. 2807, 



and 



44889 
94690 
222 

OJ000301_25.0410.C6.ol.gp 

2358 

10978 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
2358. .2397, 2585. .2807, 3184. .3569 

, 5734720/gb|AAD49985.1|AC008075_18 2.0'e-10 (AC008075) Contains 
PF_01426 BAH (bromo-adj acent homology) domain. ESTs gb_N9634'9, 
gb_T42710, gb_H77084, gb_AA395147 and gb_AA605500 come from this 
gene. [Arabidopsis thaliana] 1 



OJ000301_25.0410.C6 
+ 

3578 
AAT/GAP 
3569 
1181 



44889 Seq. ID 

94691 Strand 
7535 End 
OJ000301_25 . 04 10 . C6 . o3 . gs Method 
7535 End 
none Score 
7535. .7618, 8293. .8455, 8494. .8525 

44889 Seq. ID 

94692 Strand 
16877 .. End 
OJ000301_25 . 0410 . C6 . o4 . gp Method 
16877 End 
uC-osf Icypl54b05bl Score 
16877. .17347 



OJ000301_25.0410.C6 
+ 

8525 
GENSCAN 
8525 
.82 



OJ000301_25.0410.C6 
+ 

17347 
AAT/GAP 
17347 
877 



46032 



GI Descrip. 1 50914 96/dbj | AB0234 82 . 2 | AB023482 4.0e-23 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence' 

Seq. No. 44889 Seq. ID OJ000301_25 . 04 10 . C6 

Gene No. 94693 Strand + 

Start 18576 End 19873 

Name OJ000301_25 . 04 10 . C6 . o5 . gp Method AAT/GAP 

Start 18432 End 19061 

GI 2428298 Score 845 

Exons 18432. .18611, 18788.. 19061 

GI Descrip. 5091516/dbj | BAA78751 . 1 | 3.0e-32 (AB023482) ESTs 

C72761 (E2193) ,AU056875 (S20945) , AU056876 (S20945) correspond to a 
region of the predicted gene.; Similar to Thermus thermophilus 
gene for homocitrate synthase, homoaconitate hydratase, and 
ORF, complete and part 



o e q . in o . 


44889 




Seq. ID 


OJ000301_25.0410.C6 


(~Z a -pi o M r~\ 


94693 




Strand 


+ 


Q+- a -r-f- 
OLdl L 


18576 ■ _ 




End 


19873 


NT ^ m a 


OJ000301 25.0410.C6.o7.np 




Method 


AAT/NAP 


C4-2 y +- 


18576 




End 


19648 




5091516 




Score 


1430 


Exons 


18576. .18 611, 18788. .1964 8 








GI Descrip. 


(AB023482) ESTs C72761 (E2193) , AU056875 (S20945 ) , AU056876(S2 




correspond to a region of 


the predicted gene.; Similar to 




Thermus thermophilus gene 


for 


homocitrate synthase, 




homoaconitate hydratase, and ORF, complete and part... 


Seq. No. 


44889 




Seq. ID 


OJ000301_25.0410.C6 


Gene No. 


94693 




Strand 


+ 


Start 


18576 




End 


19873 


Name 


OJ000301 25.0410.C6.o8.gs 




Method 


GENSCAN 


Start 


18576 




End 


19651 


GI 


none 




Score 


1 


Exons 


18576. .18611, 18788. .19651 








Seq. No.- 


44889 




Seq. ID 


OJ000301 25. 0410. C6 


Gene No. 


94693 




Strand 


+ 


Start 


18576 




End 


19873 


Name 


OJ000301 25.0410.C6.o6.gp 




Method 


AAT/GAP 


Start 


19109 




End 


19873 


GI 


92272 1.R1084 




Score 


1303 


Exons 


19109.. 19873 








GI Descrip. 


'5091516/dbj | BAA78751.il 2 


.0e- 


-59 (AB023482) ESTs 




C72761 (E2193) , AU056875 (S2094 5) , -AU05687 6 (S2094 5 ) correspond 



region of the predicted gene.; Similar to Thermus thermophilus 
gene for homocitrate synthase, homoaconitate hydratase, and 
ORF, complete and part 1 



Seq. No. 

Gene No. 

Start 
..- Name 
""Start 

GI 

Exons 



44889 Seq. ID 

94694 Strand 

4648 End 

OJ000301__25 . 04 10 . C6 . o2 . gp Method 

4595 • End 

none Score 
4595. .4918 



OJ000301_25.04L0.C6 

8135 
AAT/GAP 
4918 
519 



4*6033 






4 ft O O _/ 


Seq. ID 


OJ000301 


_25.0410 


.C6 




C7 *i O _7 *i 


Strand 








Start 


4648 


End 


8135 






Name 


OJ000301 25.0410.C6.o2.np 


Method 


AAT/NAP 






Start 


4597 


End 


8135 






\3 -L 


4567229 


Score 


475 








4597.. 4795, 5165.. 5400, 6408 


. .6630, 6777. . 6904, 


7061. .7177, 




7523.. 7634, 8093.. 8135 










(TZ T He cpti n 

\J J. UCoUIl^! 


(AC007119) putative pectinesterase [Arabidopsis 


thaliana] 


Seq. No. 


44889 


Seq. ID 


OJ000301_ 


_25.0410 


.C6 


Gene No. 


94694 


Strand 










4648 


End 


8135 






Name 


OJ000301 25.0410.C6.o2.gs 


Method 


GENSCAN 






OLal L 


4648 


End 


7398 






\j ± 


none 


Score 


.76 






Hj AUllO 


4648. .4859, 5184. .5400, 5794 


. .5813, 6408. . 6904, 


7061. .7398 


O \Z v-^ • LN • 


44889 


Seq. ID 


OJ000301_ 


_25.0410 


.C6 


Gene No. 


94695 


Strand 








Start 


10363 


End 


16138 






IN CI 1 Lit. 


OJ000301 25.0410.C6.o3.np 


Method 


AAT/NAP 








10363 


End 


11525 








2464914 


Score 


276 






Exon s 


10363. . 10584, 11265 .. 11525 , 












(Z99708) hypothetical protein [Arabidopsis thaliana] 




Cnrr Kin 


44889 


Seq. ID 


OJ000301_ 


_25.0410 


.C6 




94695 


Strand 








Start 


10363 


End 


16138 






Name 


OJ000301 25.0410.C6.o5.np 


Method 


AAT/NAP 






Start 


11375 


End 


16138 






GI 


6016874 


Score 


2186 






JjAUJIo 


11375. .11598, 13223. .13488, 


13966. . 14307, 14419. 


. .14598/ 






14 992. . 15151, 15542. .15774, 


15839. . 15976, 16060. 


, . 16138 






(AP000570) ESTs C1914 3 (E10020 ) , D25076 (R3116 ) correspond 


to 




region of the predicted gene 


. ; Similar 


to putative AC 9 






transposase. (P03010) [Oryza 


sativa] 








Seq. No. 


44889 


Seq. ID 


OJ000301_ 


_25.0410, 


.C6 


Gene No. 


94695 


Strand 










10363 


End 


16138 






IN CllUc. 


OJ000301 25.0410.C6.o6.gs 


Method 


GENSCAN 






OLai t 


13964 


End 


16138 








none 


Score 


.71 








13964 .. 14598, 14 992 .. 15151, 


15542. .16138 






Seq. No. 


44889 


Seq. ID 


OJ000301_ 


25.0410. 


,C6 


Gene No. 


94695 


Strand 








Start 


10363 


End 


16138 






Name 


OJ000301 25.0410.C6.o3.gp 


Method 


AAT/GAP 






Start 


14941 


End 


15449 






GI 


uC-osflcypll0c07bl 


Score 


958 







Exons . 14941.. 15449 

GI Descrip. ' 4 680178 /gb I AF111709 . 1 | AF111709 5.0e-81 Oryza sativa subsp. 

indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 1 



46034 



Seq. No. 


44889 




Seq. ID 


OJ000301_25.0410.C6 


Cpnp Wo 


94696 




Strand 




ulai. 1 


16525 




End 


18055 


Name 


OJ000301 25.0410 


.C6 . o7 . gs 


Method 


GEN SCAN 




16525 




End 


18055 




none 




Score 


.81 


P vnn q 

D AU11D 


16525. .16646, 16911 .. 17072 , 


18019. . 18055 


Seq. No. 


44889 




Seq. ID 


OJ000301_25.0410.C6 


Gene No. 


94696 




Strand 




Start 


16525 




End 


18055 


Name 


OJ000301 25.0410 


. C6 . 06 . np 


Method 


AAT/NAP 


Start 


16537 




End 


16785 


GI 


6907084 




Score 


128 


Pvnns 
i_j ^ 


16537. .16640, 16715.. 16785 








(AP001129) hypothetical protein [Oryza 


sativa] 


JSeq. No. 


44889 




Seq. ID 


OJ000301_25.0410.C6 


f^pnp isjn 

UCHC LNkJ. 


94697 




Strand 




JLal L 


23840 




End 


24040 


LN cUUt: 


OJ000301 25.0410 


.C6.o5. tm 


Method 


TBLASTX: Maize 


C-f- 3 y-t- 
OLal L 


282 . 




End 


559 




none 




Score 


286 




282. .479, 290. .487, 464. .559 


, 465. .524 


, 491. .547 




44889 




Seq. ID 


OJ000301_25.0410.C6 




94697 




Strand 




Start 


23840 




End ' 


24040 


Name 


OJ000301 25.0410, 


.C6.o3. tm 


Method 


TBLASTX: Maize 


Start 


1246 




End 


1876 


ox 


none 




Score 


67 




1246. .1299, 1253, 


..1306, 1254 


..1334, 1409. .1492, 1410. .1490, 




1410. .1493, 1411, 


,.1491, 1482 


..1541, 14 


83. .1515, 1591. .1743, 




1602.. 1742, 1603, 


,.1755, 1605 


..1745, 1747. .1869, 1765. .1872, 




1799. .1876 








Seq. No. ■ 


44889 




Seq. ID 


OJ000301_25.0410.C6 


Gene No. 


94697 




Strand 




Start 


23840 




End 


24040 


Name 


OJ000301 25.0410, 


,C6.ol.ts 


Method 


TBLASTX: Soybean 


Start 


1597 




End 


2632 


GI 


none 




Score 


359 


F.xnn*; 


1597. .2019, 1608. 


.1715, 1612 


..I860, 1764. .1961, 2119. .2349, 




2244. .2315, 2341. 


.2397, 2343 


..2414, 2576. .2632 




44889 




Seq. ID 


OJ000301_25.0410.C6 


Qpnei Mr) 


94697 




Strand 




Start 


23840 




End 


24040 


Name 


OJ000301 25.0410. 


C6.ol2. tm 


Method 


TBLASTX: Maize 


Start 


2705 




End 


3420 


GI 


none 




Score 


133 


Exons 


2705.. 2800, 2707. 


.2808, 2707 


..2808, 2717. .2824, 3165. .3329, 




3176. .3331, 3176. 


.3328, 3177 


..3338, 3181. .3342, 3335. .3406, 




3335. .3415, 3336. 


.3416, 3337 


. .3420 





Seq. No. 



44889 



Seq. ID OJ000301 25. 0410. C6 



46035 



Gene No. 


94697 






Strand 






Start 


23840 






End 


24040 




Name 


OJ000301 25. 0410. C6 


.olO.tm 


Method 


TBLASTX: Maize 




O U Cl -I_ u 


5170 






End 


6564 




GI 


none 






Score 


91 




R vnn <q 


5170. . 


,5412, 5180. .5332, 5354. .5398, 6408. .6563, 6415. .6564 


Seer No 


44889 






Seq. ID 


OJ000301_25.0410 


.C6 




94697 






Strand 






Start 


23840 






End 


24040 




Name 


OJ000301 25. 0410. C6 


.o9.tm 


Method 


TBLASTX: Maize 




Start 


10360 






End 


11604 




GI 


none 






Score 


149 




R vnn 

1—1 \J llU 


10360. 


.10521, 10369 


. . 10521, 


10521. .10583, 10525. .10551, 






10528. 


.10584, 11304 


. . 11333, 


11328. .11414, 11329. . 11421, 






11406. 


.11447, 11457 


. .11492, 


11575. . 11604 




Seq. No. 


44889 






Seq. ID 


OJ000301_25.0410 


.C6 


Gene No. 


94697 






Strand 






Start 


23840 






End 


24040 




Name 


OJ000301 25. 0410. C6 


. o2 . tm 


Method 


TBLASTX: Maize 






11810 






End 


12331 






none 






Score 


238 




R von *5 


. 11810. 


..12031, 11816 


. .12028, 


12050. .12331, 12076. .12327 




Seq. No. 


44889 






Seq. ID 


OJ000301_25.0410 


.C6 


Gene No. 


94697 






Strand 






Start 


23840 






End 


24040 




Name 


OJ000301 25. 0410. C6 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


14030 






End 


14273 




GI 


none 






Score 


89 




R vnn s 


14030. 


.14263, 14115 


. . 14273 








Seq. No. 


44889 






Seq. ID 


OJ000301_25.0410 


.C6 


Gene No. 


94697 






Strand 






Start 


23840 






End 


24040 




Name 


OJ000301 25. 0410. C6, 


.oll.tm 


Method 


TBLASTX: Maize 




Start 


14349 






End 


14731 




GI 


none 






Score 


138 




E vnn *5 


14349. 


.14720, 14450, 


. .14731 








Seq. No. 


44889 






Seq. ID 


OJ000301_25.0410, 


.C6 


Gene No. 


94697 






Strand 






Start 


23840 






End 


2.4040 




Name 


OJ000301 25. 0410. C6. 


. 08. tm 


Method 


TBLASTX: Maize 




Start 


14936 






End 


15250 




GI 


none 






Score 


109 




R vnn *=! 


14936. 


.15163, 14937. 


, . 15155, 


15176.. 15250 




Seq. No. 


44889 






Seq. ID 


OJ000301_25.0410, 


,C6 




94697 






Strand 






Start 


23840 






End 


24040 




Name 


OJ000301 25. 0410. C6. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


15344 






End 


15790 




GI 


none 






Score 


110 




Exons 


15344. 


.15382, 15377. 


.15433, 


15470. .15718, 15510. .15719, 






15704. 


. 15790 











46036 



• 





Seq. No. 


44889 




Seq. ID 


OJ000301_25.0410, 


.C6 




Gene No. 


94697 




Strand 








Start 


23840 




End 


24040 






Name 


OJ000301 25 0410 C6 


ol . tm 


Method 


TBLASTX: Maize 






Start 


18788 _ 




End 


19344 






GI 


none 




Score 


812 






tt vnn <? 


18788 19339. 18788 


19078 


187 90. .19098, 18858. .1934 0, 








18858 19148 19121 


. 19339, 


19189. .1934 4, 19224. .19343 






Seq. No. 


44889 




Seq. ID 


OJ000301_25.0410. 


C6 






94697 




Strand 








Start 


23840 




End 


24040 






Name 


OJ000301 25 0410 C6 


ol tr 


Method 


TBLASTX: Cress 






Start 


18824 ~~ 




End 


19123 






GI 


none 




Score 


115 






1 — 1 L/ 1 1 o 


18824 18958 18965 


1 9123 










Seq. No. . 


44889 




Seq. ID 


OJ000301_25.0410. 


C6 




Gene No 


94697 




Strand 








u Lai u 


23840 

J U *4 U 




End 


24040 






Name 


OJ000301 25 0410 C6 




Method 


TBLASTX: Soybean 






Start 


19064 _ 




End 


19381 




p 


GI 


none 




Score 


221 




w 




19064 19381 1 90R3 


IQIOI 
. ± y ± ± f 


19177. .19317 






Seq. No. 


44889 




Seq. ID 


OJ000301_25.0410. 


C6 




riprip No 


94697 




Strand 








Start 


23840 




End 


24040 




ty 


■ Name 


OJ000301 25 0410 C6 




Method 


TBLASTX: Cress 






Start 


19393 ~~ 




End 


19633 




W 


GI 


none 




Score 


204 




fl i 


p, von 


19393 19599 19394 

J~y-yy^Jr*J.y*jyyf _L j • 


19633 

• J. y \j y y f 


19412. . 19606 




SEi 

5:.=? 


Seq. No. 


44889 




Seq. ID 


OJ000301_25.0410. 


C6 




Gene No . 


94697 




Strand 






! = 


Start 


23840 




End 


24040 






Name 


OJ000301 25 0410 P6 




Method 


TBLASTX: Maize 






Start 


19395 _ 




End 


19675 






GI 


none 




Score 


408 






JTvnn s 

i_j x\ w 1 1 O 


19395 19652 19396 

x. y -y y -y » » ±. y \j y £. f x y y y \j . 


1 9653 

. J. Z? \J y «J , 


19397. .19675 






Seq. No. 


44889 ' 




Seq. ID 


OJ000301_25.0410. 


C6 




Gene No 


94697 




Strand 








Start 


23840 




End 


24040 






Name 


OJ000301 25 0410 C6 


oQ rr q 
\j y . y o 


Method 


GEN SCAN 






Start 


23840 ~~ 




End 


24040 






GI 


none 




Score 


.74 








23R40 24040 












Seq. No. 


44890 




Seq. ID 


OJ000301_25.0410. 


C7 




Gene No. 


94698 




Strand 


+ 






Start 


619 




End 


2740 






Name 


OJ000301 25. 0410. C7. 


ol . gs 


Method 


GEN SCAN 






Start 


619 




End 


2740 






GI 


none 




Score 


.87 






Exons 


619. .652, 2583. .2740 











46037 



OJ000301_25.0410.C7 
+ 

14262 
AAT/GAP 
3633 
971 



Seq. No. 44890 Seq. ID 

Gene No.-*- • 94699 Strand 
Start 3189 End 

Name OJ000301_25 . 04 10 . C7 . ol . gp Method 

Start 3116 End 

GI uC-osrocyp007e06bl Score 

Exons 3116.. 3633 

GI Descrip, 1 5453880/ref | NP_006296 . 1 | pPHAPl | 2.0e-15 Putative human HLA 

class II associated protein I >gi_730318_sp_P39687_PHAl_HUMAN 
POTENT HEAT-STABLE PROTEIN PHOSPHATASE 2A INHIBITOR I1PP2A 
(HLA-DR ASSOCIATED PROTEIN I) (PHAPI) (ACIDIC NUCLEAR 
PHOSPHOPROTEIN PP32) (CEREBELLAR LEUCINE RICH ACIDIC NUCLEAR 

PROTEIN) >gi_631325__pir S43309 probable HLA class II-associated 

protein PHAPI - huma 1 



Cpa No 


44890 




Seq. ID 


OJ000301_25.0410.C7 


fipne No 


94699 




Strand 


+ 


Start 


318 9 




End 


14262 


Name 


OJ000301 25 


.0410.C7.ol.np 


Method 


AAT/NAP 


Start 


3189 




End 


6193 


GI 


6561972 




Score 


914 


TTvnns 

uAUl 1 O 


3189 4003 


4031. .4348, 5963 


. .6193 






(AL132979) 


putative protein 


[Arabidopsis thaliana] 


Qpn Mo 


448 90 




Seq. ID 


OJ000301_25.0410.C7 


■(^pnp TQo 


94 699 




Strand 


+ 


Start 


3189 




End 


14262 


Name 


OJ000301 25 


.0410.C7.o2.gs 


Method 


GENSCAN 


Start 


3189 




End 


11453 


GI 


none 




Score 


.74 




3189. .3884, 


3950. .4360, 5969 


..6191, 6271. .6319, 6753. .6778, 




6867. . 6974, 


7504. .7577, 7634 


..7726, 7763. .7861, 8828. .9029, 




9218. .9423, 


9935. .10007, 10419. . 10583, 


11425. .11453 


Seq. No. 


44890 




Seq. ID 


OJ000301_25.0410.C7 


Gene No. 


94699 




Strand 


+ 


Start 


3189- 




End 


14262 


Name 


OJ000301 25 


.0410.C7.o3.gp 


Method 


AAT/GAP 


Start 


6249 




End 


10751 


GI 


none 




Score 


1224 


Exons 


6249. . 6319, 


9218. .9423, 9935 


. .10007, 10419. . 10751 


Seq. No. 


44890 




Seq. ID 


OJ000301_25. 0.410. C7 


Gene No. 


94699 




Strand 


+ 


Start 


3189 




End 


14262 


Name 


OJ000301 25 


.0410.C7.o2.np 


Method 


AAT/NAP 


Start 


10703 




End 


12563 


GI 


3914142 




Score 


86 


Exons 


10703. .10735, 12166. . 12563 




GI Descrip. 


EARLY NODULIN 20 PRECURSOR (N-20) gi | 1771351 | emb | CAA67830 | 




(X99467) ENOD20 [Medicago truncatula] 




Seq. No. 


• 44890 




Seq. ID 


OJ000301_25.0410.C7 


Gene No. 


94699 




Strand 


+ 


Start 


3189 




End 


14262 


Name 


OJ000301 25 


.0410.C7.o4.gp 


Method 


AAT/GAP 



46038 



Start 12159 
GI ue-osflcyp031hllbl 
Exons - 12159. . 12484, 12570 .. 12647 , 

GI Descrip.' 1 34 028 17/emb | CAA07704 | 7.0e- 
pGreen] 1 



End 13820 

Score 930 
13724. .13820 
19 (AJ007829) lacZ' 1 



[Cloning vector 



Seq. No. 44890 

Gene No. 94699 

Start 3189 

Name OJ000301_25 . 0410 . C7 . o3 . gs 

Start 12196 

GI none 
Exons 



Seq. ID OJ000301 25. 0410. C7 



Strand 
End 

Method 

End 

Score 



+ 

14262 
GENS CAN 
14262 



12196. .12484, 12570 .. 12647 , 13724 .. 138 99, 14068. .14262 





Seq. No. 


44890 




Seq. ID 


OJ000301_25.0410. 


,C7 




Gene No . 


94700 




Strand 


+ 






Start 


14177 




End 


14523 






Name 


OJ000301 25 


. 0410.G7.o5.gp 


Method 


AAT/GAP 






Start 


14177 




End 


14523 






GI 


2798284 




Score 


391 






Exons 


14177. .14307, 14410. .14523 










GI Descrip. 


3402817/emb 


|CAA07704| 7.0e-19 


(AJ007829) lacZ' [Cloning 


vec 






pGreen] 












Seq. No. 


44890 




Seq.. ID 


OJ000301_25.0410. 


C7 


\3 


Gene No. 


94701 




Strand 








Start 


14219 




End 


17916 






Name 


OJ000301 25 


.0410.C7.ol.tm 


Method 


TBLASTX: Maize 






Start 


3189 




End 


3485 






GI 


none 




Score 


77 






Exons 


3189. .3242, 


3234. .3311, 3242., 


.3310, 3293.. 3481, 3300. .3485, 






3300. .3485 










rj 


Seq. No. 


44890 




Seq. ID 


OJ000301_25.0410. 


C7 


j: =S. 


Gene No. 


94701 




Strand 






%J 


Start 


14219.. 




End 


17916 






Name 


OJ000301 25, 


.0410.C7.ol.ts 


Method 


TBLASTX: Soybean 






Start 


3321 




End 


3677 






GI 


none ' 




Score 


452 






Exons 


3321. .3677, 


3323. .3646 









Seq. No. 44890 Seq. ID 

Gene No. 94701 Strand 

Start 14219 End 

Name OJ000301_25 . 04 10 . C7 . o2 . tc Method 

Start 3515 End 

GI none Score 

Exons 3515.. 3646, 3516.. 3677 



OJ000301_25.0410.C7 
17916 

TBLASTX: Cress 

3677 

212 



Seq. No. 44890 

Gene No. 94701 

Start 14219 

Name OJ000301_25 . 04 10 . C7 . o4 . tm 

Start 3570 

GI none 
Exons 



Seq. ID OJ000301_25.0410.C7 
Strand 
End 

Method 
End 
Score 



17916 

TBLASTX: Maize 

3887 

142 



3570. .3677, 3572. .3646, 3780. .3851, 3786. .3887 



46039 



OJ000301 25. 0410. C7 



Seq. No. 44890 Seq. ID 

Gene No. 94701 Strand 

Start 14219 End ' 

Name OJ000301_25 . 04 10 . C7 . o3 . tm Method 

Start 9331 End 

GI none Score 

Exons 9331.. 9420, 9370.. 9420, 9915.. 10007, 9928.. 10008, 9935. 

9935. .10009, 10404. .10541, 104 15 .. 10570, 104 17 .. 10 662 , 
10418. . 10567, 10608. .10649, 10660 .. 107 16, 10661 .. 107 14 , 
10687. .10716 



17916 

TBLASTX: Maize 

10716 

132 



10009, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44890 
94701 
14219 

OJ000301_25.0410.C7, 

12397 

none 1 

12397. .12480, 13725. 
14052. . 14228', 14062. 



ol. tc 



.13784, 
. 14262, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

13732 

14067 



13785, 
14198 



OJ000301_25.0410.C7 
17916 

TBLASTX: Cress 

14262 

91 

13831. .13899, 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



44890 
94701 
14219 

OJ000301_25.0410.C7 .o2.tm 
12420 



none 

12420. 

12575. 

14052. 

14328. 

14397. 



,12476, 12421. 

12664, 13719. 

14261, 14062. 

,14363, 14329. 



Seq. ID OJ000301__25.0410.C7 
Strand 

17916 

TBLASTX: Maize 
14524 
109 

. . 12650, 12575. . 12685, 
..13899, 13742. .13915, 
14262, 14062. .14262, 14292 .. 14336, 
14364, 14381. . 14446, 14386 .. 14442, 



End 

Method 

End 

Score 



,12483, 12573. 
,13898, 13720. 



14447, 14398. .14448, 14453 .. 14524 , 14460. .14495 



Seq. No. 
Gene No.. 
Start 
Name . 
Start 
GI 

Exons 



44890 
94701 
14219 

OJ000301_25.0410.C7 .o2.ts 

13728 . . 

none 

13728. .13886, 
14066. .14143, 



13732. .13899, 
14067. .14198 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_25.0410.C7 
17916 

TBLASTX: Soybean 

14265 

207 



14 052. .142 64, 14062. .14265, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301 25. 0410. C7 



448 90 
'94701 
14219 

OJ000301_25.0410.C7 .o3.np 
14219 
7489565 

14 219. .14285, 15475. .15598, 
1684 5. . 16967, 17 622. . 17778 

probable transcription factor - rice gi | 2826786 | emb | CAA7 18 4 4 . 1 
(Y10905) RAPB protein [Oryza sativa] 



17916 
AAT/NAP 
17778 
327 



15977. .16144, 16711 .. 16772 , 



Seq. No. 
Gene No. 
Start 
Name 
Start 



44890 Seq. ID 

■9470.1. Strand 
14219 End 

OJ000301_25.0410.C7.o6.gp ■ Method 
14964 End 



OJ000301_25. 0410.C7 

17916 

AAT/GAP 

16929 



46040 



GI 41522_1.R1084 Score ^1784 

Exons 14964. .15598, 15977 .. 16144 , 1 6711 .. 1677 9, 16861.. 16929 

GI Descrip. 1 5091516/dbj | BAA78751 . 1 | 3.0e-32 (AB023482) ESTs 

C72761 (E2193) ,AU056875 (S20945) , AU05687 6 ( S20945 ) correspond to a 
region of the predicted gene.; Similar to Thermus thermophilic 
gene for homocitrate synthase, homoaconitate hydratase, and 
ORF, complete and part f 



Seq. No. 


44890 


Seq. ID 


OJ000301 


25. 0410. C7 


Gene No. 


94701 


Strand 






Start 


14219 


End 


17916 




Name 


OJ000301_25.0410.C7.o4 .gs 


Method 


GENSCAN 




Start 


15236 


End 


17916 




GI 


none 


Score 


.83 




Exons 


15236. .15333, 15430. .15598, 


15977. .16144, 16711 


. .16779, 




168 61. . 16967, 1761 6 .. 17766, 


17860. .17916 




Seq. No. 


44891 


Seq. ID 


OJ000301 


25. 0410. C8 


Gene No. 


94702 


Strand 


+ 




Start 


5952 


End 


8294 




Name 


OJ000301 25.0410.C8.ol.gp 


Method 


AAT/GAP 




Start 


5857 


End 


8294 




GI 


41307 1.R1084 


Score 


1103 




Exons 


5857. .6189, 7690. .7725, 7827 


..7905, 8044. .8098, 


8176 . . 8294 


GI Descrip. 


'3329475 4.0e-20 (AF069781) 


Bem4 6-like 


protein 


[ Drosophila 




melanogaster ] 1 








Seq. No. 


44891 


Seq. ID 


OJ000301 


25 . 0410 .C8 


Gene No. 


94702 


Strand 


+ 




Start 


5952 


End 


8294 




Name 


OJ000301 25.0410.C8.o2.gs 


Method 


GENSCAN 




Start 


5952 


End 


8292 




GI 


none 


Score 


.69 




Exons 


5952. .6160, 6273. .6410, 8044 


..8098, 8176. .8292 




Seq. No. 


44891 


Seq. ID 


OJ000301_ 


_25.0410.C8 


Gene No. 


94702 " 


Strand 


+ 




Start 


5952 


End 


8294 




Name 


OJ000301 25.0410.C8.ol.np 


Method 


AAT/NAP 




Start 


6113 


End 


8260 




GI 


3329475 


Score 


122 




Exons 


6113. .6202, 7690. .7725, 7827 


. .7905, 8044. .8098, 


8176. .8260 


GI Descrip. 


(AF069781) Bem46-like protein [Drosophila melanogaster] 




gi|7295869|gb|AAF51169.1| (AE003581) CG18642 gene product 




[Drosophila melanogaster] 








Seq. No. 


44891 


Seq. ID 


OJ000301_ 


_25.0410.C8 


Gene No. 


94703 


Strand 






Start 


1385 


End 


2765 




Name 


OJ000301 25.0410.C8.ol.gs 


Method 


GENSCAN 




Start 


1385 


End 


2765 




GI 


none 


Score 


.71 




Exons 


1385. .1505, 1958. .2135, 2492 


..2575, 2675. .2765 




Seq. No. 


44891 


Seq. ID 


OJ000301_ 


_25.0410.C8 


Gene No. 


94704 


Strand 






Start 


5777 


End 


8297 





46041 



Name OJ000301_25 . 0410. C8 . ol . ts 

Start * 5777 
GI none 

Exons 5777.. 5845, 5952.. 6191, 6027, 

Seq. No. 44891 
Gene No. 94704 
Start 5777 

Name OJ000301_25 . 04 10 . C8 . ol . tc 

Start 5952 
GI none 
Exons 5952. 

7826. 



. 6179, 
.7894, 
8185. .8295, 



6027. 
8050. 
8199. 



,6167, 7688. 
.8094, 8054, 
,8294 



Method TBLASTX : Soybean 
End 7730 
Score 41 
.6167, 7689. .7730 

Seq. ID OJ000301_25.0410.C8 
Strand 

End 8297 
Method TBLASTX: Cress 
End 8295 
Score 207 

.7729, 7689. .7730, 7826. .7900, 
.8098, 8062.. 8106, 8175.. 8285, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 



44891 



Seq. ID OJ000301 25. 0410. C8 



94704 Strand 
5777 End 
OJ000301_25 . 04 10 . C8 . ol . tm Method 
5952 End 
none Score 
5952. .6182, 6027. .6179, 6068. .6181 



. 44891 
■94704 
5777 . 

OJ000301_25.0410.C8.o2.tm 
7683 
none 
7683. 
8045. 
8190. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



.7730, 7688. .7729, 7826. .7912, 7828 
,8098, 8171. .8293, 8173. .8295, 8175 
,8297 



8297 

TBLASTX: Maize 

6182 

250 



OJ000301 25. 0410. C8 



8297 

TBLASTX: Maize 

8297 

75 

.7911, 8013. .8102, 
.8294, 8185. .8295, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44891 
94704 
5777 

OJ000301_25.0410.C8.o2.ts 

7826 

none 

7826. .7915, 7826. .7912, 8045. 
8176. .8292, 8185. .8295, 8199. 

44892 
94705 
1 

OJ000301_25.0410.C9.ol.np 



Seq. ID 
Strand 
End. 
Method 
End 
Score 



OJ000301 25. 0410. C8 



8297 

TBLASTX: Soybean 
8297 
126 

8095, 8047. .8094, 8175. .8264, 

8297 



Seq. ID OJ0'00301_25.0410.C9 

Strand + 

End 6437 

Method AAT/NAP 

End 963 

Score 78 



6324009 
1..80, 758. .963 

Ynl320wp gi | 1176584 | sp | P42840 | YN60_YEAST HYPOTHETICAL 32.3 KD 
PROTEIN IN KRE1-HXT14 INTERGENIC REGION gi | 10774 27 | pir | j S5 12 94 
probable membrane protein YNL320w - yeast (Saccharomyces 
cerevisiae) gi | 633665 | emb | CAA86377 . 1 | (Z46259) N0342 
[Saccharomyces cerevisiae] gi | 13024 32 | emb | CAA96251 . 1 | (Z71596) 
ORF YNL320w [Saccharomyces cerevisiae] 



Seq. No. 



44892 



Seq. ID OJ000301_25.0410.C9 



46042 



Gene No. 

Start 

Name' 

Start 

GI 

Exons 



94705 Strand 

1 " End 

OJ000301_25 . 0410 . C§T. o3 . tm Method 

182 * End 

none Score 



+ 

6437 

TBLASTX: Maize 

1750 

204 



182.. 358, 190. .372, 190. .357, 192. .362, 1533. .1586, 1534. .1572, 
1581. .1670, 1582. .1671, 1583. .1699, 1664. .1705, 1672. .1707, 
1724. .1750 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44892 
94705 
1 

OJ000301_25.0410.C9.ol.tc 

190 

none 



Seq. ID OJ000301_25.0410.C9 

Strand + 

End 6437 

Method TBLASTX: Cress 

End 981 

Score 233 



190. .360, 192. .362, 748. .981, 756. .962 



44892 
94705 
1 

OJ000301_25.0410.C9.ol.ts 

190 

none 



Seq. ID OJ000301_25. O410.C9 

Strand + 

End 6437 

Method TBLASTX : Soybean 

End 965 

Score 218 



190. .372, 192. .344, 203. .391, 205. .372, 751. .963, 756. .965, 
756. .962 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No-. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



44892 
94705 
1 

OJ000301_25.0410.C9.ol.gp 
191 

41307_1.R1084 
191. .344 

'3329475 4.0e-20 (AF069781) Bem46-like protein [Drosbphila 
melanogaster] 1 



Seq. ID OJ000301_25.0410.C9 

Strand + 

End 6437 

Method AAT/GAP 

End 34 4 

Score 24 6 



44892 ' 

94705 

1 

OJ000301__25.0410.C9.ol.gs 

193 

none 



Seq. ID OJ000301_25.0410.C9 

Strand + 

End 64 37 

Method GENSCAN 

End 6360 

Score . 62 



193. .357, 754. .963, 3067. .3184, 3355. .3387, 4147. .4260, * 
5309.'. 5537, 6234 . . 6360 



4 4 892 
94705 
1 

OJ000301_25. 0410.C9.ol.tm 

741 

none 



Seq. ID OJ000301_25.0410.C9 

Strand + 

End 64 37 

Method TBLASTX : Mai ze 

End 1012 

Score 272 



741. .1001, 744. .968, 745. .1008, 748. .1008, 749. .1012 



44892 
•94705 . 
1 

OJ000301_25.0410.C9.o2.gp 



Seq. ID OJ000301_25.0410.C9 

Strand + 

End 6437 

Method AAT/GAP 



46043 



Start 
GI 

Exons 



# 



773 
none 

773. .1009, 1534. .1981 



End 
Score 



1981 
1258 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start * 
Name 
Start 
GI 

Exons 

GI Descrip. 



44892 
94705 
1 

OJ000301_25. 0410.C9.o3.gp 
3025 

6705 1.R1084 



Seq. ID OJ000301_25.0410.C9 

Strand + 

End 6437 

Method AAT/GAP 

End 5581 

Score 778 



3025.. 3184, 3355.. 3387, 5309.. 5581 

•166410 7.0e-44 (L07291) Alfin-1 [Medicago sativa] ' 



44892 
94705 
1 

OJ000301_25.0410.C9.o2.np 

3085 

7543887 



Seq. ID OJ000301_25.0410.C9 

Strand + 

End 6437 

Method AAT/NAP 

End 6437 

Score 533 



3085.. 3184, 3355.. 3387, 5309.. 5537, 6234.. 6437 

(AL138639) nucleic acid binding protein-like [Arabidopsis 

thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



44892 
94705 
1 

OJ000301_25. 0410.C9.o2.tm 

3091 

none 



Seq. ID OJ000301_25.0410.C9 

Strand + 

End 6437 

Method TBLASTX : Maize 

End 5548 

Score 137 



3091. .3180, 3345. .3398, 5306. .5548, 5307. .5543, 5308. .5547 



44892 
94705 
1 

OJ000301_25.0410.C9.o2.ts 

3094 

none 



Seq. ID OJ000301_25.0410.C9 

Strand + 

End 6437. 

Method TBLASTX : Soybean 

End ■ 6300 

Score 127 



3094. .3180, 3345. .3398, 5273... 5539, 5307. .5567, 6232. .6300 



44892 
94705 
1 

OJ000301_25.0410.C9.o2.tc 

5319 

none 



Seq. ID OJ000301_25.0410.C9 

Strand + 

End 6437 

Method TBLASTX : Cress 

End 6300 

Score 53 



5319. .5564, 5323. .5352, 5407. .5538, 6232. .6300 



44893 
94706 
461 

OJ000301_25.0410.C10.ol.gs 

461 

none 

461. .523, ,716. .848, 978. .1267 

44893 
94707 



Seq. ID „OJ000301_25. 0410. C10 

Strand '+ 

End 1267 

Method GEN SCAN 

End 1267 

Score .84 



Seq. ID OJ000301_25. 0410. C10 
Strand 



46044 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



369 

AAT/GAP 
369 
719 



OJ000301_25.0410.C10.ol.gp 
1 

3817_1.R1084 
1. .369 

'3319341 4.0e-24 (AF077407) similar to Medicago sativa nucleic 
acid binding protein Alfin-1 (GB:L07291) [Arabidopsis thaliana] 1 

44893 Seq. ID OJ000301_25 . 04 10 . CIO 

94708 Strand 

1679 End 2732 

OJ000301_25 . 0410. C10 . ol . np Method AAT/NAP 

1679 End 2732 

4582468 Score 307 

1679. .1740, 2349. .2499, 2593.-2732 

(AC007071) 40S ribosomal protein; contains C-terminal domain 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44893 
94708 
1679 

OJ000301_25 
2172 

600_2.R1084 
2172. .2499, 



0410. C10. o2.gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_25. 0410. C10 

2732 
AAT/GAP 
2732 
874 



2593. .2732 

'4 680203/gb|AAD27566.1 |AF114171_7 1.0e-39 
protein [Sorghum bicolor] 1 



(AF114171) TNP2-like 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44893 Seq. ID 

94708 Strand 

1679 End 
OJ000301_25.0410.C10.o2.gs Method 

2341 End 

none Score 

2341. .2499, 2593. .2682 



OJ000301_25. 0410. C10 

2732 
GENSCAN 
2682 
.81 



Seq. No. 44893 Seq. ID 

Gene No. 94708 Strand 

Start 1679 End 

Name OJ000301_25 . 0410. C10 . ol . tc Method 

Start 2350 End 

GI none Score 

Exons 2350.. 2502, 2351.. 2500, 2402.. 2518, 2591.. 2725, 2593.-2727, 
2594. .2725 



OJ000301_25. 0410. C10 
2732 

TBLASTX: Cress 

2727 

148 



Seq. No. 44893 

Gene No. 94708 

Start 1679 

Name OJ000301_25 .0410. C10 . ol . tw 

Start 2356 

GI none 
Exons 



Seq. ID OJ000301_25. 0410. C10 
Strand 
End 

Method 
End 
Score 



2732 

TBLASTX: Wheat 

2664 

165 



2356. .2499, 2360. .2500, 2596. .2664, 2597. .2662" 



Seq : No. 44893 Seq. ID 

Gene No. 94708 ■ ' Strand 

Start 1679 End 

Name OJ000301 25 . 04 10 . C10 . ol . tm Method 



OJ000301_25. 0410. C10 
2732 

TBLASTX: Maize 



46045 



Start 
GI 

Exons 



2360 End 2727 

none " Score 172 

2360.. 2500, 2362.. 2502, 2387.. 2503, 2401.. 2514, 2591.. 2725, 

2593.. 2727, 2594. .2725 



Seq. No. 44893 

Gene No. 94708 

Start 1679 

Name OJ000301_25 . 04 10 . C10 . ol . ts 

Start 2371 

GI none 
Exons 



Seq. ID OJ000301_25. 0410. C10 
Strand 

End 2732 

Method TBLASTX : Soybean 

End 2732 

Score 100 



2371. .2502, 2372. .2500, 2593. .2631, 2594. .2680, 2641. .2727, 
2642. .2725, 2644. .2727, 2649. .2732 



Seq. No. 44894 

Gene No. 94709 

Start 1 

Name OJ000301_25 . 04 10 . Cll . ol . gp 

Start 1 

GI 600_2.R1084 

Exons 1..114, 211.. 329 

GI Descrip. 1 4 680203/gb | AAD27566 . 1 | AF114 171_7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] 1 



Seq. ID OJ000301_25. 0410. Cll 
Strand 

End 32 9 

Method AAT/GAP 

End 32 9 

Score 374 



CsJ 


Seq. No. 


44894 




Seq. ID 


OJ000301_25. 0410. Cll 


fS 


Gene No. 


94709 




Strand 






Start 


1 




End 


329 


5 


Name 


OJ000301 25. 0410. Cll. ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1 




End 


255 




GI 


none 




Score 


39 




Exons 


1..117, 211. .255 








1 't£ 


Seq. No. 


44894 




Seq. ID 


OJ000301_25. 0410. Cll 




Gene No. 


94709 




Strand 






Start 


1 




End 


329 




Name 


OJ000301 25. 0410. Cll. ol. 


np 


Method- 


AAT/NAP 




Start 


1 




End 


240 




GI 


4582468 




Score 


188 




Exons 


1. .114, 211. .240 










GI Descrip. 


(AC007071) 40S ribosomal 


protein; contains C-terminal domai: 


xt.ir 




[Arabidopsis thaliana] 










Seq. No. 


44894 




Seq. ID 


OJ000301_25. 0410. Cll 




Gene No. 


94709 




Strand 






Start 


1 




End 


329 




Name 


OJ000301 25. 0410. Cll. ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1 




End 


117 




GI 


none 




Score 


64 




Exons 


1..117, 2. .115, 55:. 117 










Seq. No. 


44894 




Seq. ID 


OJ000301_25. 0410. Cll 




Gene No. 


94709 




Strand 






Start 


1 




End 


329 




Name ' 


OJ000301 25.0410. Cll. ol. 


tc 


Method 


TBLASTX: Cress " 




Start 


1 




End 


252 




GI 


none 




Score 


39 




Exons 


1..117, 211. .252 









46046 



Seq. No. 


44894 


Seq. ID 


OJ000301_ 


25 


.0410, 


.Cll 


Gene No . 


94709 


O L. i, CI 1 L\JL 










Start 


1 


End 


Z> 








Name 


OJ000301 25 0410 Cll ol a<? 


Mot" hnH 
L it; UiilJU 


v3 Cj IN O \^r\LN 








Start 


31 ~~ 


End 


24 6 








GI 


none 


o o \j x c; 


i 








Exons 


31 . . 114 , 211 246 












Seq. No. 


44895 


Seq. ID 


OJ000301_ 


_25, 


,0410. 


■ C12 


Gene No. 


94710 


Strand 


+ 








Start 


1 


End 


185 








Name 


OJ000301 25.0410.C12.ol.np 


Method 


AAT /MA P 








Start 


1 


End 


1 8 S 

X U *J 








GI 


7523512 


Score 


142 








Exons 


1. . 185 












GI Descrip. 


(AP001633) hypothetical protein [Oryza 


OCt LX Vd J 






- 


Seq. No. 


44895 


Seq. ID 


OJ000301_ 


25. 


,0410. 


C12 


Gene No . 


94711 


Strand 


+ 








Start 


932 


End 


4275 








Name 


OJ000301 25.0410.C12.ol.gs 


Method 


GEN SCAN 








Start 


932 


End 


4275 








GI 


none 


Score 


.72 








Rvnn q 

1—1 *\ w 1 1 o 


9321.1758, 1945.. 2193, 2289, 


..3593, 3615. .4275 








Seq. No. 


44895 


Seq. ID 


OJ000301_ 


25. 


0410. 


C12 


Gene No. 


94711 


Strand 


+ 








Start 


932 


End 


4275 








Name 


OJ000301 25.0410.C12.o2.np 


Method 


AAT /NAP 








Start 


932 


End 


4272 








GI 


5803259 


Score 


5031 








Exons 


932.. 2193, 2289.. 2518, 2603. 


. .4272 










GI DescriD. 


(AP000399) hypothetical .protein [Oryza 


sativa] 








Seq. No. 


44895 


Seq. ID 


OJ000301_ 


25. 


0410. 


C12 


Gene No. 


■ 94712 


Strand 


+ 








Start 


15300 


End 


25329 








Name 


OJ000301 25.0410.C12.o3.gs 


Method 


GENSCAN. 








Start 


15300 


End 


20490 








GI 


none 


Score 


. 64 








Exons 


15300. . 15486, 18134 . . 18212, 


18429. .18565, 18684. 


. x 0 


1779 






19063. . 19148, 19899. .204 90 












Seq. No. 


44895 


Seq. ID 


OJ000301_ 


25. 


0410. 


Pi 9 


Gene No . 


94712 


Strand 


+ 








Start 


15300 


End 


25329 








Name 


OJ000301 25.0410.C12.o6.np 


Method 


AAT /NAP 








Start 


15306 


End 


19343 








GI 


4337011 


Score 


915 








Exons 


15306. .154 86, 15578. .15609, 


16360. . 16449, 17011. 


. 17105, 






17220. . 174 09, 17581. .17 650, 


18134. .18212, 18429. 


.18562, 






18 684. .187 69, 19063. .1914 8, 


19244 . .19343 









GI Descrip. (AF119572) zinc-binding peroxisomal integral membrane protein 
[Arabidopsis thaliana] 

Seq. No. 44895 Seq. ID OJ000301_25 . 04 10 . C12 



46047 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



94712 
15300 

OJ000301_25.0410.C12.o7 .np 
15434 
1076802 
15434. .15534, 
25255. .25329 
extensin-like 
extensin-like 
extensin-like 



Strand 
End 

Method 

End 

Score 



+ 

25329 
AAT/NAP 
25329 
236 



19912. .20402, 21047 2 1278, 21340 .. 2 1834 , 



protein - maize gi I 600118 I emb | CAA84230 | (Z34465) 
protein [Zea mays] gi | 1096557 | prf | | 2111476A 
domain [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44895 Seq. ID 

94712 Strand 
15300 End 
OJ000301_25 . 04 10 . C12 . o2 . gp Method 
16999 End 
569647 Score 
16999. .17105, 17205.. 17398 

3075382 2.0e-10 (AC002505) putative peroxisome assembly protein 
PER8 [Arabidopsis thaliana] >gi__3075384 (AC004484) putative 
peroxisome assembly protein PER8 [Arabidopsis thaliana] 



OJ000301_25.0410.C12 
+ 

25329 
AAT/GAP 
17398 
536 



Seq. No. 

Gene No'. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44895 Seq. ID 

94712 Strand 
15300 End 
OJ000301_25 . 04 10 . C12 . o3 . gp Method 
18174 End 
6459_1.R1084 Score 
18174. .18212, 18430. .18562, 18 684 18772 , 19063 .. 1914 8 , 
19244. .19523 

'4337011/gb|AAD18035.1| 4.0e-29 (AF119572) zinc-binding 
peroxisomal integral membrane protein [Arabidopsis thaliana] 1 



OJ000301_25.0410.C12 
+ 

25329 
AAT/GAP 
19523 
1052 



44895 



Seq. ID OJ000301_25.0410.C12 
+ 

25329 
AAT/GAP 
22307 
1796 



94712 
15300 

OJ000301_25.0410.C12.o5.gp 
21231 

15225_1.R1084 
21231.. 22307 

'4582460/gb|AAD24844.1|AC007071_16 6.0e-ll {AC007071) unknown 
protein [Arabidopsis thaliana] 1 



Strand 
End • 
Method 
End 
Score 



Seq. No. 


44895 








Seq. ID 


OJ000301 


Gene No. 


94712 








Strand 


+ 


Start 


15300 








End 


25329 


Name 


OJ000301 25.0410 


.C12, 


.o4 . 


■ gp 


Method 


AAT/GAP 


Start 


21263 








End 


21772 


GI 


none 








Score 


■964 


Exons 


21263. .21772 












Seq. No. 


44895 








Seq. ID 


OJ000301 


Gene No. 


94712 








Strand 


+ 


Start 


15300 








End 


25329 


Name 


OJ000301 25.0410 


.C12. 


.o4, 


.gs 


Method 


GENSCAN 


Start 


21346 






End 


22158 


GI 


none 








Score 


.99 



46048 



Exons 



21346. .22158 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

-Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44895 Seq. ID 

94712' Strand 

15300 End 

OJ000301_25. 0410.C12.olO.np Method 

22608 End 

7488142 Score 



OJ000301_25.0410.C12 
+ 

25329 
AAT/NAP 
25329 
183 



22608. .22647, 22883 .. 2314 6, 23692 .. 23775 , 24 135 .. 24 270, 
25283. .25329 

probable peroxisome assembly protein PER8 -' Arabidopsis thaliana 
gi|3075382|gb|AAC14514.1| (AC002505) putative peroxisomal 
membrane protein [Arabidopsis thaliana] 



44895 Seq. ID 

94712 Strand 
15300 End 
OJ000301_25. 0410.C12.o6.gp Method 
22718 End 
569647 Score 
22718. .22780, 22877. .23070 

3075382 2.0e-10 (AC002505) putative peroxisome assembly protein 
PER8 [Arabidopsis thaliana] >gi_3075384 (AC004484) .putative 
peroxisome assembly protein PER8 [Arabidopsis thaliana] 



OJ000301_25.0410.C12 
+ 

25329 
AAT/GAP 
23070 
360 



44895 Seq. ID 

94712 Strand 
15300 End 
OJ000301_25.0410.C12.o9.np Method 
22921 End 
7488142 Score 
22921. .23146, 23692 23775, 24135. .24271 

probable peroxisome assembly protein PER8 - Arabidopsis thaliana 
gi I 3075382 | gb | AAC14514.il (AC002505) putative peroxisomal 
membrane protein [Arabidopsis thaliana] 



OJ000301_25.0410.C12 
+ 

25329 
AAT/NAP 
24271 
181 



44895 
94713 
4904 

OJ000301_25.0410.C12.o3.np 

4904 

7228457 

4904. .6454, 6521. .7672, 7795. 



OJ000301_25.0410.C12 

11056 
AAT/NAP 
11056 
9439 



Seq. ID 
Strand 
End . 
Method 
End 
Score 

,8629, 8693. .10623, 10685. .11056 



(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44895 
94714 
11284 

OJ000301_25. 0410.C12.o4 . np 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ000301 25.0410.C12 



11749 
AAT/NAP 
11749 
230 



11284 
5042454 
11284. . 11337, 11574. .11749 

(AC007789) putative polyprotein [Oryza sativa] 



Seq. No. 



44895 



Seq. ID OJ000301 25.0410.C12 



46049 




Gene No. 


Q A "7 1 C 


Strand 




OtdlL 


1 Z D4 U 


_na 


1 CCCQ 


Name 


UJUUU jUI z D . U ft 1 U . U . oi . yp 


Method 


AAT/GAP 


Start 


12640 • 


End 


15559 


GI 


13624_1.R1084 - 


Score 


1025 


Exons 


1 z fc>4 U . . 1<£ y £ / , lozbo . . Ijjod, 


14779. .14 


801, 14910. .15055, 










GI Descrip. 


oU / OjoZ Z.Ue-lU (ACUUzoUo) 


putative ] 


peroxisome assembly prot 




rtjKo L" r ^Diaopsis unananaj 


>gi_3075384 (AC004484) putative 




peroxisome assembly protein 


PER8 [Arabidopsis thaliana] ' 


Seq. No. 


A A Q Q CI 

4 4 o yo 


Seq. ID 


OJ000301_25.0410.C12 


Gene No. 


94715 


Strand 




Start 


12640 


End 


15559 


Name 


OJ000301 25.0410.C12.o5.np 


Method 


AAT/NAP 


C4- v>f 

otan 


12865 


End 


14944 




7451052 


Score 


248 


Exons 


128 65. .12927, 13265. .1338 6, 


14779. . 141 


801, 14910. .14944 ' 


GI Descrip. 


small nuclear ribonucleoprotein E homolog - alfalfa 


Seq. No. 


44895 


Seq. ID 


OJ000301_25.0410.C12 


Gene No. 


94716 


Strand 




Start 


24311 


End 


25266 


Name 


OJ000301 25.0410.C12.o2. tw 


Method 


TBLASTX: Wheat 


Start 


1365 


End 


22041 


GI 


none 


Score 


34 


Exons 


1365. .1442, 1429.. 1458, 2783 


..2938, 2963. .3001, 12068 .. 1214 8 , 




21571.. 22 041, 21573.: 21995, 


21946. .22038 


Seq. No. 


44895 


Seq. ID 


OJ000301_25.0410.C12 


Gene No. 


94716 


Strand 




Start 


24311 


End 


25266 


Name 


OJ000301 25.0410.C12.o8.tw 


Method 


TBLASTX: Wheat 


otart 


4913 


End 


5515 




none 


Score 


85 


Exons 


4913.. 5038, 4917. .5039, 5205 


..5375, 5224. .5514, 5231. .5515, 




5232.. 5375, 5412.. 5510, 5434 


. .5511 - 




Seq. No. 


44895 


Seq. ID 


OJ000301_25.0410.C12 


Gene No. 


94716 


Strand 






24311 


End 


25266 


JName 


OJ000301 25.0410.C12.o5.tw 


Method 


TBLASTX: Wheat 


btart 


5516 


End 


5897 




none 


Score 


124 


Exons 


5516. .5896, 5661. .5795, 5841 


. .5897 




Seq. No. 


44895 


Seq. ID 


OJ000301_25.0410.C12 


Gene No. 


94716 


Strand 




btart 


24311 


End 


25266 


Name 


OJ000301 25.0410.C12.o3. tm 


Method 


TBLASTX: Maize 


Start 


5711 


End 


6034 


GI 


none 


Score 


202 


Exons 


5711.. 6034, 5724.. 6005 






Seq. No. 


44895 


Seq. ID 


OJ000301_25.0410.C12 


Gene No. 


94716 


Strand 




Start 


24311 


End 


25266 



46050 




Name 


UJUUUjUI 




. PI 0 /Si f] f Tl 


Method 


i bLAb i a : wneat 






£9 97 






tino. 


do j y 




(IT 


none 






Score 


67 




Cxons 


6997 fidB7 


^^^^ 










O fcr L± . lh U • 








oeq . iu 


UJUUU jUI ZD.VHlV. 




Gene No. 


94716 






Strand 






Start 


24311 






End 


25266 




Name 


OJ000301 25 


.0410 


.C12.o3. ts 


Method 


TRT ZiCTV • CAwKoar* 
J. DLtr\0 1 A . oOyDcdn 




q+- a r-t- 


6287 






End 


DOjj 






5666795 






Score 


D O 




IT 1 vr\n o 
LAUIlb 


6287. . 6487, 


6542 


..6679, 6755. 


.6853 








4206306 2.0e-10 


(AF049110) prpol [Zea 


mays J 




Seq. No. 


44895 






Seq. ID 


OJ000301_25.0410. 


,C12 


Gene No. 


94716 






Strand 






Start 


24311 






End 


25266 




Name 


UJUUUJU1 ZD 


n/ii n 
. U4 I U 


. LI Z . OO . tW 


Method 


TBLASTX: Wheat 






6542 






End 


6976 






none 






Score 


64 




Exon s 


6542. .6691, 


6543 


..6680, 6725. 


.6976, 6735. .6911, 6779. .6976 


Seq. No. 


44895 






Seq. ID 


OJ000301 25.0410. 


C12 


Gene No. 


94716 






Strand 


- 




of 3 ri- 

O Lai. L 


24311 






End 


25266 




Name 


UJUUUJU1 ZD 


n a i n 
. U4 1U 


. Clz . Ol . tS 


Method 


i bLAb 1 a : boyoean 






7601 






End 


7972 




PT 


none 






Score 


91 




Exons 


7601. .7972, 


7797 


. .7955 








Seq. No. 


44895 






Seq. ID 


OJ000301_25.0410. 


C12 


Gene No. 


94716 






Strand 






Of 3 rt 

O Lai L. 


24311 






End 


25266 




Name 


UO UUUjUI ZD , 


. U4 1U . 


. LI z . oo . tw 


Method 


TBLASTX: Wheat 






7631 






End 


8051 






none 






Score 


315 




P 1 von q 


7631. .8050, 


7638. 


..8051 








Seq. No. 


44895 






Seq. ID 


OJ000301_25.0410. 


C12 


Gene No. 


94716 






Strand 






Cfarf 


24311 






End 


25266 




Name 


OJ000301 25. 


.0410, 


.C12.o4 .tm 


Method 


TBLASTX: Maize 




q+- o r*t* 


7724 






End 


8108 






none 






Score 


231 




HjAUiiO 


7724 . .8107, 


7743, 


. .8108 








Seq. No. 


44895 






Seq. ID 


OJ000301_25.0410. 


C12 


Gene No. 


94716 






Strand 






q-t- r f 


24311 






End 


25266 




Name 


OJ000301 25. 


.'0410. 


X12.o2.tm 


Method 


TBLASTX: Maize 




Cf 3 yf 


8135 






' End 


8491 




GI 


none 






Score 


122 




Exons 


8135. .8440, 


8135. 


,.8491, 8145. 


.8456 . 






Seq. No. 


44895 






Seq. ID 


OJ000301_25.0410. 


C12 


Gene No. 


94716 






Strand 






Start 


24311 






End 


25266 





46051 




Name 


OJ000301 25.0410.C12 


. ol . tw 


Method 


1 £5J_ii-lo J. A . wnedt. 




Start 


8159 




End 






GI 


none 




Score 


000 
z, z. 




R von <=; 

uav no 


8159. .8620, 8165. .8620, 8166. .8621 






Seq. No. 


44895 




Seq. ID 


OJ000301_25.0410 


-C12 


Gene No. 


94716 




Strand 






Start 


24311 




End 






Name 


OJ000301 25.0410.C12 


. o4 . tw 


Method 


1 DJjrio 1 A . Ifilieat 




Start 


8813 




End 


Q010 




GI 


none 




Score 


MO 




Rxon 

L_J ^rx \*/ HO 


8813. .9271, 8817. .9077, 9135. .9272 








44895 




Seq. ID 


OJ000301_25.0410 


PI 0 
.LIZ 


Gene No. 


94716 




Strand 






Start 


24311 




End 


25266 




Name 


OJ000301 25.0410.C12 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


10010 




End 


10402 




GI 


none 




Score 


93 




uAwl 1 0 


10010. .10267, 10044. 


.10283, 


10250. .10348, 10251. .10343, 






10355. .10402 










Seq. No. 


44895 




Seq. ID 


OJ000301_25.0410, 


.C12 


Gene No. 


94716 




Strand 






Start 


24311 




End 


25266 




IN ClILLC. 


OJ000301 25.0410.C12, 


. o7 . tm 


Method 


TBLASTX: Maize 




u Lul I. 


10112 




End 


10397 






none 




Score 


92 




R von 


10112. .10360, 10113., 


.10397 








O vIT ^ . INU • 


44895 




Seq. ID 


OJ000301_25.0410. 


pi o 

.LIZ 


(^pTiP No 

UC11C IM\J a 


94 7 1 




Strand 






Start 


24311 




End 


25266 




Name 


OJ000301 25.0410.C12. 


.o9. tw 


Method 


TBLASTX : Wheat 




Start 


12725 




End 


14998 




GI 


none 




Score 


51 




Rvon ^ 


12725. .12790, 12726.. 


.12785, 


1284 4. .12 927, 12847. .12927, 






13257. .13385, 13262.. 


.13393, 


14731. .14814, 14774. .14803, 






14781. .14816, 14898.. 


,14954, 


14908. .1491 


54, 14908. .14952, 






14909. .14965, 14915.. 


,14998 








Sea No 


44895 




Seq. ID 


OJ000301_25.0410. 


n o 




94716 




Strand 






Start 


24311 




End 


25266 




Name 


OJ000301 25.0410.C12. 


, 06 . tm 


Method 


TBLASTX: Maize 




Start 


12854 




End 


14945 




GI 


none 




Score 


97 * 




R v o n 


12854 . .12952, 12865.. 


12927, • 


13257'. .13385, 13262 .. 13393, 






.13264 . .13386, 13265.. 


13387, 


14772. .14 816, 14 8 98 .. 14 945, 






14909. .14944 










Seq. No. 


44895 




Seq. ID 


OJ000301_25.0410. 


C12 


Gene No. 


94716 




Strand 






Start 


24311 




End 


25266 




Name 


OJ000301 25.0410.C12. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


12875 




End 


14945 




GI 


none 




Score 


68 





46052 




R von s 


1 2875 1 2952 12ftft0 


1 9Q97 


13257. .13385, 13258 13389, 






13262 13387 13262 


1 3393 
• a. ~j y ~j f 


14 774. .14803, 14 775. .14 801, 






14898 14945 14909 


.14 94 4 








Cprr No 


4 4 895 

*a *i O J *J 




Seq. ID 


OJ000301_25.0410 






94716 




Strand 






Start 


24311 




End 


25266 




Name 


OJ000301 25.0410.C12 


.o2.ts 


Method 


TBLASTX: Soybean 




Start 


12875' 




End 


14957 ' 




GI 


none 




Score 


65 ' 




P.vnn c 

i-J *\ W llij 


12875 12928 12880 


12927 


13257. .13385, 13261 .. 1338 6, 






13261 13389 13262 


13393 


14774 .. 14803, 14898 .. 14 957 , 






14909 14950 










Sea No. 


4 4895 




Seq. ID 


OJ000301_25.0410, 


• LIZ 




94716 




Strand 






Start 


24311 




End 


25266 




Name 


OJ000301 25 0410 C12 


. ol . tc 


•- Method 


TBLASTX: Cress 




Start 


15377 




End 


24270 




GI 


none 




Score 


139 




R von ^ 


15377 15487 15396 


. 15488 , 


15580. .15615, 16357. . 16503, 






16359 16442 1 7004 


1710 5 

. X / X \J sj , 


17008. .17103, 17581. . 17652, 






1 81 24 1 8222 1 ftl 26 


1 ft? 1 5 


18426. . 18542, 1-8427 .. 18564 , 






18683 18727 19039 


1914 9 

. X J X *i .7 f 


19082. . 19150, 19233. . 19346, 






19244 19345 23687 


237ft ft 


23692..23778, 24133. .24270 




Seq. No. 


44895 




Seq. ID 


OJ000301_25.0410. 


■ C12 


Gene No. 


94716 




Strand 






Start 


24311 




End 


25266 




Name 


0. 7000301 25 0410 PI 9 


■ ol . tm 


Method 


TBLASTX: Maize 




Start 


21487 ~~ 




End 


21879 




GI 


none 




Score 


418 




Exons 


21487 21879 21492 


21701 


21753. .21878 




Seq. No. 


44895 




Seq. ID 


OJ000301_25.0410. 


,C12 


Gene No. 


94716 




Strand 






Start 


24311 




End 


25266 




Name 


O.T000301 25 0410 PI 2 

uUUUU JU 1 6 J • ul 1U • uIl 


R +- 

. o j ■ tm 


Method 


TBLASTX: Maize 




Start 


21934 — 




End 


22119 




GI 


none 




Score 


230 




Exons 


21934 22119 21937 


?20ftO 








Seq. No.' 


44895 




Seq. ID 


OJ000301_25.0410. 


C12 


Gene No. 


94716 




Strand . 






Start 


24311 




End 


25266 




Name 


OJ000 301 25 0410 n 2 


• o j . gs 


Method 


GENSCAN 




Start 


24311 _ 




End 


25266 




GI 


none 




Score 


.58 




DAUllO 


24311 94^66 94ft6£ 




25205. .25266 




O C . IN O . 


4 A ft Q£ 




Seq. ID 


OJ000301 25.0410. 


r* 1 o 


Gene No. 


94717 




Strand 


+ 




Start 


1 




End 


781 




Name 


OJ000301 25.0410.C13, 


.ol.gp 


Method 


AAT/GAP 




Start 


1 




End 


781 




GI 


15225 1.R1084 




Score 


1459 




Exons 


1. .781 











46053 



GI Descrip. 1 4582460/gb | AAD24844 . 1 | AC007071_16 6.0e-ll (AC007071) unknown 
protein [Arabidopsis thaliana] 1 



Qprr Mo 


4 48 96 




Seq. ID 


OJ000301 25.0410 


Pi ^ 




Q471 1 




Strand 


+ 




■Qfarf 
O Lai L 






End 


781 




Nam© 


ojooo^oi ?^ 


0410 PI ^ ol nn 


Method 


AAT/NAP 




Start 


1 — 




End 


627 




UJ. 


4 S824 60 

*i J O 1 OU 




Score 


252 




Exons 


1. .627 










GI Descrip. 


(AC007071) 


unknown protein 


[Arabidopsis thaliana] 




C p) rr Mn 


44RQ6 

*i *i O .7 \J 




Seq. ID 


OJ000301 25.0410 


pi !> 




94 71 7 




Strand 


+ 






1 
J. 




End 


781 




Name 


o.tooo^oi ?s 


0410 PI ^ nl rrc? 


Method 


GENSCAN 




O Lai L 


^7 ~ 




End 


642 • 




GI 


none 




Score 


± 




Exons 


37. .642 










OCU • LN O • 


4 4 R Qfi 




Seq. ID 


OJ000301_25.0410 


pi "3 


(~1 on p NT f-\ 


Q4 7 1 fl 

_/ 4 / X O 




Strand 


- 




OLai L 


1 ??4 

X J J T 




End 


1564 




Name 


0,7000^01 ?S 

UU UUU JU 1 ^ -J 


0410 PI ^ nl tm 


Method 


TBLASTX: Maize 




OLCll L 


1 ~~ 

X 




End 


360 




GI 


none 




Score 


3 D V 




Exons 


1..360, 3.. 


185, 237.. 350 








O C • IN U • 


44 8 

*i *i O -7 U 




Seq. ID 


OJ000301__25.0410 


.L1j 


Pt^ n c± Mn 


94 7 1 R 

_7 *i f X O 




Strand 


- . 




Start 


X J J *i 




End 


1564 




Name 


O t T00 0^01 9^ 


0410 PI ^ nl tw 


Method 


TBLASTX: Wheat 




Start 






End 


525 




GI 


none- 




Score 


DUD 




Exons 


55. .525, 57 


..479, 427. .522 








Ccirr Mn 

OCLj i LN • 


44896 




- Seq. ID 


OJ000301 25.0410, 


PI ^ 




94718 




Strand 


- 




Start 


1334 ' 




End 


1564 




Name 


OJ000301 25 


.0410..C13.o2.tm 


Method 


TBLASTX: Maize 




u Lai I 


420 




End 


600 




GI 


none 




Score 


223 




Exons 


420.. 479, 421.. 564, 424. .600 






JCU • IN W . 


44896 




. Seq. ID 


OJ000301_25.0410. 


PI ^ 


Cpnp Mo 


94718 




Strand 






Start 


1334 




End 


1564 




vi cu Lie; 


OJ000301 25 


.0410.C13.o2.'gs 


Method 


GENSCAN 




Start 


1334 




End 


1564 




GI 


none 




Score 


.71 




Exons 


1334. .1445, 


1545. .1564 








Seq. No. 


44897 




Seq. ID 


OJ000301_25.0410, 


,C14 


Gene No. 


94719 




Strand 


+ 




Start 


1 




End 


3490 




Name 


OJ000301 25 


.0410.C14 .ol.np 


Method 


• AAT/NAP 




Start 


1 




End- 


1564 





46054 



GI 4895202 

Exons 1..114, 145. .310, 1516., 
GI Descrip. (AC007661) hypothetical 

Seq. No. 44897 

Gene No. 94719 

Start 1 

Name OJ000301_25 . 04 10 . C14 . ol . 

Start 43 

GI none 

Exons 43.. 458, 556.. 679 



Score 



136 



1564 

protein [Arabidopsis thaliana] 

Seq. ID OJ000301_25.0410.C14 

Strand + 

End 34 90.. 

gs Method GEN SCAN 

End 67 9 

Score .4 



Seq. No. 44897 Seq. ID 

Gene No. 94719 Strand 

Start 1 End 

Name OJ000301_25 . 04 10 . C14 . o2 . np ■ Method 

Start 1398 End 

GI 7523517 Score 

Exons .1398.. 1697, 1842.. 1896, 3472.. 3490 
GI Descrip. (AP001633) hypothetical 

Seq. No. 44897 Seq. ID 

Gene No. 94719 Strand 

Start . 1 End 

Name OJ000301_25 . 04 10 . C14 . o2 . gs Method 

Start 2015 End 

GI none Score 

Exons 2015.. 2878 



OJ000301_25.0410.C14 
+ 

3490 
AAT/NAP 
3490 
254 



protein [Oryza sativa] 



OJ000301_25.0410.C14 
+ 

3490 
GENSCAN 
2878 
.81 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44897 Seq. ID 

94720 Strand 

384 8 End 
OJ000301_25.0410.C14.o3.gs Method 

3848 End 

none Score 

3848. .3908, 4152. .4333, 4476. .4688 



44897 
94721 
13422 

OJ000301_25.0410.C14.o6.gs 
13422 
none 
13422. 
17385. 
18746. 



,13531, 15354. 
17518, 17610, 
18873, 18960. 



,15404, 
, 17857, 
,19182, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

15526 

18287 



OJ000301_25.0410.C14 
+ 

4688 
GENSCAN 
4688 
.67 



OJ000301_25.0410.C14 

+ ■ 



20177 
GENSCAN 
20177 
.92 

15767, 16366. 
18392, 18480. 



19585. . 19653, 20073, 



,16535, 
. 18618, 
.20177 



Seq. No. 44897 

Gene No. 94721 

Start 13422 

Name OJ000301_25 . 04 10 . C14 . ol . gp 

Start 17355 

GI 2312190 

Exons 17355. . 17518, 17610.. 17840 



Seq. ID OJ000301_25.0410.C14 

Strand + 

End 20177 

Method AAT/GAP 

End 17840 

Score 602 



Seq. No. 
Gene No. 



44897 
94721 



Seq. ID OJ000301_25.0410.C14 
Strand + 



46055 





C 4- -> y-f- 


1 "34 99 


Hi 1 1 LI 


9m 11 

Z U J. f t 






Name 


nTnnmm oc; ri/iin pi / a9 rtr\ 
UJUUU JUl Z. D . U H 1 U . Ll 4 . OZ . yp 


Ma •!— Vi a /"I 


a a rp /pa 0 






Q4- 3r f 

OLdlL 




Cjna 


1 y 4 0 O 






PT 


none 


Score 


Q1 9 






Exons 












Q a a^ Mo, 
OCtJ . INJO . 


4 4 0 z? / 


oa^ jn 


o.Tnnn^m 9^ nziin 


PI A 

. Ly ± H 




Gene No. 


94722 


Strand 


+ . ~ 






Start 


20865 


End 


22224 






Name 


OJ000301 25.0410.C14 .o5.np 


Method 


AAT/NAP 






OLa.iL 


20865 


End 


22224 






p T 


4895204 


Score 


117 






Exons 


20865. .21231, 21967.. 22224 










PT Oacor 1 n 

bi ueDLiip. 


(AC007661) hypothetical protein [Arabidopsis thaliana] 






Seq. No. 


44897 


Seq. ID, 


OJ000301_25.0410 


.C14 




Gene No. 


94723 


Strand 








Q4- a r-h 
OLaiL 


5449 


End 


6159 






Name 


OJ000301 25.0410.C14.o4.gs 


Method 


GENSCAN 








5449 


End 


6138 






PT 


none 


Score 


.99 






HjXuns 


5449. .6138 










beq . ino . 


44897 


Seq. ID 


OJ000301_25.0410, 


PI A 




Gene No. 


94723 


Strand 








Start 


5449 


End 


6159 






Name 


OJ000301 25.0410.C14 .o3.np 


Method 


AAT/NAP 




l ST 


Otait 


5986 


End 


6159 




M 


P T 


4895202 


Score 


62 






Exons 


5986. .6159 










bi uescrip. 


(AC007661) hypothetical protein [Arabidopsis thaliana] 




\ \% 


Seq. No. 


44897 


Seq. ID 


OJ000301_25.0410, 


.C14 


Si 


Gene No. 


94724 


Strand 










7261 


End 


10934 






Name 


OJ000301 -25.0410.C14.o5.gs 


Method 


GENSCAN 




"•'■4 


OLait 


7261 * 


End 


10934 






CI T 


none 


Score 


.82 




i* 


Exons 


7261. .7316, 8351. .8415, 10117 .. 10288 , 


10351. .10459, 10833.. 10934 




Q a a Ma 

0 e q . in 0 . 


44897 


Seq. ID 


OJ000301_25.0410. 


.C14 




Gene No. 


94725 


t Strand 








Start 


11328 


*End 


14566 






Name 


OJ000301 25.0410.C14.o4.np 


Method 


AAT/NAP 








11328 


End 


14566 






P T 


5852093 


Score 


48 






Exons 


11328. .11348, 13075. .13181, 


13710. .138 


03, 14542. .14566 






Lii uescrip. 


(AL117264) zwhl6.1 [Oryza sativa] 








Q a a Ma 

oeq . no . 


44897 


Seq. ID 


OJ000301_25.0410. 


.C14 




O tr X i tr LN L> . 


94726 


Strand 








Start 


20901 


End 


22386 






Name 


OJ000301 25.0410.C14.ol.tm 


Method 


TBLASTX: Maize 






Start 


15650 


End 


17880 






GI 


none 


Score 


86 






Exons 


15650. .15772, 15652 .. 157 65, 


16359. .16535, 16362. .16538, 








17384. .17512, 17385 . .17513, 


17390. .17518, 17614. .17880, 





46056 



17617. .17862 





44897 






oeq . XU 


UJUUUjUI . 


C\ A 




94726 






C-H ran/-) 

o urana 








20901 






17 r-> H 






IN ClitlC 


OJ000301 25.0410.C14 


o7 -ho 




TRT Zi CTY • Pv-ekoo 




Start 


16316 








lOJ'JO 




yj J- 


none 






Score 








16316. 


.16543, 16353. 


. IDjjO 








Seq. . No . 


44897 






Seq. ID 


OJ000301__25.0410 


.C14 


\-J cue LN u • 


94726 






Strand 






O Lai L 


20901 






End 


22386 




In CllllC 


OJ000301 25.0410.C14 


o9 t- <3 


Method 


TBLASTX: Soybean 




OLalL 


16358 






End 


17488 






none 






Score 


261 






16358. . 


.16534, 16359. 


. IDJJO / 


16365. .16538, 16366. .16551, 






17384. , 


.17488, 17385. 


.17486 










44897 






Seq. ID 


OJ000301_25.0410, 


C\ A 




94726 






Strand 








20901 






End 


22386 




LN dlLlC 


OJ000301 25.0410.C14 


o9 +- r> 


Method 


TBLASTX: Cress 




O l_ cl i. U 


17653 






End 


18336 




r:T 


none 






Score 


269 




Exons 


17653. , 


.17856, 17695. 


.17838, 


17721. .17E 


(46, 18277. .18336 




O C ^ • 1MU • 


44897 






Seq. ID 


■•TDJ000301_25.0410, 


C\ A 




94726 






Strand 








20901 






End 


22386 




NI 3 TTl tO 

IN ctllltz; 


OJ000301 25.0410.C14, 


. Oj . L 5 


Method 


TBLASTX: Soybean 




O L. Cl i. L. 


17721 






End 


17847 






none 






Score 


100 




TT von c 


17721. . 


,17846, 17721., 


1 7 ft A £ 
. ± I O *i D , 


17722. .178 


147 




Seq. No. 


44897 






Seq. ID 


OJ000301_25. 0410. 


.C14 


wdl^ LN \J . 


94726 






Strand 






Of a r-f- 

OLdl L. 


20901 






End 


22386 




Kl 3 m to 
IN cutit: 


OJ000301 25.0410.C14. 


. o>3 • tm 


Method 


TBLASTX: Maize • 




Start 


18220 






End 


18623 




GI 


none 






Score 


98 




JjAWI 1 o 


18220. . 


18255, 18274.. 


1 OTQA 
. loj^U/ 


18290. .18391, 18321. .18392, 






18477. . 


18623, 18478.. 










Con Mo 


44897 






Seq. ID 


OJ000301_25.0410. 


f* 1 A 


p, n p> Mo 

IN . 


94726 






Strand 






Start 


20901 






End 


22386 




Name 


OJ000301 25.0410.C14. 


ol. ts 


Method 


TBLASTX : Soybean 




Start 


18286 






End 


19209 




GI 


none 






Score 


96 




Exons 


18286. . 


18354, 18289.. 


18393, 


18303. .18395, 18324. .18398, 






18474 . . 


18575, 18475.. 


18624, 


184 77. .18 617, 18735 .. 18872, 






18737. . 


18874, 18737.. 


18877, 


18944. .19192, 18958. .19188, 






18960. . 


19208, 18961.. 


19209 









Seq. No. 
Gene No. 



44897 
94726 



Seq. ID 
Strand 



OJ000301 25.0410.C14 



46057 






Start 


20901 






End 


22386 






Name 


OJ000301 25. 


0410. C14 .-ol.tc 


Method 


TBLASTX: Cress 






rt- 


18505 






End 


19217 








none 






Score 


159 






FvnnQ 

LiAUllO 


18505, 


, .18624 


:, 18507. .18617, 


18523. . 18627, 18742 .. 18873, 








18743. 


, .18874 


: , 18743. .18874, 


18958. . 19206, 18960 .. 19217, 








18961. 


, .19209 












44897 






Seq. ID 


OJ000301_25.0410 






Gene No. 


94726 






Strand 








Start 


20901 






End 


22386 






Name 


OJ000301 25. 


0410.C14 ,o2. tm 


Method 


TBLASTX: Maize 






O L. a X. L. 


18830 






End 


19361 






fl T 


none 






Score 


71 






V vnn c? 

£j AUllo 


18830. 


. 18874 


, 18830. .18877, 


18960. .19223, 18 960 .. 19223, 








18961. 


. 19224 


, 19308.. 19361 










Seq. No. 


44897 






Seq. ID 


OJ000301_25.0410, 


.C14 




Gene No. 


94726 






Strand 








Start 


20901 






End 


22386 






IN CtlllC 


OJ000301 25. 


0410.C14.o7.gs 


Method 


GENSCAN 






j Lai l 


20901 






End 


22386 






(IT 


none 






Score 


.89 






DAUllO 


20901. 


.21358, 21551. .21835, 


22185.. 22386 




i rs. 


Seq. No. 


44898 






Seq. ID 


OJ000301_25.0410. 


.C15 




Gene No. 


94727 






Strand 








O Lai L 


3715 






End 


4042 




! 3 


v* dine 


OJ000301 25. 


0410.C15.ol.tm 


Method 


TBLASTX: Maize 




: : 5 


o L, a. l_ i_ 


3715 






End 


4042 






\j j. 


none 






Score 


41 






Exon s 


3715. . 


3738, 


3740. .3778, 3784 


..3891, 3785.. 3898, 3944.. 4042 




O C ^ * LN \J • 


44899 






Seq. ID 


OJ000301_24.0403, 


.C2 




Gene No. 


94728 






Strand 


+ 






Start 


3843 






End 


11288- 






Name 


OJ000301 24. 


0403.C2.o2.gs 


Method 


GENSCAN 






Start 


3843 






End 


10156 






GI 


none 






Score 


.4 








3843. . 


3928, 


6732.. 6852, 7683 


..8134, 8249. .8312, 8382. .8759, 






9110. . 


9168, 


9441. .9646, 9881 


..10051, 10140. .10156 






Seq . No . 


44899 






Seq. ID 


OJ000301_24.0403. 


C2 




Gene No. 


94728 






Strand 


+ 






Start 


3843 






End 


11288 






Name 


OJ000301 24. 


0403.C2.ol.np 


Method 


AAT/NAP 






Start 


4906 






End 


10432 






GI 


6069646 




Score 


433 






Exons 


4906. . 


5042, 


8676.. 8837, 9442 


. .10432 







GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 

[Oryza sativa] gi | 6907 112 | dbj | BAA90639 . 1 | (AP001129) Similar to 

Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] r - 

Seq. No. 44899 Seq. ID OJ000301_24 . 0403 . C2 

Gene No. 94728 Strand + 



46058 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3843 End 11288 

OJ000301_24 .0403.C2.o2.np Method AAT/NAP 

8297 End 11288 

7295202 Score 65 

8297. .8351, 10591. .1067 9, 10803. .10917, 11003. .11163, 
11251, .11288 

(AE003558) ESTS:14 9B10S gene product [Drosophila melanogaster ] 



44899 
94729 
338 

OJ000301_24 .0403.C2.ol.gs 

338 
none 

338. .423, 1114. .2534 



Seq. ID OJ000301_24.0403.C2 
Strand 

End 2534 

Method GENSCAN 

End 2534 

Score .45 



44899 
94730 
9088 

OJ000301_24.0403.C2.ol.gp 
9088 

LIB3479-006-Q6-K1-B11 
9088. .9170 

1 5734616/dbj IAP000391.1 IAP000391 1.0e-110 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 



Seq. ID OJ000301_24 .0403.C2 
Strand 

9170 
AAT/GAP 
9170 
88 



End 

Method 

End 

Score 





Seq. No. 


44899 






Seq. ID 


OJ000301_24 .0403 


.C2 




Gene No. 


94731 






Strand 








Start 


10354 






End 


10654 






Name 


OJ000301 24. 


0403 


.C2.o3.tni 


Method 


TBLASTX: Maize 






Start 


9157 






End 


9543 




?': : 


GI 


none 






Score 


296 






Exons 


9157. . 9543, 


9282 


. . 9467 










Seq. No. 


44899 






Seq. ID 


OJ000301_24 .0403 


-C2 




Gene No. 


94731 






Strand 








Start 


10354 






End 


10654 






Name 


OJ000301 24. 


0403, 


.C2.o2,tm 


Method 


TBLASTX: Maize 






Start 


9832 






End 


10401 






GI 


none 






Score 


86 






Exons 


9832. .9924, 


9951. 


..10073, 9952 


. .10188, 


10207. .10401 






Seq. No. 


44899 






Seq. ID 


OJ000301_24 .0403 


.C2 




Gene No. 


94731 






Strand 








Start 


10354 






End 


10654 






Name 


OJ000301 24. 


0403, 


.C2.o3.gs 


Method 


GENSCAN 






Start 


10354 






End 


10654 






GI 


none 






Score 


.75 






Exons 


10354. . 10654 














Seq. No. 


44899 






Seq. ID 


OJ000301_24 .0403, 


.C2 




Gene No. 


94732 






Strand 








Start 


10845 






End 


11287 






Name 


OJ000301 24. 


0403. 


.C2.ol.tm 


Method 


TBLASTX: Maize 






Start 


10845 






End 


11287 






GI 


none 






Score 


85 






Exons 


10845. . 10919 


, 10E 


J46.. 10935, 10846. .10935, 10985 .. 1114 9, 





46059 



11015. .11164, 11016. .11159, 11017 1 1163, 11248 .. 11286, 
11249. .11287, 11249.. 11287 





Sea No 


4 4 900 








.0403 


.C3 




fioriP No 


94733 




J LI Cll L\Ji 










Start 


72 




End 


3476 








Name 


OJ000301 24. 0403. C3 ol 


as 

. y o 


Lie L11U \JL 


RRN^PAN 

\J U LN OV-zrtilN 








Start 


72 ~~ 




FnH 


3476 








GI 


none 




Score 


.75 








Exons 


72. .1517, 1812. .1945, 


2022. . 


2074, 2135 


..2258, 3245 


. .3476 




Sea No 


44 900 




O " . 1U 


o.tooo^oi 94 


.0403, 


.C3 




Cpnp No 


94734 




o Ll aiiu. 










Start 


3751 




End 


3927 








Name 


OJ000301 24 0403 C3 o2 


. y o 


Mpf h oH 


ftFN^CAN 

OLjlNO OrtlN 








Start 


3751 _ 




End 


J Zt £~ / 








GI 


none 




Score 


.99 








Exons 


3751. .3927 














Seq. No. 


4 4 901 






o.tooo^oi 94 


.0403, 


.C4 




fipnp No 


94 7 35 














Start 


575 




FnH 


1 4 9 








Name 


OJ000301 24 0403 C4 ol 


. y ^ 


Mpt" h r^H 










Start 


575 ~~ 




FnH 

Hi 1 


1 4 96 

J. *i Z. O 








GI 


none 




Score 


.4 






fft 


Exons 


575.-632, 1323. .1426 












fi £ 


9prr No 


44901 

*i *i _? VJ X 




Seq. ID 


OJ000301_24, 


,0403, 


.04 




Hfinp No 


94736 




Strand 


+ 








Start 


6161 




End 


7794 








Name 


OJ000301 24 0403 C4 o3 




Method 


GENSCAN 








Start 


6161 _ 




End 


7794 






fy 


GI 


none 




Score 


.55 








Exons 


6161. .6383, 6485. .6942 


, 7148 


..7542, 7632. .7794 






"it 


Sea No 


4 4 901 




Seq. ID 


OJ000301_24. 


,0403. 


,C4 




fippp No 


94737 




Strand 










Start 


3433 ~ 




End 


5043" 








Name 


OlT000301 94 0403 P4 o9 


• y O 


■ Method 


GENSCAN 






ri 


Start 


3433 ~~ 




End 


5043 








GI 


none 




Score 


.82 








Exons 


3433. .3969, . 4466. .4757, 


f 4847 


. .5043 










Seq. No. 


44901 




Seq. ID 


OJ000301_24. 


0403. 


C4 




Gene No. 


94737 * 




Strand 










Start 


3433 




End 


5043 








Name 


OJ000301 24 .0403.C4 .ol 


• gp 


Method 


AAT/GAP 








Start 


4259 




End 


4329 








GI 


LIB3477-003-P1-K1-E9 




Score 


87 







Exons 4259.-4329 

GI Descrip. ' 24 9858 6/sp | Q4 0638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] f 



Seq. No. 
Gene No. 
Start 



44902 
94738 
2333 



Seq. ID OJ000301_24.0403.C5 
Strand + 
End 9309 



46060 




Name 


OJ000301 24 


.0403.C5.ol.np 


Method 


AAT/NAP 




Start 


2333 


End 


9309 




\J X 


O *i DO JJ / 




Score 


519 




Fvonc 


Z. O J J . . i JU J/ 


5345.. 5965, 9283. 


.9309 






ul UcouJ. J. • 


/arm i 691 * 


putative retroelement pol ] 


polyprotein [Arabidopsis 




f ha 1 i anal 










-Seq. No. 


44902 




beq. iu 


UJUUUjUI ^4 . U4L)j 


. Co 


Gene No. 


94739 






1 

T 




Start 


9574 




LUQ 


1 nci a 
lUOxU 




IN aiuc 


n.Tfiornoi 94 


.0403.C5.ol.tm 


Method 


TBLASTX: Maize 




C-|- -J r +- 


J J U \J 




End 


5827 




GI 


none 




Score 


H X X 






S360 5827 


O 0 0 :? . . jOUj 








Seq. No. 


44902 




beq. iu 


UJUUUJUI Zh . U4UJ 


. Co 


Gene No. 


94739 




Strand 


+ 




Start 


9574 






lUOlU 




Name 


n.Tnornm 94 


.0403.C5.ol.ts 


Method 


TBLASTX: Soybean 




Cf art 


S4 ft Q ~~ 

«J *i O ^ 




End 


5689 






■pi /-> -pi o 




Score 


±yj 




Hi A U 1 1 O 


Jri O J • • .J U O 3* , 


CCCT EL £TQ Q 
000 1 . . OOOO 








Seq. No. 


44902 




O « T Pi 

beq. xU 


UJUUUJUI Z4.U4UJ, 


. Co 


Gene No. 


94739 




btrana 


+ 




U LQl L 


QS74 




hna 


i n c 1 n 
lUolU 




Name 




.0403.C5.ol.tw 


Method 


TBLASTX: Wheat 




OLal L 


J JDU 




End 


5875 




\J X 


n on o 




Score 


*3 n t; 
JUO 




DAUilO 


SSfiD SR74 


JJO / . . JO / 0 








Seq. No. 


4 4 902 




beq. iu 


UJUUUoUl z:4.U4UJ. 


. Co 


Gene No. 


94739 




Strand 


+ 






9S74 




bna 


1 n c "i n 
lUolU 




IN CL1UG 


n.Tonn^m 94 

UU vUU Jul t. 4 ! 


.0403.C5.o3.gs 


Method 


GENSCAN 




9 -ha rr 


QR74 _ 




End 


10510 




\J X 






Score 


. DO 




CjAUilo 


QS74 Q64S 




. . lUolU 






Seq. No. 


44903 




C /-> /-r T Pi 

beq. iu 


UJUUUJUI Z4.U4UJ. 


, Co 


Gene No. 


94740 




b trana 


+ 




Start 


696 




hna 


1U0Z 




Name 




. 0403.C6.ol .gs 


Method 


GENSCAN 




O Lai L 


U _7 U 




End 


1052 




GI 


none 




Score 


.71 




III J\. \J 1 1 o 


696 1 DS9 










O C U . IN W • 


44903 




Seq. ID 


OJ000301_24.0403. 


C6 




94741 




Strand 






Start 


798 




End 


2626 




Name 


OJ000301 24 


.0403.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


579 




End 


2208 




GI 


none 




Score 


53 




Exons 


"579. .677, 715. .753, 719. .757, 


786. .1046, 793. .1071, 795. 


. 1058, 




1646. .1951, 


1648. .1953, 1648.. 


.1950, 1896. .1952, 2024. .2203, 




2028. .2207, 


2029.. 2208, 2029.. 


.2205 







46061 




C^/t Ma 
OcCJ . LNO . 


44903 


Seq. ID 


UJUUUJUI 


. Co 


Gene No. 


94741 


Strand 






Start 


798 


End 


2626 




Name 


OJ000301 24.0403.C6.ol.tc 


Method 


TBLASTX: Cress 




OLaLU 


778 


End 


2208 






none 


Score 


142 




Exons 


778. .1071, 807-1058, 865. .1062, 1646. 


.1951, 164.6.. 1951 


f 




1648.. 1956, 2015. .2200, 2024 


..2203, 2029.. 2205, 2041.. 2208 


C«rt NT/"\ 

oeq. ln o * 


44903 


Seq. ID 


OJ000301_24.0403 


.C6 


bene lno . 


94741 


Strand 






Start 


798 


End 


2626 




Name 


OJ000301 24.0403.C6.ol.ts 


Method 


TBLASTX: Soybean 




Q+- -j r>+- 


795 


End 


2208 






none 


Score 


128 




Exons 


795. .1058, 808. .993, 957. .1046, 1648.. 


1956, 1649.. 1951, 






1651.. 1953, 2015. .2203, 2024 


..2203, 2028. .2207, 2029. .2208, 




2029. .2205 








oeq. ln o . 


44903 


Seq. ID 


OJ000301_24 .0403 


. to 


Gene No. 


94741 


Strand 






Start 


798 


End 


2626 




Name 


OJ000301 24.0403.C6.ol.np 


Method 


AAT/NAP 




C +- -a -K-+- 
Otdlt 


798 


End 


2626 






6693032 


Score 


900 




Exons 


798. .1043, 1651. .1949, 2031. 


.2291, 2567. .2626 






(AC012375) T22C5.23 [Arabidopsis thaliana] 




Seq. No. 


44903 


Seq. ID 


OJ000301_24.0403 


,C6 


Gene No. 


94741 


Strand 






O Ldi U 


798 


End 


2626 




Name 


OJ000301 24.0403.C6.ol.tw 


Method 


TBLASTX: Wheat 






807 


End 


1692 






none 


Score 


62 




Exons 


807. .1058, 1648. .1692 








Oct}. LN O . 


44903 ■ 


Seq. ID 


OJ000301_24 .0403, 


.C6 


belle LNO . 


94741 


Strand 






Start 


798 


End 


2626 




Name 


OJ000301 24.0403.C6.ol.gp 


Method 


AAT/GAP 




OlalU 


920 


End 


1898 






LIB34 34-031-P1-K1-F8 


Score 


703 




T7 1 v <r* 


920. .1043, 1651. .1898 








.oi. uescrip. 


■ 4 88 4 966/gb|AAD31896. 1 |AF1454 78_1 6.0e 


-42 (AF145478) calcium 




ATPase [Mesembryanthemum crystallinum] 


i 




Seq. No. 


44903 


Seq. ID 


OJ000301_24 .0403. 


■ C6 


Gene No. 


94741 


Strand 






Of 3 


798 - 


End 


2626 




Name 


OJ000301 24.0403.C6.o2.gs 


Method 


GENSCAN 




o tart 


1440 


End 


2202 




GI 


none 


Score 


.82 




Exons 


1440. .1454, 1651. .1949, 2031, 


. .2202 






Seq. No. 


44904 


Seq. ID 


OJ000301_24 .0403. 


,C7 


Gene No. 


94742 


Strand 






Start 


1 


End 


3114 





46062 






Name 


OJ000301 24.0403.C7.ol.np 


Method 


AAT/NAP 




btart 


1 


End 


3108 






6693032 


Score 


2709 




Exons 


1..40*, 105.. 2061, 2163.. 2238 


, 2932.. 3108 




GI Descrip. 


(AC012375) T22C5.23 [Arabidopsis thaliana] 




beq. no. 


44904 


Seq. ID 


OJ000301_24 .0403.C7 




Gene No. 


94742 


Strand 






Start 


1 


End 


3114 




Name 


OJ000301_24 . 0403 . C7 . ol . tc 


Method 


TBLASTX: Cress 




otart 


1 


End 


3108 






none 


Score 


92 




Exons 


1..30, 123. .161, 149. .2065, 


164. .361, 


168. .452, 480. .884, 






945. .2048, 1931. .2053, 2188. 


.2241, 2935. .3108, 2948. .3088 




Seq. No. 


44904 


Seq. ID 


OJ000301 24. 0403. C7 




Gene No. 


94742 


Strand 


- 




o t ar t 


1 


ri _j 
End 


3114 




Name 


OJU0U301 24 . 0403 . C7 . o2 . tm 


Method 


TBLASTX: Maize 




btart 


107 


End 


778 






none 


Score 


598 




Exons 


107. .778, 153. .776, 182. .778 








Seq.. No. 


44904 


Seq. ID 


OJ000301_24 .0403.C7 




Gene No. 


94742 


Strand 


_ 




Of v-4- 

btart 


1 


End 


3114 




Name 


OJ000301 24 . 0403 . C7 . o2 . ts 


Method 


TBLASTX: Soybean . 


fti 




107 


End 


/TQC 

DO J 






none * 


Score 


492 


S : : 


Exons 


107. .685, 168. .683 








Seq. No. 


44904 


Seq. ID 


OJ000301_24 .0403.C7 


i sr 


Gene No. 


94742 


Strand 


- 




btart 


1 


End 


3114 


r == 


Name 


OJ000301 24.0403.C7.ol.gs 


Method 


GENSCAN 




o tart 


260 


End 


3108 






none . 


Score: 


-v ..44 




Exons 


260.. 2061, 2184.. 2238, 2932. 


.3108 






beq . No . 


44904 


Seq. ID 


OJ000301_24.0403.C7 




belle 1NO • 


94742 


Strand 






Start 


1 


End 


3114 




Name 


OJ000301 24.0403.C7.ol.gp 


Method 


AAT/GAP 




o t art 


355 


End 


.814 






2428315 


Score 


874 




Exons 


355. .814 








GI Descrip . 


4 884 966/gb|AAD318 96. 1 |AF14 547 8_1 6.0e- 


42 (AF145478). calcium 






ATPase [Mesembryanthemum crystallinum] 






064. NO. 


44904 


Seq. ID 


OJ000301_24 . 0403. C7 




Gene No. 


94742 


Strand 






Start 


1 


End 


3114 




Name 


OJ000301 24 .0403.C7.ol. tw 


Method 


TBLASTX: Wheat 




Start • 


665 


End 


1011 




GI 


hone 


Score 


400 




Exons 


665. .1003, 665. .1009, 667. .1011 





46063 






Seq. No. 


44904 






Seq. ID 


OJ000301_24.0403 


.C7 




Gene No. 


94742 






S.trand 








C-f- 3 r -|- 

u Lai L 


1 






End 


J X X H 






Mama 


OJ000301 24 


.0403 


.C7.ol.ts 


Method 


l dxj/\o i a . ooyoean 






O LCIX L 


690 






End 


1 A A R 
± f± O 






O X 


none 






Score 


1 7 £ 
x / D 






Pvnn q 


690. .875, 690. .1052, 692. .1444, 695.. 


1444 04^ 1 4 4 ^ 

X 4 4 4 , 51 J . . X fl fl 3 






Seq. No. 


44904 






Seq. ID 


OJ000301_24.0403 


.C7 




Gene No. 


Q474? 






ocranu 








O Lai L 


1 






End 


-31 1 /I 

o ± ± *± 






Name 


OJ000301 24 


.0403 


.C7.ol.tm 


Method 


i d u Ao i a . LYia l z e 






O LCtX L 


782 






End 


1 0 0 D 






(IT 


none 






Score 


opo 








782. .1585, 


812. . 


1570, 1182.. 


1586 








Seq. No. 


44904 






Seq. ID 


OJ000301_24.0403 


.C7 




Gene No. 


Q4 74 9 






OtLailQ 








Start 


1 






End 


Jill 






LNcULlC 


OJ000301 24 


.0403 


.C7.o3.ts 


Method 


TOT A CTV . O t rK om 

i d1j/\o i a ; ooyoean 






uLdi L 


1536 






End 


i y y j 






OX 


none 






Score 


i y o 








1536. .1811, 


1538 


. .1993 










Seq. No. 


44904 






Seq. ID 


OJ000301_24.0403 


.C7 


i ; s 


Gene No. 


Q4 7 4 9 






Strand 






f 1 = 


OL-d.iL. 


1 






End 


"3 1 i 4 

Jj X x ft 






Name 


OJ000301 24 


.0403 


.C7.o3.tm 


Method 


i o Li/io i a . L v ia x z e 




*,a? 


Of- -a r +- 


1742 






End 


zUU j 






OX 


none 






Score 


17 9 
x / ^ 




Yil 


Exons 


1742. .2002, 


1746 


. .2003 








?■; 1 


Seq. No. 


44904 






Seq. ID 


OJ000301_24 .0403 


.C7 


at 


Gene No. 


94742 






Strand 








OLai. L 


1 






End 


3114 






Name 


OJ000301 24 


.0403 


■C7.o4.ts 


Method 


TBLASTX: Soybean 






o LaX. L 


1997 






End 


3114. . 






ox 


none 






Score 


122 




□ 


K 1 von q 


1997. .2047, 


2185 


..2241, 2944 


..3075, 2948.. 3076, 3082. ,3114 




Seq. No. 


44904 






Seq. ID 


OJ000301_24.0403, 


■ C7 




Gene No. 


Q A 1 A 0 






Strand 








OLai L 


1 






End 


3114 






Name 


OJ000301 24 


. 0403, 


■C7.o4.tm 


Method 


TBLASTX: Maize 






OLCII L 


2188 






End 


3108 








none 






Score 


65 






Exons 


2188. .2238, 


2189, 


..2239, 2930 


..3088, 2932.. 3108 






Seq. No. 


44905 






Seq. ID 


OJ000301_24.0403. 


.C8 




Gene No. 


94743 






Strand 


+ 






Start 


254 






End 


429 






Name 


OJ000301 24 


.0403. 


.C8.ol.gs 


Method 


GENSCAN 






Start 


254 






End 


429 






GI 


none 






Score 


.73 






Exons 


254 . .429 














Seq. No. 


44905 






Seq. ID 


OJ000301_24 .0403. 


.C8 



46064 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



94744 Strand 
2534 End 9959 

OJ000301_24.04 03.C8.o2.gs Method GENSCAN 

2534 End 9959 

none Score . 57 

2534. .2982, 3174. .3293, 3381. .3623, 3938. .4190, 4339. .4690, 

4695. .4722, 5703. .5748, 5881. .5982, 6055. .6330, 6815. .6888, 

7647. .7872, 7980. .8056, 8291. .8593, 9329. .9959 



Seq. No. 44905 

Gene No. 94744 

Start 2534 

Name OJ000301_24 . 0403 . C8 . ol . np 

Start 2537 

GI 4006861 

Exons 2537.. 2982, 3174.. 3267, 3354, 
5280. .5358, 5703. .5748, 5881. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000301 24. 0403. C8 



9959 
AAT/NAP 
6191 
1281 

3623, 3938. .4190, 4339. .4690, 
5982, 6120.. 6191 



GI Descrip. (Z99707) tubulin-like protein [Arabidopsis thaliana] 



Seq. No. 44905 

Gene No. 9474 4 

Start 2534 

Name OJ000301_24 . 0403 . C8 . ol . gp 

Start ' 3264 

GI 428723 

Exons 3264.. 3293, 3381.. 3623, 4339 

GI Descrip. 40068 61/emb | CAB16779 . 1 | 3.0e- 
[Arabidopsis thaliana] 



Seq. ID OJ000301_24.0403.C8 
Strand 

End 9959 

Method AAT/GAP 

End 4420 

Score 626 
. 4420 

-15 (Z99707) tubulin-like protein 



Seq. No. 44905 

Gene No. 9474 4 

Start 2534 

Name OJ000301_24 . 0403 . C8 . o2 . gp 

Start 5777 

GI LIB3479-005-Q6-K1-E5 

Exons 5777.. 5982, 6120.. 6294 

GI Descrip. V4006861/emb | CAB16779 . 1 | 2. 

[Arabidopsis thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_24.0403.C8 

9959 
AAT/GAP 
6294 . 
450 



0e-20 (Z99707) tubulin-like protein 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44905 Seq. ID OJ000301_24 . 0403 . C8 

94744 Strand 

2534 End 9959 

OJ000301_24.0403.C8.o3.gp Method AAT/GAP 

5886 End 6378 

LIB3479-005-Q6-K1-E5 Score 574 

5886. .5982, 6120. .6378 

M006861/emb|CAB16779.1| 2.0e-20 (Z99707) tubulin-like protein 
[Arabidopsis thaliana] f 



44905 
94744 
2534 

OJ000301_24.0403.C8.o2.np 

6091 

4335773 



OJ000301_24.0403.C8 

9959 
AAT/NAP 
9896 
186 

6091. .6365, 7564. .7599, 7733. .7883, 7970. .8056, 8291. .8567, 
9277. .9440, 9483. .9603, 9698. .9896 



Seq. ID 

Strand 

End 

Method 
End .. 
Score 



46065 




GI Descrip. (AC006284) unknown protein [Arabidopsis thaliana] 



Seq. No. 


44905 








Seq. ID 


OJ000301 24 0403 C8 


qqj-^q No . 


94744 








St rand 




Start 


2534 








End 


. 9959 


Name 


OJ000301 24 


. 0403 


. C8 . o4 . 






AAT /GAP 


Start 


9346; ~~ 








End 


9811 


GI 


none 








Score 


643 


Exons 


9346. .9603, 


9698 


. .9811 








Seq. No. 


44905 








Seq. ID 


OJ000301 24 0403 C8 


Gene No 


94745 








St rand 

>J \, J- Cll 1U 




Start 


11337 








End 


13923 


Name 


OJ000301 24 


. 0403 


. C8 . ol . 


tc 


Mprhod 


TBLASTX • Prpqs 

J- i-J unu x / x * j_ c O O 


Start 


2520 ~~ 








End 


2965 


GI 


none 








Score 


217 


Exons 


2520. .2915, 


2528 


. .2914, 


2852. 


.2965 




Seq. No. 


44905 








Seq. ID 


OJ000301 24' 0403 C8 


Gene No . 


94745 








St rand 




Start 


11337 








End 


13923 


Name 


OJ000301 24 


. 0403 , 


. C8 . ol . 


ts 


Mpr Vl nH 




Start 


2549 r 








End 


2906 


GI 


none 








Score 


18 9 


Exons 


2549 2905 


2565 , 


. .2906 








Seq. No. 


44905 








Seq. ID 


OJ000301_24.0403.C8 


Gene No. 


94745 








Strand 




Start 


11337 








End 


13923 


Name 


OJ000301 24 


. 0403 - 


> C8 . ol . 


tm 


Method 


TBLASTX: Maize 


Start 


2603 ' ~~ 








End 


3514 


GI 


none 








Score 


198 


Exons 


2603. . 2809, 


2604 . 


2804, 


2671 . 


.2805, 28 


110.. 2983, 2811. .2984, 




2812 . .2985, 


3172 . 


3294, 


3186. 


.3296, 3187.. 3300, 3377;. .3514, 




3382 . . 3513 












Seq. No.- 


44905 








Seq. ID 


OJ000301_24.0403.C8 


Gene No. 


94 745-- 








Strand 




Start 


11337 








End 


13923 


Name 


OJ000301 24 


.0403. 


C8 . o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


3944 ~~ 








End 


4513 


GI 


none 








Score 


79 


Exons 


3944 4033 


3945 . 


. 4055, 


394 9 . 


.4056, 4029.. 4193, 4051.. 4191, 




4052 4192 


4327 . 


.4 506, 


4337 . 


.4513, 4343. .4495 


Seq. No. 


44905 








Seq. ID 


OJ000301_24.0403.C8 


Gene No. 


94745 








Strand 




Start 


11337 








End 


13923 


Name 


OJ000301 24 


.04 03. 


PR n3 


1"TT1 


Method 


TBLASTX: Maize 


Start 


7694 








End 


8067 


GI 


none 








Score 


74 


Exons 


7694. .7747, 


7730. 


.1111 , 


7831. 


.7875, 7832. .7864, 7980. .8060, 




7980. .8066, 


7981. 


.8067 








Seq. No. 


44905 








Seq. ID 


OJ000301_24 .0403.C8 


Gene No. 


94745 








Strand 




Start ' 


11337 








End 


13923 



46066 



Name 


OJ000301 24 


.0403 


.C8 ,o3 .gs 


Method. 


P TT NT C P IS. NT 




11337 










PT 


none 






Score 


. DO 


XT von c 


11337. .11503, 13710.. 13923 






oeq • 1NO . 


44906 






Cart in 


KJO UU U Jul 


Gene* No . 


94746 






Strand 


+ 


Start 


4423 






End 


6671 


Name 


OJ000301 24 


.0403, 


.Cll.ol.gs 


Method 


GENSCAN 


OLdX L 


4423 






End 


6671 


P T 


none 






Score 


.85 


IliXOiliD 


4423. .4596, 


4637, 


,.4783, 4923. 


.5024, 51' 


50. .5193, 




5646. .5738, 


5931, 


..6071, 6196. 


.6294, 6381. .6671 


C ^ /-t NT o 

oeq. in u > 


44906 






Seq. ID 


OJ000301 


Cpnp NJo 


94746 






Strand 


+ 


Start 


4423 






End 


6671 


Name 


OJ000301 24 


.0403. 


.Cll.ol.np 


Method 


AAT/NAP 


Start 


4423 






End 


6668 


GI 


7446439 






Score 


1276 


Exons 


4423. .4596, 


4709. 


,.4783, 4923. 


.5024, 5140. .5193, 




5646. .5738, 


5967. 


,.6071, 6196. 


.6294, 6381.. 6668 



24 .0403.C11 



5309. .5401, 

GI Descrip. probable serine/threonine-specif ic protein kinase (EC 2.7.1.-) 
F17I5.140 - Arabidopsis thaliana gi | 3297819 | emb | CAA19877 . 1 1 
(AL031032) protein kinase-like protein [Arabidopsis thaliana] 



gi | 727034 4 | emb | CAB8 0112 . 1 | (AL161584) 
protein [Arabidopsis thaliana] 



protein kinase-like 



Seq. No. 44906 Seq. ID 

Gene No. 94746 Strand 

Start 4423 End 

Name OJ000301_24 . 0403 . Cll . ol . gp Method 

Start 5286 End 

GI LIB3433-020-P1-K1-D2 Score 

Exons 5286.. 5401, 5646.-5962 

GI Descrip. ' 3297819/emb | CAA19877 . 1 | 2.0e-28 (AL031032) protein kinase-like 
protein [Arabidopsis thaliana] 1 



OJ000301_24 .0403. Cll 
+ 

6671 
AAT/GAP 
5962 
771 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44906 Seq. ID 

94746 Strand 

4423 End 

OJ000301_24 .04 03. Cll . o2 . gp Method 

5971 End 

2442470 Score 



OJ000301_24 .0403. Cll 
+ 

6671 
AAT/GAP 
6444 
444 



5971. .6071, 6196.. 6294, 6381.. 6444 

3297819/emb|CAA19877.1| 2.0e-28 (AL031032) protein kinase-like 
protein [Arabidopsis thaliana] 



Seq. No. 44906 Seq. ID 

Gene No. 94747 Strand 

Start 7123 End 

Name OJ000301_24 . 04 03 . Cll . o3 . gp Method 

Start 7123 End 

GI ! uC-osflcypl60g01al Score 

Exons 7123.. 7614 

GI Descrip. ' 5670155/gb | AF161269 . 1 | AF161269 4.0e-86 Oryza sativa subsp 
japonica BAC clone 34K24, complete sequence 1 



OJ000301_24. 0403. Cll 
+ 

7614 
AAT/GAP 
7614 
964 



46067 



# 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44906 
94748 
7227 

OJ000301_24. 04 03.Cll.ol.tc 
4423 
none 
4423. 
4922. 
5308. 
5965. 
6381. 



,4599, 
,5023, 



4485. .4592, 4702 

5137.. 5220, 5139 

,5400, 5573.. 5734, 5625.. 5750, 

,6072, 5966.. 6022, 6190.. 6294, 
.6578, 6574. .6654 



Seq. ID 
Strand 
End 

Method 
End 
Score 
4794, 

5237, 5292 



OJ000301 24.0403.C11 



10020 

TBLASTX: Cress 
6654 
199 

4706.. 4795, 4920.. 5024, 
5390, 5294.. 5401, 
5625. .5738, 5964. .6071, 
6192. .6305, 6380. .6544, 



Seq. No. 44906 

Gene No. 94748 

Start 7227 

Name OJ000301_24 . 04 03.Cll.o2 

Start 4450 

GI none 

Exons 4450.. 4599, 4488.. 4595, 
4922.. 5023, 5137.. 5175, 



Seq. ID OJ000301_24.0403.C11 
Strand 

End 10020 

.tw Method TBLASTX: Wheat 

End 5175 

Score' 211 
4702. .4794, 4706. .4795, 4920. .5024, 
5139. .5174 







4 4 QD 
1 H v u u 








Seq. ID 


OJ000301 


_24.0403.C11 




Gene No. 


94748 








Strand 








Start 


7227 








End 


10020 






Name 


OJ000301 24 


.0403 


.Cll.o3, 


. tin 


Method 


TBLASTX: 


Maize 


5 


Start 


4450 








End 


5750 






GI 


none 








Score 


232 




i. _jf 


Exons ■■ 


4450. .4599, 


4488, 


. .4595, 


4702. 


.4794, 4706. .4795, 


4920. .4994, 


: : £ 




4922. .4996, 


4995, 


. .5024, 


5137. 


.5220, 5137. .5214, 


5139. .5219, 






5294. .5401, 


5308, 


. .5400, 


5573. 


.5740, 5592. .5750 




=t ; : s 
: : ; 
: ■=* 


Seq. No. 


44906 








Seq. ID 


OJ000301 


_24.0403.C11 




Gene No. 


94748 








Strand 






: Js 


Start 


7227 








End 


10020 






Name 


OJ000301 24, 


.0403, 


.Cll.o3. 


. ts 


Method 


TBLASTX :,Soybean 




Start 


4450 








End*. 


4975 






GI 


none 








Score 


199 




*v3 


Exons 


4450. .4599, 


4488. 


, .4592, 


4702. 


.4794, 4706. .4795, 


4920. .4973, 


t ■= 




4922. .4975 














T..Z? 


Seq. No. 


44906 








Seq. ID 


OJ000301 


_24.0403.C11 




Gene No. 


94748 








Strand 








Start 


7227 








End 


10020 






Name 


OJ000301 24, 


,0403. 


,Cll.o2. 


, ts 


Method 


TBLASTX: 


Soybean 




Start 


5140 








End 


6575 




GI 


none 








Score 


88 






Exons 


5140. .5220, 


5143. 


. .5193, 


5148. 


.5219, 5294. .5401, 


5298. .5414, 






5308. .5397, 


5309. 


, .5413, 


5573. 


.5740, 5625. .5750, 


5964. .6071, 






5964. . 6071, 


6190. 


, .6309, 


6207. 


.6308, 637 


8. . 6575, 


6378. .6464, 






6380. .6571 















Seq. No. 44906 Seq. ID OJ000301_24 . 04 03 . CI 1 

Gene No. 94748 Strand 

Start 7227 ' End 10020 

Name OJ000301_24 . 04 03 . Cll . o2 . tm Method TBLASTX : Maize 

Start 5967 , End 6663 



46068 



GI none Score 175 

Exons 5967.. 6071, 5967.. 6071, 5974.. 6072, 6190.. 6294, 6193.. 6309, 

6380. .6565, 6381. .6575, 6583.-6663 



Seq. No. 44906 Seq. ID 

Gene No. 94748 Strand 

Start 7227 End 

Name OJ000301_24 . 0403 . Cll . o4 . tm Method 

Start 7115 End 

GI none Score 

Exons 7115. .7168, 7116.. 7220, 7223.. 7336, 7224 
7360. .7392 



OJ000301_24. 0403. Cll 
1Q020 

TBLASTX: Maize 
7394 
63 

.7394, 7224. .7346, 



Seq. No. 44906 Seq. ID 

Gene No. 94748 Strand 

Start 7227 End 

Name OJ000301_24 . 0403. Cll . o2 . gs Method 

Start 7227 ■ End 

GI none Score 
Exons 



OJ000301_24. 0403. Cll 

10020 

GENSCAN 

9660 



7227. .8059, 8306. .8517, 8610. .8740, 8779. .9359, 9651. .9660 



Seq. No. 44906 

Gene No. 94748 

Start 7227 

Name OJ000301_24 . 04 03 . Cll . o2 . np 

Start 7230 

GI 7485661 

Exons 7230. .8060, 8236.. 8507, 8606.. 
GI Descrip. hypothetical protein F17M5.60 



Seq. ID OJ000301_24 .0403. Cll 
Strand 

End 10020 
Method AAT/NAP 
End 10020 
Score 1436 
9359, 9893.. 10020 
- Arabidopsis thaliana 



gi|4490297|emb|CAB38788.1| (AL035678) putative protein 
[Arabidopsis thaliana] gi | 7270278 | emb | CAB80047 . 1 | (AL161583) 
putative protein [Arabidopsis thaliana] 



Seq. No. 44906 

Gene No. 94748 

Start 7227 

Name OJ000301_24 .0403. Cll. 63. tc 

Start 7236 

GI none 
Exons 



Seq. ID OJ000301_24 .0403. Cll 
Strand 
End 

Method 
End 
Score 



10020 

TBLASTX: Cress 

7616 

132 



7236. .7343, 7381. .7614, 7393. .7488, 7395. .7616 



Seq. No. 


44906 








Seq. ID 


OJ000301 


_24. 0403. Cll 


Gene No. 


94748 








Strand 






Start 


7227 








End 


10020 




Name 


OJ000301 24 


.0403, 


.Cll.ol, 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


7335 








End 


8039 




GI 


none 








Score 


518 




Exons 


7335. .7730, 


7336, 


. .7731, 


7391. 


.7732, 73 


91. .7732, 


7857. .8039 


Seq. No. 


44906 








Seq. ID 


OJ000301 


_24 . 0403. Cll 


Gene No. 


94748 








Strand 






Start 


7227 








End 


10020 




Name 


OJ000301 24 


.0403, 


.Cll.ol. 


■ ts 


Method 


TBLASTX: 


Soybean 


Start 


7339 








"End 


9358 


GI 


none 








Score 


203 




Exons 


7339. .7719, 


7395. 


. .7718, 


7488. 


.7709, 7737. .7796, 


7749. .7802, 




7836. .8060, 


7842. 


, .8066, 


7876. 


.8061, 82 


83. .8372, 


8302. .8373, 
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8373. .8513, 8376. .8498, 8425. .8508, 8609. .8767, 8613. .8765, 
8731.. 9357, 8747.. 9238, 9175.. 9357, 9269.-9358 



Seq. No. 44906 

Gene No. 94748 

Start 7227 

Name OJ000301_24 . 04 03 . Cll . ol . tm 

Start 7395 

GI none 
Exons 



Seq. ID OJ000301_24 .0403. Cll 
Strand 

End 10020 

Method TBLASTX : Mai ze 

End 9358 

Score 418 



7395. .7565, 7395. .7496, 7468. .7794, 7468. .8088, 7470. .8054, 
7873. .8061, 8301. .8534, 8302. .8592, 8589. .8765, 8609. .8767, 
8726. .9004, 8745.-9323, 8747. .9358, 8761. .9357 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44906 
94748 
7227 

OJ000301_24 .0403. Cll. o2.tc 

7662 

none 



Seq. ID OJ000301_24 .0403. Cll 
Strand 

End 10020 

Method TBLASTX : Cress 

End 84 60 

Score 8 6 



7662. .8063, 7897. .8061, 8301. .8459, 8302. .8460 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44907 
94749 
1 

OJ000301_24 .04 03.C12.ol.np 
1 

6742729 
1. . 1146 

(AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ000301_24 .0403.C12 

Strand + 

End 1759 ' 

Method AAT/NAP 

End 1146 

Score 954 



44907 
94749 
1 

OJ000301_24 .04 03.C12.o2. tw 
2 

none 



Seq. ID OJ000301_24 .0403.C12 

Strand + 

End 1759 

Method TBLASTX : Wheat 

End 311 

Score 155 



2. .190,"" 3.'. 191, 227. .310, 228. .311 



Seq. No. 44907 

Gene No. 9474 9 

Start 1 

Name OJ000301_24 . 04 03 . C12 . ol . tm 

Start 219 

GI none 

Exons 219. .704, 236. .412, 548. .697 



Seq. ID OJ000301_24.0403.C12 

Strand + 

End 1759 

Method TBLASTX: Maize 

End 7 04 

Score 294 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44907 
94749 
1 

OJ000301_24 .04 03.C12.ol.gp 
300 

5002953 



Seq. ID OJ000301_24.0403.C12 
Strand + 

1759 
AAT/GAP 
1759 
1271 



End 

Method 
End 
Score 

300.. 431, 690.. 1098, 1578.. 1759 

4680203/gb|AAD27566. 1 |AF114171_7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] 



Seq. No. 



44907 



Seq. ID OJ000301 24.0403.C12 



46070 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



94749 Strand 

1 End 

OJ000301_24 .0403.C12.ol.tw Method 

315 End 

none Score 



+ 

1759 

TBLASTX: Wheat 

1534 

442 



315. .812, 359.-826, 875. .1036, 892. .1032, 1040. .1231, 

1075. .1215, 1220. '.1267, 1271. .1312, 1274 . .1312, 1336. .1413, 

1337. .1441, 1442. .1534 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene ' No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



44907 
94749 
1 

OJ000301_24 .0403.C12.ol.tc 

602 

none 



Seq. ID OJ000301_24.0403.C12 

Strand + 

End 1759 

Method TBLASTX : Cress 

End 1027 

Score 165 



602. .826, 606. .812, 875. .1027, 892. .1014 



44907 
94749 
1 

OJ000301_24.0403.C12.o2.np 
1043 
4586022 
1043.. 1499 

(AC007170) En/Spm-like transposon protein [Arabidopsis thaliana] 



Seq. ID OJ000301_24.0403.C12 

Strand + 

End * 1759 

Method AAT/NAP 

End 1499 

Score 149 



44908 
94750 
1 

OJ000301_24 .04 03.C13.ol.np 
1 

4680204 
1..31, 191. .370, 2976. .3023 

(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ000301_24.0403.C13 

Strand + 

End 9519 

Method AAT/NAP 

End 3023 

Score 58 



44908 
94750 
1 

OJ000301_24.0403.C13.ol.gs 

179 

none 



Seq. ID OJ000301_24.0403.C13 

Strand + 

End' 9519 

Method GENSCAN 

End 9519 

Score .71 



179. .945, 1028. .1180, 1278. .1417, 2666.-2827, 3528. .3607, 
4565. .4694, 5517. .5734, 5955. .7137, 7272. .7514, 8003. .8575, 
8675. .8779, 8849. .9519 



44908 
94750 
1 

OJ000301_24.0403.C13.ol.gp 
1354 

LIB3431-001-P1-N1-B5 
1354. .1536, 1642. .1874 

' 4680203/gb|AAD27566. 1 |AF114171_7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] 1 



Seq. ID OJ000301_24.0403.C13 

Strand + 

End 9519 

Method AAT/GAP 

End 1874 

Score 766 



44908 
94750 



Seq. ID OJ000301_24.0403.C13 
Strand + 
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Start 


1 




End 


9519 






Name * 


OJ000301 24 . 04 03 . C13 . o2 


. np 


Method 


AAT/NAP 






Start ' * 


3509 




End 


4 4 84 






GI 


7523486 




Score 


164 






Exons 


3509.. 3607, 3647.. 3813, 


4371 


. . 4484 








GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


4 4 908 




Seq. ID 


OJ000301_24 . 


04 03 


. C13 


Gene No. 


94751 




Strand 


+ 






Start 


1 QTOQ 




End 


18822 






Name 


OJ000301 24.0403.C13.o3 


.gp 


Method 


AAT/GAP 






Start 


18728 




End 


18822 






GI 


LIB34 / /-003-P1-K1-E9 




Score 


146 






Exons 


-i O "~7 '""i O n o o o o 

18728 . . 18822 












GI Descrip. 


'2498586/ sp|Q4 0638 | MP01 


ORYSA 2.0e-24 1 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I) 


>gi_ 


1173557 (U31771) Ory s 


1 [Oryza 




sativa] 1 












Seq. No. 


4 4 908 




Seq.' ID 


OJ000301_24 . 


0403 


.C13 


Gene No. 


94752 




Strand 








Start 


11240 




End 


14913 






Name 


OJ000301_24 . 04 03 . C13 . o2 


.gp 


Method 


AAT/GAP 






Start 


11082 




End 


11333 






GI 


5004 669 




Score 


478 






Exons 


11082 . . 11333 












Seq. No. 


44908 




Seq. ID 


OJ000301_24 . 


0403 


.C13 


Gene No. 


94752 




Strand 








Start 


11240 




End 


14913 






Name 


OJ000301 24.0403.C13.o2 


.gs 


Method 


GENSCAN 






Start 


11240 




End 


14913 






GI 


none 




Score 


.7 






Exons 


11240. .12006, 12108. . 12186, 


12408. .12605, 14 839. . 14 913 




Seq. No. 


44908 




. Seq. ID 


OJ000301_24 . 


0403 


.C13 


Gene No. 


94752 




Strand 








Start 


11240 




End 


14 913 






Name 


OJ000301 24.0403.C13.o3 


.np 


Method 


AAT/NAP 






Start 


13687 




End 


14777 






GI 


7523486 




Score 


142 






Exons 


13687. .13722, 14 4 75 .. 14 640, 


14680. .14777 






GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


44908 




Seq. ID 


OJ000301_24 . 


0403 


.C13 


Gene No. 


94753 




Strand 








Start 


16130 




End 


19286 






Name 


OJ000301 24.0403.C13.o3 


.gs 


Method 


GENSCAN 






Start 


16130 




End 


19286 






GI 


none 




Score 


.49 






Exons 


16130. .16228, 1718 6. . 17233, 


18900. .19286 






Seq. No. 


44909 




Seq. ID 


OJ000301_24 . 


0403 


.C16 


Gene No. 


94754 




Strand. 


+ 






Start 


694 




End 


3136 






Name 


OJ000301 24.0403.C16.ol 


.np 


Method ■ 


AAT/NAP 






Start 


694 




End 


3136 






GI 


4680203 




Score 


907 
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Exons 694.. 724, 1953.. 3136 

GI Descrip. (AF114171) TNP2-like protein 

Seq. No. 44909 

Gene No. 94754 

Start 694 

Name OJ000301_24 . 0403 . CI 6 . ol . gs 

Start 902 

GI none 

Exons 902.. 952 



[Sorghum bicolor] 

Seq. ID OJ000301_24.0403.C16 

Strand + 

End 3136 

Method GENSCAN 

End 952 

Score .51 



Seq. No. 44909 

Gene No. 94754 

Start 694 

Name OJ000301_24 . 0403 . C16 . o3 . gs 

Start 1953 

GI none 

Exons 1953.. 3009 



Seq. ID OJ000301_24 .0403.C16 

Strand + 

End 3136 

Method GENSCAN 

End 3009 

Score . 5 



Seq. No. 44909 

Gene No. 94755 

Start 1361 

Name ■ OJ0O0301_24 . 04 03 . C16 . o2 . gs 

Start 1361 

GI none 

Exons 1361.. 1393, 1433.. 1472, 1586. 

Seq. No. 44909 

Gene No. 94756 

Start 2064 

Name OJ000301_24 . 0403 . CI 6 . o2 . tw 

Start 2064 

GI none 

Exons 2064.. 2147, 2987. .3124, 2988. 

Seq. No. ' 44909 

Gene No. 94756 

Start 2064 

Name OJ000301_24 . 04 03 . C16 . ol . tw 

Start 2307 

GI none 

Exons 2307.. 2705, 2405.. 2428, 2546. 
2862. .2987 



Seq. ID OJ000301_24 .0403.C16 
Strand 

1650 
GENSCAN 
1650 
.8 



End 

Method 
End 
Score 
.1650 



Seq. ID OJ000301_24 .0403.C16 
Strand 

End 3134 

Method TBLASTX : Wheat 

End 3134 

Score 57 
.3134, 3036. .3128 

Seq. ID OJ000301_24 .0403.C16 
Strand 

End 3134 

Method TBLASTX: Wheat 

End 2987 

Score 228 

.2707, 2753. .2848, 2754. .2858, 



Seq. No. 44909 

Gene No. 94756 

Start 2064 

Name OJ000301_24 . 04 03 . C16 . ol . ts 
Start .. 2405 

GI none 

Exons 2405.. 2428, 2430.. 2705, 2432. 

Seq. No. 44909 

Gene No. 94756 , 

Start 2064 

Name OJ000301_24 . 04 03 . C16 . ol . tc 

Start 2753 



Seq. ID OJ000301_24.0403.C16 
Strand 

End 3134 

Method TBLASTX : Soybean 

End 2723 

Score 301 

.2698/ 2463. .2723, 2486. .2710 

Seq. ID OJ000301_24 .0403.C16 
Strand 

End 3134 

Method TBLASTX : Cress 

End . 3083 



46073 



• 



GI 

Exons 

Seq. No. 44909 Seq. ID 

Gene No. 94756 Strand 

Start 2064 End 

Name OJ000301_24 . 04 03 .CI 6 . o2 . ts Method 

Start 2756 End 

GI none Score 

Exons 2756. .3001, 2757.. 3005 

Seq. No. 44909 Seq. ID 

Gene No. 94756 Strand 

Start 2064 End 

Name OJ000301_24 . 04 03 . C16 . ol . tm Method 

Start 2847. End 

GI none Score 

Exons 2847.. 3128, 2858.. 3130 

Seq. No. 44910 Seq. ID 

Gene No. 94757 Strand 

Start 322 End 

Name OJ000211_26 . 0405 . C2 . ol . gs Method 

Start 322 End 

GI none Score 

Exons 322. .382, 1086. .1230, 2013. .2376, 2904. .2961, 3822.. 4060, 

4594. .4872, 5192. .5407, 5492. .5739, 6453. .6640, 7121. .7317, 
7407. .7596, 7693. .7912, 7997. .8204, 8336. .8470, 8553.-8744, 
8827. .8999, 9094. .9282, 9367. .9483, 9562. .9646, 9728. . 9880, 

9963. .10088, 10219 .. 10401, 10651 .. 10812, 10926. .11042 



none Score 312 

2753. .2890, 2754. .3083, 2927.. 2986, 2937.. 3041, 3008. .3082 



OJ000301_24 .0403.C16 
3134 

TBLASTX: Soybean 

3005 

213 



OJ000301_24 .0403.C16 
3134 

TBLASTX: Maize 

3130 

251 



OJ000211_26.0405.C2 
+ 

11279 
GENSCAN 
11042 
.75 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI - •' 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44910 
94757 
322 

OJ000211_26.0405.C2.o3.gp 

5326. 

none 



Seq. ID OJ000211_26.0405.C2 

Strand + 

End 11279 

Method AAT/GAP 

End 7253 

Score 1170 



53261.5407, 5492. .5739, 6453. ,6640, 7121. .7253 

44910 Seq. ID OJ000211_26 . 0405 . C2 

94757 Strand + 

322 End 11279 

OJ000211_26 . 0405.C2.ol.np Method AAT/NAP 

8574 End 11048 

1565223 Score 1675 

8574. .8744, 8827. .8999, 9094. .9282, 9367. .9483, 9562. .9646, 
9728. .9880, 9963. .10088, 10219 .. 10401 , 10651 .. 10812, 
10926.. 11048 

(Y08301) MCM2-related protein [Arabidopsis thaliana] 



44910 
94757 
322 

OJ000211_26.04 05.C2.o4 . gp 
9942 

54842 1.R1084 



Seq. ID OJ000211_26.0405.C2 

Strand + 

End 11279 

Method AAT/GAP 

End 11279 

Score 1382 



9942. .10089, 10219 .. 10401, 10651 10812 , 10926. .11279 
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GI Descrip. 



' 1565223/emb|CAA69609| 1.0e-37 (Y08301) MCM2-related protein 
[Arabidopsis thaliana] 1 



Seq. No. 44910 

Gene No. 94758 

Start 12314 

Name OJ000211_26 . 04 05 . C2 . o2 . gs 

Start 12314 

GI none 

Exons 12314. .12333, 124 40 .. 12663, 
14701. . 15100, 15207. .15251, 



Seq. ID OJ000211_26.0405.C2 

Strand + 

End 16970 

Method GENSCAN 

End 16950 

Score .51 - 
13000. .13111, 14118. .14 597, 
16717. .16778, 16877. .16950 



Seq. No. 44910 Seq. ID 

Gene No. 94758 Strand 

Start 12314 End 

Name OJ000211_26 . 04 05 . C2 . o5 . gp Method 

Start 12409 End 

GI none Score 

Exons 12409. .12653 



OJ000211_26.0405.C2 
+ 

16970 
AAT/GAP 
12653 
465 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44910 Seq. ID OJ000211_26 . 0405 . C2 

94758 Strand + 

12314 End 16970 

OJ000211_26 . 04 05 . C2 . o2 . np Method AAT/NAP . 

14188 End 16970 

6685381 Score 1478 

14188. .14597, 14701 .. 15100 , 15207 .. 15251 , 1 6029 .. 16094 , 

16717. .16778, 16877. .16970 

B I FUNCT I ONAL DIHYDROFOLATE REDUCTASE-THYMIDYLATE SYNTHASE 
(DHFR-TS) [INCLUDES: DIHYDROFOLATE REDUCTASE ; THYMIDYLATE 
SYNTHASE ] gi | 7 4 334 5 6 | pir | | TO 1 68 4 dihydrof olate reductase (EC 
1.5.1.3) / thymidylate synthase (EC 2.1.1.45) - maize 
gi|3309066|gb|AAC26003.1| (AF073488) bifunctional dihydrof olate 
reductase-thymidylate synthase [Zea mays] 



44910 Seq. ID 

94758 Strand 
12314 End 
OJ000211_26. 0405.C2.o6.gp Method 
14446 End 
uC-osflm202002hl0bl Score 
14446. .14597, 14701. .14990 

, 3309066/gb|AAC26003.1| 1.0e-56 (AF073488) bifunctional 
dihydrof olate reductase-thymidylate synthase [Zea mays] 1 



OJ000211_26.0405.C2 
+ 

16970 
AAT/GAP 
14990 
864 



OJ000211_26.0405.C2 
+ 



44910 Seq. ID 

94758 Strand 
12314 End 16970 

OJ000211_2 6.04 05.C2.o7 .gp Method AAT/GAP 

15006 End 16970 

3766915 Score 519 

15006. .15100, 15207. .15251, 
16877. .16970 

3309066/ gb | AAC2 6003 . 1 | 1.0e-56 (AF073488) bifunctional 
dihydrof olate reductase-thymidylate synthase [Zea mays] 



16029. .16094, 167 17 . . 1 6778 , 



Seq. No. 



44910 



Seq. ID OJ000211 26. 0405. C2 
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Gene'No. 94759 

Start 175 

Name OJ000211_26 . 0405 . C2 . o7 . tm 

Start 131 

GI none 

Exons 131.. 235, 136.. 240, 137.. 229, 
319. .411, 413. .454, 414. .458, 



Strand 
End 

Method 

End 

Score 



2524 ' 

TBLASTX: Maize 

2380 

140 



317. .406, 318. .407, 318. .410, 
2213.. 2380, 2221.. 2328 



beq. No. 


A A Q T A 

4 4 yiu 


Seq. ID 


OJ000211_26.0405.C2 


_ _ _ XT 

bene No . 


94759 


Strand 




C 4- -s r-4- 


175 


End 


2524 


Name 


OJ000211 26.0405.C2.o3.ts 


Method 


TBLASTX : Soybean 


Start 


136 


End 


2329 




none 


Score 


41 


Exons 


136. .237, 143. .226, 318. .401 


, 319. .402, 398. .472, 399. .473 




2221.. 2328, 2279.-2329 






Seq. No. 


44910 


Seq. ID 


OJ000211_26.0405.C2 


Gene No . 


94759 


Strand 




Start 


175 


End 


2524 


Name 


OJ000211 26.0405.C2.ol.gp 


Method 


AAT/GAP 


Start 


175 


End 


2524 


GI 


40051 1.R1084 


Score 


907 


Exons 


175. .234, 318. .453, 2214. .2524 




GI Descrip. 


'4176420/dbj IBAA37167 | 2.0e- 


11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] ' 






beq. no. 


44910 


Seq. ID 


OJ000211_26.0405.C2 


Gene No. 


94760 


Strand 




Start 


6442 


End 


6674 


Name 


OJ000211 26.0405.C2.o8.tm 


Method 


TBLASTX: Maize 


Start 


6442 


End 


6674 


GI 


none 


Score 


205 


Exons 


6442. .6639, 6452. .6664, 6453 


..6500, 64 


54. .6639, 6606. .6674 


Seq. No. 


44910 


Seq. ID 


OJ000211_26.0405.C2 


Gene No. 


94761 


Strand 




Start 


7239 


' ' End 


7873 . 


Name 


OJ000211 26.0405.C2.o2.tm 


Method 


TBLASTX: Maize 


Start 


7239 


End 


7873 


GI 


none 


Score 


128 


Exons 


7239.. 7292, 7240.. 7317, 7241 


. .7318, .74 


04. .7595, 7405. .7599 



7405. .7446, 7430. .7603, 7691. .7873, 7692. .7871, 7693. .7872 



Seq. No. 44910 
Gene No. 94762 
Start 8174 

Name OJ000211_26 . 04 05 . C2 . o3 . tm 

Start 8174 
GI none 

Exons 8174.. 8209, 8175.. 8204, 8326. 

8553. .8741, 8553. .8747, 8827. 
8850. .8951, 8851. .8952, 8854. 



Seq. ID OJ000211_26.0405.C2 
Strand 

End 11038 
Method TBLASTX: Maize 
End 8953 
Score 52 

.8472, 8327. .8470, 8552. .8740, 
.8847, 8828. .8848, 8850. .8951, 
.8952, 8861.. 8953 



Seq. No. 
Gene No. 
Start 



44910 
94762 
8174 



Seq. ID 

Strand 

End 



OJ000211 26. 0405. C2 



11038 



46076 



Name 

Start 

GI 

Exons 



OJ000211_26.04 05.C2.ol.tc 

8573 
none 
8573 
8827 
9365 
9957 



8740, 8574. .8747, 8574. 
9009, 9079. .9246, 9080. 
9484, 9559.-9627, 9560. 
10097, 9961.. 9996, 9963 
10221. .10382, 10648. .10812, 10663 10812, 1091 9 11029, 
10923. .11030 



Method TBLASTX: Cress 
End 11030 
Score 260 
.8741, 8824. .9000, 8826. 
.9283, 9081.. 9272, 9364. 
.9646, 9713.. 9835, 9727. 
. .10085, 10219. .10401, 



9002, 
9486, 
9810, 



Seq. No. 44910 

Gene No. 94 7 62 

Start 8174 

Name OJ000211_26 . 0405 . C2 . o2 . ts 

Start 8860 

GI none 

Exons 8860.. 9000, 8862.. 8996, 9079. 

9365.-9496, 9560. .9646 



Seq. ID 

Strand 
End 

Method 
End 
Score 
.9198, 



OJ000211 26. 0405. C2 



11038 

TBLASTX: Soybean 
9646 
165 

9080. . 9283, 9364 . . 9495, 



Seq. No. 44910 

Gene No. 94 7 62 

Start 8174 

Name OJ000211_26 . 0405 . C2 . o4 . tm 

Start 8956 

GI none 

Exons 8956 
9364 



Seq. ID OJ000211_26.0405.C2 
Strand 

11038 

TBLASTX: Maize 
10395 
69 



End 

_ Method 

End 
Score 

9000, 8961. .8996, 9079. .9162, 9079. .9198, 9080. .9283, 
9495, 9365.-9496, 9560. .9646, 10231. .10395 



Seq. No. 44910 

Gene No. 94762 

Start 8174 

Name OJ000211_26 . 0405 . C2 . ol . tw 

Start 9192 

GI none 

Exons 9192.. 9278, 9194.. 9283, 9194 



OJ000211_26.0405.C2 
11038 

TBLASTX: Wheat 

9781 

58 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9259, 9249.. 9278, 9365.. 9481, 



9367. .9480, 9377. .9481, 9554 . ..9643, 9686. .9781 



Seq. No. 44910 Seq. ID 

Gene No. ' 94762 Strand 

Start 8174 End 

Name OJ000211_26 . 04 05 . C2 . o5 . tm Method 

Start 9752 End 

GI none Score 
Exons 



OJ000211_26.0405.C2 
11038 

TBLASTX: Maize 

11038 

101 



9752. .9883, 9752. .9880, 9965. .10087, 9966. .10088, 9967. 
10627. .10812, 10628. .10786, 1064 3 .. 10834 , 10 64 8 .. 108 12 , 
10923. .11036, 10923. .10970, 10925.. 11038 



10089, 



Seq. No. 44910 

Gene No. 94762 

Start 8174 

Name OJ000211_26 . 0405 . C2 . o4 . ts 

Start 9782 

GI none 
Exons 



Seq. ID OJ000211_26.0405.C2 
Strand 

End 11038 

Method TBLASTX : Soybean 

End 10260 

Score 51 



97-82. .9844, 9803. .9871, 9960. .10073, 9963. .10088, 9980. .10087, 
10218. . 10259, 10219. .10260 



Seq. No. 



44910 



Seq. ID OJ000211 26. 0405. C2 



46077 



Gene No. 


94763 








Strand 






uLai L 


14048 








End 


16956 




Name 


OJ000211 26. 0405. C2 


C 4- 

. oo . tm 


Method 


TBLASTX: Maize 




OLalL 


14048 








End 


14378 




vjX 


none 








Score 


189 




Exons 


14048. 


.14335, 


14073, 


1 A ^7ft 


14074. . 14376 




Can Kl/-\ 
O G q . IN O . 


44910 








Seq. ID 


OJ000211_26.0405 




bsne in o . 


94763 








Strand 








14048 








End 


16956 




Name 


OJ000211-26.0405.C2, 




Method 


TBLASTX: Cress 




Start 


14151 








End 


16956 




GI 


none 








Score 


481 






14151. 


. 14600, 


14227. 


i 4 fin i 

. . 1 4 D U X , 


144 59. . 14 614, 14 696. . 14 908, 






14696. 


.14848, 


14698. 


1 A ft Q9 


14924. . 15103, 14946. .15101, 






14947. 


.15102, 


15195. 


. . IjZuj, 


15204. . 15257, 16029. .16097, 






16031. 


. 16096, 


16702. 


i £77 £ 


16716. .16781, 16871. .16951, 






16875. 


. 16931, 


16933, 


> . 1D"JD 








D G q . LN (J . 


44910 








Seq. ID 


OJ000211_26.0405 


no 


bene jno . 


94763 








Strand 






C-j- a v--j- 

otan 


14048 








End 


16956 




Name 


OJ000211 26. 0405. C2 . 


.ol.ts 


Method 


TBLASTX .-Soybean 




Start 


14226 " 








End 


16951 






none 








Score 


113 




Exons 


14226. 


.14432, 


14227. 


1 A c; o C 


14230. . 14610, 14244 .. 14609, 






14698. 


.14892, 


14699. 


1 CI AO 

, . 1 3 JLU J , 


14708. . 15103, 15183. . 15251, 






16026. 


. 16100, 


16026. 




16028. .16102, 16028. . 16105, 






16684. , 


.16776, 


16716. 


i c. 7 7 c 
.10/ / 0 , 


16877. .16951, 16878.. 16931 




Can M/-\ 

oecj • in o . 


44910 








Seq. ID 


OJ000211_26.0405 


. Lz 


Cano NT r\ 

bene ino . 


94763 








Strand 








14048 








End 


16956 




Name 


OJ000211 26. 0405. C2 . 


ol . tm 


Method 


TBLASTX: Maize 






14463 








End 


16951 




GI 


none 








Score 


148 




Exons 


14463. , 


.14597/ 


14463. 


.14597, 


14.4 64. .14598, 14 486 .. 14 608 , 






14698. , 


. 15099, 


14699. 


.15103, 


14702. .15103; '14 704.'. 15114, 






15171. , 


. 15251, 


15183. 


.15251, 


16026. .16100, 16026. . 16100, 






16031. . 


.16105, 


16684. 


.16776, 


16716. .16778, 16872 .. 16931 , 






16874. . 


.16933, 


16934. 


.16951 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44911 Seq. ID OJ000211_26 . 04 05 . C3 

94764 Strand + 

1 End 793 

OJ000211_26.0405.C3.ol.np Method ' AAT/NAP 

1 End 7 93 

6685381 Score 284 

1..21, 432. .537, 686. .793 

BI FUNCTIONAL DI HYDRO FOLATE REDUCTASE-THYMIDYLATE SYNTHASE 
(DHFR-TS) [INCLUDES: DIHYDROFOLATE REDUCTASE ; THYMIDYLATE 
SYNTHASE ] gi | 74 334 56 | pir || T01 68 4 dihydrof olate reductase (EC 
1.5.1.3) / thymidylate synthase (EC 2.1.1.45) - maize 
gi|3309066|gb|AAC26003.1| (AF073488) bifunctional dihydrof olate 
reductase-thymidylate synthase [Zea mays] 



Seq. No. 



44911 



Seq. ID OJ000211 26. 0405. C3 



46078 




Gene No. 


94765 


Strand 


+ 




Start 


761 


End 


1576 




Name 


UJUUU^II z b . U4 UO . C J . oi . tm 


Method - 


TBLASTX : Mai ze 




Start 


a cso 
4 Uo 


End 


134 3 




GI 


none 


Score 


139 




Exons 


/inn coq AO C cor /ITT c; A C\ 
4Uo..0jy, 4OO..04U, 


bob. . / y y 


CO C 7QC COO 

, bob . . / y b, boo . . 


TOO 

/9o 




IIJ/..II0/, lloZ..l<£l/, IJUO. 


. lo4 J 






Seq. No. 


44911 


Seq. ID 


OJ000211_26.0405 


-C3 


Gene No. 


94765 


Strand 


+ 




otart 


/ Dl 


hna 


lo / b 




Name 


ojuuuzii zb.U4Uo.CJ.oi. gp 


Method 


AAT/GAP 




Start 


/Dl 


End 


15 /b 




GI 


none 


Score 


oy y 




Exons 


/01..0UU, iuyy..io/o 








Seq. No. 


A A Q 1 O 

4 4 y iz 


Seq. ID 


OJUUUzll 26.0405 


. C4 


bene ino . 


94766 


Strand 






Start 


1 


End 


236 




Name 


OJ000211 26.0405.C4.ol.gp 


Method 


AAT/GAP 




otart 


1 


End 


236 




GI 


uC-osflcypl4 9b07al 


Score 


339 




Exons 


1. .236 








GI Descrip. 


■ '4176420/dbj IBAA37167 | 2.0e-ll (AB0080 


97) cytochrome P450 




[Arabidopsis thaliana] 1 








Seq. No. 


44912 


Seq. ID 


• OJ000211_26. 0405 


.C4 


Gene No. 


94767 


Strand 






start 


1541 


End 


1842 




Name 


OJ000211 26.0405.C4.ol.gs 


Method 


GENSCAN 




Start 


1541 


End 


1842 




GI 


none 


Score 


.82 




Exons 


1541. .1651, 1710. .1842 








Seq. No. 


44913 


Seq. ID 


OJ000211_26.0405 


.C5 


Gene No. 


94768 


Strand 


+ 




Start 


1 


End 


3511 




Name 


OJ000211 26.0405.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1359 




GI 


6692095 


Score 


1730 




Exons 


1. .1359 








GI Descrip. 


(AC007764) F22C12.5 [Arabidopsis thall 


ana] 




Seq. No. 


44913 


Seq. ID 


OJ000211_26.0405 


,C5 


Gene No. 


94768 


Strand 


4- 




otart 


1 


End 


3511 




Name 


OJ000211 26.0405.C5.o2.tc 


Method 


TBLASTX: Cress 




Start 


1 


End 


501 




GI 


none 


Score 


444 




Exons 


1..405, 3. .341, 432. .473, 433, 


. .501 






Seq. No. 


44913 


Seq. ID 


OJ000211_26.0405 


.C5 


Gene No. 


94768 


Strand 


+ 




Start 


1 


End 


3511 




Name 


OJ000211 26.0405.C5.o2. tm 


Method 


TBLASTX : Maize 




Start 


1 


End 


384 




GI 


none 


Score 


427 





46079 



Exons 



1..384, 3. .341 



o e q . in o . 


A A Q1 "3 






beq. id 


UJUUU^ll zb. U4UD 


. Co 


Gene No . 


y 4 / do 






Strand 


+ 




otart 


1 

1 






hna 


OOl 1 




Name 


UJUUU^il zd.U4Uj.Lj, 


. o3 . tw 




Method 


i rJljAb I a : Wneat 




Of 3 v-4- 










zlU 




H T 


none 






Score 


1 Q 1 
lo / 




Exons 


1 . . Z ± u 












Seq. No. 


44913 






Seq. ID 


OJ000211_26.0405 


,C5 


Gene No . 


QA *7 £Q 
i?4 / DO 






Strand 


+ 






1 
1 






End 


3511 




Name 


(JJUUU^ll ZD.U4U0.tD, 


. ol . t s 




Method 


TBLASTX : Soybean 




b tart 


1 
1 






End 


1356 






none 






Score 


440 




Exons 


± . . 41 UD , O . . J4I 1 , J/J. 


, .bob, 


399 


..473, 451. .624, 643. .894, 






664. .819, 871. .1356, 


874. 


.1344, 1179.. 


1349 




beq . no . 


44913 






Seq. ID 


OJ000211_26.0405 


. Co 


Gene No . 


94768 






Strand 


+ 




btart 


1 






End 


3511 




Name 


OJ000211 26. 0405. C5. 


, ol . gs 




Method 


GENSCAN 




btart 


108 






End 


3511 






none 






Score 


.82 




Exons 


108. .1151, 1233. .1315, 3471.. 


3511 






Seq. No. 


44913 






Seq. ID 


OJ000211_26.0405 


.C5 


Gene No . 


94768 * 






Strand 


+ 




btart 


1 






End 


3511 




Name 


OJ000211 26. 0405. C5. 


ol . tm 




Method 


TBLASTX: Maize 




bt art 


385 






End 


1350 






none 






Score 


64 




Exons 


385. .447, 502. .636, 


558. 


620, 


643. .852, 643. .816, 853.. 


loOl 




903.. 1346 












beq. no. 


44913 






Seq. ID 


OJ000211_26.0405 


. Co 


Gene No . 


94768 






Strand 


+ 




Of -i v- 4- 

bt art 


1 






End 


3511 




Name 


OJ000211 26. 0405. C5. 


o3 . tc 




Method 


TBLASTX: Cress 




Of ivf 

bt art 


658 






End 


954 






none 






Score 


188 




Exons 


658. .840, 664. .810, 


853. .! 


954, 


871. .954 






beq . no . 


44913 






Seq. ID 


OJ000211_26.0405 


. Co 


Gene No . 


94768 






Strand 


+ 




btart 


1 






End 


3511 




Name 


OJ000211 26. 0405. C5. 


o2 . tw 




Method 


TBLASTX: Wheat 




Start 


695 






End 


894 . 




GI 


none 






Score 


161 




Exons 


695. .883, 697. .894, 


697. .f 


382 








Seq. No. 


44913 






Seq. ID 


OJ000211_26.0405 


.C5 


Gene No. 


94768 






Strand 


+ 




Start 


1 






End 


3511 




Name 


OJ000211 26. 0405. C5. 


ol.gp 




Method 


AAT/GAP 




Start 


800 






End 


1659 





46080 




GI 11331JL.R1084 Score 1521 

Exons 800. . 1659 

GI Descrip. .. ' 4176420/dbj | BAA37167 1 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 



Seq. No. 


44913 




Seq. ID 


OJ000211_26.0405, 


,C5 


Gene No. 


94768 




* Strand 


+ 




Start 


1 




End 


3511 




Name 


OJ000211 26 


.0405.C5.ol.tw 


Method 


TBLASTX : Wheat 




Start 


896 




End 


1295 




GI 


none 




Score 


163 




Exons 


896. .949, 8 


97. .1157, 898.. 


1293, 898.. 


1293, 906.. 1295 




Seq. No. 


44913 




Seq. ID 


OJ000211_26.0405. 


,C5 


Gene No. 


94768 




Strand 


+ 




Start 


1 




End 


3511 




Name 


OJ000211 26 


.0405.C5.ol .tc 


Method 


TBLASTX: Cress 




Start 


955 




End 


1356 




GI 


none " 




Score 


268 




Exons 


955. .1140, 


960. .1139, 964. 


.1140, 1010 


. . 1144, 1161. .1355, 






1178. .1342, 


1179. .1355, 1180. .1356 






Seq. No. 


44914 




Seq. ID 


OJ000211_26.0405. 


C6 


Gene No. 


94769 




Strand 


— 




Start 


4937 




End 


5157 




Name 


OJ000211 26 


.0405.C6.o2 .gs 


Method 


GENSCAN 




Start 


4937 




' . . End 


5157 




GI 


none 




Score 


. 99.,. 




Exons' 


4937. .5157 










Seq. No. 


44915 




Seq. ID 


OJ000211_26.0405. 


C7 


Gene No. 


94770 




Strand 


— 




Start 


2553 




End 


3492 




Name 


OJ000211 26 


-0405.C7.ol.gs 


Method 


GENSCAN 




Start 


2553 




End 


3492 




GI 


none 




Score 


. 42 




Exons 


2553. .2622, 


3465.. 3492, 








Seq. No. 


44916 




Seq. ID 


OJ000211_26.0405. 


C8 


Gene No. 


94771 




Strand 


+ 




Start 


182 




End 


555 




Name 


OJ000211 26 


-0405.C8.ol.gs 


Method 


GENSCAN 




Start 


182 




. End 


555 




GI 


none 




Score 


. 96 




Exons 


182. .245, 326. .555 








Seq. No. 


44916 




Seq. ID 


OJ000211_26.0405. 


C8 


Gene No. 


94772 




Strand 






Start 


1635 




End 


4269 




Name 


OJ000211 26 


.0405.C8.o2.gs' 


Method 


GENSCAN 




Start 


1635 




End 


4269 




GI 


none 




Score 


.81 




Exons 


1635. .1713, 


2505.. 2855, 4202. .4269 






Seq. No. 


44916 




Seq. ID 


■ OJ000211_26.0405. 


C8 


Gene No. 


94772 




•Strand 






Start 


1635 




End 


4269 





46081 




Name OJ000211_26 . 0405 . C8 . ol . np Method AAT/NAP 

Start 2485 End 2829 

GI 7487092 Score 184 

Exons 2485.. 2829 

GI Descrip. hypothetical protein T16L1.40 - Arabidopsis thaliana 

gi| 3549657 | emb | CAA20568 . 1| (AL031394) putative protein 
[Arabidopsis thaliana] gi | 7270303 | emb | CAB80072 . 1 | (AL161583) 
putative protein [Arabidopsis thaliana] 



Seq. No. 


44916 




Seq. ID 


OJ000211 


_26, 


,0405 


.C8 


oene lno . 


/ / Z 




Strand 










Start 


T C "3 CL 




End 


4269 








Name 


UJUUUzll Zo 


.U4Uj.Lo.oi. tm 


Method 


TBLASTX : 


Maize 




o t art 






End 


/"A 

2 / 60 










none 




Score 


128 








Exons 


zoU J . . z / oU , 


ZDU4 . . 2. / 4 9 












Seq. No. 


44917 




Seq. ID 


OJ000211 


_26. 


, 0405 


.C9 


Gene No. 


94773 




Strand 


+ 








Q 4- — 4- 


53 




•End 


238 








Name 


OJ000211 26, 


.0405.C9.ol.gs 


Method 


GENSCAN 








btart 


53 




End 


238 








^i 


none 




Score 


.62 








Exons 


53. .238 














Seq. No. 


44918 




Seq. ID 


OJ000211 


_2 6. 


0405 


.C10 


Gene No. 


94774 




Strand 


+ 








Start 


2736 




End 


8280 








Name 


OJ000211 26. 


.0405. CIO. o2.np 


Method 


AAT/NAP 








b tart; 


2736 




End 


6834 








C T 


5902445 . 




Score 


1012 








Exons 


2736. .2831, 


6170. .6834 












GI Descrip . 


(AB030283) GAG-POL precursor 


[Oryza sativa] 








Seq. No. 


44918 




Seq. ID 


OJ000211 


_26. 


0405 


.C10 


Gene No. 


94774 




. Strand 


+ 








Of -i vf 

otart 


2736 




End 


8280 








Name 


OJ000211 26. 


,0405.C10iol.np 


Method 


AAT/NAP 








bt art 


4315 




End 


8280 








C T 


5902444 




Score 


2377 








Exons 


4315. .6152, 


8242. .8280 












bl Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 








Seq. No. 


44918 




Seq. ID 


OJ000211_ 


_26. 


0405, 


.C10 


Gene No. 


94774 




Strand 


+ 








Start 


2736 




End 


8280 








Name 


OJ000211 26. 


0405. C10. o4.gs 


Method 


GENSCAN 








Start 


5271 


End 


6690 








GI 


none : " ' 




Score 


. 63 








Exons 


5271. .5906, 


5919.. 6171, 6323. 


.6690 










Seq. No. 


44918 




Seq. ID 


OJ000211_ 


_26. 


0405. 


.C10 


Gene No. 


94775 ' 




Strand 










Start 


1546' 




End 


3864 








Name 


OJ000211 26. 


0405. C10. o2.gs 


Method 


GENSCAN 








Start 


1546 


End 


3864 








GI 


none 




Score 


. 68 









46082 



Exons 



1546.. 1693, 2338.. 2468, 2516.. 3011, 3523.. 3682, 3858.. 3864 



Seq. No. 44918 
Gene No. 94776 
Start 7155 

Name OJ00021 1_2 6.0405. CIO . o5 . gs 

Start 7155 
GI none 

Exons 7155.. 7498, 7679.. 7798, 7856 

8562. .8743, 8826. .8983, 9188 
9986.. 10163, 12056. .12350, 13122 13232, 13383 .. 13687 , 
13760. .13952, 1734 9 .. 17380, 19104 .. 19144 , 19452. .19849 



Seq. ID OJ000211_26. 0405. C10 
Strand 

19849 
GEN SCAN 
19849 
.6 

8099, 8120.. 8307, 8385.. 8519, 
9246, 9278.. 9520, 9686.. 9790, 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44918 
94776 
7155 

OJ000211_26.04 05.C10.o3.np 

7158 

6691716 

7158.. 7606, 7679.. 7791, 7942, 
8641. .8743, 8826. .8992, 9188, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8045, 8120.. 8307, 
.10070 



OJ000211_26. 0405. C10 

19849 
AAT/NAP 
10070 
2601 

8385. .8564, 



(AP000492) hypothetical protein [Oryza sativa] 

gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. No. 44918 Seq. ID 

Gene No. 94777 Strand 

Start 19783... End 

Name OJ0002ll_26 . 0405 . C10 . o2 . tw Method 

Start 5630 End 

GI none Score 

Exons 5630.. 5899, 5631.. 6032 



OJ000211_26. 0405. C10 
20018 

TBLASTX: Wheat 

6032 

255 



Seq. No. 


44918 








Seq. ID 


OJ000211_26. 0405. C10 


Gene No. 


94777 








Strand 




Start 


19783 








End. 


20018 


Name 


OJ000211 26- 


.0405 


.ClO.ol 


.tw 


Method- 


TBLASTX: Wheat 


Start 


6210 








End 


6825 


GI 


none 








Score 


246 


Exons 


6210. .6293, 


6211 


. .6489, 


6372. 


.6473, 6544.. 6669, 6700.. 6825 


Seq. No. 


44918 








Seq. ID 


OJ000211_26. 0405. C10 


Gene No. 


94777 








Strand 




Start 


19783 








End 


20018 


Name 


OJ000211 26, 


.0405 


.ClO.ol, 


. tm 


Method 


TBLASTX: Maize 


Start 


6553 








End 


6786 


GI 


none 








Score 


143 


Exons 


6553. .6705, 


6685 


. .6786, 


6699. 


.6785 




Seq. No. 


44918 








Seq. ID 


OJ000211_26. 0405. C10 


Gene No. 


94777 








Strand 




Start 


19783 








End 


20018 


Name 


OJ000211 26. 


0405 


.C10.o3. 


,tw 


Method 


TBLASTX: Wheat 


Start 


9660 








End 


9969 


GI 


none 








Score 


37 


Exons 


9660. . 9950, 


9697 


. .9765, 


9868. 


.-9969 





46083 



Seq. No. 44918 
Gene No. 94777 
Start 19783 - 

Name OJ000211_26 . 0405 . CIO . o4 . np 

Start 19783 
GI 7489269 

Exons 19783. .19849, 19968.. 20018 

GI Descrip. protoporphyrinogen oxidase 
gi | 3093410|emb|CAA12400. 1 | 
fSolanum tuberosum] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000211_26.04 05.C10 

20018 
AAT/NAP 
20018 
25 



(EC 1.3.3.4) IX, chloroplast - potato 
(AJ225107) protoporphyrinogen oxidase 



Seq. No. 


44919 






Seq. ID 


OJ000211 


_26.0405.C11 


Gene No. 


94778 






Strand 


+ 




Start 


2328 






End 


6124 




Name 


OJ000211 26 


.0405.Cll.o2, 


.gs 


Method 


GENSCAN 




Start 


2328 






End 


6099 




GI 


none 






Score 


.81 




Exons 


2328. .2394, 


2396. .2468, 


3145. 


.3310, 3450.. 3584, 


4112v.5224, 




5301. .5429, 


5691. .5913, 


6011. 


.6099 






Seq. No. 


44919 






Seq. ID 


OJ000211 


_26.0405.C11 


Gene No. 


94778 






Strand 


+ 




Start . 


2328 






End 


6124 




Name 


-OJ000211 26 


.0405';Cll.ol. 


.np 


Method 


.AAT/NAP 




Start 


3118 






End 


6124 




GI 


5669151 






Score 


354 




Exons 


3118. .3192, 


3474 . .3593, 


4247. 


.5224, 5301. .5429, 


5691. .5917, 



6015. . 6124 

GI Descrip. (AF156679) plasma membrane proton ATPase [Nicotiana 
plumbagini folia] 



Seq. No. 44919 

Gene No. 94778 

Start 2328 

Name OJ000211_26 . 0405 .Cll .'ol 

Start 4424 

GI none 

Exons 4424. .4558, 4448. .4570, 
4895. .5167, 5174. .5224 

Seq. No. 44919 

Gene No. 94778 

' Start 2328 

Name OJ000211_26 . 0405 . Cll . ol 

Start 4757 

GI none 

Exons 4757.. 4846, 4882.. 5133, 
5147.. 5224, 5688.. 5792 

Seq.' No. 44919 

Gene No. 94778 

Start 2328 

Name OJ000211_2 6 . 0405 . Cll . ol 

Start .4792 

GI 'hone 

Exons 4792.. 4854, 4793.. 4858, 



Seq. ID OJ000211_26. 0405. Cll 

Strand + 

End 6124 

-tc Method TBLASTX: Cress 

End 5224 

Score 127 
4 4 56. .4569, 4757. .4846, 4885. .5178, 



Seq. ID OJ000211_26. 0405. Cll 

Strand + 

End 6124 

.ts Method TBLASTX: Soybean 

End 5792 

Score 59 
4895.. 5167, 4895. .5137, 4897.. 5196, 



Seq. ID OJ000211_26. 0405. Cll 

Strand + 

End 6124 

.tm Method TBLASTX: Maize 

End ■ 514 8 

Score 53 
4853. .5146, 4861. .5148, 4883. .5146 



46084 



Seq. No. 44920 Seq. ID OJ000211_26 . 04 05 . C12 

Gene No. 94779 Strand + 

Start 1 ' End 3103 

Name OJ000211_26 . 0405 . C12 . ol . np Method AAT/NAP 

Start 1 End 28 63 

GI 7436354 Score 183 

Exons 1..51, 144. .221, 327 . . 518, 573 . . 724 , 1102. .1225, 2829. .2863 

GI Descrip. probable plasma membrane H+-ATPase - rice 

gi I 633110 | dbj IBAA06629.il (D31843) plasma membrane H+-ATPase 

[Oryza sativa] 

Seq. No. 44920 Seq. ID OJ000211_26 . 0405 . C12 

Gene No. 94779 Strand + 

Start 1 End 3103 

Name OJ000211_26 . 0405 . C12 . ol . gs Method GENSCAN 

Start 197 End 3103 

GI none Score . 59 

Exons 197. .224, 330. .490, 560. .724, 1102. .1225, 1495. .1579, 3007. .3103 

Seq. No. 44920 Seq. ID OJ00021 1_26 . 0405 . C12 

Gene No. 94780 Strand 

Start 1 End 10919 

Name OJ000211_26 . 04 05 . C12 . o3 . np Method AAT/NAP 

Start 1 End 10919 

GI ' 7293601 Score 34 

Exons 1..83, 7882. .7919, 8412. .8530, 10896. .10919 

GI Descrip. (AE003512) CG14217 gene product [Drosophila melanogaster] 

Seq. No. 44920 Seq. ID OJ000211_26 . 0405 . C12 

Gene No. 94780 : " Strand 

Start 1 End 10919 

Name OJ000211_26 . 04 05 . C12 . o2 . gs Method GENSCAN 

Start 3543 End 9203 

GI none Score . 6 

Exons 3543. .3705, -4264. .4379, 5805. .5939, 6331. .6361, 6618. .6750, 
7814. .7919, 8412. .8530, 8615. .8740, 8966. .9203 

Seq. No. 44920 Seq. ID OJ00021 1_26 . 04 05 . C12 

Gene No. 94780 Strand 

Start 1 End 10919 

Name 0 JO 0 0 2 1 1_2 6.0405.C12.ol.tm Me t hod TBLAS TX : Ma i z e 

Start 5662 End 5877 

GI none Score 126 

Exons 5662.. 5691, 5693.. 5821, 5697.. 5816, 5705.. 5818, 5706.. 5825, 
5823. .5876, 5824. .5877, 5831. .5875 

Seq. No. 44920 . Seq. ID OJ00021 1_2 6 . 04 05 . C12 

Gene No. 94780 Strand 

Start 1 End 10919 

Name OJ000211_26 . 0405 . C12 . o2 . np Method AAT/NAP 

Start 5669 End 9008 

GI 6911866 Score 120 

Exons 5669.. 5863, 8961.. 9008 

GI Descrip. (AL138655) . phosphatidylinositol-4-phosphate 5-kinase-like 
protein [Arabidopsis thaliana] 



Seq. No. 



44921 



Seq. ID OJ000211 26.0405.C13 



46085 



m 



Gene No. 


94781 




Strand 


+ 






Start 


156 




End 


24 6 






Name 


OJ000211 26. 0405.C13. ol". 


,gs 


Method 


GENSCAN 






Start 


156 




End 


246 






GI 


none 




Score 


. 98 






Exons 


156 . . 238 , 240 . .24 6 












Seq. No. 


44921 




Seq. ID 


OJ000211 


26.0405. 


C13 


Gene No. 


94782 




Strand 


- 






Start 


2574 




End 


7496 






Name 


OJ000211 26 . 0405 . C13 . o2 . 


gs 


Method 


GENSCAN 






Start 


2574 




End 


7415 






GI 


none 




Score 


. 56 






Exons 


*\ T~ ""l A —1 f - f~ Jl AAA/" j r O H 

2574... 3554, 4446.-4528, 


4615. .5728, 51 


337 . .7041, 


7271. .7415 


Seq. No. 


44 921 




Seq. ID 


OJ000211 


26.0405. 


C13 


Gene No. 


94782 




Strand 








Start 


2574 




End 


7496 






Name 


OJ000211 26.0405.G13.ol. 


np 


Method 


AAT/NAP 






Start 


2589 




End 


7496 






GI 


7489454 




Score 


1315 






Exons 


2589. .5282, 5316. .7496 












GI Descrip. 


bacterial blight-resistance 


protein Xal - rice 








gi 1294 3742 |dbj IBAA25068. 


11 


(AB002266) 


XA1 [Oryza 


sativa] 




Seq. No. 


44921 




Seq. ID 


OJ000211_ 


26.0405. 


C13 


Gene No. 


94782 




Strand 








Start 


2574 




End 


7496 






Name 


OJ000211 26.0405.C13.o2. 


np 


Method 


AAT/NAP 






Start 


5585 




End 


6760 







GI 

Exons 

GI Descrip. 



Score 



1320 



7489397 
5585. .6760 

NBS-LRR type resistance protein - barley (fragment) 

gi | 2792210 | gb | AAB96980 . 1| (AF032683) NBS-LRR type resistance 

protein [.Hordeum vulgare] 



Seq. No. 


44921 








Seq. ID 


OJ000211_26..0405.C13 


Gene No. 


94782 








Strand 




Start 


2574 








End 


7496 


Name 


OJ000211 26. 


0405 


.C13.ol, 


.ts 


Method 


TBLASTX: Soybean 


Start 


5600 








End 


5971 


GI 


none 








Score 


212 


Exons 


5600. .5716, 


5717 


. .5971 








Seq. No. 


44921 








Seq. ID 


OJ000211_26.0405.C13 


Gene No. 


94782 








Strand 




Start. 


2574 








End 


7496 


Name^ 


OJ000211 26. 


0405 


.C13.o2. 


. tm 


Method 


TBLASTX: Maize 


Start 


5672 








End 


6208 


GI 


none 








Score 


67 


Exons 


5672. .5716, 


5795 


. .5941, 


5804. 


.5950, 5985. .6098, 5993. .6208 


Seq. No. 


44921 








Seq. ID 


OJ000211_26.0405.C13 


Gene No. 


94782 ., 








Strand 




Start 


2574 








End 


7496 


Name 


OJ000211 26. 


0405 


.C13.o2. 


. ts 


Method 


TBLASTX: Soybean " 


Start 


6032 








End 


6592 



46086 




GI 


none 


Score 


55 






Exons 


6032.. 6262, 6320.. 6379, 6428. 


.6523, 6533..6592 






Seq. No.' 


44921 


Seq. ID 


OJ000211_26, 


.0405 


.C13 


Gene No. 


94782 


Strand 








Start 


2574 


End 


7496 






Name 


OJ000211 26 . 04 05 .CI 3 .ol . tm 


Method 


TBLASTX: Maize 




Start 


6236 


End 


6604 






GI 


none 


Score 


71 






Exons 


6236..63S8, 6236. .6412, 6237.. 


.6359, 6455. .6604 






Seq. No. 


44 922 


Seq. ID 


OJ000211_26, 


.0405 


.C22 


Gene No. 


94783 


Strand 


+ 






Start 


1102 


End 


10674 






Name 


OJ000211 26.0405.C22.ol.gp 


Method 


AAT/GAP 






Start 


1102 


End 


10674 






GI 


LIB3477-003-P1-K1-E9 


Score 


121 






Exons 


1102. .1153, 10633. .10674 










GI Descrip. 


•2498586/sp|Q40638 IMPOl ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi 1173557 (U31771) Ory s 


1 [Oryza 




sativa] ' 










Seq. No. 


44922 


Seq. ID 


OJ000211_26. 


.0405 


.C22 


Gene No. 


947,83 


Strand 


+ 






Start- 


1102 


End 


10674 






Name 


OJ000211 26.0405.C22.ol.gs 


Method 


GENSCAN 






Start 


2741 


End 


7008 






GI 


none 


Score 


.47 






Exons 


2741. .2764, 2926. .3088, 6818.. 


7008 








Seq. No. 


44922 


Seq. ID 


OJ000211_26. 


,0405, 


. C22 


Gene No. 


94784 


Strand 


+ 






Start 


13159 


End 


15060 






Name 


OJ000211 26.0405.C22.o3.gs 


Method 


GENSCAN 






Start 


13159 


End 


15060 






GI 


none 


Score 


.85 






Exons 


13159. .13296, 13680 .. 13748, 14440 .. 14560, 14775 .. 14 8 69, 






14962.. 15060 










Seq. No. 


44922 


Seq. ID 


OJ000211_26. 


,0405, 


.C22 


Gene No. 


94784 


Strand 


+ 






Start 


13159 


End 


15060 






Name 


OJ000211 26.0405.C22.ol.np 


Method 


AAT/NAP 






Start 


13680 


End 


15057 






GI 


2760317 


Score 


650 






Exons 


13680. .13748, 14074 .. 14189, 14283 .. 14337, 14440 .. 14560, 






14641. .14693, 14728 .. 14869, 14 962 .. 15057 - 






GI Descrip. 


(AC002130) F1N21.1 [Arabidopsis thaliana] 






Seq. No. 


44922 


Seq. ID 


OJ000211_26. 


0405. 


,C22 


Gene No . 


94785 


Strand 


+ 






Start 


16608 


End 


19351 






Name 


OJ000211 26.0405.C22.o3.np 


Method 


AAT/NAP 






Start 


16608 ■ 


End 


18978 






GI 


5777619 


Score 


176 






Exons 


16608. .16752, 16801 .. 16890, 18 


:805. . 18978 






GI Descrip. 


(AJ245900) CAA30377.1 protein 


[Oryza sativa] 







46087 



Seq. No. 


44922 






Seq. ID 


OJ000211_26.0405 


.C22 


Gene No. 


94785 






Strand 


+ 




Start " 


16608 






End 


19351 




Name 


OJ0002 


11_26 . 0405 . C22 , 


. o5 . gs 


Method 


GENSCAN 




Start 


17843 






End 


19351 




GI 


none 






Score 


. 77 




Exons 


17843. 


.17930, 18870., 


. 19351 








Seq. No. 


44922 






Seq. ID 


OJ000211_26.0405 


.C22 


Gene No. 


94786 






Strand 






Start 


14155 






End 


17001 




Name 


OJ0002 


11_26.0405.C22. 


. o2.np 


Method 


AAT/NAP 




Start 


14155 






End 


17001 




GI 


3461822 




Score 


562 




Exons 


14155. 


.14183, 15556.. 


, 17001 








GI Descrip. 


(AC004138) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


44922 






Seq. ID 


OJ00021'1_26.0405 


.C22 


Gene No. 


94786 






Strand 






Start 


14155 






End 


17001 




Name 


OJ000211 26.0405.C22. 


, o4 . qs 


Method 


GENSCAN 




Start 


15532 






End 


16968 




GI 


none 






Score 


.96 




Exons 


15532. 


.16968 










Seq. No. 


44922 






Seq. ID 


OJ000211_26.0405 


.C22 


Gene No. 


94787 






Strand 






Start 


19674 






End 


22121 




Name 


OJ0002 


11_26.0405.C22. 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


13189 






End 


14340 




GI 


none 






Score 


75 




Exons 


13189. 


.13296, 14073.. 


14189, 


14074. .14190, 1408 6. .14190, 






14271. 


.14324, 14272.. 


14340, 


14281. .14334 




Seq. No. 


44922 






Seq. ID 


OJ000211_26.0405 


.C22 


Gene No. 


94787 






Strand 






Start 


19674 






End 


22121 




Name 


OJ000211 26.0405.C22. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


13213 






End 


14334 




GI 


none 






Score 


87 




Exons 


13213. 


.13296, 14072.. 


14176, 


14073. .141 


89, 14074. .14190, 






-14281. 


.14334 










Seq. No. 


44922 






Seq. ID 


OJ000211_26.0405, 


. C22 


Gene No. 


94787 






Strand 






Start 


19674 






End 


22121 




Name 


OJ0002 


11_26.0405.C22. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


14164 






End 


15072 




C T 


none 






Score 


42 




Exons 


14164 . 


.14190, 14259.. 


14336, 


14281. .14 334, 14 4 39 . . 14564 , 






14440". 


.14565, 14447.. 


14572, 


14476. .14571, 14631 .. 14 687 , 






14642. 


.14689, 14642.. 


14686, 


14772. .14 870, 14 772. .14 882, 






14773. 


.14895, 14774.. 


14896, 


14 97 9. .15071, 14 980. . 15072, 






14986. 


. 15072 










Seq. No. 


44922 






Seq. ID 


OJ000211_26.0405. 


,C22 



46088 




Gene No. 


94787 


- 




Strand 




O Lai L 


1 Q674 






End 


22121 


Name 


vJU uuuz 




. OZ . uS 


Method 


TBLASTX : Soybean 


Qf 2 rf 
otaiL 


1CUO 

X D O 4 0 






End 


15915 




none 






Score 


85 


Exons 


1 CUQ 
X D D 4 O . 


1^44 1 

.10044, 1 0 00U . . 




15793. .15915, 157 94. .15913 




A A Q99 






Seq. ID 


OJ000211 26.0405.C22 


bene ino . 


Q/707 

:? 4 / O / 






• Strand 


- 


Start 


19674 






. End 


22121 


Name 


OJ0002 


11_26. 0405. C22. 


o3 . tm 


Method 


TBLASTX: Maize 




1 RS69 

1 J JOt 






Hjna 


1 DO O / 


PT 


none 






Score 


97 


Exons 


1 ^£9 




1 £ 1 7 £ 

101 / 0 , 


15809. .161 


56, 15949. .16164, 




1 c:Q74 
1 J? / 4 • 


. lOiOJ/ 1DUUD . • 


1 0 1 04 , 


16246. . 165 


87, 16255. . 16413, 




IDjUD . 


i^cc/i 1 £ "39 1 
. 1 OO O 4 , IDjZI . . 


1 D O 0 4 






Seq. No. 


44922 






Seq. ID 


OJ000211_26.04 05.C22 


Gene No. 


94787. 






Strand 




oLal L 


1 Q674 

X .7 D / 4 






End 


22121 


Name 


Tfi nn 9 

U J UUUz 




Ol . tc 


Method 


TBLASTX: Cress 




1 £ CM 

i o 0 y 4 






End 


16386 


ol 


none 






Score 


60 






1 R7 R n 1 RQO^ 


1 £1 £A 
1 D 1 D 4 , 


15952. .160 


92, 16264.. 16386 




4 4 99? 






Seq. ID 


OJ000211_26.0405.C22 


Gene No. 


94787 






Strand 




Start 


19674 






End 


22121 


Name 


OJ0002 


11_26.0405.C22. 


o2. tw 


Method 


TBLASTX: Wheat 


Start 


15857 






End 


16347 


GI 


none 






Score 


148 


Exons 


15857. 


.16174, 15859.. 


16176, 


16252. . 16347 



Seq. No. 44922 Seq. ID 

Gene No. 94787 Strand 

Start 19674 End 

Name OJ000211_26 . 0405 . C22 . o2 . gp Method 

Start 19674 End 

GI 20758_1.R1084 Score 

Exons 19674 . .20010, 20202. 

20939. .21088, 21429. 

GI Descrip. 



OJ000211_26.04 05.C22 

22121 
AAT/GAP ■ 
21496 ' 
1596 



20320, 
21496 



'2984225 2.0e-34 
aeolicus] 1 



20406. .20515, 20752 .. 20853, 
(AE000766) enolase-phosphatase E-l [Aquifex 



Seq. No. 


44922 










Seq. 


ID 


OJ000211 


J26.0405 


Gene No. 


94787 










Strand 








Start 


19674 










End 




221 


.21 




Name 


OJ0002: 


11_26.0- 


405. C22, 


.o2. 


tm 


Method 


TBLASTX:! 


Maize 


Start 


19900 










End 




21951 




GI 


none 










Score 


109 


1 




Exons 


19900. 


.20010, 


19915. , 


.200 


10, 


19919. . 


200 


14, 


19920 


. .20012, 




20195. 


.20296, 


20196. , 


.203 


18, 


20200. . 


20325, 


20200 


. .20319, 




20405. 


.20515, 


20407. , 


.205 


05, 


20409. . 


205 


16, 


20410 


. .20538, 




20433. 


.20522, 


20704. , 


.208 


62, 


20750. . 


208 


54, 


20939 


. .21094, 




20939. 


.21094, 


20943. . 


.211 


10, 


21417. . 


215 


84, 


21417 


. .21581, 




21419. 


.21622, 


21427. . 


.215 


97, 


21786. . 


21950, 


21786 


. .21950, 




21808. 


.21951 



















46089 



Seq. No. 44922 
Gene No. 94787 
Start 19674 

Name OJ000211_2 6 . 0405 . C22 . ol . tw 

Start 19904 
GI none 
Exons 19904, 

20199. 

20405. 

20433. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ00021 1_26 . 04 05. C22 
22121 

TBLASTX: Wheat 

20522 

147 



,20014, 19905. .20012, 1 9912 .. 20013, 20195 .. 202 96, 

,20318, 20200. .20322, 20200 .." 20319, 2024 0 .. 20332 , 

,20515, 20406. .20516, 20407 .. 20505, 20407 .. 20517 , 
,20522 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44922 Seq. ID 

94787 Strand 
19674 End 
OJ00021 1_26 . 04 05. C22 . o4 . np Method 
19916 End 
7451875 Score 
19916. .20010, 20202. .20320, 
20939. .21027, 21425. .21590 
enolase-phosphatase E-l - Aquifex aeolicus 

gi I 2984225 | gb | AAC07754.il (AE000766) enolase-phosphatase E- 
[Aquifex aeolicus] 



OJ000211_26.0405.C22 

22121 
AAT/NAP 
21590 
288 

20406. .20515, 20752 .. 20853, . 



44922 Seq. ID 

94787 Strand 
19674 End 
OJ000211_26.04 05.C22.ol.ts Method 
19919 End 
none Score 
19919. .20014, 19923. .20012, 
20200. .20319, 204 02 .. 20521, 
20734. .20862, 20750 .. 208 60 , 
21417. .21590, 21419. .21598, 
21822. .21950, 21848 .. 21946, 



OJ000211_26.04 05.C22 
22121 

TBLASTX : Soybean 

21950 

107 



20195, 
20405, 
20939, 
21427, 



.20293, 20200. 
.20515, 20433. 
.21091, 20949. 



.20319, 
.20522, 
.21080, 



.21594, 21536. .21598, 



21855. .21950 



OJ0.00211 26.0405.C22 



Seq-.' No. 44922 - . Seq. ID 

Gene No. 94787 Strand 

Start 19674 End 

Name OJ000211__26 . 04 05 . C22 . o2 . tc Method 

Start 19919 End 

GI none. Score 

Exons 19919. .20014, 19932 .. 20012,' '20168 .. 20293, 20200 .. 20319, 
20414. .20515 



22121 

TBLASTX: Cress 

20515 

97 



Seq. No. . 44922 Seq. ID 

Gene No. 94787 Strand 

Start 19674 End 

Name OJ000211_26 . 04 05 . C22 . 06 . gs Method 

Start 19919 End 

GI none Score 
Exons 



OJ000211_26.0405.C22 

22121 
GENSCAN 
22121 
.94 . 



19919. .20010, 20202. .20320, 20406 .. 20515, 20752 .. 20853, 
20939. .21088, 21429 2 1584 , 21786 .. 21947, 22080. .22121 



Seq. No. 
Gene No. 
Start 



44922 
94787 
19674 



Seq. ID 

Strand 

End 



OJ000211 26.0405.C22 



22121 



46090 




Name 


OJ000211 26.0405.C22.o3.gp Method 


AAT/GAP 




btart 


21518 End ■ 


22005 




bl 


60688 1.R1084 Score 


• 379 




Exons 


21518. .21584, 21786 .. 21950, 21983. .22005 




GI Descrip. 


, 4263711/gb|AAD15397 | 5.0e-28 (AC006223) putative 






CCR4-associated transcription factor 


[Arabidopsis thaliana] 1 


beq. no. 


44923 Seq. ID 


OJ000251_22.0403 


.CI 


Gene No. 


94788 . Strand 


+ 




Start 


1 -'r End 


781 




Name 


OJ000251 22.0403.Cl.ol.np Method 


AAT/NAP 




Start 


1 End 


781 




C T 
bl 


4559347 Score 


286 




Exons 


1..461, 489. .781 






GI Descrip. 


(AC006585) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


44923 Seq. ID 


OJ000251_22.0403, 


.CI 


Gene No. 


94788 Strand 


+ 




o car l 


1 End 


781 




Name 


OJ000251 22.0403.Cl.ol.gs Method 


GENSCAN 




bcarc 


84 End 


692 




bl 


none Score 


.43 




Exons 


84. .692 






Seq. No. 


44923 Seq. ID 


OJ000251_22.0403. 


XI 


Gene No. 


94789 Strand 






otart 


688 End 


1145 




Name 


OJ000251 22.0403.Cl.ol.tm Method 


TBLASTX: Maize 




b tar l 


688 End 


1145 




bi 


none Score 


111 




Exons 


688. .756, 689. .775, 858. .908, 859. .97? 


3, 1074. .1145, 1085. .1144 


Seq. No. 


44924 Seq. ID 


OJ000251_22.0403. 


,C3 


Gene No. 


94790 Strand 


+ 




otart 


135 End 


1966 ' 




Name 


OJ000251 22.0403.C3.ol.gs Method 


GENSCAN 




otart 


135 End 


1966 




C T 

bl ' 


none Score 


.78 




Exons 


135. .269, 1265. .1331, 1812. .1966 






oeq. no. 


44924 Seq. ID 


OJ000251_22.0403. 


C3 


bene lno . 


94791 Strand 


+ 




Start 


5500 End 


8868 




Name 


OJ000251 22.0403.C3.ol.gp Method 


AAT/GAP 




C 4- v-4- 


54 93 End 


6630 




bl 


30792 1.R1084 Score 


1317 




Exons 


5493. .5778, 6055. .6472, 6566. .6630 






GI Descrip. 


, 2980774/emb|CAA18201.1| 5.0e-25 (AL022198) leucyl 






aminopeptidase-like protein [Arabidopsis thaliana] 1 




Seq. No. 


44924 Seq. ID 


OJ000251_22.0403. 


C3 


Gene No. 


94791 Strand 


+ 




Start 


5500 End 


8868 




Name 


OJ000251 22 . 0403.C3.o2;gs Method 


GENSCAN 




Start 


5500 ' End 


8774 




GI 


none Score 


.87 





Exons 5500. .5874, 6055. .7082, 7209. .7431, 7559. .7636, 7914. .7974, 



46091 



8077. .8264, 8391. .8494, 8681. .8774 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44924 Seq. ID OJ000251_22 . 0403 . C3 

94791 Strand + 

5500 End 8868 

OJ000251_22 . 0403 . C3 . ol . np Method AAT/NAP 

5728 End 8519 

231536 Score 1776 

5728. .5778, 6055. .6472, 6566. .6760, 6858. .7082, 7209. .7431, 
7559. .7636, 7914. .7974, 8077. .8264, 8391. .8519 

CYTOSOL AMINOPEPTIDASE (LEUCINE AMINOPEPTIDASE ) (LAP) (LEUCYL 
AMI NO PEPTIDASE) (PROLINE AMINOPEPTIDASE) (PROLYL AMINOPEPTIDASE) 
gi I 99683 | pir | | S22399 leucyl aminopeptidase (EC 3.4.11.1) - 
Arabidopsis thaliana gi | 16394 | emb I CAA4504 0 . 1 | (X63444) leucine 
aminopeptidase [Arabidopsis thaliana] gi | 4 115380 | gb | AAD03381 . 1 1 
(AC005967) putative leucine aminopeptidase [Arabidopsi 



44924 
94791 
5500 

OJ000251_22.0403.C3.o2.gp 
7198 

2300 L.R1084 



Seq. ID OJ000251_22.0403.C3. 
Strand + 
End 8868 
Method AAT/GAP 
End 8868 

_ Score 1954 

7198.. 7431, 7559.. 7636, 7914.. 7974, 8077.. 8264, 8391.. 8.868 
'3790743 3.0e-10 (AF099919) contains similarity to cytochrome C 
oxidase assembly protein COX17 homologues [Caenorhabditis 
elegans] 1 



OJ000251_22.0403.C3 
+ 

11991 
AAT/GAP 
11991 
721 



44924 Seq. ID 

94792 Strand 

10616 End 

OJ000251_22 . 0403 . C3 . o3 . gp Method 

10616 End 

2312774 Score 
10616. .10718, 11663.. 11991 

3790743 3.0e-10 (AF099919) contains similarity to cytochrome C 
oxidase assembly protein COX17 -homologues [Caenorhabditis 
elegans] 



Seq. ID OJ000251 22. 0403. C3 



44924 
94792 
10616 

OJ000251_22.04 03.C3.o2.np 
11654 
7293034 
11654. .11925 

(AE003497) CG9065 gene product [Drosophila melanogaster] 



Strand 
End 

Method 

End 

Score 



+ 

11991 
AAT/NAP 
11925 
183 



44924 
94793 
10626 

OJ000251_22 . 04 03 . C3 . o4 . tm 

5671 

none 

5671. .5709, 5673. .5741, 5740. 
6051.. 6329, 6052.. 6330 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_22.0403.C3 
17366 

TBLASTX: Maize 

6330 

60 



.5781, 5742.. 5774, 6051.. 6167, 



46092 





Seq. No. 


44924 










Seq. ID 


OJ000251 


22. 0403. C3 




Gene No. 


94793 










Strand 








Start 


10626 










End 


17366 






Name 


OJ000251 22 


n a n o 
. U4Uo 


. Co . ol . 


tc 


Method 


TBLASTX : 


Cress 




Start 


bUoz 










End 


8520 






GI 


none 










Score 


239 






Exons 


6052. 


.6327, 


OUj / 






..6782, 6538. .6765, 


c 0 ^ a con A 
boz4 . . bo / 4 , 






6872. 


.7021, 


DO / J 


n r\ o o 


con a 
bo /4 . 


..7080, 7199. .7270, 


"1 O A A n yi 

7200 . . 74 33, 






7201. 


.7434, 


/JJJ 


. . f b4 Z , 


/ y lO . 


..7978, 7914. .7976, 


0 a -7 0 oo/to 

oU72 . . ozbo, 






8073.. 


.8264, 


oU / o 


. . oZb4 , 


o oby . 


..8515, 8370. .8516, 


0000 . .8516, 






8389. 


.8520 
















C ^ ^ XT ^ 

Seq. No. 


44924 










Seq. ID 


OJ000251 


22 .04 03. C3 




Gene No . 


94793 










Strand 








start 


10626 










End 


17366 






Name 


OJ000251 22 


. U4 U o , 


. IJ . Ol . 


ts 


Method 


TBLASTX: 


Soybean 




Start 


6052 










End 


8516 






GI 


none 










Score 


247 






Exons 


6052. 


.6318, 


bUo / , 


..boll, 


boiy . 


.6483, 6321.. 6479, 


bobz . . b / bo, 






6564. 


.6785, 


DO 13 . 


-? n o o 


bo /4 . 


.7080, 6884. .7090, 


6885 . . 7082 , 






7199. 


.7432, 


n o n n 
/ZOO . 


1 A O O 

, . /4oo, 


-7 o n a 
/ZUU . 


.7433, 7201. .7434, 


7553 . .7642, 






7556. 


.7636, 


/9 10 . 


*7 A "7 C 

. . /97b, 


-7010 

/ yiz . 


.7983, 7914. .7976, 


OA"70 00/""5 

8072 . . 82 63, 






8073. 


.8264, 


o n q i 


. . oz b4 , 


O O. A O 
0O4o . 


.8510, 8351. .8515, 


oo/O. .oolb 




Seq. No. 


44924 










Seq. ID 


OJ000251 


_22.0403.C3 




Gene No. 


94793 










Strand 








start 


10626 










End 


17366 




f =| i 


Name 


OJ000251 22. 


A A A O 

.04 03. 


. Co . o2 . 


tw 


. Method 


TBLASTX : 


Wheat 




Start 


6532 










End 


6965 








none 










Score 


260 






Exons 


6532. . 


.6765, 


DO b 4 , 


c n c a 
. , b / b4 , 


DODl) . 


.6963, 6873. .6965 




r * § 


seq. no. 


44924 










Seq. ID 


OJ000251 


11 . 04 Oo . Co 




Gene No . 


94793 










Strand 








start 


10626 










End 


17366 






Name 


OJ000251 22. 


■ U4 U o . 


r> o _ -i 

, Co . Ol . 


tm 


Method 


TBLASTX: 


Maize 




start 


6594 










End 


8518 






GI 


none 










Score 


153 






Exons 


6594. , 


.6755, 


6594. 


, .6758, 


6595. 


.6765, 6619. .6771, 


6824. .6874, 






6863. , 


.7051, 


bo / J. 


n n Q o 
. / Uoz , 


CQn A 

bo /4 . 


.7080, 6876.. 7082, 


CO"l O ~7AAA 

00 /o . . /090, 






7200. . 


.7433, 


t o a n 
/zUU . 


*7 /I O O 

. /4oo, 


/zUl . 


.7434, 7553. .7642, 


7556 . . 7636, 






7891. , 


.7929, 


/ 9Uz . 


n m a 


n 0 1 a 
/ 9 1 0 . 


.7978, 7914. .7976, 


8072 . .82 63, 






8073. ■ 


.8264, 


QATQ 

ou / y . 


. ozb4 , 


0 o4 0 . 


.8515, 8356. .8511, 


0*3TA OCT^ 

oo/O. .oolb, 






8371. . 


.8517, 


Q a n o 
o 4 UZ . 


. oolo 












seq. No. 


44924 










Seq. ID 


OJ000251 


OA A /| AO /^O 

22 . 0403 . C3 




Gene No . 


94793 










Strand 








Start 


10626 










End 


17366 






Name 


OJ000251 22. 


,0403. 


C3.ol. 


tw 


Method- 


TBLASTX:' 


Wheat • 




Start 


7389 










End 


8264 






GI 


none 










Score 


58 






Exons 


7389. . 


.7433, 


7389. 


.7433, 


7390. 


.7434, 7553.-7642, 


7554. .7634, 






7891. . 


,7929, 


7913. 


.7975, 


7913. 


.7978, 8072.. 8263, 


8073. .8264, 






8076. . 


,8264 
















Seq. No. 


44924 










Seq. ID 


OJ000251 


_22.0403.C3 




Gene No. 


94793 










Strand 







4 6093 



Start 
Name 
Start 
GI 

Exons 



10626 End 17366 

OJ000251_22 . 04 03 . C3 . o3 . gs Method GENSCAN 

10626 End 17366 

none Score .74 

10626. .11036, 12845. .12950, 13052 13147, 13248 13672, 

13998. .14083, 14 183 .. 14275 , 14387 .. 14482, 14564 .. 14 671, 

16655. .16664, 17250.. 17366 



Seq. No. 44924 Seq. ID 

Gene No. 94793 Strand 

Start 10626 End 

Name OJ000251_22 . 04 03 . C3 . o3 . ts Method 

Start 11751 End 

GI none Score 

Exons 11751. .11927, 11752.. 11928 



OJ000251_22.0403.C3 
17366 

TBLASTX : Soybean 

11928 

285 





oeq. no . 


44924 






Seq. ID 


OJ000251_22.0403.C3 




Gene No . 


94793 






Strand 






ni._v.4- 

btart 


10626 






End 


17366 




Name 


OJ0002 


51_22.0403.C3. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


11767 






End 


.11928 




GI 


none 






Score 


238 




Exons 


11767. 


.11928, 11784. 


.11927 






r s 


Seq. ' No. 


44924 






Seq. ID 


OJ000251_22.0403.C3 




Gene No. 


94793 






Strand 






Start 


10626 






End 


17366 


r. : s 

i y 


Name 


OJ000251 22. 0403. C3. 


o4 . gp 


Method 


AAT/GAP 


: _j 

■3;=? 


Start 


12107 






End 


12918 




GI 


59833 


1.R1084 




Score 


1340 




Exons 


12107. 


.12739, 12845. 


.12918 








GI Descrip. 


'3738327 6.0e-ll (AC005170) 


putative serine carboxypeptidase 






[Arabidopsis thaliana] 1 








Seq. : No. 


44924 






Seq. ID 


OJ000251_22.0403.C3 , 




Gene No. 


94793 






Strand 






Start 


10626 






End 


17366 




Name 


OJ000251 22. 0403. C3. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


12394 






End 


13399 




GI 


none 






Score 


52 


its. 


Exons 


12394 . 


.12537, 12426. 


.12464, 


12475. .12501, 12590. .12742, 






12591. 


.12743, 12842. 


.12952, 


12843. .12962, 12843 .. 12962, 






13052. 


.13150, 13054. 


.13149, 


13228. . 13383, 13250 13375 , 






13367. 


.13399 









Seq. No. 


44924 








Seq. ID 


OJ000251 


_22.0403 


Gene No. 


94793 








Strand 






Start 


10626 








' End 


17366 




Name 


OJ0002 


51_22.04 


03. C3. 


.o2.tc 


Method 


TBLASTX:^ 


Cress 


Start 


12596 








End 


14276 




GI 


none 








Score 


136 




Exons 


12596. 


.12742, 


12603, 


, . 12743, 


12605. . 12781, 12842 


. .12952, 




12843. 


.12953, 


13054 . 


. .13149, 


13250. . 13267, 13269 


. .13361, 




13271. 


.13372, 


13272. 


. .13361, 


13454. .13672, 13461 


. .13514, 




13587. 


.13673, 


14022, 


. .14084, 


14023. . 14085, 14178 


. .14276, 




14182. 


.14259 













46094 





Seq. No. 


44924 






Seq. ID 


OJ000251 


22 . 0403 


.C3 




Gene No. 


94793 






Strand 










Start 


10626 






End 


173-66 


■ * 






Name 


OJ000251 22. 0403. C3 


. o3 . np 


Method 


AAT/NAP 








Start 


12596 






End 


15463 








GI 


7269962 




Score 


1267 








Exons 


12596. . 


12739, 12845 


. . 12950, 


13052. .13147, 13248 


. .13672, 








13998. . 


14083, 14183 


. .14275, 


14387... 14482, 14564 


. .14717, 








15266. . 


15463 














GI Descrip. 


(AL161577) SERINE C ARBOX YPEPTIDASE II- 


like protein [Arabidops. 






thaliana] 














Seq. No. 


44924 






Seq. ID 


OJ000251 


22 . 0403 , 


. C3 




Gene No. 


94793 






Strand 










Start 


10626 






End 


17366 








Name 


OJ000251 22. 0403. C3 


.o2 ,ts 


Method 


TBLASTX: 


Soybean 






Start 


12605 






End 


14481 








GI 


none 






Score 


89 








Exons 


12 605. . 


12742, 1266.6 


. .12740, 


12842. .12952, 12918 


. .12962, 








13052. . 


13150, 13054 


. .13149, 


13245. .13367, 13248 


. .13325, 








13250. . 


13366, 13363 


. .13401, 


13454. .13498, 13461 


. .13499, 








13547. . 


13678, 13587 


. .13673, 


13995. .14084, 14178 


. .14276, 








14180. . 


14278, 14182 


. .14271, 


14305. . 14349, 14379 


. .14480, 








. 14384. . 


14446, 14388 


. .14480, 


14389. . 14481 








Seq. No. 


44924 






Seq. ID 


OJ000251 


_22.0403, 


.C3 


V ■ 

? : ? 1 


Gene No. 


94793 






Strand 










Start 


10626 






End 


17366 








Name 


OJ000251 22. 0403. C3 


. o5 . gp 


Method 


AAT/GAP 






: . 1 

vy 


Start 


13453 






End 


13850 








GI 


2310570 




Score 


687 






f'j § 


Exons 


13453. . 


13850 














GI Descrip. 


3738327 


6.0e-ll (AC005170) 


putative serine carboxypeptidase 


3- 




[Arabidopsis thaliana] 












Seq. No. 


44924 






Seq. ID 


OJ000251 


_22.0403. 


.C3 


2t:a= 


Gene No. 


94793. 






. Strand 










Start 


10626 






End 


17366 








Name 


OJ000251 22. 0403. C3 


. o3 . tm 


Method 


TBLASTX : 1 


Maize 






Start 


13454 






End 


14673 






~ :r 


GI 


none 






Score 


41 








Exons 


13454 . . 


13498, 13455 


. .13499, 


13556. .13678, 13584 


. .13673, 








13995. . 


14084, 14178 


. .14276, 


14182. .14256, 14376 


. .14477, 








14388. . 


14480, 14389 


. .14484, 


14565. .14672, 14584 


. .14673 






Seq. No. 


44924 






Seq.. ID 


OJ000251 


_22.0403. 


,C3 




Gene No. 


94793 






Strand 










Start 


10626 






End 


17366 








Name 


OJ000251 22. 0403. C3 


. o3 . tc 


Method 


TBLASTX : ( 


"ress 






Start 


14388 






End 


14673 








C T 


none 






Score 


113 








Exons 


14388. . 


14480, 14389, 


. .14484, 


14565. . 14672, 14566 


. .14673 






Seq. ' No. 


44925 






Seq. ' ID 


OJ000251 


_22.0403. 


C5 




Gene No. 


94794 






Strand 


+ 








Start 


4714 






End 


9098 








Name 


OJ000251_22.0403.C5, 


. o2 . np 


Method 


AAT/NAP 







46095 



Start 
GI 

Exons 



4714 
6753692 

4714. .4865, 5542. .5656, 
6991. .7134, 7757. .7824, 



End 

Score 
6073.. 6167, 6293 
9069. .9098 



9098 
404 

6463, 6562. 



, 6888, 



GI Descrip. deubiquitinating enzyme 2 gi | 2739431 | gb | AAB95194 . 1 | (U70368) 





hematopoietic- specif ic 


XT O 

IL-z 


deubiquitinating enzyme [Mus 




musculus] 










Seq. No. 


4 4 925 






Seq. ID 


OJ000251_22.0403.C5 


Gene No. 


94794 






Strand 


+ 


Start 


4714 






End 


9098 


Name 


OJ000251 22 


.0403.C5.o3. 


gs 


Method 


GENSCAN 


Start 


5512 






End 


9049 


GI 


none 






Score 


.48 


Exons 


5512 . . 5656, 


6291 . . 6463, 


6562 


..•6888, 6991. .7116, 7739. .9049 


Seq. No. 


44925 






Seq. ID 


OJ000251_22.0403.C5 


Gene No. 


94795 






Strand 




Start 


1 






End ■ 


2222 , 


Name 


OJ000251 22 


.0403.C5.ol. 


np 


Method 


AAT/NAP 


Start 


1 






End 


1670 


GI 


4559347 






Score 


992 


Exons 


1..185, 339 


. .500, '581. . 


799, 


996. . 1670 




GI Descrip. 


(AC006585) 


hypothetical 


. protein [Arabidopsis thaliana] 


Seq. No. 


44925 






Seq. ID 


OJ000251_22.0403.C5 


Gene No. 


94795 






Strand 




Start 


1 






End 


2222 


Name 


OJ000251 22 


.0403.C5.ol. 


gs 


Method 


GENSCAN 


Start 


48 






End 


2222 


bi 


none 






Score 


.86 


Exons 


48. .500, 701. .799, 996. 


.1696, 2150. .2222 


Seq. No. 


44925 






Seq. ID 


OJ000251_22.0403.C5 


Gene No. 


94796 






Strand 




Start 


3179 






End 


4514 


Name 


OJ000251 22 


.0403.C5.o2. 


gs 


Method ~ 


GENSCAN 


Start 


3179 






End 


4514 


GI 


none 






Score 


.87 


Exons 


3179. .3294, 


4358. .4514 








Seq. No. 


44925 






Seq. ID 


OJ000251_22.0403.C5 


Gene No. 


94797 






Strand 




Start 


4902 






End 


6134 


Name 


OJ000251 22 


.0403.C5.o2. 


tm 


Method 


TBLASTX: Maize 




4902 






End 


6134 


GI 


none 






Score 


109 


Exons 


4902. .5018, 


4903. .5019, 


5107 


..5151, 5541. .5657, 5542. .5661, 




5542. .5676, 


5555. .5662, 


6074 


..6130, 6075. .6134 


Seq. No. 


44925 






Seq. ID 


OJ000251_22.0403.C5 


Gene No. 


94798 






Strand 




Start 


6140 






End 


7897 


Name 


OJ000251 22 


.0403.C5.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


6140 






End 


7897 


GI 


none 






Score 


59 


Exons 


6140. .6178, 


6141. .6188, 


6259 


..6465, 6290. .6472, 6291. .6464, 



46096 



6293.-6472, 6556.. 6684, 6558.. 6875, 6559.. 6900, 6561.. 6878, 

6742. .6900, 6779. .6904, 6990. .7118, 6991. .7119, 7001. .7132, 

7004. .7132, 7718. .7849, 7736. .7864, 7738. .7866, 7738. .7866, 
7856. .7897 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44925 
94798 
6140 

OJ000251_22.0403.C5.ol.ts 

6651 

none 



Seq. ID . OJ000251_22.0403.C5 
Strand 
End 

Method 
End 
Score 



7897 

TBLASTX : Soybean 

7083 

79 



6651.. 6800, 6651.. 6797, 6652.. 6879, 6996.. 7082, 6997.. 7083 



Seq. No. 44925 

Gene No. 94798 

Start 6140 

Name OJ000251_22 . 0403 . C5 . ol . tc 

Start 6667 

GI none 

Exons 6667.. 6801, 6823.. 6897, 7002, 
7736.. 7807, 7738.. 7806 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_22.0403.C5 
7897 

TBLASTX: Cress 

7807 

147 



.7118, 7003. .7122, 7005. .7118, 



Seq. No. 44926 

Gene No. 94799 

Start 39 

Name ■ OJ000251_22 . 0403 . C6 . ol . gs 

Start 39 

GI none 

Exons 39.. 756, 842.. 935, 1308.. 1366, 2195.. 2271 



Seq. ID OJ000251 22. 0403. C6 



Strand 
End 

Method 

End 

Score 



+ 

2271 
GENS CAN 
2271 
.47 



Seq. No. 44926 Seq. ID 

Gene No. 94800 Strand 

Start 3110 End 

Name OJ000251_22 . 0403 . C6 . o2 . gs Method 

Start 3110 End 

GI none Score 

Exons 3110.. 3452, 3529.. 3824 



OJ000251_22.0403.C6 
+ 

3824 
GEN SCAN 
3824 
.97 



Seq. No. 44927 Seq. ID 

Gene No. 94801 Strand 

Start 1 End 

Name OJ000251_22 . 0403 . C7 . ol . np Method 

Start 1 End 

GI 7486317 Score 

Exons 1 . . 335 

GI Descrip. hypothetical protein F28M20.10 - Arabidopsis thaliana 

gi I 3281848 |emb|CAA19743. 1| (AL031004) putative protein. 
[Arabidopsis thaliana] gi | 7270083 | emb | CAB79898 . 1 | (AL161579) 
putative protein [Arabidopsis thaliana] 



OJ000251_22.0403.C7 
+ 

335 

AAT/NAP 

335 

125 



Seq. No. 44927 Seq. ID 

Gene No. 94801 Strand 

Start 1 End 

Name OJ000251_22 . 0403 . C7 . ol . gs Method 

Start 60 End 

GI none Score 

Exons 60. .240 



OJ000251_22.0403.C7 
+ 

335 

GENSCAN 

240 

.96 



46097 



Seq. No. 


44927 






Seq. ID 


OJ000251_22.0403.C7 


Gene No . 


94 802 






Strand 


+ 


Start 


5558 






End 


6306 


Name 


OJ000251 22.0403. 


C7 . o3 . 


gs 


Method 


GEN SCAN 


Start 


5558 






End 


6306 


GI 


none 






Score 


. 87 


Exons 


5558 . . 5621, 5872 . 


. 6068 , 


6073 


. . 6306 




Seq. No. 


44927 






Seq. ID 


OJOOO^ol Z2.040i.C7 


Gene No. 


94803 






Strand 




Start 


979 






End 


6488 


Name 


OJ000251 22.0403. 


C7.ol. 


gp 


Method 


AAT/GAP 


Start 


979 






End 


2850 


GI 


11174 1.R1084 






Score 


144 6 


Exons' 


979. .1432, 1531.. 


1680, 


2591. 


.2737, 28: 


18 . . 2850 


GI Descrip. 


1 60154 37/dbj | AB008112 . 1 | AB008112 6.0e- 


-11 Homo sapiens PEX1 mRNA, 




complete- cds 1 










Seq. No. 


44927 






Seq. ID 


OJ000251_22.0403.C7 


Gene No. 


94803 






Strand 




Start 


979 






End 


6488 


Name 


OJ000251 22.0403. 


C7.o2. 


np 


Method 


AAT/NAP 


Start ■ 


1369 






End 


6488 


GI 


7288014 






Score 


876 


Exons 


1369.. 1432, 1531. 


. 1680, 


2591 


..2737, 2818. .2905, 4006. .4151, 




4298. .4526, 4630. 


.4939, 


6431 


. .6488 




GI Descrip. 


(AL132971) RING finger- 


like ] 


protein [Arabidopsis thaliana] 


Seq. No. 


44927 






Seq. ID 


OJ000251_22.0403.C7 


Gene No. 


94803 






Strand 




Start 


979 






End 


6488 


Name 


OJ000251 22.0403. 


C7.o2. 


gs 


Method 


GENSCAN 


Start 


1385 






End 


4991 


GI 


none 






Score 


.59 


Exons 


1385. .1432, 1531. 


. 1680, 


2591 


..2737, 2818. .2905, 4006. .4136, 




4298.. 4526, 4630. 


.4825, 


4952 


. .4991 




Seq. No. 


44927 






Seq. ID 


OJ000251_22.0403.C7 


Gene No. 


94803 






Strand 




Start 


979 






End 


6488 


Name 


OJ000251 22.0403. 


C7.o2. 


gp 


Method 


AAT/GAP 


Start 


4038 






End 


4723 


GI 


2309927 






Score 


788 


Exons 


4038. .4151, 4298. 


.4526, 


4630 


. .4723 




beq. no. 


44927 






Seq. ID 


OJ000251_22.0403.C7 


Gene No. 


94803 






Strand 




Start 


979 






End 


6488 


Name 


OJ000251 22.0403. 


C7.o4. 


gp 


Method 


AAT/GAP 


Start 


5339 






End 


5622 


GI 


LIB3474-007-P1-K1 


-C5 




Score 


462 


Exons 


5339. .5622 










GI Descrip. 


' 6015437/dbj |AB00 


8112. 1 IAB008112 5.0e- 


-12 Homo sapiens PEX1 mRNA, 



complete cds ? 



Seq. No. 



44927 



Seq. ID OJ000251_22 .0403.C7 



46098 



# • 



Gene No. 


94 804 








Strand 






Start 


d O A 1 

6841 


. 04 03 






End 


8335 




Name 


OJ000251 22 


. C7 . ol . 


tm . 


Method 


TBLASTX: 


Maize 


Start 


1347 








End 


4923 




GI 


none 








Score 


62 




Exons 


1347. .1463, 


1385 


. .1426, 


1531. 


.1680, 1532. .1684, 


1551. .1706, 




155 9 . . l bo l , 


o e o c 
2585 


. .2/43, 


O E O ^ 

258 6. 


.2744, 2590. .2745, 


2608 . .2745, 




2812. . 2904 , 


2813 


. . 2905 , 


o o o o 

2822 . 


.2905, 2823.. 2906, 


284 5 . . 2907, 




A A A tl j( 1 CO 

4 006. .4158, 


4008 


. . 4157, 


A O O O 

4298 . 


.4525, 4298. .4528, 


4491 . . 4532, 




4 629 . . 4724 , 


4 629 


. . 4727 , 


4 630 . 


.4725, 4724. .4777, 


4725 . . 4775, 




4842 . . 4922, 


4 843 


. . 4923 










Seq. No. 


4 4 927 








Seq. ID 


OJ000251 


_22 . 0403 . C7 


Gene No. 


c\ a n r\ a 

94 804 








Strand 






Start 


6841 








End 


8335 




Name 


OJ000251_22 


.0403 


.C7.o2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1388 








End 


4157 




GI 


none 








Score 


111 




Exons 


lOOO 1 A O f 

1388 . .1426, 


1531 


. . 1680 , 


1532 . 


.1684, 2579. .2629, 


2 633 . .27 43, 




2661 . .2/32, 


2 674 


. . 2 /33, 


2815 . 


.2880, 2E 


315 . .2904, 


2819 . . 2905, 




4 00 6 . .4152, 


4 008 












Seq. No. 


44 927 








Seq. ID 


OJ000251 


22 . 0403 . C7 


Gene No. 


94804 








Strand 






Start 


6841 








End 


8335 




Name 


OJ000251 22 


.04 03 


. C7 . ol . 


ts 


Method 


TBLASTX: 


Soybean 


Start 


434 9 








End 


4923 




GI ... 


none 








Score 


92 




Exons 


434 9. . 4525, 


434 9 


. . 4528, 


4491 . 


.4535, 4629. .4727, 


4630 . . 4716, 




4 7 22 . . 4805 , 


4729 


. . 4752, 


4 8 91. 


.4923 






Seq. No. 


44927 








Seq. ID 


OJ000251 


_22.0403.C7 


Gene No. 


94804 








Strand 






Start 


68 41 








End 


8335 




Name 


OJ000251 22 


. 0403 


. C7 . o4 . 


gs 


Method 


GENSCAN 




Start 


68 41 








End 


8335 




GI 


none 








Score 


.74 




Exons 


684 1 . . 6983, 


8094 


. . 8166, 


824 9 . 


.8335 






Seq. No. 


44928 








Seq. ID 


OJ000251 


_22.0403.C8 


Gene No. 


94805 








Strand 


+ 




Start 


/ 9o 








End 


1151 




Name 


OJ000251 22 


. 0403 , 


. C8 . ol . 


gs 


Method 


GENSCAN 




Start 


7 98 








End 


1151 




GI 


none 








Score 


.'88 




Exons 


TOO 1 1 E 1 

7 98. .1151 














Seq. No. 


44928 








Seq. ID 


OJ000251 


_22. 0403. C8 


Gene No. 


94806 








Strand 






Start 


1278 








End 


9222 




Name 


OJ0002S1 22 


04 03 


C8 o2 




Method 


GENSCAN 




Start 


1278 








End 


9222 




GI 


none 








Score 


.77 




Exons 


1278. .1667, 


2163. 


. .2306, 


3071. 


.3235, 3702. .3784, 


6717. .6863, 




7503. .7632, 


8285, 


. .8470, 


9079. 


.9222 






Seq. No. 


44928 








Seq. ID 


OJ000251 


_22.0403.C8 



46099 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



94806 Strand 
,1278. ..End . 9222 

: 'o3M0~251_22.040.3.C8.ol.np . • Method; AAT/NAP 

1281 End ' 8 998 

7485561 Score 330 

1281. .1667, 2163. .2322, 3150. .3290, 3534. .3746, 5029. .5264, 
6671. .7032, 7127. .7286, 7410. .7448, 7503. .7612, 8208. .8470, 
8912. .8998 

hypothetical protein F16G20.60 - Arabidopsis thaliana 
gi | 3451061 | emb | CAA204 57 . 1| (AL031326) putative protein 
[Arabidopsis thaliana] gi | 7269184 | emb | CAB79291 . 1 | (AL161559) 





putative protein [Arabidops 


is 


thaliana] 






Seq. No. 


44929 




Seq. ID 


OJ000251_22.0403. 


C9 


Gene No. 


94807 




Strand 


+ 




Start 


9554 




End 


13878 




Name 


OJ000251 22.0403.C9.ol.gp 




Method 


AAT/GAP 




Start 


9514 




End 


10130 




GI 


uC-osflcyp030f05bl 




Score 


930 




Exons 


9514. .9946, 10067. .10130 










GI Descrip. 


'4263711/gb|AAD15397 | 5.0e- 


28 


(AC006223) putative 






CCR4-associated transcription 


factor [Arabidopsis thaliana 


Seq. No. 


44929 




Seq. ID 


OJ000251_22.0403. 


C9 


Gene No. 


94807 




Strand 


+ 




Start 


9554 




End 


13878 




Name 


OJ000251 22.0403.C9.o3.gs 




Method 


GENSCAN 




Start 


9554 




End 


13878 




GI 


none 




Score 


.55 




Exons 


9554. .994 6, 10067. .10150, 10334. .10585, 


10774. .10839, 






11915. .11980, 12960. .13296, 


13566. .13631, 13844. .13878 




Seq. No. 


44929 




Seq. ID 


OJ000251_22.0403. 


C9 


Gene No. 


94807 




Strand 


+ 




Start 


9554 




End 


13878 




Name 


OJ000251 22.0403.C9.o2.np 




Method 


AAT/NAP 




Start 


.10067 ' 




End 


13367 




GI 


4115386 




Score 


4 35 




Exons 


10067. .10130, 10350. .10519, 


10774. .10839, 11915 .. 11980 , 






12066. .12104, 12960.. 13367 










GI Descrip. 


(AC005967) unknown protein 


[Arabidopsis 


: thaliana] 




Seq. No. 


44929 




Seq. ID 


OJ000251_22.0403. 


C9 


Gene No. 


94808 




Strand 






Start' 


100 




End 


3872 




Name 


OJ000251 22.0403.C9.ol.np 




Method 


AAT/NAP 




Start 


100 




End 


3244 




GI 


4580457 




Score 


283 




Exons 


100. .477, 1163. .1309, 1430. 


.1645, 2345. 


.2563, 2995.. 3244 




GI Descrip. 


(AC006081) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


44929 




Seq. ID 


OJ000251__22.0403. 


C9 


Gene No. 


94808 




Strand 






Start 


100 




End 


3872 




Name 


OJ000251 22.0403.C9.ol.gs 




Method 


GENSCAN 




Start 


144 




End 


3872 




GI 


none 




Score 


. 68 





46100 



Exons 



144. .477, 1430. .1645, 2378.-2563, 2995. .3081, 3729.-3872 



■Seq. No. - 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



44929 
94809 
4495 

OJ000251_22.0403.C9.o2.gs 

4495 

none 



Seq. ID OJ0002*51_22.0403.C9 
Strand 

End " 6039 

Method GENSCAN 

End 6039 

Score . 8 



4495. .4668, 5206. .5287, 5969. .6039 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44929 
94810 
14843 

OJ000251_22. 

9587 

none 

9587. .9664, 
9902. .9946, 



0403.C9.o2. tm 



9589. .9663, 
9930. . 9950 



9763. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
. 9783, 



OJ000251 22. 0403. C9 



16726 

TBLASTX: Maize 
9950 
124 

9764. .9823, 9788. .9925, 



Seq. No. 


44929 




Seq. ID 


OJ000251_22.0403, 


.C9 


Gene No . 


94810 




Strand 






Start 


14843 




End 


16726 




Name 


OJ000251 22. 0403. C9. 


o4 .gs 


Method 


GENSCAN 




Start 


14843 




End 


16677 




GI 


none 




Score 


.86 




Exons 


14843. . 14859, 15553. 


.15658, 


16145. . 1634 9, 16594. .16677 




Seq. No. 


44929 • 




Seq. ID 


OJ000251_22.0403, 


.C9 


Gene No. 


94810 




Strand 






Start 


14843 




End 


16726 




Name 


OJ000251 22. 0403. C9. 


o3.np 


Method 


AAT/NAP 






15331 




End 


16726 




GI 


5281020 




Score 


331 




Exons 


15331. .15452, 15553. 


. 15658, 


1614 5. .1634 9, 16594. .16726 




GI Descrip. 


(Z97339) ATP-dependent RNA 


helicase like protein [Arabidopsis 




thaliana] 










Seq. No. 


44929 . " 




Seq. ID 


OJ000251_22.0403, 


,C9 


Gene No. 


94810 




Strand 






Start 


14843 




End 


16726 




Name 


OJ000251 22. 0403. C9. 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


16142 




End 


16721 






none 




Score 


138 




Exons 


16142. .16348, 16143. 


. 16352, 


16596. .16721 




Seq. No. 


44929 




Seq. ID 


OJ000251_22.0403, 


,C9 


Gene No. 


94810 




Strand 






Start 


14843 




End 


16726 




Name 


OJ000251 22. 0403. C9. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


16576 




End' 


16724 




GI 


none 




Score 


124 




Exons 


16576. .16716, 16581. 


.16724, 


16587. .16724 




Seq. No. 


44930 




Seq. ID 


OJ000251_22.0403. 


C10 


Gene No. 


94811 




Strand 


+ 




Start 


1 




End 


4538 




Name 


OJ000251 22. 0403. C10 


. o2 . np 


Method 


AAT/NAP 





46101 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



End 
Score 



3347 
227 



2459436 
1..72, 2863. .3347 

(AC002332) unknown protein [Arabidopsis thaliana] 



44930 
94811 
1 

OJ000251_22. 0403. CIO. o2.gs 

2559 

none 

2559. .3821 



Seq. ID OJ000251_22. 0403. CIO 

Strand + 

End 4538 

Method GENSCAN 

End 3821 

Score . 95 



44930 
94811 
1 

OJ000251_22.04 03.C10.o3.np 
3230 
5777617 
3230. .3284, 4441. .4538 

(AJ245900) CAA30375.1 protein [Oryza sativa] 



Seq. ID OJ000251_22. 0403. C10 

Strand + 

End 4538 

Method AAT/NAP 

End 4538 

Score 84 



44930 
94812 
1 

OJ000251_22.04 03.C10.ol.np 
1 

5281020 



Seq. ID- OJ000251_22. 0403. C10 
Strand 

End 2457 

Method AAT/NAP 

End 1395 

Score 771 



1..138, 328. .479, 800. .1054, 1183.:1395 

(Z97339) ATP-dependent RNA helicase like protein [Arabidopsi 
thaliana] 



44930 
94812 
1 

OJ000251_22.04'03.C10.ol.ts 
3 

none 



Seq. ID OJ000251_22. 0403. C10 
Strand 

End 2457 

Method TBLASTX : Soybean 

End 1401 

Score 64 



3. .101, 373. .480, 402. .491, 797. .823, 837. .893, 839. .895, 
957. .1055, 1159. .1371, 1172. .1396, 1180. .1401 



44930 
94812 
1 

OJ000251_22. 0403. C10. ol.tm 
63 

none 



Seq; ID OJ000251_22. 0403. C10 
Strand 

End 2457 

Method TBLASTX : Maize 

End 1381 

Score 91 



63. .140, 72. .140, 76. .141, 391. .486, 393. .491, 400. .480, 
797. .1039, 798. .1055, .800. .1105, 1164. .1256, 1168. .1380, 
1172.. 1381, 1180.. 1380*, 1181.. 1381 



44930 
94812 
1 

OJ000251_22. 0403. C10. ol.gs 

800 

none 



Seq. ID OJ000251_22. 0403. C10 

Strand • - 

End" 24 57 

Method GENSCAN 

End 2457 

Score .87 



46102 



Exons 



800. .1054, 1237. .1417, 2027. .2457 



Seq. No. " ' 44930 

Gene No. 94812 

Start 1 

Name OJ000251_22 . 0403 . CIO . ol . tc 

Start 1172 

GI none 
Exons 



Seq. ID OJ000251_22. 0403. C10 
Strand 

End 2457 

Method TBLASTX : Cress 

End 1420 

Score 236 . 



1172. .1420, 1172. .1417, 1180. .1419 



Seq. No. 44930 

Gene No. 94812 

Start 1 

Name OJ000251_22 . 04 03 . C10 . o3 . tm 

Start 2018 

GI none 

Exons 2018.. 2161, 2053.. 2145 



Seq. ID OJ000251_22. 0403. C10 
Strand 

End 2457 

Method TBLASTX : Mai ze 

End 2161 

Score 187 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44930 
94813 
2957 

OJ000251_22. 0403. C10. o2. tc 

2957 

none 



Seq. ID OJ000251_22 . 0403. C10 
Strand 

End 347 3 

Method TBLASTX : Cress 

End 3473 

Score 194 



2957. .3187, 3021. .3191, 3246. .3338, 3372. .3473 



Seq. No. 44930 

Gene No. 94813 

Start 2957 

Name OJ000251_22 . 0403 . C10 . o2 . ts 

Start 2967 

GI none 
Exons 



Seq. ID OJ000251_22. 0403. C10 
Strand 

End 347 3 

Method TBLASTX : Soybean 

End 3323 

Score 177 



2967. .3194, 3020. .3187, 3252. .3323 



Seq. No. 44930 

Gene No. 94813 

Start 2957 

Name OJ000251_22 . 0403 . C10 . o2 . tm 

Start 3027 

GI none 
Exons 



Seq. ID OJ000251_22. 0403. C10 
Strand 

End 3473 

Method TBLASTX : Mai ze 

End 34 67 

Score 181 



3027. .3200, 3032. .3199, 3252. .3467, 3254. .3361 



Seq. No. 44930 

Gene No. 94814 

Start 3489 

Name OJ000251_22 . 0403 . C10 . ol . tw 

Start 3489 

GI none 
Exons 



Seq. ID OJ000251_22. 0403. C10 
Strand 

End 3806 

Method TBLASTX : Wheat 

End 3806 

Score 81 



3489.. 3578, 3497.. 3574, 3609.. 3806, 36.09.. 3776, 3611.. 3805 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44931 
94815 
344 

OJ000251_2.2 . 04 03.Cll.ol.gs 

344 

none 



Seq. ID OJ000251_22.0403.C11 

Strand + 

End 2194 

Method GENSCAN 

End 2194 

Score .57 



344. .786, 822. .1508, 2113. .2194 



46103 



Seq. No. 


44931 


Seq. ID 


OJ000251_22< 


.0403. 


Cll 


Gene No. 


94815 


Strand 


+ 






Start 


O A A 


End 


2194 






Name 


OJUUOzol zz . 040 J . Cll . ol . np 


Method 


AAT/NAP 






Start 


0 / 1 


End 


1065 






GI 


z4oy4oD 


Score 


178 






Exons 


0 / 1 . . 1U DO 










GI Descrip. 


(ACUUzooz) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


44931 


Seq. ID 


OJ000251_22. 


.0403. 


Cll 


Gene No . 


94815 


Strand 


+ 






Start 


344 


End 


2194 






Name 


OJ000251 22.0403.Cll.ol.tc 


Method 


TBLASTX: Cress 




Start 


734 


End 


1074 






bl 


none 


Score 


77 






Exons 


734. .802, 802. .903, 976. .1074 








Seq. -No. 


44931 


Seq. ID 


OJ000251_22. 


,0403. 


Cll 


Gene No. 


94815 


Strand 


+ 






Start 


344 


End 


2194 






Name 


OJ000251 22.0403.Cll.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1297 


End 


1503 






GI 


none 


Score 


192 






Exons 


* 1297. .1503, 1308. . 1502 










Seq. No. 


44932 


Seq. ID 


OJ000251_22. 


,0403. 


C12 


bene No . 


94816 


Strand 


+ 






Start 


369 


End 


4149 






Name 


OJ000251 22.0403.C12.ol.gs 


Method 


GENSCAN 






Start 


369 


End 


4149 






GI 


none 


Score 


.7 






Exons 


369. .433, 1158. .1799, 2035. 


.2442, 3196 


. .4149 






beq.. no. 


44932 


Seq. ID 


OJ000251_22. 


0403. 


C12 


Gene No . 


94816 


Strand 


+ 






Start 


369 


End 


4149 






Name 


OJ000251 22.0403.C12.o2.np 


Method 


AAT/NAP 






ot art 


3322 


End 


4148 






GI 


6503290 


Score 


987 






Exons 


3322. .4148 










GI Descrip. 


(AC011713) Similar to gb|U21855 CCR4-associated factor 1 


(CAF1) 




from Mus musculus. ESTs gb | AAA394972 , 


gb|AA585812 


and gb|H7701 




come from this gene. [Arabidopsis thaliana] 






Seq. No. 


44932 


Seq. ID' 


OJ000251_22. 


0403. 


C12 


Gene No . 


94817 


Strand 


+ 






Start 


4226 


* End 


4568 






Name 


OJ000251 22.0403.C12.o2.gp 


Method 


AAT/GAP 






Start 


4226 


End 


4568 






GI 


4715326 


Score 


635 






Exons 


4226. .4568 










Seq. No. 


44932 


Seq. ID 


OJ000251_22. 


0403. 


C12 


Gene No . 


94818 


Strand 


+ 






Start 


21626 


End 


24468 






Name 


OJ000251 22.0403.C12.o4.gs 


Method 


GENSCAN 







46104 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21626 End 24468 

none Score .45 

21626. .21685, 24234 .. 24294 , 24317 .. 244 68 * 



44932 
94819 
25512 

OJ000251_22. 0403.C12.o6.gp 

25512 

none 

25512. .25828 



Seq. ID OJ000251_22.0403.C12 

Strand + 

End 25828 

Method AAT/GAP 

End 25828 

Score 550 



Seq. No. 44932 Seq. ID OJ000251_22 . 04 03 . C12 

Gene No. 94820 Strand 

Start 1 End 4912 

Name OJ000251_22 . 0403 . C12 . ol . np Method AAT/NAP 

Start 1 End 4912 

GI 1903347 Score 399 

Exons 1..21," 1062.. 1679, 4884.. 4912 

GI Descrip. (AC000104) EST gb|ATTS5672 comes from this gene. [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

-GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



44932 
94820 
1 

OJ000251_22.0403.C12.ol.gp 

3913 

3107363 

3913. .4217 

42637 li/gb | AAD15397 | 5.0e-28 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_22.0403.C12 

4912 
AAT/GAP 
4217 
594 



transcription factor [Arabidopsis thaliana] 



(AC006223) putative CCR4-associated 



44932 
94821 
6484 

OJ000251_22.0403.C12.o2.gs 

6484 

none 

6484. .7731, 8016. .8321 

44932 
94821 
6484 

OJ000251_22.04 03.C12.o4 . np 

6585 

6623883 

6585. .6618, 10090 10554 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_22.04 03.C12 

16787 
GENSCAN 
8321 
.96 



Seq. ID OJ000251_22.0403.C12 
Strand 

End 16787 

Method AAT/NAP 

End 12870 

Score 675 
11151. .11227, 11573. .11801, 



11832. .11983, 12204. .12356, 12744. .12870 

(AC018722) putative two-component response regulator protein 
[Arabidopsis thaliana] 



44932 Seq. ID 

94821 Strand 

6484 End 

OJ000251_22. 04 03.C12.o3.gp Method 

8820 End 

3768839 Score 



OJ000251_22.0403.C12 

16787 
AAT/GAP 
9424 
786 



46105 




Exons 8820.. 9170, 9349.. 9424 



Seq. No. 


44932 




Seq. ID 


OJ000251 


_22.0403 


.C12 


Gene No. 


94821 




Strand 










64ft 4 

U *i O *i 




End 


16787 






Name 


n.Tnnn^^i 99 n4m pi 9 


. o3 . gs 


Method 


GENSCAN 






O L Cll L 


j yj y y 




End 


16787 






P,T 






Score 


.56 






TT v i^v r~i o 


QOQQ Q1*70 Q14Q 1 H 


409, 11573. .11983, 


12029. .12175, 






19904 191^6 197Q1 


1 OQQC 

. Izooo, 


13128. .13161, 13492 


. . 1 Jo Jl , 






15897. .16038, 16750. 


i an qh 
. 1 o / o 1 










JC^ • INU t 


44 919 
1 1 ^ j 




o rt rt- in 

beq. lu 


OJUUUZD 1 


_22.0403 


P1 9 

.LIZ 


Con o TvJo 


Q4 ft 91 




Strand 








OLal L. 


64 R4 




End 


Id fol 






LNcUlitr 


O.Tfin09M 99 0401 PI 9 


. o 4 . gp 


Method 


AAT/GAP 








Q4 1 1 ~ 
-? 1 1 1 




tr « ^ 

hna 


y / 1 u 








99ft D64 1 

Z Z O U D 4 -J 




Score 


c c c 

boo 






Exons 


9411. .9710 














4 4 Q19 




Seq. ID 


OJ000251 


O O A A A *5 

22 . 0403 


PI 9 
. LIZ 


(~1 Ann Mo 


Q4 ft 9 1 

.7 4 O Z 1 




Strand 










64 ft 4 

04 0 4 




End 


16787 






Name 


.n.Tnnn9M 99 n4n^ pi 9 

UJUUUZjl ZZ.U*iUj.LlZ 


.00. gp 


Method 


AAT/GAP 






o Lai L 


1 9 ft S7 _ 




End 


13291 






Ol 


S6Q1 7 6 




Score 


744 






Exons 


1 9ft S7 1 ^9 Q1 

liO J / . . 1 jZ 31 












Seq. No. 


44932 




Seq. ID 


OJ000251 


O O A A A "3 

22 . 0403 


.C12 


Gene No. 


94822 




Strand 








u Lai L 


94 Q7 S 




End 


33090 






Name 


0.10 00 9^1 99 040^ PI 9 
vUUUUZ jl ZZ , U4Uj . LIZ 


. o5 . gs 


Method 


GENSCAN 








94 Q7 R ~~ 
z h y / d 




End 


33090 








IlLJllG 




Score 


. 69 








94Q7S 9Rn^ft 9M 1 9 
/ J. .ZjUJO, ZjIIZ . 


.25345, 


26019. .26252, 26505 


. .26552, 






9664R 96ftft1 976fm 


.27641, 


28974. .29252, 29426 


. .29704, 






?177Q 11Q44 19Qft9 


.33090 










Seq. No. 


44932 




Seq. ID 


OJ000251_ 


_22.0403, 


.C12 




94822 




Strand 








Cfarf 

o Lai L 


24975 




End 


33090 






ln diut; 


OJ000251 22.0403.C12 


. o5.np 


Method 


AAT/NAP 






O L a -L L 


25983 




End 


29284 






PT 
O I 


2980764 




Score 


965 






Exons 


25983. .26252, 26505., 


.26606, 


26645. .26881, 28953 


. .29284 




GI Descrip. 


(AL022198) putative protein 


[Arabidopsis thaliana] 




uCVj^ IN LJ • 


44932 




Seq. ID 


.OJ000251_ 


_22.0403, 


PI 9 


kJCllG LNO . 


94823 




Strand 








Start 


33959 




End 


37893 






Name 


OJ000251 22.0403.C12, 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


1068 




End 


1326 






GI 


none 




Score 


183 






Exons 


1068. .1325, 1069. .Ill 


32, 111'3 


..1205, 1222.. 1326 






Seq. No. 


44932 




Seq. ID 


OJ000251_ 


_22.0403. 


,C12 


Gene No. 


94823 




Strand 









46106 






otart 










End 


3 to 33 




Name 


OJU0U251 22 


.04 03. 


C12 . o4 


. tc 


Method 


TBLASTX : Cress 




Start 


116 / 








End 


14 91 




GI 


none 








Score 


o9 




Exons 


lib/- . 1 J 1 y , 


12 Jl . 


.1320, 


1384. 


1 A O 1 IO 

.14 31, 13 


yb . . 14 yU 




Seq. No. 


44932 








Seq. ID 


OJ000251_22.04 03.C12 




Gene No. 


94823 








Strand 






btart 










End 


37893 




Name . 


OJUUU2D1 22 


f"l A Pi O 

. 04 03 . 


C12.ol2.tm 


Method 


TBLASTX: Maize 




Start 


1 TOT 

loo / 








End 


1653 




bl 


none 








Score 


100 




Exons 


TOOT 1 jIQQ 

lOO / . . 14 OO , 


1 0 n 0 


1 A O 1 

. 14c / / 


1 c c ez 

15 bo . 


.1640, 1567. .1653 




Seq. No. 


44932 








Seq. ID 


OJ000251_22.04 03.C12 




Gene No. 


94823 








Strand 






otart 


jj y o y 








End 


37893 




Name 


UJUUUZDl 22 


. U4 U3 . 


C12 . OO 


. ts 


Method 


TBLASTX: Soybean 




Start 


14U1 








End 


1641 




GI 


none 








Score 


70 




Exons 


1 4 U 1 . . 1 4 y u , 


1 /I oc 

14 Jo . 


1 A O O 

. 1488, 


1572 . 


.1640, 1579. .1641 




Seq. No. 


A A C\ O O 

4 4 932 








Seq. ID 


OJ000251_22.0403.C12 




Gene No. 


94823 








Strand 






Start 


33959 








End 


378 93 • 




Name 


OJUUUzol 22 


. 0403 . 


C12.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


334 3 








End 


4132 




GI 


none 








Score 


264 




Exons 


334 3 . . 344 / , 


0 0 c 0 


.3597, 


3432. 


.3482, 3613. .4131, 3619.. 4113, 






O O ^ ("i >l 1 o o 

3d b9 . . 4132 












i _ jj 

a :! = 


Seq. No. 


4 4 y 32 








Seq. ID 


OJ000251_22.0403.C12 


s br 


Qpnp Mo 


94823 








Strand 






. Start 


33959 








End 


37893 




Name 


OJ000251 22 


.0403. 


C12.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


3343 








End 


4132 




GI 


none 








Score 


303 




Exons 


3343. .34 47, 


3358. 


.3597, 


3429.' 


.3482, 3531. .3596, 3613;. 4131, 






3619. .4113, 


3621. 


.4127, 


3848 . 


.4132 





□ Seq. No. 


44932 








Seq. ID 


OJ000251_22.0403.C12 


Gene No. 


94823 








Strand 




Start 


33959 








End 


37893 


Name 


OJ000251 22 


.0403 


.C12.o3, 


. tm 


Method 


TBLASTX: Maize 


Start 


3349 








End 


3807 


GI 


none 








Score 


392 


Exons 


3349. .3447, 


3358 


. .3669, 


3423. 


.3665, 3627.. 3806, 3670.. 3807 


Seq. No. 


44932 ' 








Seq. "ID 


OJ000251_22.0403.C12 


Gene No. 


94823 








Strand 




Start 


33959 








End 


37893 


Name 


OJ000251 22 


.0403 


.C12.o5. 


. tm 


Method 


TBLASTX: Maize 


Start 


3903 








End 


4150 


GI 


none 








Score 


420 


Exons 


3903. .4148, 


3904 


. .4149, 


3905. 


.4150 




Seq. No. 


44932 








Seq. ID 


OJ000251_22. 04 03.C12 



46107 




Gene No. 


94823 




Strand 




C 4- -3 y~ 4- 








j / 0 y j 


Name 


UJUUUZ01 ZZ.U4U.3. 


P1 9 r\ 1 n +-m 

L*±z . oiu . tm 


fv VT *-\ +— V\ /-^ 


1 oLiAo 1 a . Ma 1 z e 


otari. 


Dfl 0 / 




Hina 




C T 


none 




Score 


ICQ 

± 0 y 


Exons 


£AQ1 fif^fi'} £4ftQ 
D4 O / . . DDDj/ 04 0 y . 


. DOOZ , 04 y L 


1 . . DDDj 




Seq. No. 


44932 




Seq. ID 


OJ000251_22.0403.C12 


Gene No. 


94823 




Strand 






J O ^ D 




r nr i 

HjIIU 


070Q'} 


Name 


UUUUUZOl ZZ.U4UO. 


LIZ . 04 . t S 


r-\ \- \-\ /~\ /~J 

ixie inoa 


1 dlao 1 a . ooyoean 


ouar c 


0 y H y 




_nci 


/ 4 / y 


p t 


none 




Score 


01 c 


Exons 




7 A 7 Q 

. . / 4 / y 






Seq. No. 


44932 




Seq. ID 


OJ000251_22.0403.C12 


Gene No. 


94823 




Strand 






j j " j 




Hina. 


0 / 0 y j 


Name 




LIZ . OO . T_C 


Me inoa 


1 biiAb 1 a : uress 


0 taxx 


7 9 1 n — 
/ z ± u 




tnu 




P T 


none 




Score 


9 1 C5 


Exons 


79 in 77 "57 








Seq. No. 


44932 




Seq. ID 


OJ000251j22.0403.C12 


Gene No. 


94823 




Strand 




O 4- -V-+- 

otart 


OOQC Q 

jjyj y 






0 / 0 yo 


Name 


UOUUUZOl ZZ.U4UO. 


uiz . 01 x . tm 


Method 


1 bLiAo i a : Maize 




7 9 9 Q 
/ ZZo 




tna 


7 c: 7 9 


P T 


none 




Score 


7 c: 


Exons 


7990 7R79 7^R7 


7C79 






oeq . no. 


4 4 y 0^ 




Seq. ID 


OJ000251_22.0403.C12 


bene lno . 


y 4 OZ .3 




Strand 






0 0 y 0 y 




End 


37893 


Name 


UUUUUZ 01 ZZ.U4U.3. 


pi 0 ^ 0 4-™ 

1 z . oz . cm 


Method 


TBLASTX: Maize 


Of a r*+- 


9016 . 




End 


10598 




none 




Score 


37' 


Exons 


9016. .9066, 9018. 


.9065, 9039 


..9128, 9068. .9130, 9100. .9129, 




9121.. 9174, 9132. 


.9188, 9133 


..9186, 9302. .9448, 9349. .9483, 




9458.. 9523, 9574. 


.9729, 9590 


..9688, 9618. .9734, 9722. .10009, 




9725.. 9811, 9733. 


.10011, 984 


8. .10030, 


9979. .10101, 9980. .10117, 




10019. .10117, 10110. .10232, 


10115. .102 


31, 10138. .10233, 




10240. .10266, 10264. .10368, 


10265. .103 


69, 10367. .10426, 




10372. .10476, 10375 .. 1047 6, 


10377. .104 


90, 10379. .10477, 




10467. .10598, 104 


69. .10573 






beq . no . 


44932 




Seq. ID 


OJ000251_22.0403.C12 


Gene No . 


94823 




' Strand 




Start 


33959' 




End 


37893 


Name 


OJ000251 22.0403. 


C12.o3.tc 


Method 


TBLASTX: Cress 


Start 


11151 




End 


12841 


GI 


none 




Score 


68 


Exons 


11151. .11225, 111 


57. .11225, 


11572. .116 


61, 11574. .11723, 




11829. .11984, 118 


63. .11982, 


12196. .12363, 12208 12351 , 




12745. .12840, 127 


46. .12841 






Seq. No. 


44932 




Seq. ID 


OJ000251_22.0403.C12 



46108 



Gene No. 
Start . 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

H Exons 

as. 

ffi Seq. No. 

%l Gene No. 

_f Start 

*J Name 

,y Start 

,3 GI 

= i= Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



94823 Strand 

33959 End 

OJ000251_22 . 0403 . C12 . 08 . tm Method 

11826 End 

none Score 



37893 

TBLASTX: Maize 

12850 

205 



11826. .11984, 11827. .11982, 11834 .. 11983, 12196 12363, 
12205. .12345, 12735 .. 12791, 1274 5 .. 1284 9, 12746.. 12850 



44932 Seq. ID 

94823 Strand 

33959 End 
OJ000251_22 . 0403 . C12 . o5 . ts Method 

11856 End 

none Score 

11856. .11984, 11857. .11982, 

12745. .12840, 12746. .12841 

44932 

94823 Strand 

33959 End 
OJ000251_22. 04 03.C12.ol. tw Method 

12178 End 

none Score 



OJ000251_22.0403.C12 
37893 

TBLASTX : Soybean' 
12841 
128 

12196. .12363, 12205. .12351, 



Seq. ID OJ00025J_22.0403.C12 



37893 

TBLASTX: Wheat 

12364 

96 



12178. .12357, 12199. .12342, 12200. .12364 



44932 
94823 
33959 
OJ000251 
25967 
none 
25967 
26040 
26505 



22.0403.C12.o6.tm 



26023, 
26252, 
26681, 



26646. .26885, 



25971. 
26043. 
2.6506. 
26646. 



.26021, 
.26168, 
.26559, 



Seq. ID 

Strand 

End 

Method 

End 

Score 
25975. .26034, 
26044. .26256, 
26633. .26881, 



OJ000251 22.0403.C12 



37893 

TBLASTX: Maize 
26886 
61 

25975. .26022, 
26475. .26558, 
26645. .26884, 



.26885, 26647. .26886 



44932 
94823 
33959 

OJ000251_22.0403.C12.o3.ts 
26028 
none 
26028. 
26633. 
28976. 



26252, 26077. 
26875, 26645. 
29044 



26256, 
26884, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

26505 

26652 



OJ000251 22.0403.C12 



37893 

TBLASTX : Soybean 
29044 
125 

26681, 26506. .26553, 
26882, 27605. .27655, 



Seq. No. ' 44932 - Seq. ID 

Gene No. 94823 Strand 

Start 33959 End 

Name OJ00025 1_22 .0403. C12 . o2 . tc Method 

Start 26062 End 

GI none Score 
Exons 



OJ000251_22.0403.C12 
37893 

TBLASTX: Cress 

29288 

134 



26062. .26199, 26065 .. 2 6190, 26085 .. 2621 9, 2 6187 .. 26252 , 

26496. .26555, 2 6518 26553, 2664 5 .. 26884 , 2*6652 .. 2 6885 , 

27605. .27655, 28976 .. 2914 6, 28 983 .. 2914 7 , 2 9201 .. 29251 , 

29201. .29284, 29262. .29288 



46109 



Seq. No. 


44932 






Gene No. 


94823 






Start 


33959 






Name 


OJ000251 22.0403.C12 


.o9. tm 


Start 


29003 






GI 


none 






Exons 


29003. . 


.29236, 29004. 


. 29171, 


Seq. No. 


44932 






Gene No. 


94823 






Start 


33959 






Name 


OJ000251 22.0403.C12 


. 06 . gs 


Start 


33959 






GI 


none 






Exons 


33959. . 


,34322, 34989. 


. 35068, 




35882. . 


,36708, 36789. 


. 37818 


Seq. No. 


44932 






Gene No. 


94823 






Start 


33959 






Name 


OJ000251 22.0403.C12, 


. ol . tm 


Start 


34888 






GI 


none 






Exons 


34888. . 


,35073, 34888., 


.34989, 




35252. . 


,35332, 35254.. 


. 35319, 




35317. . 


,35358, 35318., 


.35359, 




35456. . 


35683, 35456., 


.35623, 




35629. . 


35685, 35630., 


.35686, 




35889. . 


36578, 35981., 


.36580 


Seq. No. 


44932 






Gene No. 


94823 






Start 


33959 






Name 


OJ000251 22.0403.C12. 


, o 6 . np 


Start 


34892 






GI 


7269836 




Exons 


. 34892.. 


35053, 35245. . 


.35356, 


GI Descrip. 


(AL161574) putative protein 


Seq. No. 


44932 






Gene No . 


94823 






Start 


33959 






Name 


OJ000251 22.0403.C12. 


,o2 . ts 


Start 


35891 






GI 


none 






Exons 


35891. . 


35986, 35892.. 


,35975, 




36242. . 


36298 




Seq. No. 


44932 






Gene No. 


94823 






Start 


33959 






Name 


OJ000251 22.0403.C12. 


o4 . tm 


Start 


36865 






GI 


none 






Exons 


36865. . 


36909, 36866.. 


36910, 




36936. . 


37289, 36948.. 


37376, 




36983. . 


37378 





Seq. ID OJ000251_22.0403.C12 
Strand 

End 37893' 

Method TBLASTX : Mai ze 

End 29284 

Score 117 



Seq. ID OJ000251_22.0403.C12 
Strand 

37893 



End 
Methoc 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 

34889 

35256 

35454 

35530 

35879 



37818 
.55 



OJ000251 22.0403.C12 



37893 

TBLASTX: Maize 
36580 
100 

35074, 34890. .35075, 
35327, 35313. .35357, 
35597, 35455. .35625, 
35643, 35627. .35683, 
35947, 35879. .36580, 



Seq. ID OJ000251_22.0403.C12 
Strand 

End 37893 

Method AAT/NAP 

End 37893 

Score 1743 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_22.0403.C12 
37893 

TBLASTX: Soybean 

36298 

72 



35961. .36239, 35972 .. 36238 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 

36868 

36950 



OJ000251 .22.0403.C12 



37893 

TBLASTX : Maize 
37378 

58 * J - 
36924, 36870. .36926, 
37378, 36958. .37377, 



46110 



Seq. No. 44932 Seq. ID 

Gene No. 9.4823 'Strand 

Start 33959 End 

Name OJ000251_22 . 0403 . C12 . 06 . tc Method 

Start 37252 End 

GI none Score 

Exons 37252. .37482 



OJ000251_22.0403.C12 
37893 

TBLASTX: Cress 

37482 

211 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44933 Seq. ID 

94824 Strand 

11623 End 

OJ000251_22. 04 03.C13.o3.gs Method 

11623 End 

none Score 



OJ000251_22.0403.C13 
+ 

17276 
GENSCAN 
16768 
.73 



11623. .12146, 12166. .14018, 14135 15413, 15448 .. 15625, 
15745. .15895, 1597 1 1624 3, 16262 .. 16462, 16501. .16768 



OJ000251_22.0403.C13 
+ 

17276 
AAT/NAP 
17036 
3112 



Seq. No. 44933 Seq. ID 

Gene No. 94824 Strand 

Start 11623 End 

Name OJ000251_22 . 0403 . C13 . o3 . np Method 

Start 14728 . End 

GI 7248394 Score 

Exons 14728. .15376, 15420 .. 15701 , 15971.. 17036 

GI Descrip. (AP001389) ESTs C97394 {C60113 ) , AU075824 ( R0165 ) , D38 985 {R01 65 ) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC00644 6) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44933 Seq. ID 

94824 Strand 

11623 End 

OJ000251_22 . 0403 . C13 . o4 . np Method 

15437 End 

7485351 ■ Score 



OJ000251_22.0403.C13 
+ 

17276 
AAT/NAP 
17276 : 
268 



15437. .15542, 157 94 .. 158 95 , 16816. .17276 
hypothetical protein F10M6.140 - Arabidopsis thaliana 
gi|2864621|emb|CAA16968.1| (AL021811) hypothetical protein 
[Arabidopsis thaliana] gi | 7270126 | emb | CAB79940 . 1 | (AL161580) 
hypothetical protein [Arabidopsis thaliana] 



44933 Seq. ID 

94825 Strand 

1 End 

OJ000251_22 . 0403 . C13 . ol . np Method 

1 ' End 

7269836 Score 



OJ000251_22.0403.C13 

4461 
AAT/NAP 
4461 
1314 



1..339, 507. .726, 808. .984, 1244. .1349, 2068. .2147, 2998. .3158, 
3233. .3278, 3470. .3592, 4071. .4145, 4261. .4461 



GI Descrip. (AL161574) putative protein [Arabidopsis thaliana] 



Seq. No. 44933 

Gene No. 94825 

Start 1 

Name OJ000251_22 . 04 03 . C13 . ol . gs 



Seq. ID OJ000251_22.0403.C13 
Strand 

End 4 4 61 

Method GENSCAN 



46111 



Start 
GI 

Exons 



220 End 4461 

none Score .76 

220. .726, 808. .984, 1127. .1349, 2068 . ~. 2147 , ' 2998 .. 3158 , 

3233. .3278, 3470. .3592, 4071. .4145, 4261. .4461 



: ==3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44933 
94826 
7008 

OJ000251_22.0403.C13.o3.tm 

654 

none 



Seq. ID OJ000251_22.0403.C13 
Strand 

End 11353 

Method TBLASTX : Mai ze 

End 3120 

Score 67 



654. .728, 655. .741, 655.-729, 774. .986, 805. .1002, 806. .985, 
808. .987, 1231. .1368, 1241. .1348, 1243. .1377, 2058. .2147, 
2065. .2148, 2067. .2150, 2995. .3030, 2997. .3119, 2998. .3120, 
2999. .3118, 3000. .3119, 3073. .3120 



44933 
94826 
7008 

OJ000251_22.0403.C13.o2.np 

6577 

4680492 



Seq. ID OJ000251_22.0403.C13 
Strand 

End 11353 

Method AAT/NAP 

End 11093 

Score 549 



6577.. 6932, 7928. .7965, 11068.. 11093 

(AF119222) putative reverse transcriptase [Oryza sativa] 



44933 
94826 
7008 

OJ000251_22.0403.C13.o2.gs 

7008 

none 



Seq. ID OJ000251_22.0403.C13 
Strand 

End 11353 

Method GENSCAN 

End 11353 

Score . 68 



7008. .7178, 8875. .9012, 9899. .9975, 1097 1 .. 11178 , 11318. .11353 



44933 
94827 
1331-9 

OJ000251_22.0403.C13.o4.tm 

13319 

none 



Seq. ID OJ000251_22.0403.C13 
•Strand 

End 13615 

Method TBLASTX : Mai ze 

End 13615 

Score 157 



13319. .13444, 13336 .. 134 43, 134 69 .. 13615, 13474. .13590 



Seq. No. 44933 

Gene No. 94828 

Start 14839 

Name OJ000251_22 . 0403 . C13 . o3 . ts 

Start 14839 

GI none 

Exons 14839.. 15189 



Seq. ID OJ000251_22.0403.C13 
Strand 

End 15189 

Method TBLASTX : Soybean 

End 15189 

Score 191 



Seq. No. 44933 

Gene No. 94829 

Start 15832 

Name OJ000251_22 . 04 03 . C13 . ol . tw 

Start 15832 

GI none 
Exons 



Seq. ID OJ000251_22.0403.C13 
Strand 

End 16721 

Method TBLASTX : Wheat 

End 16240 

Score 607 



15832. .16239, 1584 9. .16166, 15958. .16188, 16142. .16240 



46112 






Seq. No. 


44933 




Seq. ID 


OJ000251_22.0403 


.C13 




Gene No. 


94829 




Strand 










1 RP.^9 

1 JO J£ 




ITnH 
LjUU 


1 C7 9 1 
X O / Z 1 






Name 


n"rnoo9ci oo hahi m "5 


/-\ 9 4- m 

. oz . tm 


Method 


1 BLiAb 1 x : Ma 1 z e 






Of--) v-+- 


1 cp QO — 

lJO :7Z 




Lna 


lOlU / 






PT 


none 




Score 










1 ^RQ? 16107 l^ftQZl 


. 1 0 1 u 0 










Seq. No. 


44933 




Seq. ID 


OJ000251_22.0403 


.C13 




Gene No. 


94829 




Strand 








uLai L 






End 


16721 






Name 


riT0009m 99 n/n^ m *3 


. ol . tin 


Method 


TBLASTX: Maize 






C4- a y-f- 
OLdl L 


1 £i op, ~~ 




End 


16568 






\J X 


none 




Score 


438 






T? von Q 


1 61 OP. 164R9 1 ci np 




164 60. .16567, 164 61. .16568 






Seq. No. 


44933 




Seq. ID 


OJ000251_22.0403 


.C13 




Gene No. 


■,: 94829 




Strand 








OLal L 


"1 ■=> ft "3 9 




End 


16721 






Name 


UUUUUZ 31 Z Z . U^tU J . UlJ . 


. OZ . l s 


Method 


TBLASTX: Soybean 






OL a. IT L 


1 £9 
X DZ D D 




End 


16721 








none 




Score 


162 






Exon s 


lOZjj , . X 04 OZ , 1 OZ :7U . . 


IOj / y , 


164 61. .16535, 16536. .16721 






Seq. No. 


44933 




Seq. ID 


OJ000251_22.0403 


.C13 




Gene No. 


94829 




Strand 






in 


O Lai U 


1 Rft "39 

lJO JZ 




End 


16721 




a : - 

I ii 


Name 


070009^1 99 n/im n i 


o3 . tw 


Method 


TBLASTX: Wheat 




3 ~S 




1 coco 
X OZ Do 




End 


16637 






r; t 


none 




Score 


143 




ly 


Exon S 


XDZJO. . 1 O 4 3 Z , XDjIZ. . 


1 OH U 1 / 


16536. .16637 




: ir 


oeq. in o . 






Seq. ID 


OJ000251_22.0403, 


. Cli 




Gene No. 


94830 




Strand 








Start 


16874 




End 


17276 






LN CUIIC 


n. 70009^1 99 ozio^ n *3 


0 1 -ho 
Ol .IS 


Method 


TBLASTX : Soybean 






Of a y-+- 






End 


17276 






r>T 
ox 


none 




Score 


193 




% 5? 


Exons 


*\ fiftl A 1700P. 1 coic 
XOO/*i. . 1 / U U O , 100 / o . . 


1 7H1 Q 
1 / U 10 / 


16875. .17012, 17048. .17134, 








1704Q 17976 17174 

l/U*i_?..l/Z/0, 1/1/4.. 


1797c 
1 / z / 0 








P 


Seq. No. 


44933 




Seq. ID 


OJ000251_22.0403, 


■ C13 




Gene No. 


94830 




Strand 








O Lai L 


100 ' 4 




End 


17276 






Name 


PiT0009 c ,1 99 fl/IO'* PI 1 
UUUUUZ j-1 ZZ. U4Uj . LlJ . 


^9 fit 

oz . tw 


Method 


TBLASTX: Wheat 






OLdL L 


1 6Q90 
IOjZU 




End 


17276 






C1T 
\j x 


none 




Score 


89 








1CQ90 1*7finQ 17riC*3 

loyzu. .i/uuy, 1 / uoj . . 


1 7 1 *3 7 
I / 1 J / f 


17064. .17276, 17168. .17269 






Seq. No. 


A A Ci O A 

4 4 9 J4 




Seq. ID 


OJ000251_22.0403. 


, C14 




Gene No. 


94831 




Strand 


+ 






Start 


1 




End 


1404 






Name 


OJ000251 22.0403.C14. 


ol . np 


Method 


AAT/NAP 






Start 


1 




End 


1380 






GI 


7228457 




Score 


468 






Exons 


1. .1380 











GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 



46113 



retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 44934 

Gene No. 94831 

Start 1 

Name OJ000251_22 . 0403 . C14 . ol . tm 

Start 380 

GI none 

Exons 380.. 559, 554.. 778 



Seq. ID OJ000251_22.0403.C14 

Strand + 

End 1404 

Method TBLASTX : Mai ze 

End 778 

Score 82 



Seq. No. 44934 

Gene No. 94831 

Start 1 

Name OJ000251_22 . 04.03 . C14 . o2 . ts 

Start 404 

GI none 

Exons 404.. 799, 479.. 619, 505.. 699 



Seq. ID OJ000251_22.0403.C14 

Strand + 

End 1404 

Method TBLASTX : Soybean 

End 799 

Score 242 



Seq. No. 44934 

Gene No. 94831 

Start 1 

Name OJ000251_22 . 0403 . C14 . ol . tw 

Start 949 

GI none 

Exons 949.. 1089, 1141.. 1365 



Seq. ID OJ000251_22.0403.C14 

Strand + 

End 1404 

Method TBLASTX : Wheat 

End 1365 

Score 87 



Seq. No. 44934 

Gene No. 94831 

Start 1 

Name OJ000251_22 . 04 03 . C14 . ol . ts 

Start 1141 

GI none 

Exons 1141.. 1386, 1185.. 1271, 1347. 



Seq. ID OJ000251_22.0403.C14 

Strand + 

End 1404 

Method TBLASTX : Soybean 

End 1386 

Score 247 
.1382 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44934 
94831 
1 

OJ000251_22.0403.C14 .o2.tm 

1159 

none 



Seq. ID OJ000251_22. 04.03. C14 

Strand + 

End 1404 ' 

Method TBLASTX : Mai ze 

End 1404 

Score 97 



1159. .1236, 1222. .1290, 1288. .1398, 1306. .1404 



Seq. No. 44935 

Gene No. 94832 

Start 449 

Name OJ000251_22 . 04 03 . C15 . ol . gs 

Start 449 

GI none 

Exons 449. . 745 



Seq. ID OJ000251_22.0403.C15 

Strand + 

End 745 

Method GENSCAN 

End 745 

Score .98 



Seq. No. 44936 

Gene No. 94833 

Start 98 

Name OJ000251_22 . 04 03 . CI 6 . ol . gs 

Start 98 

GI none 



Seq. ID OJ000251_22.0403.C16 

Strand + 

End . 1261 

Method GENSCAN 

End 1200 

Score . 62 



46114 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. *No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 



98. .161, 801. .838, 936. .1039, 1152. .1200 



44936 
94833 
98 

OJ000251_22.0403.C16.ol.tm 

785 

none 



Seq. ID OJ000251_22.0403.C16 

Strand + 

End 1261 

Method TBLASTX : Mai ze 

End 1261 

Score 51 



785. .814, 790. .819, 915. .1040, 935. .1075, 1000. .1041, 
1148. .1225, 1148. .1222, 1149. .1223, 1150. .1227, 1232. .1261 



44936 
94833 
98 

OJ000251_22.04 03.C16.ol.gp 
790 

723 1.R1084 



Seq. ID OJ000251_22.0403.C16 

Strand + 

End 1261 

Method AAT/GAP 

End 1261 

Score 429 



790. .838, 936.. 1039, 1152.. 1261 

'576771/gb|U16256|OSU16256 0.0e+00 Oryza satiya cone SRI 
sucrose-regulated mRNA, 3 fI -end sequence 1 



44936 
94833 
98 

OJ000251_22 .04 03.C16.ol.tw 

927 

none 



Seq. ID OJ000251_22.0403.C16 

Str-and , + 

End 1261 

Method TBLASTX : Wheat 

End 1261 

Score 180 



927. .1040, 935. .1075, 936. .1040, 1000. .1041, 1148. .1198, 
1149. .1199, 1149. .1196, 1150. .1212, 1160. .1186, 1231. .1257, 
1232. .1261, 1232. .1261 



44936 
94833 
98 

OJ000251_22. 0403.C16.ol.np 
933 

1710551 
933.. 1039, 1152.. 1197 

60S RIBOSOMAL PROTEIN L39 gi | 1177369 | emb | CAA64 728 . 1 | (X95458) 
ribosomal protein L39 [Zea mays] 



Seq. ID OJ000251_22.0403.C16 

Strand + 

End 1261 

Method AAT/NAP 

End 1197 

Score 246 



44936 
94833 
98 

OJ000251_22. 0403.C16.ol.tc 

935 

none 



Seq. ID OJ000251_22.0403.C16 

Strand + 

End 1261 

Method TBLASTX : Cress 

End 1200 

Score 167 



935. .1042, 936. .1040, 1149. .1196, 1150. .1200 



.44936 
94833 
98 

OJ000251_22.04 03.C16.ol.ts 

935 

none 



Seq. ID OJ000251_22.0403.C16 

Strand + 

End 1261 

Method TBLASTX : Soybean 

End 1201 

Score 189 



935. .1075, 936. .1040, 1129. .1191, 1149. .1196, 1150. .1200, 
1163. .1201 



46115 



Seq. No. 


44937 


Seq. ID 


OJ000251 


_22, 


.0403 


.C27 


Gene No. 


94834 


Strand 










Start 


1129 


End 


1622 








Name 


OJ000251 22.0403.C27.ol.gp 


Method 


AAT/GAP 








Start 


1129 


End 


1622 








GI 


576771 


Score 


804 








Exons 


1129. .1339, 1366. .1622 












GI Descrip. 


576771/gb| U16256 JOSU16256 0.0e+00 Oryza sativa 


cone SRI 






sucrose-regulated mRNA, 3 1 -end sequence 








Seq. No. 


44938 


Seq. ID 


OJ000251 


22. 


. 0403 


.C30 


Gene No. 


94835 


Strand 










Start 


1 • 


End 


716 








Name 


OJ000251 22.0403.C30.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


429 








GI 


5902447 


Score 


527 








Exons 


1..429 












GI Descrip. 


.(AB030283) orf4 [Oryza sativa; 


1 










Seq. No. 


44938 


Seq. ID 


OJ000251 


22 . 


0403, 


.C30 


Gene No. 


94835 


Strand 










Start 


1 


End 


716 








Name 


OJ000251 22.0403.C30.ol.gs 


Method 


GENSCAN 








Start 


125 


End 


629 








GI 


none 


Score 


. 5 








Exons 


125. .330, 369. .441, 528. .629 












Seq. No. 


44938 


Seq. ID 


OJ000251 


22. 


0403. 


.C30 


Gene No. 


94835 


Strand 










Start 


1 


End 


716 








Name 


OJ000251 22.0403.C30.o2.np 


Method 


AAT/NAP 








Start 


519 


End 


716 








GI 


5902448 


Score 


334 








Exons 


519. .716 












GI Descrip. 


(AB030283.) orf3 [Oryza sativa] 












Seq. No. 


44939 


Seq. ID 


OJ000251 


_22. 


0403. 


,C35 


Gene No. 


94836 


Strand 


+ 








Start 


386 


End 


1633 








Name 


OJ000251 22.0403.C35.ol.gs 


Method 


GENSCAN 








Start 


386 


End 


1633 








GI 


none 


Score 


.67 








Exons 


386. .410, 1398. .1633 












Seq. No. 


44940 


Seq. ID 


OJ000251_ 


22. 


0403. 


C42 


Gene No. 


94837 


Strand 


+ 








Start 


253 


End 


632 








Name 


OJ000251 22.0403.C42.ol.gs 


Method 


GENSCAN 








btart 


253 


End 


632 








GI 


none 


Score 


.73 








Exons 


253. .466, 550. .632 












Seq. No. 


44941 


Seq. ID 


OJ000251_ 


_22. 


0403. 


C44 


Gene No. 


94838 


Strand 










Start 


1 


End 


650 








Name 


OJ000251 22.0403.C44.ol.np 


Method 


AAT/NAP 









- 46116 





Start 


1 


End 


650 




GI " 


^..2498930 


Score 


7 62 




Exons 


■■"1.-419, 587. . 650 








GI Descrip. 


DORSAL- VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 






PROTEIN) gi 11203794 (U18774) 


Sog [Drosophila melanogaster ] 




Seq. No. 


44941 


Seq. ID 


OJ000251 22.0403.C44 




Gene No. 


94838 


Strand 






Start 


1 


End 


650 




Name 


OJ000251 22. 0403. C44 .ol.gs 


Method 


GENSCAN 




Start 


117 


End 


646 




GI 


none 


Score 


.47 




Exons 


117 . . 419, 587 . . 646 








Seq. No. 


44942 


Seq. ID 


OJ000301 17. 0410. C2 




Gene No. 


94839 


Strand 


+ ~~ 




Start 


580 


End 


2338 




Name 


OJ000301 17. 0410. C2. ol.gs 


- Method 


GENSCAN 




Start 


580 


End 


2338 




GI 


none 


Score 


. 88 




Exons 


580. .652, 2265. .2338 








Seq. No. 


44942 


Seq. ID 


OJ000301 17 0410 C2 




Gene No. 


94840 


Strand 


+ 




Start 


4734 


End 


5740 




• Name 


OJ000301 17.0410.C2.o3.gs 


Method 


GENSCAN 




Start 


A 734 ' 


End 


5740 




GI 


none 


Score 


.45 




Exons 


4734.-5552, 5639. .5740 






: . ; 
: ^ 


Seq. No. 


44942 


Seq. ID 


OJ000301_17.0410.C2 




Gene No. 


94841 


Strand 


+ 




Start 


8376 


End 


14752 


3: 


Name 


OJ000301 17.0410.C2-o2.np 


Method 


AAT/NAP 




Start 


8019 


End 


11186 




GI 


7228442 


Score 


2862 


1 .3. 


Exons 


8019. .10665, 11005. .1118 6 








GI Descrip. 


(AP001366) EST C28 952 (C62 945 ) corresponds to a region of the 






predicted gene.; Similar to 


maize transposon MuDR mudrA protein 






isolog. (AC003981) [Oryza sativa] 




i.jj 


Seq. No. 


44942 


Seq. ID 


OJ000301_17.0410.C2 




Gene No. 


94841 


Strand 


+ 




Start 


8376 


End 


14752 




Name 


OJ000301 17.0410.C2.o4 . gs 


Method 


GENSCAN 




Start 


8376 


End 


14752 




GI 


none 


Score 


.64 




Exons 


8376. .9470, 9618. .10155, 10426 /. 10680 , 


11095. .11211, 






11324. .11413, 11605. .11825, 


11918. .12112, 12135. .12173, 






12312. .12391, 124 4 0. .12447, 


12486. .12784, 13520 .. 13840, 






14618. .14752 








Seq. No. 


44942 


Seq. ID 


OJ000301_17 .0410.C2 




Gene No. 


94841 


* Strand 


+ 




Start 


8376 


End 


14752 




Name 


OJ000301 17.0410.C2.o4.np 


Method 


AAT/NAP 




Start 


8865 


End 


14710 



46117 



• 



GI 7228438 Score 1706 

Exons 8865.. 10128, 10298 .. 10762, 11277 .. 11825, 11918 .. 12068 , 

13419. .13846, 14650. .14710 
GI Descrip. (AP001366) EST C28 952 (C62945 ) corresponds- to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 

isolog (AC003981) [Oryza sativa] 



Seq. No. 44942 Seq. ID 

Gene No. 94841 - Strand 

Start 8376 End 

Name OJ000301_17 . 04 10 . C2 . o3 . np Method 

Start 9009 End 

GI 6815062 Score 

Exons 9009.. 9540, 9568.. 9706, 9824.. 10583, 

14354. .14385 

GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence; mudrA like protein (AC004561) [Oryza 
sativa] 



OJ000301_17.0410.C2 
+ 

14752 
AAT/NAP 
14385 
601 

10715. .10972, 



11403. .11573, 



Seq. No. 
Gene No. 
Start 
Name 
Start 



- GI 



Exons 



I GI Descrip. 



OJ000301_17.0410.C2 
+ 



44942 
94841 
8376 

OJ000301_17. 0410.C2.o5.np 
9052 

7228438 " 

9052.. 10128, 10298. .10762, 
13419. .13840 

(AP001366) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



14752 
AAT/NAP 
13840 
1454 



11277. .11825, 11918. .12068, 



:;~ Seq. No. 44942 Seq. ID 

Iy Gene No. 94841 Strand 

Start . 837 6 End 

f;3 Name OJ000301_17 . 0410 . C2 . ol . gp Method 

ij Start * 11363 End 

12 GI LIB3433-020-P1-K1-A6 Score 
r I Exons 11363. .11405, 12118. .12502 
U GI Descrip. ' 5670155/gb | AF161269. 1 | AF161269 2.0e-35 Oryza sativa subsp 

13 japonica BAC clone 34K24, complete sequence 1 



OJ000301_17.0410.C2 
+ 

14752 
AAT/GAP 
12502 
750 



Seq. No. 44942 Seq. ID 

Gene No. 94842 Strand 

Start 14941 End 

Name OJ000301_17 . 0410 .C2 . o5 . gs Method 

Start 14941 End 

GI none Score 
Exons 14 941, 

15878. 

17454 . 



OJ000301_17.0410.C2 
+ 

18620 
GENSCAN 
18620 
.82 



15099, 15193. .15245, 15354 .. 15420, 15520 .. 15575, 
15930, 16075. .16382, 1 6572 .. 16660, 17269 .. 17359, 
17549, 17643. .17768, 17847 .. 18 104 , 18339.. 18620 



Seq. No. 44942 Seq. ID 

Gene No. 94842 Strand 

Start 14941 ( End 

Name 0 JO 0 0 3 0 i_l 7 . 0 4 1 0 :C2 . o 6 . np Me t hod 

Start 14941 End 

GI 6560748 Score 



OJ000301_17.0410.C2 
+ 

18 620 
AAT/NAP 
18617 
633 



46118 



Exons 14941. .15159, 15352 .. 15420 , 15933 1 6085 , 16572 .. 1 6660, 

17269. .17413, 17454 1754 3, 17 643 .. 177 68 , 17847 .. 18104 , 
18339. .18617 

GI Descrip. (AC010155) F3M18.1 [Arabidopsis thaliana] 

gi|6691212|gb|AAF24550.1|AC007508_13 (AC007508) F1K23.17 
[Arabidopsis thaliana] 



Seq. No. 44942 

Gene No. 94843 

Start 19616 

Name OJ000301_17 . 04 10 . C2 . 06 . gs 

Start 19616 

GI none 
Exons 



Seq. ID OJ000301_17.0410.C2 

Strand + 

End 21636 

Method GENSCAN 

End 21636 

Score .88 



19616. .19832, 19875 .. 20104 , 20755 .. 20835 , 21058 .. 21222 , 
21265. .21414, 21532. .21636 



Seq. No. 44942 Seq. ID 

Gene No. 94843 Strand 

Start 19616 End 

Name OJ000301_17 . 04 10 . C2 . o2 . gp Method 

Start 19625 End 

GI LIB3432-046-P1-K1-B4 Score 

Exons 19625. .19781, 1 9875 .. 20104 , 
GI Descrip. 



OJ000301_17.0410.C2 
+ 

21636 
AAT/GAP 
21089 
849 



20755. .20835, 21058.. 21089 
? 4646202/gb|AAD26875.1.|AC007230_9 5.0e-39 (AC007230) ESTs 
gb_H7 628 9 and gb_H7 6537* come from this gene. [Arabidopsis 
thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44942 Seq. ID 

94843 Strand 

19616 End 

OJ000301_17 .0410.C2.o7 .np Method 

19892 End 

4646202 Score 



OJ000301_17.0410.C2 
+ 

21636 
AAT/NAP 
21426 
611 



19892. .20104, 20755 .. 20835, 21058. .21426 

(AC007230) ESTs gb|H76289 and gb|H76537 come from this gene. 
[Arabidopsis thaliana] 



Seq. No. ' 44942 

Gene No. 94844 

Start 26829 

Name OJ000301_17 . 0410 . C2 . 08 . gs 

Start 26829 

GI none 

Exons 26829. .26874, 27590 .. 27 678 , 28752.. 28877 



Seq. ID OJ000301 17. 0410. C2 



Strand 
End 

Method 

End. 

Score 



+ 

28877 
GENSCAN 
28877 
. 45 



Seq. No. 44942 

Gene No. 94845 

Start 31502 

Name OJ000301_17 . 04 10 . C2 . o9 . gs 

Start 31502 

GI none 

Exons 31502. .31793, 32424 .. 32485, 
37008. .37107, 37229.. 37363 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_ 
+ 

37 660 
GENSCAN 
37363 
.41 



17. 0410. C2 



32516. .33032, 36455 .. 36812, 



Seq. No. 
Gene No. 
Start 



44942 
94845 
31502 



Seq. ID OJ000301_17.0410.C2 
Strand + 
End 37660 



46119 



Name OJ0O0301_17 . 04 10 . C2 . o3 . gp Method AAT/GAP 

Start 35061 End 35147 

GI 5867_1.R1084 Score 108 

Exons 35061. .35147 

GI Descrip. ' 4 64 98 6/sp | P35132 | UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 ( UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 





Seq. No. 


44942 


Seq. ID 


OJ000301 17 


.0410.C2 




Gene No. 


94845 


Strand 


+ 






b tar z 




End 


37660 






Name 


O J UUUoU 1 1 / . U4 10 . Cz . o4 . gp 


Method 


AAT/GAP 






Start 


"3 CO /I o 


End 


37660 






bl 


on/i i ni no/ 
oU4 1 . KlUo4 


Score 


1866 






Exons 


ocT/io 0^010 oTnno *3"7im 
. Jo o . . jDo 1Z , J / UUo . . o / 11) / , 


37229. .37660 






GI Descrip. 


zo/Uol/ /.Ue~4/ (AhUZz/41) 


thioredoxin F isoform 


[Oryza 






sativa] 1 










beq. no. 


4 4 y 4 z 


Seq. ID 


OJ000301 17 


.0410. C2 




Gene No . 


y 4 o4 o 


Strand 


+ 






Start 




End 


37660 






Name 


UJUUUoUl 1 / . U4 1U . LZ . oy . np 


Method 


AAT/NAP 




r'r= 


Start 


3o4 o.4 


End 


37278 




a.': s 

i b? 


GI 


/4oy4oO 


Score 


688 






Exons 


Jo4 84 . . Joolz , J7008 . . 37 107 , 


37229.-37278 






GI Descrip. 


hypothetical protein - rice 


gi|2570517 


|gb|AAB82144 


.11 (AFO. 


PS. 




thioredoxin F isoform [Oryza 


sativa] 






rn 

: =r 


beq. No. 


A A A A O 


Seq. ID 


OJ000301_17 


.0410. C2 


5: 


Gene No. 


y 4 o 4 o 


Strand 


+ 






C H ■ v~ +- 




End 


43340 




= 


Name 


ujuuujui i / . U4 iu . cz . oi i . gs 


Method 


GENSCAN 






btart 


4zJo4 


End 


43340 








none 


Score 


.73 




i ^ 


Exons 


42354. .42647, 43119. .43340 










Seq. No. 


44942 


Seq. ID 


OJ000301_17 


.0410. C2 




Gene No. 


94847 


Strand 


+ 






Start 


43308 


End 


43540 ' 






Name 


OJ000301 17.0410.C2.o5.gp 


Method 


AAT/GAP 






Start 


43308 


End 


43540 






GI 


99156 1.R1084 


Score 


439 






Exons 


43308. .43540" 










GI Descrip. 


•2213590 7.0e-14 (AC000348) 


T7N9.10 [Arabidopsis thaliana] 




Seq. No. 


44942 


Seq. ID 


OJ000301JL7 


.0410. C2 




Gene No. 


94848 


Strand 


+ 






Start 


46234 


End 


46478 






Name 


OJ000301 17.0410.C2.ol3.gs 


Method 


GENSCAN 






Start 


46234 


End 


46478 






GI 


none 


Score 


.76 






Exons 


46234. .46316, 46370.. 46478 









46120 




Seq. No. 


44942 


Seq. ID 


OJ000301 17 


. 0410 , 


.C2 


Gene No. 


94849 


Strand 


+ 






Start 


49209 


End 


49391 






Name 


OJ000301_17.0410.C2.ol5.gs 


Method 


GENSCAN 






Start 


49209 


End 


49391 






GI 


none 


Score 


.83 






Exons 


49209. .49391 










Seq. No. 


44942 


Seq. ID 


OJ000301JL7 


.0410, 


.C2 


Gene No. 


94850 


Strand 


+ 






Start 


52335 


End 


55070 






Name 


OJ000301_17 . 0410.C2 .ol6.gs 


Method 


GENSCAN 






Start 


52335 


End 


55024 






GI 


none 


Score 


.77 






Exons 


52335. .52413, 53926. .54045, 


54577. .55024 






Seq. No. 


44942 


Seq. ID 


OJ000301_17, 


.0410, 


,C2 


Gene No. 


94850 


Strand 


+ 






Start 


52335 


End 


55070 






Name 


OJ000301 17.0410.C2.oll.np 


Method 


AAT/NAP 






Start 


52656 


End 


55070 






GI 


2213590 


Score 


572 






Exons 


52656. .52676, 53934 .... 54 14 3, 


54444. .55070 






GI Descrip. 


' (AC000348) T7N9.10 [Arabidopsis thaliana] 






Seq. No. 


44942 


Seq. ID 


OJ000301_17. 


.0410. 


C2 


Gene No. 


94851 


Strand 








Start 


414 


End 


1785 






Name 


OJ000301 17.0410.C2.ol.np 


Method 


AAT/NAP 






Start 


414 


End 


1785 






GI 


6907088 


Score 


998 






Exons 


414. .784, 1283. .1520, 1648. 


.1785 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


44942 " 


' Seq. ID 


OJ000301_17. 


,0410. 


C2 


Gene No. 


94852 


Strand 








Start 


3312 


End 


4 04 9 






Name * < 


OJ000301 17.0410.C2.o2.gs 


Method 


GENSCAN 






Start 


3312 


End 


4049 






GI 


none 


Score 


.9 






Exons 


3312. .4049 










Seq. No. 


44942 


Seq. ID 


OJ000301_17. 


,0410. 


C2 


Gene No. 


94853 


Strand 








Start 


21938 


End 


25194 






Name 


OJ000301 17.0410.C2.o8.np 


Method 


AAT/NAP 






Start 


21938 


End 


23156 






GI 


4678202 


Score 


52 - 






Exons 


21938. .21973, 23004.. 23156 










GI Descrip. 


(AC007134) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


44942 


Seq. ID 


OJ000301_17. 


0410. 


C2 


Gene No. 


94853 


Strand 








Start 


21938 


End 


25194 






Name 


OJ000301 17.0410.C2.o7.gs 


Method 


GENSCAN 






Start 


22632 


End 


25194 






GI 


none 


. Score 


.74 







46121 




Exons 22632. .23167, 24948.. 25194 



Seq. No. 


44942 


Seq. ID 


OJ000301 17.0410, 


. C2 


Gene No. 


94854 


Strand 






Start 


38722 


End 


40323 




Name 


OJ000301_17 .0410.C2.olO.gs 


Method 


GENSCAN 




Start 


38722 


End 


40323 




GI 


none 


Score 


. 87 




Exons 


38722 . . 40323 








Seq. No. 


44942 


Seq. ID 


OJ000301_17.0410, 


.C2 


Gene No. 


94854 


Strand 






Start 


38722 


End 


40323 




Name 


OJ000301 17.0410.C2.ol0.np 


Method 


AAT/NAP 




Start 


38763 


End 


39963 




GI 


4263522 


Score 


724 




Exons 


38763. .39963 








GI Descrip. 


(AC00404 4) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


44942 


Seq. ID 


OJ000301_17.0410, 


. C2 


Gene No. 


94855 


Strand 






Start 


43627 


End 


44201 




Name 


OJ000301 17.0410.C2.ol2.gs 


Method 


GENSCAN 




Start 


43627 


End 


44201 




GI 


none 


Score 


.92 




Exons 


43627. .43674, 43764. .44201 








Seq. No. 


44942 


Seq. ID 


OJ000301_17.0410, 


.C2 


Gene No. 


94856 


Strand 






Start 


47471 


End 


48912 




Name 


OJ000301 17.0410.C2.ol4.gs 


Method 


GENSCAN 




Start 


47471 


End 


48912 




GI 


none 


Score 


.49 




Exons 


47471. .47640, 4 8095 .. 48306, 


48419. .48548, 48816. .48912 




Seq. No. 


44942 


Seq. ID 


OJ000301_17.0410, 


. C2 


Gene No. 


94857 


Strand 






Start 


53842 -> - • 


End 


55025 




Name 


OJ000301 17. 0410.C2 .o4 .tm 


Method 


TBLASTX: Maize 




Start 


9054 


End 


9532 




GI 


none 


Score 


369 




Exons 


9054. .9521, 9059. .9532 








Seq. No. 


44942 


Seq. ID 


OJ000301_17.0410. 


,C2 


Gene No. 


94857 


Strand 






Start 


53842 


End 


55025 




Name 


OJ000301 17.0410.C2.ol.tw 


Method 


TBLASTX: Wheat 




Start 


9348 


End 


9725 




GI 


none 


Score 


180 




Exons 


9348. .9497, 9350. .9502, 9351 


..9527, 9552. .9725, 9561. .9608 




9574. .9714 








Seq. No. 


44942 


Seq. ID 


OJ000301_17.0410, 


.C2 


Gene No. 


94857 


Strand 






Start 


53842 


End 


55025 




Name 


OJ000301 17.0410.C2.o8.tm 


Method 


TBLASTX: Maize 




Start 


16572 


End 


17870 





46122 





GI 


none 




Score 


112 






Exons 


16572. .16670, 16575 


. .16667, 


1724 9. -.17359, 17267 .. 17359, 








17447 . . 17545, 17451 


. .17549, 


17451. . 17546, 17634 177 68 , 








17640 . . 17786, 17645 


. . 17770, 


1764 7. . 17778, 1784 4. .17870' 






Seq. No. 


44942 




Seq. ID 


OJ000301_17.0410 


,C2 




Gene No . 


94857 




Strand . 








Start 


53842 




End 


55025 






Name 


OJ000301 17. 0410. C2 


.o2.ts 


Method 


TBLASTX: Soybean 






Start 


17475 




End 


18587 






GI 


none 




Score 


71 






Exons 


17475. . 17552, 17642 


. . 17779, 


17646. . 17780, 17873 .. 18103, 








17874 . . 18104, 18005 


. . 18106, 


18335. .18544, 18336. .18587 






Seq. No. 


44942 




Seq. ID 


OJ000301_17.0410 


. C2 




Gene No. 


94857 




Strand ■ 








Start 


53842 




End 


55025 






Name 


OJ000301 17. 0410. C2 


. o7 . tm 


Method 


TBLASTX: Maize 






Start 


18425 




End 


18624 






GI 


none 




Score 


313 






Exons 


18425. .18559, 18426 


. .18620, 


18430. .18624, 18430.. 18618 






Seq. No. 


44942 




Seq. ID 


OJ000301_17.0410 


C2 




Gene No . 


94857 




Strand 








Start 


53842 




End 


55025 




'i 


Name 


OJ000301 17. 0410. C2 


o9. tm 


Method 


TBLASTX: Maize 




r i !! 


Start 


19554. 




End 


20074 






GI 


none 




•'Score 


79 






Exons 


19554 ?-. 19619, 19555 


.19620, 


19565. .19618, 19748. .19789, 




iy 




19907 . .20029, 19922 


.20074 








ri 1 


Seq. No. 


44942 




Seq. ID 


OJ000301_17.0410 


C2 




Gene No. 


94857 




Strand 








Start 


53842 




End 


55025 




f ■*! 


Name 


OJ000301 17. 0410. C2 


o4 . t s 


Method 


TBLASTX : Soybean 






Start 


19931 




End 


21738 






GI 


none 




Score 


232 * 






Exons 


19931. .20104, 19990 


.20106, 


20749. .20835, 20763 .. 20834 , 








21057. .21125, 21058 


.21132, 


21142. .21369, 21150 .. 21332 , 








21244 ...21414, 21375. 


.21413, 


21535. .21636, 21564 .. 21635, 








21715. .21738 












Seq. No. 


44942 




Seq. ID 


OJ000301_17.0410. 


C2 




Gene No. 


94857 




Strand 








Start 


53842 




End 


55025 






Name 


OJ000301 17. 0410. C2. 


o5 . tc 


Method 


TBLASTX: Cress 






Start 


19931 




End 


20835 






GI 


none 




Score 


243 






Exons 


19931. .20107, 19990. 


.20106, 


20749. .20835, 20763.. 20834 






Seq. No. 


44942 




Seq. ID 


OJ000301_17.0410. 


C2 




Gene No. 


94857 




Strand 








Start 


53842 




End 


55025 






Name ' 


OJ000301 17. 0410. C2. 


ol . tm 


Method 


TBLASTX: Maize 






Start 


20769 




End 


21563 






GI 


none 




Score 


87 






Exons 


20769. .20834, 20769. 


.20834, 


20770. .20835, 20771 .. 20839, 





46123 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21036. .21344, 21054 .. 2 1329, 21058 2134 8 , 21328 .. 214 14 , 
21375. .21410, 21517. .21561, 21525.. 21563 



44942 
94857 
53842 

OJ000301_17.0410.C2.o6.tm 
36598 



OJ000301 17. 0410. C2 



.none 
36598. 
36990. 
37220. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

36672, 36609. .36671, 36739 .. 36813 , 36741 .. 36815, 
37058, 36995. .37105, 37006 37107 , 37009 .. 37107 , 
37363, 37234.. 37362 



55025 

TBLASTX: Maize 

37363 

73 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 



44942 Seq. ID 

94857 Strand 
53842 End 
OJ000301_17 . 04 10 . C2 . o4 . tc Method 
36739 End 
none Score 

36739. .36813, 3674 1 .. 368 15, 

37232. .37342, 37234.. 37356 



OJ000301_17.0410.C2 
55025 

TBLASTX: Cress 
37360 
121 

37009. .37107, 37220 .. 37360 , 



44942 
94857 
53842 

OJ000301_17.0410.C2.o5.ts - 

36739 

none 

36739. .36813, 3674 1 .. 368 15, 
37027. .37089, 37220 .. 37363, 

44942 
94857 
53842 

OJ000301_17 . 04 10 . C2 . ol . ts 

38752 . 

none 

38752. .39198, 38765.. 39184 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000301 17. 0410. C2 



55025 

TBLASTX: Soybean 
37363 
125 

37008. .37058, 37009. .37107, 
37231. .37359 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_17.0410.C2 
55025 

TBLASTX: Soybean 

39198 

136 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44942 
94857 
53842 

OJ000301__17 . 0410 . C2 . o2 . tm 
38764 



OJ000301 17. 0410. C2 



none 
38764 , 
39454. 
39611. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

39510, 38906. .39202, 39220 39606, 39361 .. 39525 , 
39687, 39490. .39684, 39511 .. 39684 , 39607 .. 39777 , 
39790, 39664 . .39780, 39760 .. 39963, 39802 .. 39963, 



55025 

TBLASTX: Maize 

39963 

162 



39850. .39963, 39850.. 39948 



Seq. No. 44942 Seq. ID 

Gene No. 94857 Strand 

Start 53842 End 

Name OJ000301_17... 04 10 . C2 . 06 . tc Method 

Start 38767 End 

GI none Score 
Exons 



OJ000301_17.0410.C2 
55025 

TBLASTX: Cress 

39084 

137 



38767. .39081, 38768 .. 39073, 38809.. 39084 



46124 



Seq. No. 44942 Seq. ID OJ000301_17 . 04 10 . C2, 

Gene No. 94857 Strand 



o tar t 






End 


55025 




Name 


UJUUUjUl l/.U41U.bZ 


rt O 4- , , 

. oz . tw 


Method 


TBLASTX: Wheat 




OLalL 


J / 0 




End 


39867 






none 




Score 


52 




Exons 


jyu / d. . jyooi, jy o±4 


. . 0 y jo z , 


39430. .39525, 394 63.-39684, 






39536. .39658, 39667 


. .39867 








Q Qr ( KT rt 

o e q . in cj . 


4 / QA O 
fi ft y ft Z 




Seq. ID 


OJ000301_17.0410 


. Cz 


bene no. 


y 4 o o / 




Strand 






olail 


D jo 4 Z 




End 


55025 




Name 


UJUUUJUl 1/.U41U.UZ 


rt 1 +- rt 

.01 . tc 


Method 


TBLASTX: Cress 




D La. IT L 


OQAQ7 




End 


39963 




C T 


none 




Score 


70 




Exons 


*5QnQ7 OQOOO OQnQQ 

jyuy / . . jyzzo, jyuyo 


. . j yz uo , 


39208. .39777, 39352 .. 39639, 






39445. .39522, 39529 


. .39870, 


39697. .39963, 39706. .39777 




Corf 

o e q . in o . 


A A OA 0 

4 4 y 4 z 




Seq. ID 


OJ000301_17.0410 


. Cz 


Gene No . 


Q/| OCT 

y 4 0 d 1 




Strand 






otart 


C O Q A O 




End 


55025 




Name 


UJUUUjUI 1/.U41U.UZ 


. o7 . ts 


Method 


TBLASTX : Soybean 




o tare 


0 QOT7 

j y z / / 




End 


39846 






none 




Score 


74 




Exons 


39277. .39660, 39487 


. .39630, 


39533. .39658, 39580 .. 39702 , 






39616. .39747, 39617 


. .39748, 


39709. .39846 




oeq. no. 


A A Q A O 

4 4 y 4 z 




Seq. ID 


OJ000301_17.0410, 


. C2 


Gene No . 


Qyi OCT 

y 4 00 / 




Strand 






Q-t- o v+- 

oLdrt 


0 OO 4 Z 




End 


55025 




Name 


UJUUU jUI 1/.U41U.LZ 


. o5 . tm 


Method 


TBLASTX: Maize 






ft joUo 




End 


44132 




GI 


none 




Score 


82 




Exons 


43806. .43877, 43807 


. .43878, 


43872. .44132, 43873. .44106 




beq . no . 


A A OA 0 

4 4 y 4 z 




Seq. ID 


OJ000301_17.0410. 


rt r\ 

. C2 


Gene No . 


Q A Q c n 

y 4 0 o / 




Strand 








0 jo 4 Z 




End 


55025 




Name 


UJUUU jUI 1/.U41U.UZ 


. Oj . t S 


Method 


TBLASTX : Soybean 




Of -J -K-f- 


4 jo u / 




End 


44132 




GI 


none 




Score 


186 




Exons 


43807. .44022, 43809. 


. .44132, 


44077. .44106 




oeq . no . 


A A O A O 

4 4 y 4 z 




Seq. ID 


OJ000301_17.0410. 


, C2 


Gene No . 


Q A Q 1 

y4oo / 




Strand 








0 jo 4 Z 




End 


55025 




Name 


UJUUUJUI 1/. U4iU.CZ, 


. oz . tc 


Method 


TBLASTX : Cress 




Start 


43809 




End 


44129 




GI 


none 




Score 


138 




Exons 


43809. .44129, 43831, 


> .44025 








Seq. No. 


44942 




Seq. ID 


OJ000301_17.0410. 


C2 


Gene No. 


94857 




Strand 






Start 


53842 




End 


55025 




Name 


OJ000301 17. 0410. C2. 


, 0 6 . gp 


Method 


AAT/GAP 




Start 


53842 




End 


54187 






46125 




GI 


568796 




Score 


628 




Exons 


53842. .54187 










GI Descrip. 


2213590 7.0e-14 (AC000348) 


T7N9.10 [Arabidopsis thaliana] 


Seq. No. 


' 44942 




Seq. ID 


OJ000301_17.0410 


.C2 


Gene No. 


94857 




Strand 






Start 


53842 




End 


55025 




Name 


OJ000301 17. 0410. C2 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


53922 




End 


55025 




GI 


none 




Score 


182 




Exons , 


coqoo c a i a o tonm 

o jyzz . . oh 14 Of ooyju 


R A O 1 A 
. . 34^14 , 


54516. .54929, 54548 .. 54640, 






54675. .54806, 54689 


. .54910, 


54963. .55025 




Seq. No. 


44942 




Seq. ID 


OJ000301_17.0410 


.C2 


Gene No. 


94857 




Strand 






btart 


53842 




End 


55025 




Name 


OJ000301 17. 0410. C2, 


.08. ts 


Method 


TBLASTX : Soybean 




btart 


53922 




End 


54668 




GI 


none 




Score 


210 




Exons 


53922. .54143, 53927. 


. .53980, 


54017. .54139, 54444. .54668 




Seq. No. 


44942 




Seq. ID 


OJ000301_17.0410 


.C2 


Gene No. 


94857 




Strand 






start 


538,42 




End 


55025 




Name 


OJ000301 17. 0410. C2. 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


54528 




End 


54893 




GI 


none 




Score 


282 




Exons 


54528. .54.893, 54689. 


. .54862 








Seq. No. 


44942 




Seq. ID 


OJ000301_17 .0410 


.C2 


Gene No. 


94857 




Strand 






btart 


53842 




End 


55025 




Name 


OJ000301 17. 0410. C2, 


,o6.ts 


Method 


TBLASTX : Soybean 




Start 


54669 




End 


54929 




bl 


none 




Score 


248 




Exons 


^dfifiQ ^dQ^Q R/I^QQ 


tyi nop 
. . D 4 Z 0 








beq. No. 


44943 




Seq. ID 


OJ000301_17.0410 


.C3 


Gene . No. 


94858 




Strand 


+ 




Start 


1 




End 


659 




Name 


OJ000301 17. 0410. C3. 


, 0 1 . np 


Method 


AAT/NAP 




Start 


1 


End 


638 




bl 


6358806 




Score 


487 




Exons 


1 /TOO 

1 . . boo 










GI Descrip. 


(AC010675) putative 


peptide 


transporter [Arabidopsis thalic 


Seq. No. 


44943 




Seq. ID 


OJ000301 17.0410. 


.C3 


Gene No. 


94858 




Strand 


+ 




Of -, vt- 

btart 


1 




End 


659 




Name 


OJ000301 17. 0410. C3. 


ol . gs 


Method 


GENSCAN 




Start 


159 


End 


659 




GI 


none 




Score 


.61 




Exons 


159. .659 










Seq. No. 


44943 




Seq. ID 


OJ000301_17.0410. 


,C3 


Gene No. 


94859 




Strand 






Start 


1317 




End 


5274 





46126 




Name 


OJ000301_17 , 


,0410.C3.ol.ts 




Method 


TBLASTX : Soybean 




Start 


6 






End 


515 




GI 


none 






Score 


158 




Exons 


o . . Z ±Z f JZ . , 


OAC O A A A Q A 

, 205, 209. . 484 , 


213. .515 






Seq. No. 


44943 






Seq. ID 


OJ000301_17.0410 


.C3 


Gene No. 


94859 






Strand 






b tart 


1 Ol T 
1 Jl / 






End 


COT /l 

OZ 1 4 




Name 


OJUOU 301 1 / . 


04 10 . C3 . o2 . tm 




Method 


TBLASTX : Maize 




Start 


D 






End 


587 




GI 


none 






Score 


181 




Exons 


f o An on 

o . . 209, 29 . . 


"1 O 1 TOO ^ A r 

181, 19o . .425, 


212. .409, - 


4 26.. 587 




Seq. No. 


44943 






Seq. ID 


OJ000301_17.0410 


,C3 


Gene No. 


94859 






Strand 






btart 


1317 






End 


C O H A 

dZ /4 




Name 


OJ000301 17. 


0410.C3.ol.tc 




Method 


TBLASTX : Cress 




Start 


215 






End 


566 




bl 


none 






Score 


■ 354 




Exons 


215. .400, 216. .566 










Seq. No. 


44943 






Seq. ID 


OJ000301 17.0410, 


-C3 


Gene No. 


94859 






Strand 


- 




Start. - 


1317 






End 


5274 




Name 


OJ000301 17. 


0410.C3.o2.tw 




Method 


TBLASTX: Wheat 




Start 


234 






End 


563 




GI 


none 






Score 


227 




Exons > • 


234. .563, 24 


8. .490 - - 










Seq. No. 


44943 






Seq. ID 


OJ000301 17.0410, 


.C3 


Gene No. 


94859 






Strand 


- 




Start 


1317 






End 


5274 




Name 


OJ000301 17. 


0410.C3.o2.gs 




Method 


GENSCAN 




Start 


1317 






End 


1642 




GI 


none 






Score 


. 97 




Exons 


1317. .1442, 


1544. .1642 










Seq. No. 


44943 






Seq. ID 


OJ000301 17.0410. 


. C3 . 


Gene No . 


94859 






Strand 






o Ldi L 


1317 






End 


5274 




Name 


OJ000301 17. 


0410.C3.o2.np 




Method 


AAT/NAP 




Start 


1431 






End 


5267 




bl 


7363286 






Score 


731 




Exons 


1431. . 1470, 


2928.. 4628, 5132. 


.5267 






GI Descrip. 


(AP001552) Similar to Arabidopsis thaliana DNA chromosome 4, 




clone F4I10; 


vegetative storage protein. (AL035525) [Oryza 




sativa] 












Seq. No. 


44943 






Seq. ID 


OJ000301_17.0410. 


,C3 


Gene No . 


94859 






Strand 






Start 


1317 






End 


5274 




Name 


OJ000301 17. 


0410.C3.o3.tm 




Method 


TBLASTX: Maize 




Start 


1547 






End 


4737 




GI 


none 






Score 


164 




Exons 


1547. .1654, 


1548. .1655, 4629. 


.4736, 4629. .4736, 4636. .4737 


Seq. No. 


44943 






Seq. ID 


OJ000301_17.0410. 


C3 



46127 



• 



Gene No. 


94859 








Strand 






Start 


1317 








End 


5274 




Name 


OJ000301_17 


.0410 


,C3.o3. 


gs 


Method 


GENSCAN 




Start 


2907 








End 


5274 




GI 


none 








Score 


.82 




Exons 


2907 . . 3532, 


4385 


. .4552, 


4895 . 


.4963, 5088. .5274 




Seq. No. 


44943 








Seq. ID 


OJ000301 


_17.0410.C3 


Gene No. 


94859 








Strand 






Start 


1317 








End 


5274 




Name 


OJ000301_17 


.0410 


.C3.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


2932 








End 


4628 




GI 


none 








Score 


36 




Exons 


2932. .3144, 


2940 


. . 3857, 


3175 . 


.3342, 3351.. 3668, 


3418. .3663, 




3672 . . 3983, 


3681 


. . 3983, 


3682 . 


.4077, 3748.-3978, 


3900. .4073, 




3918 . .4256, 


3927 


. .4628, 


4302 . 


.4592 






Seq. No. 


44943 








Seq. ID 


OJ000301 


_17.0410.C3 


Gene No. 


94859 








Strand 






Start 


1317 








End 


5274 




Name 


OJ000301_17 


.0410 


.C3.o2. 


tc 


Method 


TBLASTX: 


Cress 


Start 


- 3182 








End 


4712 




GI 


none 








Score 


87 




Exons 


3182. . 3226, 


3261 


. . 3386, 


3375. 


.3659, 3387. .3548, 


3403. .3696, 




3448 . . 3546, 


3633 


. . 4103, 


3690 . 


.3818, 3693. .3821, 


3693. .3974, 




3978 . . 4592, 


3996 


. .4277, 


4224 . 


.4712, 4302. .4463, 


4368 . .4538 


Seq. No. 


.44943 








Seq. ID 


OJ000301 


17. 0410. C3 


Gene No. 


94859 








Strand 






Start 


1317 








End 


5274 




Name 


OJ000301_17 , 


. 0410 


. C3 . o2 . 


ts 


Method 


TBLASTX: 


Soybean 


Start 


3195 








End 


4091 




GI 


none 








Score 


75 




Exons 


3195 . . 3482, 


3927 


. .4091 










Seq. No. 


44 943 








Seq. ID 


OJ000301 


_17.0410.C3 


Gene No. 


94859 








Strand 






Start 


1317 








End 


5274 




Name 


OJ000301 17, 


. 0410 


.C3.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


3240 








End 


4628 




GI 


none 








Score 


108 




Exons 


3240 . . 3668, 


3241 


. .3693, 


3294 . 


.3419, 3690.. 3851, 


3891. .4010, 




3933. . 4277, 


4302 


. .4628, 


4312 . 


.4608 






Seq. No. 


44944' 








Seq. ID 


OJ000301 


_17.0410.C4 


Gene No. 


94860 








Strand 


+ 




Start 


1880 








End 


2167 




Name 


OJ000301 17. 


,0410, 


.C4 .ol. 


gp 


Method 


AAT/GAP 




Start 


1880 ■ 








End 


2167 




GI 


45653 1.R1084 






Score 


576 





Exons 1880.. 2167 

GI Descrip. *2781363 2.0e-20 (AC003113) F2401.19 [Arabidopsis thaliana] 1 



Seq. No. 44944 Seq. ID 

Gene No. 94861 Strand 

Start 2120 End 

Name OJ000301 17 . 04 10 . C4 . ol . tm Method 



OJ000301jl7.0410.C4 
3343 

TBLASTX: Maize 



46128 



Start 
GI 

Exons 



1991 End 3343 

none Score 115 

1991.. 2023, 2111.. 2203, 2112.. 2201, 2113.. 2202, 2178. ."2219, 

2278. .2331, 2289. .2423, 2290. .2409, 2291. .2410, 2447. .2488, 

2745. .2984, 2750.. 2983, 2856.. 2984, 3096.. 3167, 3101.. 3169, 

3255. .3323, 3255. .3317, 3257. .3343 



Seq. No. 44944 Seq. ID 

Gene No. 94861 Strand 

Start 2120 End 

Name OJ000301_17 . 04 10 . C4 . o2 . gs Method 

Start 2120 End 

GI none Score 
Exons 



OJ000301_17.0410.C4 

3343 
GENSCAN 
3289 
.8 



2120. .2200, 2247. .2413, 2764. .2982, 3257.. 3289 



Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 

GI Descrip. 



44944 
94861 
2120 

OJ000301_17 . 0410 . C4 . ol . np 
.2126 
6648200 



3343 
AAT/NAP 
3343 
517 

2126. .2200, 2289. .2413, 2764. .2982, 3100. .3166, 3257. .3343 
(AC013483) putative RHO GDP-dissociation inhibitor 1 
[Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000301 17. 0410. C4 



Seq. No. 44944 

Gene No. 94861 

Start 2120 

Name OJ000301_17 . 04 10 . C4 . ol . tc 

Start 2757 

GI none 

Exons 2757. .2861, 2759.-2866, 2883, 
3101. .3169 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_17.0410.C4 
3343 

TBLASTX: Cress 

3169 

101 



,2984, 2903.. 2983, 3096.. 3167, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44944 Seq. ID 

94861 Strand 

2120" End 

OJ000301_17. 0410. C4 . o2 . gp Method 

2839 - End 

2427835 Score 



OJ000301_17.0410.C4 

3343 
AAT/GAP 
3343 
502 



2839. .2982, .3100. .3166, 3257. .3343 

2781363 2.0e-20 (AC003113) F2401.19 [Arabidopsis thaliana] 



Seq. No. 44944 

Gene No. 94861 

Start 2120 

Name OJ000301_17 . 0410 .C4 . ol . ts 

Start 2885 

GI none 

Exons 2885.-2986, 2892. 

3255. .3317 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000301 17. 0410. C4 



.2975, 3101. .3187, 



3343 

TBLASTX: Soybean 
3343 
76 

3102.. 3167, 3251.. 3343, 



Seq. No. 44945 Seq. ID OJ000301 

Gene No. 94862 '"' Strand + 

Start 672 ' • End 2171 

Name OJ000301_17 . 04 10 . C5 . ol . gs Method GENSCAN 

Start 672 End 2156 



17. 0410. C5 



46129 




GI 


none 








Score 


1 




Exons 


672. .2156 














Seq. No. 


44945 








Seq. ID 


- 

OJ000301_17.0410 


.C5 


Gene No. 


94862 








Strand 


+ 




Start 


672 








End 


2171 




Name 


OJ000301 17 


.0410 


.C5.ol. 


np 


Method 


AAT/NAP 




Start 


678 








End 


2171 




GI 


4836924 








Score . 


788 




Exons 


678. .2171 














GI Descrip. 


(AC007153) 


Hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


44945 








Seq. ID 


OJ000301_17.0410 


.C5 


Gene No. 


94863 








Strand 






Start 


3012 








End " 


3365 




Name 


OJ000301 17 


.0410, 


.C5 .ol . 


tc 


Method 


TBLASTX: Cress 




Start 


1071 








End 


1952 




GI 


none 








Score 


245 




Exons 


1071. .1424, 


1167, 


. . 1355, 


1172. 


,.1402, 1593. .1631, 1665. .11 


353, 




1857 . .1952 














Seq. No. 


44945 








Seq. ID 


OJ000301_17.0410 


. C5 


Gene No. 


94863 








Strand 






Start 


3012 








End 


3365 




Name 


OJ000301 17 


. 0410 . 


.CS.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1103 








End 


1502 




GI 


none 








Score 


260 




Exons 


1103. . 1465, 


1104 . 


. . 1502, 


1118 . 


.1501 






Seq. No. 


44945 








Seq. ID 


OJ000301_17.0410 


.C5 


Gene No. 


94863 








Strand 






Start 


3012 








End 


3365 




Name 


OJ000301 17 


.0410. 


.C5.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1557 








End 


2054 




GI 


none 








Score 


354 




Exons 


1557 . . 1826, 


1557 . 


. . 1823, 


1725.. 


.1937, 1742. .1831, 1878. .2054 


Seq . No . 


44945 








Seq. ID 


OJ000301_17.0410, 


,C5 


Gene No. 


94863 








Strand 






Start 


3012 








End 


3365 




Name 


OJ000301 17 


.0410. 


,C5.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


1566 








End 


2099 




GI 


none 








Score 


71 




Exons 


1566. . 1754, 


1731. 


, .1880, 


1884. 


.2099, 1887.. 2093 




Seq. No. 


44945 








Seq. ID 


OJ000301_17.0410, 


.C5 


Gene No. 


94863 








Strand 






Start 


3012 








End 


3365 




Name 


OJ000301 17 


.0410. 


C5.o2. 


gs 


Method 


GENSCAN 




Start 


3012 








End 


3365 




GI 


none 








Score 


.99 




Exons 


3012. .3365 














Seq. No. 


44946 








Seq. ID 


OJ000301_17.0410. 


.C6 


Gene No. 


94864 








Strand 


+ 




Start 


8598 








End 


8933 




Name 


OJ000301 17 


.0410. 


C6.o3.. 


gs 


Method 


GENSCAN 





46130 




Start 


8598 . . 




End 


8933 






GI 


none 




Score 


. 97 






Exons 


8598 . . 8 933 












Seq. No. 


44946 




Seq. ID 


OJ000301_ 


17.0410. 


C6 


Gene No. 


94865 




Strand 








Start 


1 1 C AO 




End 


12338 






Name 


OJUUUoUl l/.U41U.Co. 


o2 . gp 


MethocU? 


AAT/GAP 






Start 


11502 




End 


12338 






GI 


none 




Score 


1591 






Exons 


115U2 . . 12338 












Seq. No. 


4 4 946 




Seq. ID 


OJ000301_ 


17 .0410. 


C6 


Gene No. 


94 8 66 




Strand 








Start 


24 624 




End 


28943 






Name 


OJ000301 17. 0410. C6. 


o7 . gs 


Method 


GENSCAN 






Start 


24624 




End 


28943 






GI 


none 




Score 


.74 






Exons 


24 62 4 .. 24 8.CJ0, 2 4 886. 


. 25156, 


25398. .25517, 25618. 


.25742, 






25938 26120, 26236. 


.26265, 


26335. .26538, 26562. 


.26675, 






26769 .. 26861, 26942. 


. 27081 , 


27232. .27302, 27385. 


.27465, 






28738 . .28943 












Seq. No. 


44946 




Seq. ID 


OJ000301_ 


17 . 0410 . 


C6 


Gene No. 


94866 




Strand 


+ 






Start 


24624 




End 


28943 






Name 


OJ000301 17. 0410. C6. 


o4 . np 


Method 


AAT/NAP 






Start 


24650 




End 


27660 






GI 


3763916 




Score 


764 






Exons 


24650. .24800, 24886. 


.25156, 


25398. .25517, 25618. 


.25754, 






25926. .26144, 26371. 


.26538, 


26622..2667S, 26769. 


.26861, 






26942. .27111, 27192. 


.27304, 


27528. .27660 






GI Descrip. 


(AC004450) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


44946 




Seq. ID 


OJ000301_ 


17.0410. 


C6 


Gene No. 


94867 




Strand 


+ 






Start 


30147 




End 


'32942 






Name 


OJ000301 17. 0410. 06. 


o5 . np 


Method 


AAT/NAP 






Start 


29268 




End 


32753 






GI 


2194119 




Score 


522 






Exons 


29268. .29308, 30739. 


.31037, 


31984. .32753 






GI Descrip. 


(AC002062) No definition line found [Arabidopsis 


thaliana] 


Seq. No. 


44946 




Seq. ID 


OJ000301 ; _ 


17.0410. 


C6 


Gene No. 


94867 




Strand 


+ 






Start 


30147 




End 


32942 






Name 


OJ000301 17. 0410. C6. 


08 . gs 


Method 


GENSCAN 






Start 


30147 


End 


32768 






GI 


none 




Score 


. 91 






Exons 


30147. .30579, 30735. 


.31012, 


31971. . 32768 






Seq. No. 


44946 




Seq. ID 


OJ000301_ 


17.0410. 


C6 


Gene No. 


94867 




Strand 








Start 


30147 




End 


32942 






Name 


OJ000301 17. 0410. C6. 


o5.gp 


Method 


AAT/GAP 






Start 


32279 




End 


32942 






GI 


12107 1.R1084 




Score 


1207 







46131 



Exons 


32279. .32942 






GI Descrip. 


' 5123925/emb|CAB45513. 1 | 5.0e- 


-57 (AL079350) putative protein 




[Arabidopsis thaliana] 1 






Seq. No. 


44946 


Seq. ID 


OJ000301_17.0410.C6 


Gene No. 


94868 


Strand 




Start 


1 


End 


691 


Name 


OJ000301 17.0410.C6.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


616 


GI 


7485403 


Score 


97 


Exons 


1..41, 443. .616 






GI Descrip. 


hypothetical protein F12C20.8 


- Arabidopsis thaliana 




gi|3426047|gb|AAC32246.1| (AC005168) putative MADS-box protein 




[Arabidopsis thaliana] 






Seq. No. 


44946 


Seq. ID 


OJ000301_17.0410.C6 


Gene No. 


94868 


Strand 




Start 


1 


End 


691 


Name 


OJ000301__17 . 0410 .C6.ol . gs . 


Method 


GENSCAN 


Start 


71 


End 


691 


GI 


none 


Score 


■ .6 


Exons 


71. .691 






Seq. No. 


44946 


Seq. ID 


OJ000301_17.0410.C6 


Gene No. 


94869 


Strand 




Start 


1558 


End 


5028 


Name 


OJ000301 17.0410.C6.o2.gs 


Method 


GENSCAN 


Start 


1558 


End 


5028 


GI 


none 


Score 


.89 


Exons 


1558.. 1750, 2200.. 2369, 2510., 


.2689, 4924.. 5028 


Seq. No. 


44946 


Seq. ID 


OJ000301_17.0410.C6 


Gene No. 


94870 


Strand 




Start 


13173 


End 


13266 


Name 


OJ000301 17.0410.C6.o3.gp 


Method 


AAT/GAP 


Start 


13173 


End 


13266 


GI 


LIB3477-003-P1-K1-E9 


Score 


12 6 


Exons 


13173. .13266 






GI Descrip. 


, 2498586/sp|Q40638|MPOl ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN ORY 




S 1 PRECURSOR (ORY S I) >gi 1173557 (U31771) Ory s 1 [Oryza 




sativa] f 






Seq. No. 


44946 ' 


Seq. ID 


OJ000301_17.0410.C6 


Gene No . 


94871 


Strand 




Start 


14014 


End. 


14381 


Name 


OJ000301 17.0410.C6.o4.gp 


Method 


AAT/GAP 


Start 


14014 


End 


14381 


GI 


59410 1.R1084 


Score 


582 


Exons 


14014 . .14381 






GI Descrip. 


1 24 9994 5 /.sp I Q4258 6 | PYR5 ARATH 


3.0e L 51 


URIDINE 5 1 '-MONOPHOSPHATE 



SYNTHASE (UMP SYNTHASE) [INCLUDES: OROTATE 
PHOSPHORIBOSYLTRANSFERASE (OPRTASE) ; OROTIDINE 5 1 1 -PHOSPHATE 

DECARBOXYLASE (OMPDECASE)] >gi_107 6363_pir S46440 orotate 

phosphoribosyltransf erase (EC 2.4.2.10) / 
orotidine-5 1 1 -phosphate decarboxylase (EC 4.1.1.23) - 
Arabidopsis thaliana >gi_4 4 3818_emb__CAA50686_ (X71842) pyrE-F 
[Ara' 



46132 



# • 



Seq. No. 


44946 




Seq. ID 


OJ000301_17.0410. 


,C6 


Gene No. 


94872 




Strand 






Start 


18712 




End 


24348 




Name 


OJ000301 17.0410.C6.o7.tm 


Method 


TBLASTX: Maize 




Start 


2244 




End 


2692 




GI 


none 




Score 


91 




Exons 


2244 . . 


2297, 2343. .2372, 2506. .2562, 2510. .2563, 2511. .2564, 




2535. . 


2690, 2558.. 2692, 2615.. 2692 






Seq. No. 


44946 




Seq. ID 


OJ000301_17.0410. 


C6 


Gene No. 


94872 




Strand 






Start 


18712 




End 


24348 




Name 


OJ000301 17.0410.C6.o5.tc 


Method 


TBLASTX: Cress 




Start 


18017 




End 


18278 




GI 


none 




Score 


113 




Exons 


18017. 


.18241, 18101. . 18241, 


18102. .18278 




Seq. No. 


44946 




Seq. ID 


OJ000301_17.0410. 


C6 


Gene No. 


94872 




Strand 






Start 


18712 




End 


24348 




Name 


OJ000301 17.0410.C6.o4.ts 


Method 


TBLASTX: Soybean 




Start 


18092 




End 


18275 




GI 


none 




Score 


255 




Exons 


18092. 


.18250, 18099. .18275 








Seq. No. 


44946 




Seq. ID 


OJ000301_17.0410. 


Co 


Gene No. 


94872 




Strand 






Start 


18712 




End 


24348 




Name 


OJ000301 17 .0410.C6.o6.gs 


Method 


GENSCAN 




Start 


18712 




End 


22983 




GI 


none 




Score 


.49 




Exons 


18712. 


.18776, 19305. .19372, 


21157. .21283, 21606. .22983 




O t; . LN (J . 


44946 




Seq. ID 


OJ000301_17.0410. 


C6 


Gene No. 


94872 




Strand 






Start 


18712 




End 


24348 




Name 


OJ000301 17.0410.C6.o2.np 


Method 


AAT/NAP 




Start 


21486 




End 


24325 




GI 


4586036 


Score 


841 




Exons 


21486. 


.22599, 22786. .22973, 


24283. .24325 




GI Descrip. 


(AC007109) unknown protein 


[Arabidopsis 


; thaliana] 





Seq. No. 44946 

Gene No. 94872 

Start 18712 

Name OJ000.301_17 . 04 10 . C6 . ol . tm 

Start 21513 

GI none 

Exons 21513. .21857, 21514 .. 21861, 21515.. 21862 



Seq. ID OJ000301_17.0410.C6 
Strand 

End 24348 

Method TBLASTX : Mai ze 

End ' 21862 

Score 374 



Seq. No. 44946 Seq. ID 

Gene No. 94872 Strand 

Start 18712 End 

Name OJ000301_17 . 04 10 . C6 . ol . ts Method 

Start 21553 End 

GI none Score 



OJ000301_17.0410.C6 
24348 

TBLASTX: Soybean 

22077 

352 



46133 



Exons 



21553. .22077 



Seq. No. 44946 Seq. ID 

Gene No. ■ 94872 . Strand 

Start 18712 End 

Name OJ000301_17 . 04 10 . C6 . 06 . tc Method 

Start 21577 End 

GI none ~ Score 

Exons 21577.. 22068 



OJ000301_17.0410.C6 
24348 

TBLASTX: Cress 
.22068 . 
235 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44946 
94872 
18712 
OJ000301 
21868 
none 
21868 
22375 
22492 
22666 
22870 



17 .0410.C6.o6. tm 



22323, 21953. .22075, 

22497, 22387. .22560, 

22608, 22615.^.22752, 

22767, 22681. .22761, 
22983 



Seq. ID 
Strand 
End 

Method 
End 
Score 

22375 

22399 



OJ000301 17. 0410. C6 



24348 

TBLASTX : Maize 
23022 
67 

22581, 22375. .22563, 
22581, 22456. .22626, 



22633.-22767, 22636 2274 9, 
22777. .23022, 22832 .. 22975 , 



Seq. No. 44946 Seq. ID 

fj Gene No. 94872 Strand 

N Start 18712 End 

'IZ Name OJ000301_17 . 04 10 . C6 . ol . tw Method 

Start . 21949 End 

I LP GI none Score 

Q Exons 21949. .22422, 21950 .. 22333, 22378 .. 22572, 22618 .. 22761, 

!:= 22777. .23010 



OJ000301_17.0410.C6 
24348 

TBLASTX: Wheat 
23010 
117 



Seq. No. 4 4 946 

i& Gene No. 94872 

Start 18712 
□ Name OJ000301_17 . 04 10 . C6 . ol . tc 

-J Start . 22069 
iL GI none 
f Z Exons 22069. 

22396. 

tj 22636. 
[3 22777. 



Seq. ID OJ000301_17.0410.C6 
Strand 

End 24348 
_ Method TBLASTX: Cress 

End 23013 
Score 109 

,22623, 22087. .22509, 22096 22317 , 22105 .. 22320 , 
,22575, 22399. .22575, 22487 .. 22624 , 2258 1 .. 22616, 
,22767, 22639. .22833, 22675 .. 227 67 , 22777 .. 23013, 
22959 



Seq; No. 44946 
Gene No. 94872 
Start 18712 

Name OJ000301_17 . 04 10 . C6 . o7 . ts 

Start 22093 
GI none 

Exons 22093. .22272, 22399 .. 22614 , 

22486. .22623, 224 93 .. 22624 , 
22639. .22698, 22639.. 22710 



Seq. ID 
Strand 
End 

Method 
End 
Score 

22399 

22636 



OJ000301 17. 0410. C6 



24348 

TBLASTX : Soybean 
22770 
82 

22614, 22400. .22615, 
22770, 22636. .22770, 



Seq. No. 44946 Seq. ID 

Gene No. 94872 Strand 

Start 18712 End 

Name OJ000301_17 . 04 10 . C6 . o3 . np Method 

Start 23109 End 



OJ000301_17.0410.C6 

24348 

AAT/NAP 

24348 



46134 





GI 


6016691 




Score 


55 






Exons 


23109 


..23256, 24327 


. .24348 










GI Descrip. 


(AC009991) unknown ] 


protein 


[Arabidopsis thaliana] 






Seq. No. 


44946 






Seq. ID 


OJ000301_17.0410 


.C6 




Gene No. 


94873 






Strand 








Start 


24717 






End 


27479 






Name 


OJ000301 17. 0410. C6 


.06. ts 


Method 


TBLASTX: Soybean 






Start 


24717 






End 


25155 






GI 


none 






Score 


64 






Exons 


24717 


..24803, 24764 


. . 24802, 


24885. .25154, 24886. .25155 






Seq. No. 


44946 






Seq. ID 


OJ000301_17.0410 


.C6 




Gene No. 


94873 






Strand 








Start 


24717 






End 


27479 






Name 


OJ000301 17. 0410. C6 


. o4 . tm 


Method 


TBLASTX: Maize 






Start 


24885 






End 


27479 






GI 


none 






Score 


193 






Exons 


24885, 


..25154, 24886 


. .25164, 


25397.' .25522, 25614 . .25745, 








25920, 


..26147, 26009 


. .26113, 


26371. .26538, 264 09 .. 26525 , 








26609, 


..26674, 26616 


. .26708, 


26616. .26678, 267 60 .. 26861, 








26761. 


..26862, 26766 


. .26867, 


26768. .26869, 2 6935 .. 27084 , 








26936. 


..27082, 27212 


. .27304, 


27426. .27479 




Vn? 


Seq. No. 


44946 






Seq. ID 


OJ000301_17.0410, 


.C6 


- c*. 


Gene No. 


94873 






Strand 






ill 


Start 


24717 






End 


27479 




ru 


Name 


OJ000301 17. 0410. C6 


.o3.tc 


Method 


TBLASTX: Cress 




Vsl 


Start 


25980 






End 


27467 






GI 


none 






Score 


89 






Exons 


25980. 


,.26147, 26371, 


. .26538, 


26616. .26678, 26760. .26894, 




f! 5 




26766. 


,.26867, 26972, 


. .27082, 


26974. .27081, 27212 .. 27304 , 








27426. 


, .27467 










.SiSt 
i H 


Seq. No. 


44946 






Seq. ID 


OJ000301_17.0410. 


,C6 


■ ' t2 


Gene No. 


94873 






Strand 








Start 


•24717 






End 


27479 




a"'™" 


Name 


OJ000301 17. 0410. C6. 


,o2.ts 


Method 


TBLASTX : Soybean 






Start 


26004 






End 


27304 




^ K? 


GI 


none 






Score 


80 




Cj 


Exons 


26004 . 


.26147, 26371. 


. .26538, 


26616. .26678, 26760. .26894, 








26766. 


.26867, 26972. 


, .27082, 


26974. .2701 


31, 27212.. 27304 






Seq. No. 


44946 






Seq. ID 


OJ000301_17.0410. 


C6 




Gene No. 


94874 






Strand 








Start 


30144 






End 


32023 






Name 


OJ000301 17. 0410. C6. 


, o2. tm 


Method 


TBLASTX: Maize 






Start 


30144 






End 


32023 






GI 


..none 






Score 


141 






Exons 


30144 . 


.30215, 30146. 


.30304, 


30191. .30295, 30196. .30303, 








30202. 


.30321, 30324. 


.30524, 


30365. .30457, 30381. .30458, 








30732. 


.31010, 30733. 


.31011, 


30736. .31017, 30737. .31015, 








31949. 


.32023, 31950. 


.32021 










Seq. No. 


44946 






Seq. ID 


OJ000301_17.0410. 


C6 




Gene No. 


94874 






Strand 








Start 


30144 






End 


32023 





46135 





Name 


OJ000301_17 .0410.C6 


.o3. ts 


Method 


TBLASTX : Soybean 






Start 


30740 




End 


31006 






GI 


none 




Score 


286 






Exons 


3074.0 . . 31006 












Seq. No. 


44946 




Seq. ID 


OJ000301_17.0410 


.C6 




Gene No. 


94874 




Strand 








Start 


30144 




End 


32023 






Name 


OJ000301 17. 0410. C6. 


. o4 . tc 


Method 


TBLASTX: Cress 






Start 


30740 




End 


31020 






GI 


none 




Score 


298 






Exons 


30740. .31006, 30740, 


. . 30796, 


30742. .30831, 30875 .. 31006, 








30919 . . 31020 












Seq. No. 


44946 




Seq. ID 


OJ000301_17.0410 


,C6 




Gene No. 


94875 




Strand 








Start 


32205 




End 


32768 






Name 


.OJ000301 17.0410.C6, 


, o3 . tm 


Method 


TBLASTX: Maize 






Start 


32205 




End 


32477 






GI 


none 




Score 


432 






Exons 


32205. .32477, 32205. 


, . 32474, 


.32207. .32476 






Seq. No. 


44946 




Seq. ID 


OJ000301_17.0410 


.C6 


5 5 

Vrr 


Gene No. 


94875 




Strand 






ij 


Start 


32205 




End 


32768 






Name 


OJ000301_17 . 0410 . C6. 


, o5 . ts 


Method 


TBLASTX: Soybean 




in 


Start 


32358 




End 


32747 






GI 


none 




Score 


91 




T ^ 
l.J 


Exons 


rt, rt rt ^ rt rt. rt j| rt. */"\ rt, rt * ^ rt 

32358 . . 32429, 32468 . 


. 32602, 


32484 . .32612, 32624 3274 6, 








32673 . . 32747 










□ 

r*: : 


Seq. No. 


44946 




Seq. ID 


OJ000301_17.0410 


.C6 


5 a? 


Gene No. 


94875 




Strand 








Start 


32205 




End 


32768 






Name 


OJ000301_17 . 0410 . C6. 


o2. tc 


Method 


TBLASTX: Cress 






Start 


32516 




End 


32767 






GI 


none. 




Score 


.344 ' 




. ^ 


Exons 


32516. .32638, 32523. 


. 32723, 


32532. .32765, 32675.. 32767 






Seq. No. 


44946 




Seq. ID 


OJ000301_17.0410 


.C6 




Gene No. 


94875 




Strand 








Start 


32205 




End 


32768 






Name 


*— \ -r rt f\ rt rt -1 i <*7 rt ji rt J-* >- 

OJ000301_17 . 0410 . C6. 


o5 . tm 


Method 


TBLASTX: Maize 






Start 


32546 




End 


32768 






GI 


none 




Score 


380 






Exons 


32546.. 32 638, 32547. 


. 32768, 


32547. .32735, 32548.-32757, 








32675 . . 32767 












Seq. No. 


44947 




Seq. ID 


OJ000301_17.0410. 


,C7 




Gene No. 


94876 




Strand 


+ 






jl am 






End 


911 






Name 


OJ000301 17. 0410. C7. 


ol .gs 


Method 


GENSCAN 






Start 


654 




End 


911 






GI 


none 




Score 


. .96 






Exons 


654. .911 ' 












Seq. No. 


44948 




Seq. ID 


OJ000301_17.0410. 


.C8 



'46136 



Gene No. 
Start - 
Name 
Start 
GI 

Exons 



94877 Strand + 

.4598 End 8435 

OJ000301_17 . 04 10 . C8 . o2 . gs Method GENSCAN 

4598 End 8435 

none Score .41 

4598. .4752, 5052. .5084, 5162. .5328, 6163. .6321, 7217. .7324, 
8251. .8435 



Seq. No. 44948 

Gene No. 94878 

Start 10177 

Name OJ000301_17 . 04 10 . C8 . o3 . gs 

Start 10177 

GI none 

Exons 10177. .10238, 11194 .. 11248 , 
12019. .12527 



Seq. ID OJ000301_17.0410.C8 

Strand + 

End 14912 

Method GENSCAN 

End 12527 

Score .84 
114 63. .11627, 1167 6. . 11724, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 

GI Descrip. 



44948 ^ - 

94878 

10177 

OJ000301_17.0410.C8.o2.np 

12057 

7438233 

12057. .12148, 12197. .12311, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
14706. .14897 

cysteine proteinase inhibitor, extracellular - carrot 

gi I 2204077 | dbj | BAA20464.il (D85623) extracellular insoluble 

cystatin [Daucus carota] 



OJ000301_17.0410.C8 
+ 

14912 

AAT/NAP 

14897 

218 ■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44948 Seq. ID 

94878 Strand 

10177 End 

OJ000301__17 . 0410 . C8 . o4 . gs Method 

13729 End 

none Score 

13729. .14033, 14110. .14128 



OJ000301_17.0410.C8 
+ 

14912 
GENSCAN 
14128 
.51 



] Seq. No. 44948 Seq. ID 

\ Gene No; 94878 ■ Strand " 

1 Start 10177 End 

\ Name OJ000301_17 . 0410 . C8 . o5 . gs Method 

\ Start 14466 End 

GI none Score 

Exons 14466. .14912 ' 



OJ000301_17.0410.C8 
+ 

14912 
GENSCAN 
14912 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



44948 
94879 
2038 

OJ000301_17.0410.C8.ol.np 
1992 
3157929 



OJ000301 17. 0410. C8 



Seq. ID _ 
Strand 

End 2939 
Method AAT/NAP 
End 2939 
Score 233 
1992, .2575, 2603. .2729, 2757. .2939 

(AC002131) Contains similarity to hypothetical protein gb|Z97336 
from A. thaliana. [Arabidopsis thaliana] 



44948 
94879 
2038 



Seq. ID 

Strand 

End 



OJ000301 17. 0410. C8 



2939 



46137 



• 



Name 


o.tooo^oi 17 n4in 




ol 


. gs 


fit; L 1 1UU 


O £j IN O v^rtlN 


Start 


2038 ~~ 








EjI 1U 


?Q1 Q 

^. _7 J- .7 


GI 


none 








S core 


. 79 


Exon c ? 


2038 2919 














4 4 948 










o.tooo^oi 


Gene No. 


94880 








Strand 




Start 


14877 








End 


15076 


Name 


OJ000301 17.0410, 


,C8 


.Ol. 


.gp 


Method 


AAT/GAP 


Start 


14877 








End 


15076 


GI 


3106982 








Score 


374 


Exons 


14877. .15076 













Seq. No. 


44 948 




Seq. ID 


OJ000301 17 0410 




Gene No . 


94881 




Strand 






Start 


15661 




End 


16001 




Name 


OJ000301 17. 0410. C8 


.06 .gs 


Method 


GENSCAN 




Start 


15661 




End 


16001 




■GI 


none 




Score 


.52 




Exons 


15661 15678. 15882 


16001 








Sea. No. 


44948 




Spa TD 


OJO 0 0^01 17 0410 




Gene No . 


94882 




St rand 






Start 


15964 




End 


16301 




Name 


OJ000301 17. 0410. C8, 


. o2 . gp 


Method 


AAT/GAP 




Start 


15964 




End 


16301 




GI 


none 




Score 


636 




Exons 


15964. .16301 










Seq. No. 


44949 




Seq. ID 


OJ000301_17.0410. 


.C9 


Gene No. 


94883 




Strand 






Start 


833 




End 


8133 




Name 


OJ000301 17. 0410. C9. 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


651 




End 


922 




GI 


none 




Score 


128 




Exons 


651. .773, 671. .772, 


697. .774, 


848. .922 


, 849. .878 




Seq. No. 


44949 




Seq. ID 


OJ000301_17.0410. 


,C9 


Gene No. 


94883 




Strand 






Start 


833 




End 


8133 




Name 


OJ000301 17. 0410. C9. 


. ol . np 


Method 


AAT/NAP 




Start 


662 


End 


8133 




GI 


6721161 




Score 


2473 




Exons 


662. .772, 851. .971, 


1045. .1191, 1281.. 


1386, 1453.. 1535, 





1671. .1798, 2248. .2334, 2422. .2532, 3332. .3499, 3564. .3648, 

3725. .3841, 3950. .4026, 4118. .4189, 5879. .5975, 6073. .6275, 

6417. .6519, 6585. .6652, 6753. .6806, 6888. .6997, 7549. .7627, 

7701. .7763, 8011. .8133 



GI Descrip. (AC016829) putative O-linked GlcNAc transferase [Arabidopsis 
thaliana] 



Seq. No. 44949 Seq. ID 

Gene No. 94883 Strand 

Start 833 End 

Name OJ000301_17 . 04 10 . C9 . ol . ts Method 

Start 668 End 

GI none Score 



OJ000301_17.0410.C9 
8133 

TBLASTX : Soybean 

8133 

109 



46138 



Exons 



668. , 
865. . 
1280. 
1454, 
2238. 
2445: 
3721. 
4097. 
6072. 
6587. 



772, 
969, 
.1390 
.1537 
.2336 
^2582 
. 3843 
.4192 
6281 
. 6676 



672. .773, 673. .774, 840 
1041. .1199, 1045. .1191, 
, 1280. .1390, 1284. .1391 
, 1454. .1534, 1665. .1799 
, 2248. .2358, 2249. .2350 
, 3331.:3501,- 3332.. 3505 
, 3725. .3844, 3950. .4027 
, 4122. .4190, 4124. .4192 
, 6115. .6276, 6417. .6518 
, 8011. .8133 



.974, 846. .950, 848. .976, 
1057.. 1233, 1264. .1362, 
, 1446. .1529, 1452. .1535, 
1668. . 1799, 1670. . 1804, 
2422. .2535, 2423. .2533, 
3522. .3662, 3523. .3645, 
3952. .4029, 3952. .4026, 
5879. .5974, 5892. .5984, 
6418. .6519, 6584. .6655, 



Seq. No. 44949 
Gene No. 94883 
Start 833 

Name OJ000301_17 . 04 10 . C9 . ol . tm 

Start 668 
GI none 

Exons 668.. 772, 668.. 772, 685.. 774, 

1041-.-. 1199, 1045.. 1194, 1058. 
1280. 
1660. 

2245. .2337, 2248. .2358, 2249. 
2423. .2533, 2424. .2534, 2429. 
3522.. 3647, 3523. .3648, 3541. 
3721. .3786 



,1390, 1281. .1391, 1452. 
,1803, 1665. .1799, 1670. 



Seq. ID OJ000301_17T0 , 4"10.C9 
Strand 

End 8133 
Method TBLASTX: Maize 
End 37 8 6 

Score 91 

848. .976, 849. .950, 850. .960, 
1195, 1228. .1371, 1260. .1385, 
1535, 1454. .1534, 1650. .1799, 
1801, 1670.. 1804, 2232.. 2336, 
2350, 2382.. 2534, 2422.. 2535, 
2542, 3332.. 3505, 3426.. 3500, 
3660, 3552. .3662, 3716. .3781, 



Seq. No. 

fU Gene No. 

fi; Start 
- ~ 

l : s Name 

v ~ Start 

Jr! GI 

1^ Exons 



44949 
94883 
833 

OJ000301_17.0410.C9.ol.gs 

833 
none 



Seq. ID OJ000301_17.0410-.C9 
Strand 

End 8133 

Method GENSCAN 

End 8130 

Score .77 



833. .971, 1281. .1535, 1671. .1798, 2248. .2334, 2422. .2532, 
3332. .3499, 3564. .3648, 3725. .3841, 3950. .4026, 5123. .5377, 
5879. .5975, 6073. .6238, 6417. .6543, 6585. .6619, 7549. .7627, 
8011. .8130 



Seq. No. 44949 
Gene No. 94883 
Start 833 

Name OJ000301_17 . 04 10 . C9 . o3 . tc 

Start , 1317 
GI none 

Exons 1317.. 1385, 1319.. 1384, 1452. 

1656. .1799, 1670. .1804, 2238. 
2422. .2457. 



Seq. ID OJ000301_17.0410.C9 
Strand 

End- 8133 
Method TBLASTX : Cress 
End 2457 
Score 60 

.1535, 1454. .1543, 1457. .1534, 
.2318, 2248. .2358, 2249.. 2332, 



Seq. No. 44949 

Gene No. 94883 

Start 833 

Name OJ000301_17 . 04 10 . C9 . ol . tc 

Start 3332 

GI none 

Exons 3332.. 3427, 3425.. 3505, 3426. 

3716.. 3844, 3721.. 3843, 3950. 



Seq. ID OJ000301JL7/0410.C9 
Strand 

End 8133 

Method TBLASTX : Cress 

End 4 02 9 

Score 87 

.3500, 3522. .3662, 3523.. 3648, 
.4024, 3952. .4029 



Seq. No. 



44949 



Seq. ID. OJ000301 17. 0410. C9 



46139 




Gene No. 


94883 


Strand 




Start 


833 


End . 


8133 


Name 


OJ000301 17.0410.C9.o2.tm 


Method 


TBLASTX: Maize 


Start 


3790 


End 


6655 


GI 


none 


Score 


59 


Exons 


3790.. 3843, 3791.. 3844, 3950 


..4030, 3950.. 4027, 3952.. 4029, 




4097..4195, 4119.. 4196, 5879 


..5974, 5880. .5984, 6072. .6281, 




6073. .6276, 6417. .6518, 6418 


..6519, 6584.. 6649, 6587.. 6655 


Seq. No. 


44949 


Seq. ID 


OJ000301_17.0410.C9 


Gene No. 


94883 


Strand 




Start 


833 


End 


8133 


Name 


OJ000301 17.0410 C9 o2 tc 


Method 


TBLASTX: Cress 


Start 


6057 ~~ 


End 


6512 


GI 


none 


Score 


118 


Exons 


6057.. 6278, 6070.. 6294, 6075 


..6293, 6412. .6504, 6414. .6512 


..Seq. No. 


44949 


Seq. ID 


OJ000301_17.0410.C9 


.Gene No. 


94883 


Strand 




Start 


833 


End 


8133 


Name 


0 JO 00301 17.0410.C9.ol.gp 


Method 


AAT/GAP 


Start 


6192 ~ 


End 


6625 


GI 


none 


Score 


384 


Exons 


6192 6275, 6417 6519 6585 


.6625 




Seq. No. 


44950 


Seq. ID 


OJ000301_17 . 04 10. C10 


Gene No . 


94884 


' Strand 


+ 


Start 


1 


End 


6040 


Name 


OJ000301 17.0410.C10.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


6040 


GI 


7508879 


Score 


52 


Exons 


1..28, 1053. .1121, 2280. .244^ 


1 , 2622.. 


2799, 5925.. 6040 


GI Descrip. 


hypothetical protein W03Q2.1 


- Caenorhabditis elegans 




gi | 194 7160 |gb| AAC4 8255.1 | (AF000298) 


tfeak similarity to 




collagens; glycine- and proline-rich 


[Caenorhabditis elegan 


Seq. No. 


44950 ' " 


Seq. ID 


OJ000301_17. 0410. C10 


Gene No. 


94884 ■ 


Strand 


+ 


Start 


1 


End 


6040 


Name 


OJ000301 17.0410.C10.o2.gs 


Method 


GENSCAN 


Start 


2101 


End 


2910 


GI 


none 


Score 


.94 


Exons 


2101.. 2910 






Seq. No. 


44950 


Seq. ID 


OJ000301_17. 0410. C10 


Gene No . 


94885 


Strand 




Start 


1 


End 


1114 


Name 


OJ000301 17.0410.C10.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


961 


GI 


6721161 


Score 


336 


Exons 


1..215, 349. .399, 489. .587, 665. .961 




GI Descrip. 


(AC016829) putative O-linked 


GlcNAc transferase [Arabidopsii 




thaliana] 






Seq. No. * 


44950 


Seq. ID 


OJ000301_17. 0410. C10 


Gene No. 


94885 


Strand 




Start 


1 


End 


1114 



46140 






Name 


OJ000301 17.0410.C10.ol.gs 


Method 


GENSCAN 




Start 


349 


End 


1114 




GI 


none 


Score 


. DZ 




Exons 


349.-399, 489. .587, 665. .1114 






beq. no. 


44950 


Seq. ID 


UJUUUJU1 1/.U41U.U1U 




Gene No. 


94886 


Strand 






Start 


3364 


End ■ 


6040 




Name 


OJ000301 17.0410.C10.ol.ts 


Method 


i oiiHb i a . boyoean 






64 v - 


End 


Q1 1 

oil 




Gl 


none 


Score 


1UU 




Exons 


916 Q6 919 109 9HQ 


o c c. a on 


A QH coo A Q Q GLQ"7 






662. .811 








beq . no . 


44950 


Seq. ID 


ATnnmm it n a i f\ r" i n 
UJUUUJU1 1/.U41U.G1U 




Gene No. 


94886 


Strand 






Start 


3364 


End 


6040 




Name 


OJ000301 17. 04.10. CIO. o2.tm 


Method 


i d j_ti\b l a : Ma i z e 






64 


End 


Q 1 A 
O 1 4 




Gl 


none 


Score 






Exons 


64. .216, 96. .212, 105. .212, 


105. .209, 


J4b..4U^, 4oz..o/4, 






484. .579, 487. .576, 489. .587 


, 662.. 778 


, DOZ . . O 14 




Seq. No. 


44950 


Seq. ID 


OJ000301_17. 0410. C10 




Gene No. 


94886 


Strand 




?.cs. 


btart 


3364 


End 


oU4 U 


V ; * 


Name 


OJ000301. 17.0410.C10..o3.gs 


Method 


GLNbLAN 




b tart 


3364 


End 


o y4 u 






none 


Score 


. / / 




Exons 


3364. .3679, 4264. .4343, 5839 


. .5940 




a. 

fi ! 


beq. no. 


44950 


Seq. ID 


UJUUUoUl 1/.U41U.L1U 




Gene No . 


94886 


Strand 




a." 


Start 


3364 


End 


6040 


□ 


Name 


OJ000301 17.0410.C10.ol.gp 


Method 


AAT/GAP 




Of i v- +- 

buartL 


5154 


End 


6040 


lx 


H T 


4295 1.R1084 


■ Score 


r 1263 


t ' 


Exons 


5154.. 5577, 5664. .5757, 5839 


. . 6040 






^i uescrip. 


, 6041855/gb|AAF02164.1|AC009853 24 3.0e-38 (AC009853) unknov 


il 

Jt.tSi 




protein [Arabidopsis thaliana] 1 






beq. no. 


44950 


Seq. ID 


OJ000301_17. 0410. C10 




Gene No . 


94886 


Strand 






Start 


3364 


End 


6040 




Name 


OJ000301 17.0410.C10.ol.tm 


Method 


TBLASTX: Maize 




btart 


5507 


End 


6040 




r> T 

bl 


none 


Score 


73 




Exons 


5507.. 5593, 5525.. 5593, 5665 


..5766, 5667. .5687, 5692.. 5760, 






5702.. 5767, 5836. .5877, 5837 


..5881, 5879..5935, 5881.. 5937, 






5923.. 5964, 5933.. 5962, 5983 


..6039, 59 


84 . . 6040 




Seq. No. 


44951 


Seq. ID 


OJ000321_18.0413.C1 




Gene No. 


94887 


Strand 


+ 




Start 


' 1 


End 


706 




Name 


OJ000321 18.0413.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


706 




GI 


6539553 


Score 


1100 



46141 



Exons 1 . . 706 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85.597) 
[Oryza sativa] 



Seq. No. 


44951 








Seq. ID 


OJOOD^PI 1 R f)4 1 ^ 


pi 


Gene No . 


94887 








^t rand 

u Li ul 1U 






Start 


1 








End 


706 




Name 


OJ000321 


_18.0413.C1 


.ol 


.gs 


Method 


GENSCAN 




Start 


53 








End 


587 




GI 


none 








Score 


61 




Exons 


53 . . 587 














Sea No 


44 951 








O C • -L U 


OT0n0^91 1ft 041*3 
UJUUUjZI lo . U4 1 j 


pi 
. U JL 


Gene No . 


94887 








O Ll CXI LKJ. 


_j_ 




Start 


1 










/UD 




Name 


OJ000321 


18. 0413. CI' 


.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


69 








End 


317 




GI 


none 








Score 


^0 6 

O v O 




Exons 


69 . . 317 , 


78 . .317 












Sea No 


4 4 951 










ptooo^i ift 041^ 


r 1 1 




94887 


* 






St ranH 

J LI ClllU 






Start 


1 










706 




Name 


OJ000321 


18. 0413. CI, 


.ol, 


. ts 


Method 


TBLASTX: Soybean 




Start 


237 








End 


701 




GI 


5509260 










^4 4 




Exons 


237 701 


513 680 












GI Descrip. 
















Seq. No. 


44951 








UC^i J. 


o,Tonn^9i is n4i^ 


P 1 


Gene No . 


94887 








Of rsnH 

OIL Cil iU 


-f. 




Start 


1 








End 


706 




Name 


OJ000321 


18. 0413. CI. 


.ol. 


.tc 


Method 


TBLASTX: Cress 




Start 


330 








End 






GI 


none 










9 ^ S 




Exons 


330 590 














Seq. No. 


44951 








Seq. ID 


ojoon^9i i r D4i? 


P 1 
. u i 




94887 








C f- v- -3 n H 






Start • 


1 








End 


706 




Name 


OJ000321 


18. 0413. CI. 


ol. 


tm 


Method 


TBLASTX: Maize 




Start 


372 








FnH 


6ft Q 

DO J 




GI 


none 








S core 


9 6ft 




Exons 


372. . 683, 


507. . 689 












Seq. No. 


44951 








Seq. ID 


OJ000321__18.0413. 


,C1 


Gene No. 


94887 








Strand 






Start 


1 








End 


706 




Name 


OJ000321 


18. 0413. CI. 


o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


372 








End 


701 




GI 


none 








Score 


277 




Exons 


372. .701 














Seq. No. 


44952 








Seq. ID 


OJ000321_18.0413. 


C2 


Gene No. 


94888 








Strand 


+ 





46142' 




Start 


180 


End 


1204 






OJ000321 18.0413.C2.ol.np 


Method 


AAT /NAP 






180 


End 


1204 




O X 


5852179 


Score 


243 




LAUllD 


180. .407, 482. .676, 1157. .1204 








(AL117265) zhb0009.1 [Oryza sativa] 






Seq. No. 


44952 


Seq. ID 


OJ000321_18.0413, 


.C2 


Gene No. 


94888 


Strand 


+ 




Start 


180 


End 


1204 




Name 


OJ000321 18.0413.C2.ol.gs 


Method 


GEN SCAN 




O Lai I 


212 


End 


667 




O X 


none 


Score 


. 92 




IT von 


212. .435, 446. .667 








Qprt i\]n 


44952 


Seq. ID 


OJ000321 18 0413 


. C2 


Gene No. 


94889 


Strand 






Start 


870 


End 


1204 




Name 


OJ000321 18.0413.C2.o2.np 


Method 


AAT /NAP 




Start 


870 


End 


1204 




O X 


7523512 


Score 






IT von q 


870. .995, 1182. .1204 








OX UCoLJ — L£J • 


(AP001633) hypothetical protein [Oryza 


q ^ i~ "i xt 1 
o d i l vaj 






44953 


Seq. ID 






Gene No. 


94890 


Strand 






Start 


1 


End 


1381 




Name 


OJ000321 18.0413.C4.ol.np 


Method 


AAT /NAP 




O L. d X U 


1 


End 


1381 




O X 


4680179. 


Score 


1968 




LjAUIIO 


1. .1381 








OX L> " O -L -L ♦ 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


44953 


Seq. ID 


OJ000321_18.0413, 


.C4 


Gene No. 


94890 


Strand 






Start 


1 


End 


.1381 




Name 


■ OJ000321 18.0413.C4.ol.tw 


Method 


TBLASTX: Wheat 




o u a X L. 


3 


End" 


411 




GI 


"none 


Score 


148 




LLi 1\.\J l ID 


3. .260, 3. .410, 13. .411 








Seq. No. 


44953 


Seq. ID 


OJ000321_18.0413. 


.C4 


Gene No. 


94890 


Strand 






Start 


1 


End 


1381 




Name 


OJ000321 18.0413.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


60 


End 


500 




GI 


none 


Score 


248 




DAUllO 


60. .101, 93. .500, 124. .447 








Oclj. IN (J . 


44953 


Seq. ID 


OJ000321_18.0413. 


CA 


Gene No. 


94890 


Strand 






Start 


1 


End 


1381 




Name . - 


OJ000321 18.0413.C4.o2.ts 


Method 


TBLASTX: Soybean 




Start 


126 - 


End 


374 




GI 


none 


Score 


212 




Exons 


126. .374 









46143 




Seq. No. 


44953 


Seq. ID 


OJ000321_18.0413 


.C4 


Gene No. 


94890 


Strand 






Start 


1 


End 


1381 

X J O X 




Name 


OJ000321 18 0413 C4 ol ts 




i DLino i/\ • ouyucall 




Start 


396 ~~ 


End 


791 

/ Zf X 




GI 


none 


Score 


189 




Exons 


396. .647, 406. .639, 702 


755. 712 753 


759 791 7SQ 


7 Q1 

/ Z/ X 


Seq. No. 


44953 


Seq. ID 


OJ000321_18.0413 


.C4 


Gene No. 


94890 


Strand 






Start 


1 


End 


1 381 

X J U X 




Name 


OJ000321 18 0413 C4 o3 tw 


1 iC L11UU 






Start 


414 _ 


End 


64 4 




GI 


none 


S core 


237 




Exons 


414 .. 644, 415 . . 642 








Seq. No. 


44953 


Seq. ID 


OJ000321JL8.0413 


.C4 


Gene No. 


94890 


Strand 






Start 


1 


End 


1381 




Name 


OJ000321 18 0413 C4 o2 tm 


L "JC U i 1UU 


TRT.A9TY • Ma -i 

1 O XJ.M.O 1A • Lid X 




Start 


702 ~ 


End 


1149 

X X *i 




GI 


none 


Q pi nrc 
O ^-»L/X 


1 OR 




Rvon s 

1*J /\ \J 1 1 


702 1145. 712 1149 








Seq. No. 


44953 


Seq. ID 


OJ000321_18.0413 


.C4 


Gene No. 


94890 


Strand 






Start 


1 


End 


1381 




Name 


OJ000321 18 0413 P4 n2tw 




1 DXjrtiD 1 /\ . VVI It; a L 




Start 


732 _ 


End 


1 91 S 




GI 


none 


Score 


223 




Exons 


732 1214. 735 1190 775 


. .1215 






Seq. No. 


44953 


Seq. ID 


OJ000321_18.0413 


.C4 


Gene No. 


94890 


Strand 






Start 


1 


End 


138 1 




Name 


OJ000321 18 0413 C4 o3 ts 




TRT.A^TY • ^ouhpsn 




Start 


864 ~ 


FnH 


1 1 7R 
X X / o 




GI 


none 


O O W X c 


1 84 

X O *1 




Exons 


864. 1178 








Seq. No. 


44953 


Seq. ID 


OJ000321_18.0413 


.C4 


Gene No. 


94890 


Strand 






Start 


■ 1 


End 


1381 

X ^ O X 




Name 


OJ000321 18 0413 P4 


L'lC L i l^JLi 


TRT A^TY • Ma t -70 




Start 


1150 ~~ 




1^4? 
1 JIO 




GI 


none 


Q /-i /-\ y~ 


148 




Fvnn <=; 

J_J *\ N-/ I I O 


1 1 SO 1 S lis? 1^4^ 

X X .J W • • X _) U , X X -J ^. . • 1 J 








Seq. No. 


44954 


Seq. ID 


OJ000321_18 . 0413 


.C5 


Gene No. 


94891 


Strand 






Start 


286 


End 


1588 




Name 


OJ000321 18. 0413.C5.ol.np 


Method 


AAT/NAP 




Start 


286 


End 


1588 




GI 


7248395 


Score 


864 





Exons 286. .723, 858. .1002, 1200. .1588 

GI Descrip. (AP001389)' hypothetical protein [Oryza sativa] 



46144 



?*l a 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44954 Seq. ID 

94891 Strand 
286 End 
OJ000321_18 . 04 13 . C5 . ol . gs Method 
4 91 End 
none Score 
491. .913, 936. .1015, 1135. .1351 : - 

44955 Seq. ID 

94892 Strand 
1 End 
OJ000321_18. 0413.C6.ol .np Method 
1 End 
7106512 Score 



OJ000321_18.0413.C5 

1588 
GENSCAN 
1351 
.83 



OJ000321_18.0413.C6 

6843 
AAT/NAP 
2217 
487 



1..34, 574. .1296, 1699. .1875, 1975. .2084, 2158. .2217 
(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



44955 
94892 
1 

OJ000321_18.0413.C6.ol.gs 

672 

none 



Seq. ID OJ000321_18.0413.C6 
Strand 

End 684 3 

Method GENSCAN 
End ,6843 
Score .46 



672. .1240, 1709. .1835, 1975. .2084, 3442. .3484, 3757. .3848, 
5818. .5962, 6230. .6278, 6298. .6716, 6754. .6843 



OJ000321 18. 0413. C6 



44955 
94893 
7646 

OJ000321_18.0413.C6.o2.np 
7598 
6539553 
7598. .8527 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi I 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



8527 
AAT/NAP 
8527 
1395 



Seq. No. 44955 Seq. ID 

Gene No. 94893 Strand 

Start 7646 End 

Name O JO 0032 1_18. 0413. C6.o2.gs Me t hod 

Start 7646 End 

GI none Score 

Exons 7646.. 8101 



OJ000321_18.0413.C6 

8527 
GENSCAN 
8101 
.51 



Seq. No. 44955 Seq. ID 

Gene No. 94893 Strand 

Start 7646 ' End 

Name OJ000321_18 . 04 13 . C6. ol . tw Method 

Start 7721 End 

GI none Score 

Exons 7721. .8089, 7722.. 8090, 7731.. 8090, 7783'. .8091, 8105. .8179, 
8133..81"80 



OJ000321_18.0413.C6 
8527 

TBLASTX: Wheat 

8180 

319 



Seq. No. 



44955 



Seq. ID OJ000321 18. 0413. C6 



46145 




Gene No. 


94893 








Strand 




Start 


7646 








End 


8527 


Name 


OJ000321 18 


. 0413 


. C6 . o2 . 


ts 


M^t* hoH 


TRT.A^TX* ^nvhpan 

J. Dlinu i. /\ • tjKJ y XJ\Za.ll 


Start 


7817 _ 








End 


8185 


GI 


none 








Score 


91 

^ J- 


Exons 


7817 . . 8041, 


8060 , 


. . 8185 








Seq. No. 


44955 








Seq. ID 


OJ000321_18.0413.C6 


Gene No. 


94893 








Strand 




Start 


7646 








End 


8527 


Name 


OJ000321 18 


. 0413 , 


,C6.ol. 


tm 


Met hnd 




Start 


8036 ~~ 








End 


8314 


GI 


none 








Score 


144 


Exons 


8036. . 8269, 


8037 . 


. . 8264, 


8051 


. . 8314 




Seq. No. 


44955 








Seq. ID 


OJ000321_18.0413.C6 


Gene No. 


94893 








Strand 




Start 


7646 








End 


8527 


Name 


OJ000321 18 


. 0413 , 


. C6 . ol . 


ts 


Method 


TBLASTX : Soybean 


Start 


8186 _ 








End 


8526 


GI 


none 








Score 


83 


Exons 


8186 8326 


8325 . 


8525, 


8325 


..8525, 8326. .8526 


Seq. No. 


44956 








Seq. ID 


OJ000321_18.0413.C7 


Gene No. 


94894 








Strand 




Start 


1 








End 


1617 


Name 


OJ000321 18 


.0413. 


,C7.ol. 


np 


Method 


AAT/NAP 


Start 


1 








End 


1617 


GI 


6539553 








Score 


2660 


Exons 


1. .1617 












GI Descrip. 


(AP000836) 


Similar to Oryza , 


australiensis retrotransposon RIRE1 



(D85597) [Oryza sativa] gi I 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 


44956 








Seq. ID 


OJ000321_18.0413, 


,C7 


Gene No. 


94894 








Strand 






Start 


1 








End 


1617 




Name 


OJ000321 18.0413, 


.07 


.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


1 








End 


279 




GI 


none 








Score 


59 




Exons 


1..27.9, 13. .204 














Seq. No. 


44956 








Seq. ID 


OJ000321_18.0413. 


,C7 


Gene No. 


94894 








Strand 






Start 


1 








End 


1617 




Name 


OJ000321 18.0413. 


>C7, 


.ol. 


.gs 


Method 


GENSCAN . 




Start 


145 








End 


1287 




GI 


none 








Score 


.93 




Exons 


145. .1287 














Seq. No. 


44956 








Seq. ID 


OJ000321JL8.0413. 


,C7 


Gene No. 


94894 








-Strand 






Start 


•1 








End 


1617 




Name 


OJ000321 18.0413, 


,C7. 


,ol. 


, tm 


Method 


TBLASTX: Maize 




Start 


411 








End 


733 




GI 


none 








Score 


366 





46146 



Exons 



411. .602, 412. .726, 413. .706, 413. .733 



Seq. No. 44956 Seq. ID 

Gene No. 94894 Strand 

Start 1 End 

Name OJ000321_18 . 04 13 . C7 . o2 . tm Method 

Start 1232 End 

GI none Score 

Exons 1232.. 1537, 1237.. 1539, 1237.. 1545 



OJ000321_18.0413.C7 
1617 

TBLASTX: Maize 

1545 

264 



Seq. No. 44956 Seq. ID 

Gene No. 94894 Strand 

Start 1 End 

Name OJ000321_18 . 0413 . C7 . ol . tw Method 

Start 1294 End 

GI none Score 

Exons 1294. .1617, 1295. .1615 



OJ000321_18.0413.C7 
1617 

TBLASTX: Wheat 

1617 

208 



Seq. No. 44957 Seq. ID 

Gene No. 94 8 95 Strand 

Start 1269 • End 

Name OJ00032 1_18 . 04 13 . C8 . ol . gs Method 

Start 1269 End 

? : sj GI none Score 

*-{f Exons 1269.. 1618, 2150.. 2547, 2772.. 3025 



OJ000321_18.0413.C8 

9069 
GENS CAN 
3025 
.66 



OJ000321 18. 0413. C8 



Seq. No. 44957 Seq. ID _ 

Gene No. 948 95 Strand - ~ 

Start 1269 End 9069 

Name OJ000321_18 . 04 13 . C8 . ol . np Method AAT/NAP 

Start 1272 End 6343 

GI 7489738 Score 2381 

Exons 1272.. 3502, 4030.. 4070, 6287.. 6343 

GI Descrip. gag-pol polyprotein - maize copia-like retrotransposon Stor4 
gi | 4234852 | gb | AAD12997 . 1| (AF082133) gag-pol polyprotein- [Zea 
mays] 



^ Seq. No. 


44957 








Seq. ID- 


. OJ000321JL8.0413. 


.C8 


V3 Gene No. 


94895 








Strand 






fj Start 


1269 








End 


9069 




f :a | Name 


OJ000321 18 


.0413. 


C8.o2. 


tw 


Method 


TBLASTX: Wheat 




v=? Start 


1326 








End 


1722 




GI 


none 








Score 


117 




Exons 


1326. . 1718, 


1489. 


.1722, 


1514 . 


.1720 






Seq. No. 


44957 








Seq. ID 


OJ000321_18.0413. 


.C8 


Gene No. 


94895 








Strand 






Start 


1269 








End 


9069 




Name 


OJ000321 18 


.0413. 


C8.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1782 








End 


2078 




GI 


none 








Score 


53 




Exons 


1782. .2078, 


1783. 


.1830, 


1876. 


.1938 






Seq. No. 


44957 








Seq. ID 


OJ000321_18.0413 ! 


,C8 


Gene No. 


94895 








Strand 






Start 


1269 








End 


9069 




Name 


OJ000321 18 


.0413. 


C8.ol. 


tw 


Method 


TBLASTX: Wheat 





46147 



Start 
GI 

Exons 



1878 
none 

1878. .2327, 1882. .1980, 1917, 
2311. .2658, 2313. .2657 



End 2658 
Score 4 6 

.2327, 2041. .2328, 2304. .2537/ 



Seq. No. 44957 

Gene No. 94895 

Start 1269 

Name OJ000321_18 . 04 13 . C8 . ol . tm 

Start 2124 

GI none 

Exons 2124.. 2519 



Seq. ID OJ000321_18. 0413.C8 
Strand 

End 9069 

Method TBLASTX : Mai ze 

End 2519 

Score 261 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 

GI Descrip. 

Seq. No. . 

Gene No. 
% Start 
JJ" Name 
& Start 
fU GI 
ri Exons 



44957 
94895 
1269 

OJ000321_18.0413.C8.ol.ts 

2349 

5509260 

2349. .2744, 2350. .2382, 2425, 



44957 
94895 
1269 

OJ000321_18 .0413.C8.ol. tc 

2448 

none 

2448. .2699, 2575. .2697 



Seq. ID OJ000321_18.0413.C8 
Strand 

End 9069 

Method TBLASTX : Soybean 

End 2744 

Score 4 4 
.2697 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000321_18 .0413.C8 
9069 

TBLASTX: Cress 

2699 

72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. . No . 
Gene No. 
Start 
Name 
Start 



44957 
94895 
1269 

OJ000321_18 .0413.C8.o2.gs 

3635 

none 

3635/. 4012, 4471. .4524, 4556. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000321_18.0413.C8 

9069 
GENSCAN 
6798 
.54 



,4959, 5033.. 5172, 5246. 



5375. .5566, 5634. .5821, 5925. .5997, 6549. .6694, 6696. 



.5304, 
, 6798 



OJ000321_18.0413.C8 

9069 
AAT/NAP 
5630 
1143 



44957 Seq. ID 

94895 Strand 
1269 End 
OJ000321_18 .0413.C8 .o2.np Method 
4429 End 
6721561 Score 
4429. .5172, 5246. .5304, 5375. .5630 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6815086|dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



44957 
94895 
1269 

OJ000321_ 
4541 



18.0413.C8.o3.np 



Seq. ID 
Strand- 
End 

Method 
End 



OJ000321_18.0413.C8 

9069 

AAT/NAP 

6558 



46148 



GI 6721558 Score 247 

Exons 4541. .4662, 4919. .5008, 5634. .5758, 6459. .6558 

GI Descrip. (AP001073) hypothetical protein [Oryza sativa] 

gi|6815083|dbj IBAA90369.il (AP001081) hypothetical protein 

[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44957 
94895 
1269 

OJ000321_18. 0413.C8.o4.np 

5747- 

6721512 



Seq. ID OJ000321_18.0413.C8 
Strand 

End 9069 

Method AAT/NAP 

End 9069 

Score 89 



5747. .5791, 7195. .7335, 7363. .7454, 9032. .9069 
(AP001072) hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44958 
94896 
201 

OJ000321_18 . 0413.C9.ol.gs 

201 
none 



Seq. ID OJ000321_18.0413.C9 
Strand + 



End 

Method 

End 

Score 



6267 
GENSCAN 
6267 
.65 



201. .230, 796..838, 1045. .1091, 2418. .2792, 2973. .3072, 
3879. .3992, 4 624 4785, -..5.437 5930, 5963. .6056, 6104 ... .'6267 



Seq. No. 44958 Seq. ID 

Gene No. 94896 Strand 

Start 201 End 

.Name OJ000321_18 . 0413 . C9 . o2 . np Method 

Start 1897 End 

GI 5305335 Score 

Exons 1897. .2711, 3554. .3638, 5878. .5997 
GI Descrip. 



OJ000321_18.0413'.C9 
+ 

6267 
AAT/NAP 
5997 
154 



(AF071081) proline-rich mucin homolog [Mycobacterium 
tuberculosis] 



Seq. No. 44958 Seq. ID 

Gene No. 94 8 97 Strand 

Start 177 . - End 

Name OJ000321_18 . 04 13 . C9 . ol . np Method 

Start 177 End 

GI 5922620 Score 

Exons 177.. 319, 1111.. 1179, 1217.. 1370, 1413 
GI Descrip. 



OJ000321__18.0413.C9 

3172 
AAT/NAP 
3172 
116 

1587, 3148.. 3172 



(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj|BAA85196.1| (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 44958 

Gene No. 94 8 98 

Start 4382 

Name OJ000321_18 . 04 13 . C9 . o3 . np 

Start 4382 

GI 5042454 

Exons 4382.. 4435, 4682.. 4857, 5083. 
8550. .8723 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000321__18.0413.C9 

8723 
AAT/NAP 
8723 
3173 



.5110, 5694. .6241, 6873. .8493, 



GI Descrip. (AC007789) putative polyprotein [Oryza sativa] 



46149 



# • 



Seq. No. 


44958 






Seq. ID 


OJ000321_18.0413.C9 


Gene No. 


94898 






Strand 




Start 


4382 






End 


8723 


Name 


OJ000321 18 


. 0413 


C9 o2 tw 


Mot" VioH 




Start 


5589 ~~ 






End 


5885 


GI 


none 






Score 


116 


Exons 


5589. , 5885, 


5593 


. 5757. 5682 


. 5825 




Seq. No. 


44958 






Sea ID 




Gene No. 


94898 






Strand. 




Start 


4382 






End 


8723 


Name 


OJ000321 18, 


.0413 


.C9.o2 .gp 


Method 


AAT/GAP 


Start 


6275 






End 


6732 


GI 


2428323 






Score 


644 


Exons 


6275. .6732 










GI Descrip. 


5803242/dbj IAP000399. 1 IAP000399 0.0e+00 Oryza sativa genomic 




DNA, chromosome 


6, clone: P0535G04 




Seq. No. 


44958 






Seq. ID 




Gene No. 


94898 






Strand 




Start 


4382 






End 


8723 


Name 


OJ000321 18. 


,0413 


.C9.o2.gs 


Method 


GENSCAN 


Start 


6872 






End 


8654 


GI 


none 






Score 


.57 


Exons 


6872. .7306, 


7312 


..7523, 7677. 


.7816, 7£ 


131. .7988, 8131. .8520, 




8550. .8654 










Seq. No. 


44958 






Seq. ID 


OJ000321_18.0413.C9 


Gene No. 


94898 






Strand 




Start 


4382 






End 


8723 


Name 


OJ000321 18. 


0413 


.C9.o2.tm 


Method 


TBLASTX: Maize 


Start 


6872 






End 


7016 


GI 


none 






Score 


128 


Exons 


6872. .7015, 


6876 


. .7016 






Seq. No. 


44958 






Seq. ID 


OJ000321_18 .0413.C9 


Gene No. . 


94898 






Strand 




Start 


4382 






End 


8723 


Name 


OJ000321 18. 


0413, 


■C9.ol.tw 


Method 


TBLASTX: Wheat 


Start 


7429 






End 


7821 


GI 


none 






Score 


95 


Exons 


7429. .7686, 


7463, 


..7702, 7669. 


.7767, 7670. .7762, 7774. .7821 


Seq. No. 


44958 






Seq. ID 


OJ000321_18.0413.C9 


Gene No. 


94898 






Strand 




Start 


4382 






End 


8723 


Name 


OJ000321 18. 


0413, 


X9.ol.tm 


Method 


TBLASTX : Maize 


Start 


7531 






End 


7816 


GI 


none 






Score 


85 


Exons 


7531. .7779, 


7532. 


. .7816 






Seq. No. 


44959 






Seq. ID 


OJ000321_18. 0413. C10 


Gene No. 


94899 






Strand 


+ 


Start 


1 






End 


1501 


Name 


OJ000321 18. 


0413. 


.C10.ol.np 


Method 


AAT/NAP 


Start 


1 






End 


1498 


GI 


6983860 






Score 


2567 



46150 



Exons 


1 1 4 Qft 

X • • 11 JO 










CZ T no Q O V* 1 TO 


^nc uuiiu,o / oxiuxxctx l~\J i\uci 


kafirin cluster; Ty3- 


Gypsy 


type 




\r\£ \j \j i. £. } [Uiy ta oa LX va J 










Seq. No. 


44959 




UJUuU 1 xo 


.0413. 


■ C10 


Gene No. 


94899 


OCX clllvj 


I 






Start 


1 


Hi 1 l\JL 


1 Jul 








OJ000321 18 0413 CIO ol a<? 


Mot - }->/->i /H 


OLjLNoV^riLN 






J Lai L 


104 _ 




x D U ± 






CI 
o x 


none 


Score 










104 1150 1283 1501 










OCt| • LN \ J • 


4 4 QSQ 

1 1 J J J 


Seq. ID 


OJ000321_18 




x U 


fjpnp No 


94900 


Strand 


+ 






Start 


1686 


End 


3822 






Name 


OJ000321 18.0413.C10.o3.np 


Method 


AAT/NAP 






Start 


■ 1686 


End 


3822 






GI 


6063554 


Score 


171 






IT vnn q 

CiAvl 1 O 


1686. .1711, 2249.. .2530, 3648. 


.3822 








O J. UC O v J LU t 


(AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 (E04 64 ) , C98 611 (E04 64 ) 




correspond to a region of the 


predicted gene.; hypothetical 




protein [Oryza sativa] 










Q&n NFn 

O • LNVJ • 


44959 


Seq. ID 


OJ000321_18 


.0413. 


C10 


Gene No. 


94901 


Strand 


+ 






Start 


4604 


End 


4804 






Name 


OJ000321 18.0413.C10.o4 .np 


Method 


AAT/NAP 






O UClX L. 


4604 


End 


4804 






\J X 


4680186 


Score 


333 






P vnn c 

DAUl 1 O 


4604. .4804 












(AF111709) unknown [Oryza sativa subsp 


. indica] 






O . IN <J . 


44959 


Seq. ID 


OJ000321_18 


.0413. 


C10 


Gene No. 


94902 


Strand 


+ 






Start 


5683 


End 


6118 






Name 


OJ0Q0321 18.0413.C10.o5.np 


Method 


AAT/NAP 






Start 


5683 


End 


6118 






\J X 


4680185 


Score 


498 






F v on q 


5683. .6118 










ox uc jli * 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


44959 


Seq. ID 


OJ000321_18 


.0413. 


C10 


Gene No . 


94903 


Strand 


+ 






Start 


11129 


End 


12462 






Name 


OJ000321 18.0413.C10.o6.np 


Method 


AAT/NAP 






Start 


11129 


End 


12462 






O X 


7489803 


Score 


1674 






T* 1 von q 


11129. .12462 










(~1 T npQpyi n 

OX UCoLll^'i 


pol protein homolog - maize retrotransposon Opie-2 








gi| 3645899 |gb| AAC49502.il (U68408) 5' end not determined 




experimentally [Zea mays] 










Seq. No. 


44959 


Seq. ID 


OJ000321_18 


.0413. 


C10 


Gene No. 


94904 


Strand 








Start 


765 


End 


3635 






Name 


OJ000321 18.0413.C10.o2.np 


Method 


AAT/NAP 






Start 


765 


End 


3574 







46151 




\3 X 


S8 S? 1 7 Q 
JO / ;? 


Score 


257 




Hi A\Jl ID 


76S R1R 999S 94S7 9S39 


2739, 3554.. 3574 




fl T np^rri n 


(AT.11726S1 yhhOOOQ 1 rOru7p 


sativa] 






Seq. No. 


44959 


Sea TD 


OJ000321 18 0413 


.C10 


Gene No. 


94904 


Q+- ra nH 






Start 


765 


End 


3635 




Name 


O l T000321 18 0413 PI fl rr<; 


Mp t" hon 


GENSCAN 




Start 


2272 _ 


End 


3635 




GI 


none 


Score 


. 76 




F von <3 


2272 2493 2S04 2727 3SS4 


. .3635 






Seq. No. 


44959 


Sea TD 


OJ000321 18 0413 


.CIO 


Gene No. 


94905 


St rand 






Start 


4493 


End 


4737 




Name 


O.T000391 1ft 0413 Pin r>9 t-w 


Mpf* Y\ nH 






Start 


5 — 


End 


487 




GI 


none 


Score 


595 




F, von ^ 


5 487 130 483 








Seq. No. 


44959 


Seq. ID 


OJ00039 1 18 0413 


CIO 


Gene No. 


94905 








Start 


44 93 


End 


4737 




Name 


O.T000391 1 fi 0413 Pin n9 1-0 


Mpf Vi oH 


TRT.ASTX • Prp^q 




Start 


185 ~ 


End ' 


SI 1 

*J X X 




GI 


none 


O <w W X C 


Q0 






IRS 367 368 SI 1 370 S10 








Seq. No. 


44959 


Sea TD 


OJ000391 18 0413 

WUVJvU J^.1 XL) • U T 1 J . 


CIO 


Gene No. 


94905 


O L. X a.X ILi 






Start 


44 93 


End 


4 7 37 




Name 


O.T000391 1 8 041 3 ri 0 n1 1-c 




TRT.A^TX • ^nvhp^n 




Start 


97 S _ 


End 


535 




GI 


none 


Score 


301 




1»J \^ 1 1 o 


275 S3S 286 S34 








Seq. No. 


44959 


Seq. ID 


OJ000321 18 0413 


C10 


Gene No. 


94905 


O L, X CL1 1L1 






Start 


44 93 


End 


4737 




Name 


OJ000321 1 8 041 3 PI 0 n4 -t-m 




TRT.ASTX-M^i 7P 




Start 


334 ~ 


End 


625 




GI ' 


none 


Score 


406 




F. von 


334 621 33S 62S 467 692 








Seq. No. 


44959 


Seq. ID 


O.T000 391 18 041 3 


CIO 


Gene No. 


94905 


Strand 






Start 


4493 


End 


4 7 37 




Name 


OJ000321 18. 0413. CIO. ol. tw 


Method 


TRT Zi 9 TV • TAThoa +■ 




Start 


494 


End 


1190 

XXlU . . 




GI 


none 


Score 


707 




F von q 


494. .1120, 550. .999, 551. .1111, 1060.. 


1119 




Seq. No. 


44959 


Seq. ID 


OJ000321JL8.0413. 


C10 


Gene No . 


94905 


Strand 






Start 


4493 


End 


4737 




Name 


OJ000321 18.0413.C10.o2.tm 


Method 


TBLASTX: Maize 




Start 


673 


End 


1258 





46152 




Cl T 

\J A. 


none 


Score 


229 






fil^ ft9fi 67 A fl^R R^9 QQ^ 


833.. 1258, 995.. 1237, 1060.. 1257 


Seq. No. 


44959 


Seq. ID 


OJ000321__18.0413 


.C10 


Gene No. 


94905 


Strand 


- 




j Lai L 


*a *i .7 J 


End 


4737 




Name 


VUvUU Jt.1 lO • U41 J • 1 L* • LJ 4 ■ L W 


Method 


TBLASTX: Wheat 




O LCll L 


1 1 9n — 


End 


1453 




\j i 


n on o 


Score 


304 




Rvnnc 


1190 140,1 1191 14^ 1971 


.1402 










Seq. ID 


OJ000321_18.0413 


.C10 


f!!pnp No 


94905 


Strand 






Start 


4493 


End 


4737 




Name 


OJ000321 18.0413.C10.ol.gp 


Method 


AAT/GAP 




O Lai u 


4493 


End 


4737 




\j ± • 


uC-osf Icyp033a04bl 


Score 


414 




XT v on <3 


4493. .4737 








(~1 T n^Qpri n 

wl L/C OvJ Ly i 


T 6016845/dbj | AP000570 . 1 1 AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P07 11E10 1 






Seq. No. 


44959 


Seq. ID 


OJ000321_18.0413, 


pin 


Gene No. 


94906 


Strand 






O Ldl L 


9058 


End 


' 9621 




Name 


OJ000321 18.0413.C10.o5.tw 


Method 


TBLASTX: Wheat 




C+- -a -r-t- 

OLai L 


9058 


End 


9462 




P_T 
w J. 


none 


Score 


243 




F ynn c 

Ej AU1 lo 


9058. .9462, 9067.. 9162, 9069. 


.9167 






Seq. No. 


44959 


Seq. ID 


OJ000321JL8.0413, 


p i n 
, LIU 


Gene No. 


94906 


Strand 








9058 


End 


9621 




Name 


OJ000321 18.0413.C10.o6.tm 


Method 


TBLASTX: Maize 




OL.Cli.L- 


9211 


End 


9621 






none 


Score 


200 




IT von q 


9211.. 9621 










44959* 


Seq. ID 


OJ00'0321_18.0413. 


C10 


Gene No. 


94907 


Strand 






Start 


11040 


End 


11381 




Name 


OJ000321 18.0413.C10.o5.tm 


Method 


TBLASTX: Maize 




O Ldl L 


11040 


End 


11381 




V3 1 


none 


Score 


43 




IT von q 


11040. .11114, 11040. . 11114, 11041. . 11118, 11124. .11219, 






1114 3. .1128 6, 1114 4. .11290, 11196 . . 1138 1, 11255. .11380 




Seq. -No. 


44959 


Seq. ID 


OJ000321_18.0413. 


C10 


Gene No. 


94908- 


Strand 






u Lai L 


11382 


End 


12462 




Name 


OJ000321 18.0413.C10.o3.tm 


Method 


TBLASTX: Maize 




O Cell L 


11382 


End 


11777 




GI 


none 


Score 


85 




Exons 


11382. .114 98, 11396. .114 97, 11501. .11776, 11508. .11777 




Seq. 'No. 


44959 


Seq. ID 


OJ000321_18.0413. 


C10 


Gene No. 


94908 


Strand 






Start 


11382 


End 


12462 





46153 



Name 

Start 

GI 

Exons 



OJ00032 1_18 .0413. CIO . o3 . tw Method TBLASTX : Wheat 

11553 End 12113 

none Score 279 

11553. .11798, 11553. .11765, 11555 .. 11773, 11711 11818, 

11734. .11841, 11749. .11796, 11800 .. 11829, 11825 .. 121 12 , 

11829. .12113 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44959 
94908 
11382 

OJ000321_18.0413.C10.ol.tm 

11778 

none 



Seq. ID OJ000321_18. 0413. CIO 
Strand 

End 124 62 

Method TBLASTX : Maize 

End 12462 

Score 110 



11778. .11849, 11783. .12460, 11850 .. 124 61 , 11989. .12462 



44959 
94908 
11382 

OJ000321_18.0413.C10.o2. ts 

11958 

none 



Seq. ID OJ000321_18. 0413. C10 
Strand 

End 12462 

Method TBLASTX: Soybean 

End 12416 

Score 292 



11958. .12416, 11978. . 12268, 11982. .12416 



Seq. No. 44959 

Gene No. 94 908 

Start 11382 

Name OJ000321_18 . 04 13 . C10 . ol . tc 

Start 11994 

GI none 

Exons 11994. .12416 



Seq. ID OJ000321_18. 0413. CIO 
Strand 

End 12462 

Method TBLASTX: Cress 

End 12416 

Score 215 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44959 
94908 
11382 

OJ000321_18.0413.C10.o6.tw 

12201 

none 



Seq. ID OJ000321_18. 0413. C10 
Strand 

End 12462 

Method TBLASTX : Wheat 

End 12459 

Score • ■ 133 . 



12201. .12290, 12203. .12277, 12211 .. 1227-9, 12279 . .12443, 
12290. .12454, 12298.. 12459 



44960 
94909 
1 

OJ000321_18.0413.Cll.ol.np 
1 

6630685 
1. .884 

(AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 



Seq. ID • OJ000321_18.0413.C11 

Strand + 

End 2511 

Method AAT/NAP 

End 884 

Score 1454 



44960 
94909 
1 

OJ000321_18.0413.Cll.ol.gs 
27 

none 



Seq. ID OJ000321_18.0413.C11 

Strand + 

End 2511 

Method GEN SCAN 

End 2511 

Score .53 



27. .198, 1836. .1931, 2381. .2511 



46154 



Seq. No. 


44960 


Seq. ID 


OJ000321_18.0413, 


.Cll 


Gene No. 


94910 


Strand 


+ 




Start 


3206 


End 


4351 




Name 


OJ000321 18.0413.Cll.o2.np 


Method 


AAT /NAP 




Start 


3206 


End 


4351 




GI 


5852178 


Score 


327 




Exons 


3206.. 3271, 3556.. 3892, 4256.. 4351 






GI Descrip. 


(AL117265) zhb0008.1 [Oryza 


sativa] 






Seq. No. 


44960 


Seq. ID 


OJ000321_18.0413. 


, Cll 


Gene No. 


94911 


Strand 


.+ 




Start 


4459 


End 


4890 




Name 


OJ000321 18.0413.Cll.ol.gp 


Method 


AAT /GAP 




Start 


4459 


End 


4890 




GI 


2428185 


Score 


705 




Exons 


4459. .4890 








GI Descrip. 


5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 






indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone: tl7804 


Seq. No. 


44960 


Seq. ID 


OJ000321_18.0413. 


Cll 


Gene No. 


94912 


Strand 


+ 




Start 


4887 


End 


7927 




Name 


OJ000321 18.0413.Cll.o3.gs 


Method 


GENSCAN 




Start 


4887 


End 


7843 




GI 


none 


Score 


.69 




Exons 


4887.. 4955, 6336.. 6899, 7292 


..7641, 7666. .7843 




Seq. No. 


44960 


Seq. ID 


OJ000321 18.0413. 


Cll 


Gene No. 


94912 


Strand 


+ 




Start 


4887 


End 


7927 




Name 


OJ000321 18.0413.Cll.o3.np 


Method 


AAT /NAP 




Start 


6228 


End 


7024 




GI 


4512231 


Score 


1266 




Exons 


6228. .7024 








GI Descrip. 


(AB014741) ORF0 protein [Oryza sativa] 






Seq. No. 


44960 - 


Seq. ID 


OJ000321 18.0413. 


Cll 


Gene No. 


94912 


Strand 


+ 




Start 


4887 


End 


7927 




Name 


OJ000321 18.0413.Cll.o4.np 


Method 


AAT /NAP 




Start 


7292 


End 


7927 




GI 


6983860 


Score 


1032 




Exons 


7292. .7927 








GI Descrip. 


(AP001168) Similar to 22 kDa 


kafirin cluster; Ty3-Gypsy 


type 




(AF061282) [Oryza sativa] 







Seq. No. 44960 

Gene No. 94913 

Start 3534 

Name OJ000321_18 . 04 13 . Cll . o2 . tm 

Start . 9 

GI none 

Exons • 9.. 212, 29.. 211, 78.. 212 

Seq. No. 44960 

Gene No. 94913 



Seq. ID OJ000321_18. 0413. Cll 
Strand 

End 3878 

Method TBLASTX : Mai ze 

End 212 

Score 233 



Seq. ID OJ000321_18. 0413. Cll 
Strand 



46155 




Start 


3534 


End 


3878 




Name 


OJ000321 18 0413 Cll ol tm 


Mp t" hod 






Start 


213 ~ 


End 


959 




GI 


none 


Score 


217 




Exons 


213. .362, 221. .358, 222. .371, 


359 . . 940 


. 360 . . 914 , 558 . 


959, 




701 . . 940 








Seq. No. 


44960 


Seq. ID 


OJ000321_18.0413 


.Cll 


Gene No. 


94913 


Strand 






Start 


3534 


End 


3878 




Name 


0 JO 00321 18.0413.Cll.ol.ts 


Method 


TBLASTX * Sovbean 

x i— J xjiiij x * \ . v y Ju r e a i x 




Start 


231 ~ 


End 


869 




GI 


none 


Score 


79 




Exons 


231. .362, 369. .617, 452. .616, 


629. . 721 


, 636 869 




Seq. No. 


44960 


Seq. ID 


OJ000321_18.0413 


.Cll 


Gene No. 


94913 


Strand 






Start 


3534 


End 


3878 




Name 


OJ0 00321 18.0413.Cll.ol.tc 


Mp t" h nH 


TRT.A^TX * prp«?<? 

x i—> ±jrz.tj x /v . \*/ x e o o 




Start 


402 ~ 


End 


866 




GI 


none 


Score 


65 




Exons 


402. .497, 501. .635, 647. .811, 


654 866 






.Seq. No. 


44960. 


Seq. ID 


OJ000321_18.0413 


.Cll 


Gene No. 


94913 


Strand 






Start 


3534 


End 


3878 




Name 


OJ000321 18 0413 Cll o2 tw 


Mp t" hnH 


TRT.A9TX • Whp^l - 




Start 


501 ~~ 


End 


833 




GI 


none 


Score 


100 




Exons 


501. .626, 521. .601, 645. .833 








Seq. No. 


44960 


Seq. ID 


OJ000321_18.0413 


.Cll 


Gene No. 


94913 


Strand 






Start 


3534 


End 


3878 




Name 


OJ000321 18 0413 Cll o2 as 


Mp1~ h oH 






Start 


3534 ~ 


End 


3878 




GI 


none 


Score 


.87 




Exons 


3534 .". 3878 








Seq. No. 


44960 


Seq. ID 


OJ000321_18.0413 


.Cll 


Gene No. 


94914 


Strand 






Start 


7469 


End 


7825 




Name 


OJ000321 18 0413 Cll ol tw 


Method 


TBLASTX: Wheat 




Start 


74 69 ~~ 


End 


7825 




GI 


none 


Score 


283 




Exons 


7469.. 7825, 7492 7569. 7505 


7822, 7669.. 7824 




Sea No 


44961 


Seq. ID 


OJ000321_18.0413 


n 9 


Gene No. 


94915 


Strand 


+ 




Start 


1 


End 


651 




Name 


OJ000321 18.0413.C12.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


651 




GI 


6907087 


Score 


109 




Exons 


1..102, 551. .651 








GI Descrip. 


(AP001129) ESTs C72771 (E2215 ) , AU082313 (E2215 ) correspond to 




region of the predicted gene.; 


hypothetical protein [Oryza 



sativa] 



46156 



Seq. No. 


44961 


Seq. ID 


OJ000321_18.0413.C12 


Gene No. 


94916 


Strand 




Start 


80 


End 


645 


Name 


OJ000321 18 0413 C12 ol as 


Mf^t* hod 


GEN SCAN 


Start 


80 ~ 


End 


645 


GI 


none 


Score 


.74 


Exons 


80 . 294 . 501 . . 645 






Seq. No. 


44962 


Seq. ID 


OJ000321_18.0413.C13 


Gene No . 


94917 


Strand 


+ 


Start 


589 


End 


978 


Name 


OJ000321 18 . 0413 . C13 . ol . gs 


Mp1" hod 


GENSCAN 


Start 


589 ~~ 


End 


978 


GI 


none 


Score 


. 57 


Exons 


589. . 849, 919. .978 






Seq. No. 


44962 


Seq. ID 


OJ000321 18.0413.C13 


Gene No. 


94918 


Strand 


+ — 


Start 


6123 


End 


8143 


Name 


OJ000321 18.0413.C13.ol.gp 


Method 


AAT/GAP 


Start 


6123 


End 


6504 


GI 


' uC-osflcyp033a04bl 


Score 


675 


Exons 


6123. .6504 






GI Dp^rri r> 


1 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


—> y \jj-y£.a DuLJ.va yen kjl ll _i_ t 




DNA, chromosome 1, clone : P0711E10 1 




Seq. No. 


44962 


Seq. ID 


OJ000321_18.0413.C13 


Gene No . 


94918 


Strand 


+ 


Start 


6123 


End 


8143 


Name 


OJ000321 18.0413.C13.o2.np 


Method 


AAT/NAP 


Start 


6361 


End 


8143 


GI 


6539553 


Score 


752 


Exons 


6361. .6415, 7658. .8143 






GI Descrin 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIRI 




(D85597) [Oryza sativa] gi | 6539590 | dbj 


IBAA88206.1 | (AP000837) 




Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 




[Oryza sativa] 






Seq. No. 


44962 


Seq. ID 


OJ000321_18.0413.C13 


Gene No. 


94919 


Strand 




Start 


3900 


End 


8143 


Name 


OJ000321 18.0413.C13.ol.np 


Method 


AAT/NAP 


Start 


3900 


End 


8143 


GI 


5852180 


Score 


502 


Exons 


3900. .3949, 4741. .4796, 4824 


..5178, 5230. .5348, 6353. .6415, 




8081. .8143 






GI Dp srri d 


(AL117265) zhb00010.1 [Oryza 


sativa] 




Seq. No. 


44963 


Seq. ID 


OJ000321_18.0413.C14 


Gene No . 


94920 


Strand 


+ 


Start 


1 


End 


335 


Name 


OJ000321 18.0413.C14.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


335 


GI 


2310195 


Score 


654 



Exons 1 . . 335 



46157 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



44963 
94921 
368 

OJ000321_18.0413.C14.ol.gs 

368 

none 



Seq. ID OJ000321__18.0413.C14 

Strand + 

End 1616 

Method GENSCAN 

End 1616 

Score .76 



368. .459, 596. .766, 961. .1162, 1458. .1616 



44963 
94922 
1 

OJ000321_18.0413.C14.o2.np 
1 

5852176 



Seq. ID OJ000321_18.0413.C14 
Strand' 

End. 3362 

Method AAT/NAP 

End 3362 

Score 829 



1..29, 1562. .1678, 2244.-2274, 2372. .2537, 2811. .3107, 
3162. .3362 

(AL117265) zhb0006.1 [Oryza sativa] 

44963 Seq. ID OJ000321_18 . 04 13 . C14 

94922 Strand 

1 End 3362 

OJ000321_18 .0413.C14 .o2.gp Method AAT/GAP 

1481 End 1679 

28898_2.R1084 Score 179 

1481. .1679 

, 5042437/gb|AC007789.1|AC007789 1.0e-69 Oryza sativa BAC T49B20 
genomic sequence, complete sequence' 



44963 
94922 
1 

OJ000321_18.0413.C14 .o2.gs 

2146 

none 



Seq. ID OJ000321_18.0413.C14 
Strand 

End 3362 

Method GENSCAN 

End 3252 

Score . 4 



2146. .2183, 2372. .2537, 2661. .3252 



44963 
94922 
1 

OJ000321__18 .0413.C14.ol.tm 

2155 

none 



Seq. ID OJ000321_18.0413.C14 
Strand 

End 3362 

Method TBLASTX: Maize 

End 2340 

Score 37 



2155.. 2340, 2158.. 2184, 2168.. 2335 



44963 
94922 
1 
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Seq. ID OJ000321_18.0413.C14 
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Method TBLASTX: Wheat 
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44963 

94922 . 

1 * 
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Gene No. 


94923 


Strand 








Start 


1 


End 


2636 






Name 


OJ000321 18.0413.C15.ol.np 


Method 
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O L. Cl X L. 


1 


End 
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\J X 
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End 
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OJ000321 18.0413.C16.ol.np 


Method 


AAT/NAP 






Start 
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End 


3337 






GI 


7486903 
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2486 
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100. .1491, 1527. .3337 










GI Descrip. 


hypothetical protein T12H20.3 


- Arabidopsis thaliana 





gi|3600033|gb|AAC35521.1| (AF080119) contains similarity to the 
N terminal domain of the El protein (Pfam: El_N.hmm / score: 
12.36) [Arabidopsis thaliana] gi I 72677 69 | emb | CAB8 1172 . 1 1 
(AL161518) putative transcriptional regulator [Arabidopsis 
thaliana] 
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Start 100 End 
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GI 

Exons 
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44965 
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OJ000321_18.0413.C16.ol.gp 



Seq. ID OJ000321_18.0413.C16 

Strand + 

End 3523 

Method AAT/GAP 

End 2453 

Score 746 



2069 
701263 
2069. .2453 

3600033 5.0e-38 (AF080119) contains similarity to the N terminal 
domain of the El protein (Pfam: El_N.hmm / score: 12.36) 
[Arabidopsis thaliana] 
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, tm 
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TBLASTX: Maize 






Start 
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End 
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none 
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Exons 


737. .895, 746. .895, 893. 


, . 1096, 
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44965 




Seq. ID 


OJ000321_18.0413 


.C16 




Gene No. 


94925 
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End 


7871 
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OJ000321 18.0413.C16.o4 . 
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Method 


TBLASTX: Soybean 






Start 
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End 
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none 
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Exons 
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44965 
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OJ000321_18.0413 


.C16 
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94925 
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7871 
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OJ000321 18.0413.C16.ol. 
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End 
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End ' 
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Strand 
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End 
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Start 
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End 


7830 




GI 
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7264 . 


. 7365, 


7265 . 
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7450. .7548, 






7696. . 7830, 


7719 . 


.7820 
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Seq. ID 
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Gene No. 


94925 








Strand 








Start 


5736 








End 


7871 
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OJ000321 18. 
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C16.o2. 
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Method 


TBLASTX: Cress 




Start 


7027 








End 


7830 






GI 


none 








Score 


61 






Exons 


7027. .7110, 
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.7314, 


7264 . 


.7311, 7324 . .7365, 


7439. .7549, 






7447. .7551, 


7450. 


.7548, 


7719. 


.7826, 7719. .7820, 


7720. .7830 
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Gene No. 


94925 




Strand 












Start 


5736 




End 
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OJ000321 18 


.0413.C16.o3.gp 


Method 


AAT/GAP 










Start 


7340 




End 


7807 










GI 


5004920 




Score 


347 
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Strand 
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Start 
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End 
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Method 
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Start 
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End 
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Start 
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Method 
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Start 
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End 
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GI 
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Score 
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Exons 
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GI Descrip. 
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corresponds to a region of 


the 






predicted gene.; hypothetical 


protein 


[Oryza sativa] 
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Strand 
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Start 
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Start 
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94 928 
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Start 
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Start 
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End 
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Strand 
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End 
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Method 
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Start 
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End 
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GI 
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Score 
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Start 
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6063554 
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: predicted gene.; hypothetical 
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Seq. No. 


44968 






Seq. ID 


OJ000321_18.0413.C19 


Gene No. 


94930 
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End 
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Method 
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End 
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End 
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Name OJ000321_18 . 04 13 . C19 . o3 . tm Method 

Start 5069 . End 

GI none Score 

Exons 5069.. 5356, 5070.. 5360 

Seq. No. 44968 Seq. ID 

Gene No. 94 930 Strand 

Start 490 End 

Name OJ00032 1_18 . 04 13 . C19 . ol . tw Method 

Start 5229 End 

GI none Score 

Exons • 5229.. 5855, 5231.. 5854 



6154 

TBLASTX: Wheat 

5222 

576 



OJ000321_18. 04 13. CI 9 
+ 

6154 

TBLASTX: Cress 

5246 

84 



OJ000321_18.0413.C19 
+ 

6154 

TBLASTX: Soybean 

5270 

288 



OJ000321_18.0413.C19 
+ 

6154 

TBLASTX: Maize 

5360 

385 



OJ000321_18 .04 13. CI 9 
+ 

6154 

TBLASTX: Wheat 

5855 

726 



44968 
94930 
490 

OJ000321_18 . 04 13 . C19 . ol . tm 

5409 

none 

5409.. 5570, 5417.. 5563, 5568, 

44968 
94930 
490 

OJ000321_18.0413.C19.o6.tw 

5855 

none 

5855.. 6154, 5856.. 6152 

44969 
94931 
1 



Seq. ID OJ000321_18.0413.C19 

Strand + 

End 6154 

Method TBLASTX : Mai ze 

End 6008 

Score 223 
.6008, 5570. .5995 

Seq. ID OJ000321_18.0413.C19 

Strand + 

End 6154 

Method TBLASTX : Wheat 

End 6154 

Score 339 



Seq. ID 

Strand 

End 



OJ000321 18.0413.C20 



1114 



46165 



Name 
Start 



OJ000321_18 .0413. C20 . ol . np Method AAT/NAP 
1 End 1114 



GI 


5295955 


Score 


223 . 




1..501, 699. .1114 








(AB026295) Similar to Epstein-Barr virus (EBV) genome . ( 




r Or\7 r 7 3 c ^ i~ i 1 
[Wiy^u Da l± v a j 






Seq. No. 


4 4 970 




r>,T000^91 1ft 041? 


f^p> n p> Mo 
uciic • 


94932 


Of r a nr | 




Start 


238 


End 


ill 


Name 


OJ000321 18.0413.C23.ol.gs 


Method 


O Hj IN O V— t\ LN 


Start 


238 


End 


711 


GI 


none 


Score 


. 95 


F.xnn 5 ? 

I_J ,rv W l iu 


238. .414, 610. .711 






Seq. No. 


44971 


Seq. ID 


otooo99i m 0407 




94933 


Strand 


-|- 


Start 


1659 


■ End 


9701 


Name 


OJ000221 17.0407.C3.ol.np 


Method ' 


■ A A T /MAP 
fin 1 / LN.tt.tr 


Start 


1659' 


End 


2701 


GI 


6815053 


Score 


334 




1659. .1831, 2231. .2377, 2442. .2701 




GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sa t i va J 


Qpn Mo 

KZ- V_J . IM V-/ ■ 


44971 


Seq. "ID 


0,7000991 17 0407 




94934 


Strand 




Start 


495 


End 


9797 


Name 


OJ000221 17.0407.C3.ol.gs 


Method 




O Lai L. 


495 


End 


2727 


GI 


none 


Score • 


.51 


F* von q 


495. .505, 870. .1219, 1293.. 


1365, 1380. 


1 4 fifs 9670 9797 


Seq. No. 


44972 


Seq. ID 


O.T000991 1 7 0407 


Qpn? No 


94935 


Strand 




Start 


1 


End 


^4 91 


Name 


OJ000221 17.0407.C4.ol.np 


Method 


AST /MZ\P 


Start 


1 : 


End 


3421 


G-I 


6705984 


Score 


295. 


F,ynri9 


1..58, 751. .1415, 3212. .3421 




GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sat i va J 


Spa No 


44972 


Seq. ID 


O TO 00991 17 0407 


rZc>np NTo 


94935 


Strand 




Start 


1 


End 


^4 91 
■3 fl Z ± 


Name 


OJ000221 17.0407.C4.ol.tw 


Method 


i bLAb IX: wneat 


Start 


788 


End 


1049 


GI 


none 


Score 


163 




788. . 1036, 789. .1043, 798. . 


1049 




Seq. No. 


44972 


Seq. ID 


OJ000221_17.0407. 


Gene No. 


94935 


Strand 




Start 


1 


End 


3421 . 


Name 


OJ000221 17.0407.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


813 


End 


1013 


GI 


none 


Score 


208 


Exons 


813. .1013 







46166 





Seq. No. 


44972 


Seq. ID 


OJ000221_17.0407, 


.C4 




Gene No. 


94935 


Strand 








Start 


1 


End 


3421 






Name 


OJO 00221 17.0407.C4.ol.ts 


Method 


TRLASTX * Sovbean 






Start 


813 ~~ 


End 


1013 






GI 


none 


Score 


209 






Exons 


813. . 1013 










Seq. No. 


44972 


Seq. ID 


OJ000221 17 0407 


C4 




Gene No. 


94935 


Strand 








Start 


1 


End 


3421 






Name 


OJ000221 17.0407.C4.o2.np 


Method 


AAT /NAP 






Start 


1824 


End 


3421 






GI 


6498423 


Score 


120 






Exons 


1824. .2144, 2982. .3123, 3317, 


. .3421 








GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sat iva ] 






Seq. No. 


44973 


Seq. ID 


OJ000221 17.0407. 


C5 




Gene No. 


94936 


Strand 


+ ~~ 






Start 


111 


End 


9255 






Name 


OJ000221 17.0407.C5.ol.gs 


Method 


GENSCAN 






Start 


111 


End 


9255 






GI 


none 


Score 


.64 






Exons 


111. .272, 417. .2399, 2471. .2975, 3307., 


.3380, 4123. .4212, 








4284. .4502, 4548. .4670, 4750. 


.4850, 4929. .4981, 5075. .5260, 






5794. .5840, 8043. .8165, 8578. 


.8854, 9068. .9255 






Seq . No . ... 


44973 


Seq. ID 


OJ000221 17.0407. 


C5 




Gene No . 


' 94936 


Strand 


+ 






Start 


111 


End 


9255 






Name 


OJ000221 17.0407.C5.o2.np 


Method 


AAT /NAP 






Start 


3329 


End 


5789 






GI 


4914371 


Score 


710 




*~ 


Exons 


3329.. 3543, 3867.. 3992, 4087. 


.4212, 42E 


34. .4448, 4572. .4670, 






4750. .4850, 4929. .4981, 5075. 


.5260, 5668. .5789 




'is 


GI Descrip. 


(AC007584) unknown protein [Arabidopsis thaliana] 






Seq. No. 


44973 /■ 


Seq. ID 


OJ000221_17.0407. 


C5 




Gene No. 


94936 


Strand 


+ 






Start 


111 


End 


9255 






Name 


OJ000221 17.0407.C5.ol.gp 


Method 


AAT /GAP 






Start 


4069 


End 


4598 






GI 


uC-osflcyp099al0bl 


Score 


681 






Exons 


4069. .4212, 4284 . .4598 










GI Descrip. 


'4836897/gb|AAD30600.1|AC007369_10 1.0e-08 (AC007369) 








Hypothetical protein [Arabidopsis thaliana] ' 






Seq. No. 


44973 


Seq. ID 


OJ000221_17.0407. 


C5 




Gene ..No. 


94936 


Strand 


+ 






Start 


111 


End 


9255 






Name 


OJ000221 17.0407.C5.o3.np 


Method 


AAT /NAP 






Start 


5637 


End 


6942 






GI 


6815099 


Score 


98 






Exons 


5637. .5668, 6824. .6942 










GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 





Seq. No. 



44973 



Seq. ID OJ000221 17. 0407. C5 



46167 



Gene No. 94937 Strand + 

Start 14039 End 14166 

Name OJ000221_17 . 0407 .C5 . o4 . gs Method GENSCAN 

Start 14039 End 14166 

GI none Score .88 * 

Exons 14039. .14166 



Seq. No. 44973 
Gene No. 94938 
Start 10078 

Name OJ000221_17 . 0407 .C5.ol.ts 

Start 594 
GI none 
Exons 594 . . 

1023, 

1173, 

1557. 

1836, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000221_17.0407.C5 
11237 

TBLASTX: Soybean 

2746 

257 



1385, 702. .1571, 747. .872, 843. .1004, 882. .1793, 
.1490, 1026. .1886, 1142. .1258, 1143. .1988, 1148. .1372, 
.1355, 1248. .2102, 1377. .1550, 1418. .1708, 1446. .2318, 
.2339, 1661. .1897, 1665. .2390, 1700. .1897, 1761. .2390, 
.2393, 2036. .2338, 2399. .2506, 2516. .2746, 2525. .2710 



Seq. No. 44973 

Gene No. 94938. 

Start 10078 

Name OJ000221_17 . 0407 . C5 . ol . tc 

Start 648 

GI none 
Exons 



Seq. ID OJ000221_17.0407.C5 
Strand 

End 11237 

Method TBLASTX : Cress 

End- 27 67 

Score 177 



648. .1166, 801. .1382, -1002. .1586, 1107. .1694, 1212. .1799, 
1314. .1901, 1422. .2012, 1524. .2114, 1632. .2219, 1749. .2321, 
1863. .2399, 1953.. 2390, 2033.. 2302, 2051.. 2338, 2525. .2767 



Seq. No. 44973 Seq. ID 

Gene No. 94938 Strand 

Start 10078 End 

Name OJ000221_17 . 0407 . C5 . o2 . tm Method 

Start 64 8 End 

GI none Score 
Exons 



OJ000221_17.0407.C5 
11237 

TBLASTX: Maize 

3070 

241 



648. .1253, 648. .944, 720. .1319, 825. .1460, 948. .1568, 
.103.4. .1657, 1035. .1679/- 1146. .1775, .1245.. 1883, 1356.. 1994, 
1455. .2087, 1560. .2195, 1589. .1882, 1607. .1897, 1641. .1793, 
1674. .2300, 1770. .2390, 2030. .2368, 2036. .2296, 2190. .2393, 
2798. .3070 



Seq. No. 44973 

Gene No. 94938 

Start 10078 

Name OJ000221_17 . 04 07 . C5 . o2 . ts 

Start 3868 

GI none 

Exons 3868.. 3999, 3869.. 3997, 4080. 

4768. .4878, 5062. .5271, 5125. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000221 17. 0407. C5 



11237 

TBLASTX: Soybean 
5777 
144 

4151, 4082. .4147, 4159. .4215, 
5256, 5139. .5264, 5667. .5777 



Seq. No. 44973 Seq.. ID 

Gene No. 94 938 Strand 

Start 10078 End 

Name OJ000221_17 . 0407 .C5 . ol . tm Method 

Start 3899 End 

GI none Score 
Exons 



OJ000221_17.0407.C5 
11237 

TBLASTX: Maize 

4968 

172 



3899. .4042, 3901. .3999, 4080. .4151, 4082. .4150, 4150. .4215, 



46168 



4152. .4211, 
4414 . .4470, 
4605. .4673, 
4932. .4967 



4269. .4331, 
4547. .4609, 
4749. .4850, 



4286. .4330, 
4548. .4601, 
4749. .4850, 



4323. .4484, 
4594. .4671, 
4750. .4351, 



4353. .4499, 
4604 .-,4669, 
4930. .4968, 



Seq. No. 


44973 


Seq. ID 


OJ000221_17.0407, 




Gene No . 


94938 


Strand 






Start . 


10078 


End 


11237 




Name 


OJ000221 17.0407.C5.o2.gs 


Method 


GENSCAN 




Start 


10078 


End 


11237 




GI 


none 


Score 


.52 




Exons 


10078. .10285, 10644. .10695, 


11189. .11237 




Seq. No. 


44974 


Seq. ID 


OJ000221_17.0407. 


,C6 


Gene No. 


94939 


Strand 






Start 


1 


End 


3511 




Name 


OJ000221 17.0407.C6.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1931 




GI 


7487565 


Score 


59 




Exons 


1..48, 1118. .1188, 1800. .1931 






GI Descrip. 


hypothetical protein T30B22. 


18 - Arabidopsis thaliana 





gi|2529675|gb|AAC62858.1| (AC002535) putative AP2 domain 
transcription factor [Arabidopsis thaliana] 



. ^ 


Seq. No.* 


44974 


Seq. ID 


OJ000221_ 


17. 


0407 


.C6 




Gene No. 


94939 


Strand 












Start 


1 


End 


3511 










Name 


OJ000221 17.0407.C6.o2. 


gs Method 


GENSCAN 










Start 


1703 


End 


3475 










GI 


* none 


Score 


.77 








■SlTS? 


Exons 


1703. .1849, 2366. .2404, 


2982. .3073, 3382. .3475 










Seq. No. 


44974 


Seq. ID 


OJ000221_ 


11. 


0407, 


.C6 




Gene No. 


94939 


Strand 












Start 


1 


End 


3511 










Name 


. OJ000221 17.0407.C6.o2. 


np Method 


AAT/NAP 










Start 


2935 


End 


3090 










GI 


7340920 


Score 


96 










Exons 


2935. .3090 














GI Descrip. 


(AP001550) hypothetical 


protein [Oryza 


sativa] 










Seq. No. 


44974 


Seq. ID 


OJ000221_ 


17. 


0407, 


,C6 




Gene No. 


94939 


Strand 












Start 


1 


End 


3511 










Name 


OJ000221 17.0407.C6.o3. 


np Method 


AAT/NAP 










Start 


3360 


End 


3511 










GI 


6006359 


Score 


68 










Exons 


3360. .3511 














GI Descrip. 


(AP000559) hypothetical 


protein [Oryza 


sativa] 









Seq. No. 44975 Seq. ID 

Gene No. 94940 Strand 

Start 792 End 

Name OJ000221_17 . 0407 . C7 . ol . np Method 

Start 627 End 

GI 5305740 Score 
Exons 



OJ000221_17.0407.C7 

9135 
AAT/NAP 
9135 
1595 



627. .764, 858. .920, 1117. .1233, 1671. .1793, 1874. .1966, 



46169 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2048. .2167, 2370. .2486, 2850. .2945, 3041. .3190, 3528.-3682, 
8285. .8325, 8415. .8497, 8623.-8873, 8997. .9135 

(AF135862) precursor monofunctional aspartokinase [Glycine max] 



44975 
94940 
7'92 

OJ000221_17 . 0407 .C7 . ol . gs 

792 

none 



Seq. ID OJ000221JL7.0407.C7 
Strand 

End 9135 

Method GEN SCAN 

End 4847 

Score .65 



792. .920, 1117. .1257, 1874. .1966, 2370. .2486, 2850. .2945, 
3041. .3190, 3528. .3682, 4352.-4465, 4643. .4847 



Seq. No. 44975 Seq. ID 

Gene No. 94 940 Strand 

Start 7 92 End 

Name OJ000221_17 . 04 07 . C7 . o2 . gs Method 

Start ' 6731 ... End 

GI none "" Score 
Exons 



OJ000221_17.0407.C7 

9135 
GENSCAN 
9036 
.87 



6731. .6844, 6932. .7067, 7490. .7595, 8285. .8325, 8415. .8497, 
8623. .9036 



Seq. No. 4 4 975 ...-Seq. ID 

Gene No. 94 941 . ■ Strand 

Start 13738 End 

Name OJ000221_17 . 0407 . C7 . 08 . tm Method 

Start 590 End 

GI none Score 
Exons 



OJ000221_17.0407.C7 
16425 

TBLASTX: Maize 

1236 

64 



590. .664, 597. .665, 660. .767, 664. .765, 823. .921, 831. .923, 
855. .929, 1088. .1231, 1117. .1236, 1117. .1233 



Seq. No. 44975 Seq. ID 

Gene No. 94 941 Strand 

Start 13738 End 

Name OJ000221_17 . 04 07 .C7 . o5 . tw Method 

Start 663 ". End 

GI none ^ Score ' 
Exons 



OJ000221_17.0407.C7 
16425 

TBLASTX: Wheat 

1727 

148 



663. .767, 664. .765, 672. .767, 823. .921, 825. .929, 8,47. .921, 
849. .923, 1115. .1234, 1117. .1236, 1118. .1204, 1670. .1717, 
1675.. 1722, 1675.. 1722, 1677.. 1724, 1677.. 1727 



Seq. No. 44975 
Gene No. 94 941 

Start 13738 

Name OJ000221_17 . 0407 . C7 . ol . ts 

Start 664 
GI none 
Exons 664 . , 

1675. 

2048. 

2362, 

3005. 

3085. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000221 17. 0407. C7 



765, 687. .767, 823. .930, 
.1794, 1677. .1778, 1871. 
.2170, 2048. .2167, 2049. 



8286. .8327, 
8627. .8767 



2490, 2362. .2487, 2366. 

3184, 3039. .3191, 3040. 

3468. .3620, 3504. 

8418. .8504, 8420. 



,3219, 



16425 

TBLASTX : Soybean 
8799 
110 

849. .923, 1072. .1236, 1094. .1204, 
.1951, 1871. .1969, 1872. .1964, 
.2171, 2361. .2441, 2361. .2486, 
.2491, 2826. .2939, 2833. .2940, 
.3189, 3041. .3193, 3042. .3191, 
.3689, 3532.. 3675, 3565. .3690, 
.84 97,'' 8 622." .'8 684, B623. .87 99, 



Seq. No. 



44975 



Seq. ID OJ000221 17. 0407. C7 



46170 





fipna Mo 


94941 




Strand 








Start 


13738 




End 


16425 






Name 


OJ000221 17, 


.0407.C7.o2.tc 


Method 


TBLASTX: 


Cress 




Start 


687 




End 


8802 






GI 


none* 




Score 


91 






Exons 


687. .767, 688. .765, 823. .912, 


849. .923, 1114. .1233, 1115. .1204, 






1671 . . 1778, 


1680.. . 177-8, 1684 . 


.1794, 1871. .1969, 


1872 1964 






2048. .2167, 


2049. .2168, 2361. 


.2486, 2362. .2487, 


2369 2488 

£~ k) y • • L. T U U ; 






2814 . . 2948, 


2826. . 2945, 2833. 


.2949, 3041. .3193, 


3042 31 91 






3504 . . 3668, 


3529 3675, 8418 


.8504, 8 


420. .8497, 


flfiPfi PRO? 






8627. .8773 












Seq. No. 


44975 




Seq. ID 


OJ000221 


17 0407 CI 




No . 


94941 




Strand 








Start 


13738 




End 


16425 






Name 


OJ000221 17. 


0407 C7 o2 tm 


Method 


TBLASTX: 


Ma i Z6 




Start 


1601 ~ 




End 


8327 






GI 


none 




Score 


127 






Exons 


1601 1795 


1645 1830 1653 


.1778, 1859. .1969, 


1 R 67 1 Q4 1 






1871. .1969, 


2048. .2167, 2049. 


,2168, 2361. .2486, 


2363. .2488, 






2366. .2491, 


2843.. 2950, 2845. 


.2946, 2846. .2947, 


3029. .3184, 






3039 3191, 


3041 3193 3042 


.3191, 3468. .3620, 


JJUt • • J U O _7 , 






3532 3684 


8283 8327 








Si 


Sea No 


44975 




Seq. ID 


OJ000221 


17 04 07 P7 




Gene No. 


94 941 




Strand 






i : 3 


Start 


13738 




End 


16425 




: ■=? 


Name 


OJ000221 17. 


0407.C7.o5.tm 


Method 


TBLASTX: 


Maize 


q 


Start 


8622 




End 


9118 






GI 


none 




Score 


77 






1—1 *\ \S 1 1 


8622. .8699, 


8623. .8808, 8624. 


.8791, 8892. .8993, 


RPQ4 Q067 


HI 




9059. .9118 












Seq. No. 


44975 




Seq. ID 


OJ000221 


17 04 07 T7 


P 


Gene No. 


94941 




Strand <w : - 






Start 


13738 




End v 16425 




ti. 


Name 


OJ000221 17. 


0407.C7.o6.tm 


Method 


TBLASTX: 


Maize 




Start 


13645 




End 


13884 




ia 


GI 


none 




Score 


127 






Ex on s 


1364 5. .13683, 13696 .. 13884 , 13697. .13882 






Seq. No. 


44975 




Seq. ID 


OJ000221 


17 04 07 P7 




Gene No. 


94941 




Strand 








Start 


13738 




End 


16425 






Name 


OJ000221 17. 


0407.C7.o2.np 


Method 


AAT/NAP 






Start 


13738 




End 


16425 






GI 


6705984 




Score 


3377 






Exons 


13738. .15939, 16383. .16425 










GT Dp cspri n 

N*h? -L 1— ' U O ^ J- -1^ k*/ • 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 






Seq. No. 


44975 




Seq. ID 


OJ000221 


_17.0407.C7 




Gene No. 


94941 




Strand 








Start 


13738 




End 


16425 






Name 


OJ000221 17. 


0407.07.04.^'" 


Method 


TBLASTX:! 


Maize 




Start 


13886 




End 


14160 






GI 


none 




Score 


265 






Exons 


13886. .14158 


, 13888. .14160 









46171 





; Seq. No. 


44975 




Seq. ID 


OJ000221_17.0407 


.C7 




f^<^ n o Mo 


94 94 1 

^ 4 Z? 4 X 




O L X Ol ILL 










1 "37^8 






x K>H £ D 






Ma mo 
in ciiuc: 


OJ000291 17 040.7 P7 


d 9 r w 

■ U^. • L W 


Mot* hnH 
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Seq. ID 


OJ000221_17. 0407. C10 




Gene No . 


94957 








Strand 






Start 


11568 








End 


13297 


B 


Name 


OJ000221 17 


. 0407 


.C10.o7 , 


. tw 


Method 


TBLASTX: Wheat 




Start 


2334 ~" 








End 


2893 




GI 


none 








Score 


76 




Exons 


2334 . .2447, 


2675 


. . 2851, 


2693 . 


.2839, 2831.. 2893 




Seq. No. 


44978 








Seq. ID 


OJ000221_17. 0407. C10 




Gene No. 


94957 








Strand 






Start 


11568 








End 


13297 




Name 


OJ000221 17, 


.0407, 


.C10.O4 , 


,ts 


Method 


TBLASTX: Soybean 




Start 


2657 








End 


3323 




GI 


none 








Score 


75 




Exons 


2657. .2827, 


2742, 


. .2816, 


2838. 


.2888, 2840. .2896, 3231. .3323 




Seq. No. 


44978 








Seq. ID 


OJ000221_17. 0407. C10 




Gene No. 


94957 








Strand 






Start 


11568 








End 


13297 




Name 


OJ000221 17. 


,0407. 


.C10.O4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


6777 








End 


7174 




GI 


none 








Score 


108 



46178 



Exons 


6777 6875 


6778 


6912 , 


6915 . 


.7154, 6952. .7173, 6992. .7174 


Seq. No. 


44978 








Seq. ID 


OJ000221_17.0407 


.C10 


Gene No. 


94957 








Strand 






Start 


11568 








End 


13297 




Name 


OJ000221 17 


. 0407 


. C10 . o5 


. tm 


Method 


TBLASTX: Maize 




Start 


6924 ~~ 








End 


7233 




GI 


none 








Score 


263 




Exons 


6924 . .7154, 


6949 


. . 7233, 


7019. 


.7168, 7039. .7230 




Seq. No. 


44978 








Seq. ID 


OJ000221_17.0407 


.C10 


Gene No. 


94957 








Strand 






Start 


11568 








End 


13297 




Name 


OJ000221 17 


. 0407 


.ClO.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


7581 ~ 








End 


8129 




GI 


none 








Score 


361 




Exons 


7581 . . 7628, 


7720 


. . 8070, 


7743. 


.8033, 8034. .8129, 8062. .8 


127 . 


Seq. No. 


44978 








Seq. ID 


OJ000221_17.0407 


.C10 


Gene No. 


94957 








Strand 


- 




Start 


11568 








End 


13297 




Name 


OJ000221 17 


. 0407 , 


.C10 . o3 


. tm 


Method 


TBLASTX : Maize 




Start 


8245 ~~ 








End 


8679 




GI 


none 








Score 


287 




Exons 


8245 . .8679, 


8496, 


8672 










Seq. No. 


44978 








Seq. ID 


OJ000221_17.0407 


.C10 


Gene No. 


94957 








Strand 






Start 


11568 








End 


13297 




Name 


OJ000221 17 


. 0407 , 


C10 06 


. tw 


Method 


TBLASTX: Wheat 




Start 


8322 ~~ 








End 


8514 




GI 


none 








Score 


257 




Exons 


8322 . . 8513, 


8323. 


. .8514 










Seq. No. 


44978 








Seq. ID 


OJ000221_17.0407 


.C10 


Gene No. 


94957 








Strand. 






Start 


11568 








End 


' 13297 




Name 


OJ000221 11 ; 


,0407 . 


.C10..o3. 


, ts 


Method 


TBLASTX: Soybean 




Start 


8467 ~~ 








End 


8865 




GI 


none 








Score 


170 




Exons 


8467. .8688, 


8469. 


.8684, 


8692 . 


.8865 






Seq. No. 


' 44978 








Seq. ID 


OJ000221_17.0407. 


.C10 


Gene No. 


94957 








Strand 






Start 


11568 








End 


13297 




Name 


OJ000221 17. 


04 07. 


C10 . ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


8515 _ 








End 


9270 




GI 


none 








Score 


881 




Exons 


8515 . . 9270, 


8523 . 


. 9020, 


8737 . 


.9027, 9079.. 9270 




Seq. No. 


44978 








Seq. ID 


OJ000221_17.0407. 


■ C10 


Gene No. 


94957 








Strand 






Start 


11568 








End 


13297 




Name 


OJ000221 17. 


0407. 


ClO.ol. 


ts 


Method * 


TBLASTX: Soybean 




Start 


9190 








End 


9654 




GI 


5509260 








Score 


356 




Exons 


9190. .9654, 


9285. 


. 9446, 


9477. 


. 9506 







46179 




GI Descrip. 



Seq. No. 


44978 






Seq. ID 


OJ000221 17 0407 


. C10 


Gene No . 


94957 






Strand 






Start 


11568 






End 


13297 




Name 


OJ000221 17. 


, 0407 . 


.C10.ol.tc 


Mp t* hod 


TBLASTX * Cress 




Start 


9283 ~ 






End 


9543 




GI 


none 






Score 


278 




Exons 


9283. .9543, 


9285, 


. .9455 








Seq. No. 


44978 






Seq. ID 


OJ000221 17.0407 


. C10 


Gene No . 


94957 






Strand 






Start 


11568 






End 


13297 




Name 


OJ000221 17. 


0407 , 


,C10.o2.tm 


Method 


TBLASTX: Maize 




Start 


9325 






End 


9789 




GI 


none 






Score 


329 




Exons 


9325. . 9789 












Seq. No. 


44978 






Seq. ID 


OJ000221 17 0407 


.C10 


Gene No . 


94957 






Strand 






Start 


11568 






End 


13297 




Name 


OJ000221 17. 


0407". 


. C10 . o3 . tw 


Method 


TBLASTX - Wheat 




Start 


9325 ~ 






End 


9870 




GI 


none 






Score 


283 




Exons 


9325. .9669, 


9664. 


.9870, 9738; 


; 9842 






Seq. No. 


44978 






Seq. ID 


OJ000221_17.0407 


. C10 


Gene No. 


94957 






Strand 






Start 


-11568 






End 


13297 




Name 


OJ000221 17. 


0407 . 


C10 . o2 . ts 


Method 


TBLASTX : Soybean 




Start 


9723 ~~ 






End 


10074 




GI 


none 






Score 


147 




Exons 


9723 . . 9851, 


9724 . 


.9882, 9883. 


.10071, 9885. .10070, 9892. 


. 1007 4 


Seq. No. 


44978 






Seq. ID 


OJ000221_17.0407 


.C10 


Gene No. 


94957 






Strand 






Start 


11568 






End . 


13297 




Name 


OJ000221 17. 


0407 . 


C10.o4.tm 


Method 


TBLASTX: Maize 




Start 


9874 ~ 






End 


10233 




GI 


none 






Score 


257 




Exons 


9874 . . 10197, 


988C 


I. .10080, 9888. .10175, 


10189. . 10233, 






10197. .10232 












Seq. No. 


44978 






Seq. ID 


OJ000221_17.0407, 


. C10 


Gene No . 


94957. 






Strand 






Start 


11568 






End 


13297 




Name 


OJ000221 17. 


0407. 


C10.o5.ts 


Method 


TBLASTX: Soybean 




Start 


10075 






End 


10452 




GI 


none 






Score 


95 




Exons 


10075. .10170, 10228. .104 52 








Seq. No. 


44978 






Seq. ID 


OJ000221_17.0407. 


.C10 


Gene No. 


94957 






Strand 






Start 


11568 






End 


13297 




Name 


OJ000221 17. 


0407. 


C10.O2. tw 


Method 


TBLASTX: Wheat 




Start 


10078 






End 


10565 




GI 


none 






Score 


94 





4 618,0 





Rvnn^ 


1 0078 THIS? 10fi7Q IDI^R 


10083. .10151, 10174 


1 0^97 








10177 lOSfi? 1 01 Q4 IHRfiR 












Qprr Mo 


4 4 978 


Seq. ID 


OJ000221 


1 7 04 07 


pi n 

.LIU 




Gene No. 


94957 


Strand 










Start 


11568 


End 


13297 








Name 


OJ000221 17.0407. CIO. o3.np 


Method 


AAT/NAP 








Start 


11568 


End 


13297 








GI 


7248393 


Score 


327 








Pynn q 

J-J Vp/ 1 


11568. .11955, 11995. .12074, 


13188. .13297 








GI Descr ip . 


(AP001389). hypothetical protein [Oryza 


caH va 1 

Ou Li. V CI J 








Seq. No. 


44978 


Seq. ID 


OJ000221 


_17.0407 


.C10 




Gene No. 


94958 


Strand 










Start 


14385 


End 


14879 








Name 


OJ000221 17.0407.C10.o5.tw 


Method 


TBLASTX : i 


Y V i 1 fc. a. u 






Start 


14385 


End 


14879 








GI 


none 


Score 


310 








Rvon 

l_j \J i 1 o 


14385. .14 87 9,' 14 409. .14 675, 


14621. .148 


24 








Sen No 


44979 


Seq. ID 


OJ000221 


17 f)d D7 


Pi 1 




Gene No . 


94959 


Strand 


+ 








Start 


5150 


End 


5228 








Name ■ 


OJ000221 17.0407.Cll.o3.np 


Method 


AAT/NAP 








Start 


5150 


End 


5228 








GI 


6630699 


Score 


75 








J_J A V** HO 


5150. .5228 










?! 1 




(AP000969) hypothetical protein [Oryza 


sativa] 






M 




gi | 6721536 | db j IBAA89566. 1 | 


(AP001073) 


hypothetical protein 






[Oryza sativa] 










W 


Sea No 


44979 


Seq. ID 


OJ000221_ 


_17.0407, 


.Cll 


iy 


Gene No. 


94960 


Strand 


+ 








Start 


5354 


End 


10413 








Name 


OJ000221 17.0407.Cll.o4.np 


Method 


AAT/NAP 








Start 


5354 


End. 


8033 








GI 


6539570 


-Score 


168 








Exons 


5354.. 5557, 5722.. 5789, 8008.. 8033 * 










GI Dpsrri o 


(AP000836) hypothetical protein [Oryza 


sativa] 








Sea No 


44979 


Seq. ID 


OJ000221_ 


_17.0407. 


,C11 




Gene No. 


94960 


Strand 


+ 








Start 


5354 


End 


10413 








Name 


OJ000221 17.0407.Cll.o4.gs 


Method 


GENSCAN 








Start 


72 64 


End 


10413 








GI 


none 


Score 


.45 








Ex on 


7264. .7314, 7582. .8424, 8572. .8883, 8963. .9396, 


9823. . 10214, 






10280.. 10413 












Spn No 


44979 


Seq. ID 


OJ000221_ 


_17.0407. 


Cll 




Gene No . 


94961 


Strand 


+ 








Start 


23163 


End 


29310 








Name 


OJ000221 17.0407.Cll.o8.np 


Method 


AAT/NAP 








Start 


23163 


End 


29310 








GI 


5922631 


Score 


6590 . 








Exons 


23163. .23287, 2354 9 .. 23793, 


24051. .24258, 24304. 


. .24868, 








24911. .25061, 25188. .26114, 


26721. .27227, 27287. 


, .29310 





46181 



GI Descrip. (AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gil 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 44979 Seq. ID 

Gene No. 94962 . Strand 

Start 34298 End 

Name OJ000221_17 . 0407 . Cll . o2 . gp Method 

Start 34298 End 

GI LIB3477-003-P1-K1-E9 Score 

Exons 34298. .34325, 34435.. 34494 

GI Descrip. 1 24 9858 6/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ000221_17. 0407. Cll 
+ 

34494 
AAT/GAP 
34494 
74 



Seq. No. 


44979 






Seq. ID 


OJ000221 


_17. 


0407. Cll 


Gene No. 


94963 






Strand 








Start 


1 






End 


302 






Name 


OJ000221 17 


.0407. Cll. ol 


.np 


Method 


AAT/NAP 






Start 


1 






. End 


302 






GI 


7248393 






Score 


85 






Exons 


1. .302 














GI Descrip. 


(AP001389) 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


44979 






Seq. ID 


OJ000221 


JL7. 


0407. Cll 


Gene No. 


94963 






Strand 








Start 


1 






End 


302 






Name 


OJ000221 17 


.0407. Cll. ol 


.gs 


Method 


GENSCAN 






Start 


87 




End 


302 






GI 


none 






Score 


.91 






Exons 


87. .302 














Seq. No. 


44979 






Seq. ID 


OJ000221 


_17. 


0407. Cll 


Gene No. 


94964 






Strand 








Start 


839 






End 


5103 






Name 


OJ000221 17 


.0407. Cll. o2 


.gs 


Method 


GENSCAN 






Start 


839 






End 


5103 






GI 


none 






Score 


.56 






Exons 


839. .1150, 


1849. .1901, ; 


2123. 


.2261, 2520 


>. .2689, 


3470 


. .3743, 



4493. .4517, 4829. .5103 



OJ000221 17. 0407. Cll 



Seq. No. 44979 Seq. ID _ 

Gene No. 94964 Strand 

Start 839 End 5103 

Name OJ000221_17 . 0407 . Cll . o2 . np Method AAT/NAP 

Start 842 End 5090 

GI 5922620 Score 437 

Exons 842. .969, 3023. .3426, 3589. .3622, 4493. .4583, 5009. .5090 

GI Descrip. (AP0004 92 ) . EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein : [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



46182 



Seq. No. 44979 Seq. ID 

Gene No. . 94965 Strand 

Start 5363 End 

Name OJ00022 1_17 . 04 07 . Cll . o3 . gs Method 

Start 5363 End 

GI none Score 

Exon's 5363.. 5617 



OJ000221_17. 0407. Cll 

5617 
GENSCAN 
5617 
.95 



Seq'. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44979 
94966 
10794 

OJ000221_17.04 07.Cll.o5.gs 
10794 



none 
10794 . 
13823. 
16076. 



,12000, 12005, 
14928, 15024, 
16231, 16459, 



17749. . 17837, 18244, 



Seq. ID 
Strand 

End 22712 
Method GENSCAN 
End 22712 
Score .49 
12122, 12559. . 12722, 12785 
15085, 15187. . 15519, 15943 
16851, • 16929. . 17219, 17441 
18432, 18499. . 18619, 19330 



OJ000221 17. 0407. Cll 



13060, 
16042, 
17625, 
19363, 



20255. .20382, 21795 224 8 9, 224 91 .. 22697 , 22702. .22712 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000221 17. 0407. Cll 



22712 
AAT/NAP 
15550 
1786 



44979 
94966 
• 10794 

OJ000221_17. 0407 .Cll. o5.np 
13297 
7248394 
13297. .14360, 14 628. .15550 

(AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 (R0165) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 

(AC006446) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No . - 
Start 
Name 
Start 



44979 . 

94966 

10794 

OJ000221_17 .04 07.Cll.o7.np 

17708 

7340868 

17708:. 17897, 18486 .. 18684 , 



Seq. ID 

Strand 

End 

Method . 

End 

Score 



OJ000221_17.04 07 .Cll 

22712 
AAT/NAP 
20429 
65 



20336. .20429 



(AP001551) hypothetical protein [Oryza sativa] 



44979 Seq. ID 

94966 Strand 

10794 End 

OJ000221_17 .04 07.Cll.o6.np Method 

17764 End 

7248393 Score 
177 64. .18150, 18190. .184 70 

(AP001389) hypothetical protein [Oryza sativa] 



OJ000221_17 .0407. Cll 

22712 
AAT/NAP 
18470 
421 



44979 Seq. ID 

94967 Strand 

22702 End 

OJ000221__17 .04 07 .Cll .ol.gp Method 

22702 End 



OJ000221_17.04 07 .Cll 

23114 

AAT/GAP 

23114 



46183 



GI 


5816562 




Score 


PRO 
J J J 




22702. .23114 








GT Dp qpri n 


6016845/dbj IAP000570, 


.1IAP000570 3.0e- 


^ Q Ot*w7,3 q 3 "H n Tra rfon i^tyi i /*> 
«J J \JJ-y£,& oa Li va ytJHUul-LO 




DNA, chromosome 1, clone : P0711E10 


Seq. No. 


44979 




Seq. ID 


OJ000221_17 . 04 07 . Cll 


Gene No. 


94968 




Strand 




Start 


29676 




End 


32639 


Name 


OJ000221_17.04 07.C11, 


.o3. ts 


Method 


TBLASTX : Soybean 


Start 


10804 




End 


11054 


GI 


none 




Score 


42 


Exons 


10804. .10842, 10809., 


. 11054, 


10915. . 11052 


Seq. No. 


44979 




Seq. ID 


OJ000221_17. 0407. Cll 


Gene No. 


94968 




Strand 




Start 


29676 




End 


32639 


.Name 


OJ000221 17.0407.C11. 


, o4 . tm 


Method 


TBLASTX: Maize 


Start 


10866 




End 


29266 


GI 


none 




Score 


162" 


Exons 


10866. .10943, 29043.. 


,29213, 


29153. .29212, 29192 .. 29266, 



29193. .29264 



Seq. No. 44979 
Gene No. 94 968 ... 

Start 29676 

Name OJ000221_17 . 0407 . Cll . 06 . tw 

Start 10869 
GI none 

Exons -108.69. .10964, 10995 .. 11123, 

28699. .28761, 28764 .. 28997, 
29202. .29264, 29263.. 29334 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000221 17. 0407. Cll 



32639 

TBLASTX: Wheat 
29334 
62 

11145. . 11297, 11361. .11432, 
28880. .29008, 2904 6 .. 29210, 



Seq. No. 44979 

Gene No. 94 968 

Start 29676 

Name . . OJ000221_17 . 04 07 . Cll . o5 . ts 

Start 11397 

GI none 

Exons 11397. .11795, 11575 .. 11691 , 28384.. 28548 



Seq. ID OJ000221_17. 0407. Cll 
Strand 

End 32639 

Method TBLASTX : Soybean 

End 28548 

Score 87 



Seq. No. 44979 

Gene No. 94 968 

Start' 29676 

Name OJ000221_17 . 04 07 . Cll . o4 

Start 11565 

GI none 

Exons 11565. . 11621, 11652.. 11 
28198.. 28584 

Seq. No. 44979 

Gene No. 94 968 

Start 29676 

Name OJ000221_17 . 04 07 . Cll . o2 

Start' 11628^ 

GI none" 

Exons 11628. .11930, 28189.. 28 



Seq. ID OJ000221_17. 0407. Cll 
Strand 

End 32639 

.tw Method TBLASTX : Wheat 

End 28584 

Score 391 
759, 11793. .11930, 28 195 28584 , 



Seq. ID OJ000221_17. 0407. Cll 
Strand 

End 32639 

.tm Method TBLASTX : Maize 

End 28515 

Score 425 
497, 28191. .28514, 28192. .28515 



46184 



Seq. No. 44979 

Gene No. '94968 

Start 29676 

Name OJ000221_17 . 04 07 . Cll . o2 . ts 

Start 13043 

GI none 

Exons 13043. . 13297, 13045 
27466. .27570, 27474 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000221_17. 0407. Cll 
32639 

TBLASTX: Soybean 

27810 

123 



13284, 13304. .13453, 13318 13455, 
27560, 27606. .27791, 27610. .27810 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44979 

94968 

29676 

OJ000221 

13141 

none 



17.0407.Cll.o3. tw 



Seq. ID OJ000221_17. 0407. Cll 
Strand 
End 

Method 
End 
Score 



32639 

TBLASTX: Wheat 

27756 

55 



13141. . 13281, 13205. .13279, 1332 1 .. 13422 , 13322 13423, 
27348. .27566, 2734 9 .. 2757 9, 27 609 .. 27755, 27610. .27756 



Seq. No. 44979 Seq. ID 

Gene No. 94968 Strand 

Start 29676 End 

Name OJ000221_17 . 0407 . Cll . ol . ts Method 

Start i • 13606 End 

GI none Score 

Exons 13606. .13794, 13619 .. 1374 7 , 

26750. .27181, 26797. .26940 



OJ000221_17.0407-.C11 
32639 

TBLASTX: Soybean 
27181 
81 

13795. . 14076, 13901 .. 14 038 , 



Seq. No. 44979 Seq. ID 

Gene No. 94 968 Strand 

Start 29676 End 

Name OJ000221_17 . 0407 . Cll . o2 . tw Method 

Start 13693 End 

GI none Score 

Exons 13693. .13794, 13760 .. 14011, 1378 9 .. 14 073 , 26702 27121 , 
26746. .27126 



OJ000221_17. 0407. Cll 
32639 

TBLASTX: Wheat 
27126 
88 



Seq. No. 44979 Seq. ID 

Gene No. - 94 968 Strand 

Start 29676 End 
Name OJ00022 1_17 . 0407 . Cll . ol . tm Method 

Start 13762 End 

GI none Score 

Exons 137 62 . . 14223, 13763 . . 14221, 13834 . . 14223, 26606 .". 27 049, 
26749. .26955 



OJ000221_17. 0407. Cll 
32639 

TBLASTX: Maize 
27049 
300 



Seq. No. 44979 

Gene No. 94 968 

Start 29676 

Name OJ000221_17 . 0407 . Cll . ol . tw 

Start 14092 

GI none 

Exons 14092. . 14436, 14092 .. 144 4 5, 
14450. .14491, 26384.. 26590 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000221_17.04 07 .Cll 
32639 

TBLASTX: Wheat 

26590 

250 



14093. .14 4 37, 14440 144 96, 



Seq. No. 
Gene No. 
Start 



44979 
94968 
29676 



Seq. ID 

Strand 

End 



OJ000221 17. 0407. Cll 



32639 



46185 






Name 


OJ000221 17.0407.C11 


. o3 . tm 


Method 


TBLASTX: Maize 






Start 


14239 






End 


26605 






GI 


none 






Score 


80 






Exons 


14239. 


.14565, 14278. 


. 14526,. 


14339. .14554, 26261 .. 26605 , 








26302. 


.26604 












Seq. No. 


44979 






Seq. ID 


OJ000221_17.0407 


.Cll 




Gene No. - 


94968 






Strand 








Start 


29676 






End 


32639 






Name 


OJ000221 17.0407.C11 


. 06 . ts 


Method 


TBLASTX: Soybean 






Start 


14293 






End 


26536 






GI 


none 






Score 


71 






Exons 


14293. 


.14427, 14434. 


. 14658, 


14435. . 14647, 26171 .. 26395 , 








26402. 


.26536 












Seq. No. 


44979 






Seq. ID 


OJ000221__17.0407 


.Cll 




Gene No. 


94968 






Strand 








Start 


29676 






End 


32639 






Name 


OJ000221 17.0407.C11, 


. o7 . tw 


Method 


TBLASTX: Wheat 






Start 


14497 






End 


26382 






GI 


none 






Score 


71 






Exons 


14497. 


.14733, 14501., 


. 14734, 


26096. .26380, 26110.. 26382 






Seq. No. 


44979 






Seq. ID 


OJ000221_17.0407 


.Cll 


3 


Gene No. 


94968 






Strand 








Start 


29676 






End 


32639 






Name 


OJ000221 17.0407.C11, 


. o5 . tw 


Method 


TBLASTX: Wheat 




?: = 


Start 


15290 






End 


25888 




fl 


GI 


none 






Score 


359 




L.Li 


Exons 


15290. 


.15394, 25487.. 


.25888, 


25630. .25872 




. ^ 

V.sF 


Seq. No. 


44979 






Seq. ID 


OJ000221_17.0407, 


.Cll 




Gene No. 


94968 






Strand 








Start 


29676 






End 


32639 






Name 


OJ000221 17.0407.C11, 


. o4 . ts 


Method 


TBLASTX: Soybean 






Start 


21845. 






End 


22155 




i s 


GI 


. none 






Score 


99 






Exons 


21845. 


.22012, 21853., 


,22038, 


22066. .22155 




ri 


Seq. No. 


44979 






Seq. ID 


OJ000221_17.0407. 


,C11 


C3 


Gene No. 


94968 






Strand 








Start 


29676 






End, 


32639 






Name 


OJ000221 17.0407.C11. 


. oil . tw 


Method 


TBLASTX: Wheat 






Start 


21856 






End 


22266 






GI 


none 






Score 


65 






Exons 


21856. 


.21888, 21916.. 


21969, 


22063. .22266, 22064.. 22207 






Seq. No. 


44979 






Seq. ID 


OJ000221_17.0407. 


.Cll 




Gene No. 


94968 






Strand 








Start 


29676 






End 


32639 






Name 


OJ000221 17.0407.C11. 


ol . tc 


Method 


TBLASTX: Cress 






Start 


22066 






End 


22435 






GI 


none 






Score 


87 






• .Exons 


22066. 


.22362, 22073.. 


22306, 


22403. .22435 ■ - 






Seq. No. 


44979 






Seq. ID 


OJ000221_17.0407. 


Cll 




Gene No. 


94968 






Strand 







46186 



Start 


29676 






Name 


OJ000221 17.0407.C11 






24472 








none 






T* 1 von Q 


24472. 


,.24780, 24473. 


9 4 ft7 4 


Seq. No. 


44979 






Gene No. 


94968 






Start 


29676 






Name 


OJ000221 17.0407.C11 


■ o / . tm 


j Lai L 


25762 






(IT 

O -L 


none 






F. von 


25762. 


.25908, 25763. 


. 25939 


Seq. No. 


44979 






Gene No. 


94968 






Start 


29676 






Name 


OJ000221 17.0407.C11 


o 1~ m 

. \J U . L.11L 


Start 


27529 








none 






F! von s 


27529. 


.27699, 27703. 




Seq. No. 


44979 






Gene No. 


94968 






O L. CI -L L- 


29676 








OJ000221 17.0407.C11, 


o i n +■ Tat 


OLal U 


27757 






(IT 


none 






F von q 


27757. 


.27801, 27820., 


. Z O U Z .7 


Qao Mo 


44979 






Gene No. 


94968 






Start 


29676 






Name 


OJ000221 17.0407.C11. 


o ^ 1~ m 

( L* yj ■ L-iii 


o L al L 


28656 






o ±. 


none 






F. von *5 


28656. 


.28766, 28657., 


,28767, 




28863. 


.28949 




Q pr{ Wo 

O C ^ • IN L/ • 


44979 






Gene No. 


94968 






Start 


29676 






Name 


OJ000221 17.0407.C11. 


o "7 rr q 
■ w / . yo 


o Lai l 


29676 




GI 


none 






F von q 


29676. 


.30127, 30377.. 


,30566, 




31339. 


.31496, 31716.. 


o o c. o n 


O G VJ . LN L/ • 


44979 






fTifn n p» Mo 

UC11C LN . 


94968 






Start 


29676 






Name 


OJ0002 


21_17.0407.C11. 


o9 . np 


Start 


29688 




GI 


669171 


6 




Exons 


29688. 


.30127, 30201.. 


30314, 




30906. 


.31039, 31115.. 


31261, 


GI Descrip. 


(AP000 


4 92) hypothetical prot* 



End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 
End 

Method 

End 

Score 



32639 

TBLASTX: Wheat 
. 24874 
290 



OJ000221_17 . 0407 . Cll 
32639 

TBLASTX: Maize 

25939 

185 



OJ000221_17. 0407. Cll 
32639 

TBLASTX: Maize 

27801 

128 



OJ000221_17. 0407. Cll 

32639. - 

TBLASTX: Wheat 

28029 

61 



OJ000221_17. 0407. Cll 
32639 

TBLASTX: Maize 

28949 

107 



28766. .28840, 28770 .. 28853, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000221_17. 0407. Cll 

32639 
GENS CAN 
32639 
. 64 



30641. .30840, 30 906 .. 31261 , 



Seq. ID OJ000221_17. 0407. Cll 
Strand 

End 32639 

Method AAT/NAP 

End 32600 

Score 2511 



46187 



gi I 6691717 Idbj |BAA89397.1| (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 44979 
Gene No. " 94 968 

Start 29676 

Name OJ000221_17 . -Q407 . Cll . o9 . tw 

Start 32190 

GI none 

Exons 32190. .32480 



Seq. ID OJ000221_17. 0407. Cll 
Strand 

End 32639 

Method TBLASTX : Wheat 

End '32480 

Score 213 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44980 

94969 

9588 

OJ00022 

9588 

6691716 

9588. . 1 

11275. . 

(AP0004 

gi | 6691 

[Oryza 



l_17.0407.C12.ol.np 



Seq. ID OJ000221_17.0407.C12 
Strand + 
End 12416 
Method AAT/NAP 
End 12413 
Score ' 2490 
0476, 10598. . 10759, 10839 10938, 11011 11196, 
11462, 11537. .11632, 11783 .. 11902-, H965 . . 124 13 - 
92) hypothetical protein [Oryza sativa] 
717 |dbj IBAA89397.il (AP000570) hypothetical protein 
sativa] 



44980 
94969 
9588 

OJ000221_17.0407.C12.o2.gs 
10887 ,^ 
none 

10887. .11196, 11275. .11462, 11539 .. 11725 , 11798 
12073. .12416 



Seq. ID OJ000221_17.0407.C12 
Strand + 

12416 
GENSCAN 
12416 
.95 

11902, 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44980 Seq. ID OJ000221 17.0407.C12 

94970 
21179 

OJ000221_17.0407.C12.ol.gp 
21179 

25792_1.R1084 
21179.. 21520 

1 4 512233/dbj | AB01474 3 . 1 1 AB014743 0.0e+00 Oryza sativa copia-type 
retrotransposon RIRE7 DNA, partial sequence' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000221_ 
+ 

21520 
AAT/GAP 
21520 
642 



44980 
94971 
12865 
OJ000221 
12787 
5922631 
12787. .15 
17791. .17 
(AP000492 
region of 
retrotran 
gi | 601686 
C26347 (CI 
predicted 
Cinful-1 . 



OJ000221 17.0407.C12 



_17.0407.C12.o2.np 



Seq. ID 
Strand 

End 19474 
Method AAT/NAP 
End 18870 
Score 6793 
314, 15913. . 16839, 16966 .. 17116, 17 159 .. 1774 5 , 
985, 18244 .. 18488, 18747.. 18870 

) ESTs C26347 (C12145) ,AU078074 (C12145) correspond to a 

the predicted gene.; similar to prpol; Zea mays 
sposon Cinful-1. (AF049110) [Oryza sativa] 
4 |dbj |BAA85207.1|. (AP000570) ESTs 

2145) ,AU078074 (C12145) correspond to a region of the 
gene.; Similar to prpol; Zea mays retrotransposon 
(AF049110) [Oryza sativ 



46188 






4 4 qr n 

*± *i ^ O v 




Seq. ID 


OJ000221_17.0407 


n 9 


Gene No. 


94971 




Strand 






Start 


12865 




End 


19474 




Name 


OJ000221 17 0407 C12 


o 3 . gs 


Method 


GENSCAN 




Start 


12865 _ 




End 


19474 




GI 


none 




Score 


. 67 




Pyrin s 


12865 14571 14752 


. 154 47, 


15551. .15824, 15921 .. 16435, 






16496 17247 17302 


. 17953, 


18154 . . 18 


447, 18479. .18823, 






18906 18942 19413 


. 194 74 








Seq. No. 


44980 




Seq. ID 


OJ000221_17.0407. 


.C12 


Gene No . 


94972 




Strand 






Start 


20926 




End 


22106 




Name 


OJ000221 17 0407 C12 


o 4 gs 


Method 


GENSCAN 




Start 


20926 ~~ 




End 


22106 




GI 


none 




Score 


.43 




F von ^ 


20996 21??^ ?1?73 


> ^ j. *j *j j , 


21946. .22106 




Seq. No. 


44980 




Seq. ID 


OJ000221_17.0407. 


,C12 


Gene No. 


94972 




Strand 






Start 


20926 




End 


22106 




Name 


OJ000221 17.0407.C12. 


,o2.gp 


Method 


AAT7GAP 




Start 


21695 




End 


22080 




GI 


2312718 




Score 


740 




P 1 v on ^ 


21695. .22080 










\j J. \-J \Z o ^— ' J I-K-' • 


4512233/dbj IAB014743. 


.1IAB014743 l.Oe- 


176 Oryza sativa copia- 




retrotransposon RIRE7 DNA, 


partial sequence 




Seq. No. 


44980 




Seq. ID 


OJ000221_17.0407 . 


C12 


Gpnp No 


94973 




Strand 






Start 


22039 




End 


22351 




Name 


OJ000221 17.0407.C12. 


,o9.tw 


Method 


TBLASTX: Wheat 




Start 


9708 




End 


9998 




GI 


none 




Score 


203 




Rvnn ^ 

<LJ *\ V_/ ii J 


9708. . 9998 










Seq. No. 


44980 




'Seq. ID 


OJ000221_17.0407. 


C12 


fipnp No 


94973 




Strand 






Start 


22039 




End 


22351 




Name 


OJ000221 17.0407.C12. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


12763 




End 


13377 




GI 


none 




Score 


83 




j_j *\ \s lib? 


12763. .12900, 12886.. 


13377, 


13115. .13222, 13271. .13357 




Seq. No. 


44980 




Seq. ID 


OJ000221_17.0407. 


C12 




94973 




Strand 






Start 


22039 




End 


22351 




Name 


OJ000221 17.0407.C12. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


12802 




End 


13065 




GI 


none 




Score 


96 




Exons 


12802. .12903, 12803. . 


12904, 


12883. .13065, 12884. .13009 




Seq. No. 


44980 




Seq. ID 


OJ000221_17.0407. 


C12 


Gene No. 


94973 




Strand 






Start 


22039 




End 


22351 




Name 


OJ000221 17.0407.C12. 


06 . tm 


Method 


TBLASTX: Maize 





46189 



Start 
GI 

Exons 



13147 
none 

13147. .13233, 13243. 
13321. .13419 



,13326, 



End 13426 
Score 51 
13257. .13325, 13313. .13426, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



44980 
94973 
22039 

OJ000221_17 .04 07.C12.o5.tw 
13490 
none 

134 90. .13537, 134 92. .13878, 13504. .13677, 13568. .13879 



Seq. ID OJ000221_17.0407.C12 
Strand 

22351 

TBLASTX: Wheat 
13879 
47 



End 

Method 

End 

Score 



44980 
94973 
22039 

OJ000221_17 .04 07.C12.ol.tm 
13522 
none 

13522. .13569, 13561. .13884, 13574. .138 64 



Seq. ID OJ000221_17.0407.C12 
Strand 

22351 

TBLASTX: Maize 
13884 
221 



End 

Method 

End 

Score 



44980 
94973 
22039 

OJ000221_17.0407.C12, 

13882 

none 

13882. .13980, 13925., 



Seq. ID OJ000221_17.0407.C12 
Strand 

22351 - 
TBLASTX: Wheat 
14181 
57 



End 

Method 
End 
Score 



olO. tw 
13993, 14047.. 14181 



44980 
94973 
22039 

OJ000221_17.0407.C12.o4.tw 

14197 

none 

14197. .14619, 14273. .14614 



Seq. ID OJ000221_17.0407.C12 
Strand 

End 22351 

Method TBLASTX : Wheat 

End 14619 

Score 228 



44980 
94973 
22039 

OJ000221_17.0407.C12.o2. ts 
14240 
none 

14240. .14488, 14242 .. 144 84 , 14 524 .. 14 628 , 14534. .14620 



Seq. ID OJ000221_17.0407.C12 
Strand 

22351 

TBLASTX : Soybean 
14628 
122 



End 

Method 

End 

Score 



44980 
94973 
22039 

OJ000221_17 . 04 07 . C12 . o7 . tm 

14293 

none 

14293. .14391, 14 395. .14547 

44980 
94973 
22039 

OJ000221 17.0407.C12.o8.tw 



Seq. ID OJ000221_17.0407.C12 
Strand 

End 22351 

Method TBLASTX : Mai ze 

End 14547 

Score 118 



Seq. ID OJ000221_17.0407.C12 
Strand 

End 22351 

Method TBLASTX : Wheat 



46190 




Start 


14620 




End 


14904 




GI 


none 




Score 


62 




Exons 


14 620.. 14715, 14 623. 


. 14 904, 


14803. .14901 




Sea No 


44 980 




Seq. ID 


OJ000221_17.0407 




Gene No. 


94973 




Strand 






Start 


22039 




End 


22351 




Name 


OJ000221 17.0407.C12 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


14743 ~~ 




End 


15187 




GI 


none 




Score 


46 




Exons 


14743. . 14769, 14767 . 


. 14910, 


14779. .14898, 14 932 .. 15186, 






14933. . 15187 










Seq. No. 


44980 




Seq. ID 


OJ000221__17.0407 


.C12 


Gene No. 


94973 




Strand 






Start 


22039 




End 


22351 




Name 


OJ000221 17 0407 C12 


. ol . t s 


Method 


TBLASTX: Soybean 




Start 


14854 ~ 




End 


'15285 




GI 


none 




Score 


43 




Exons 


14854 . . 15285, 14888 . 


. 15058, 


15095. .15238 




Seq. No. 


.44980 




Seq. ID 


OJ000221__17.0407 


.C12 


Gene No. 


94973 




Strand 






Start 


22039 




End 


22351 




Name 


OJ000221 17 0407 C12 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


14909 ~ 




End 


15333 




GI 


none 




Score 


279 




Exons 


14909. . 15289, 14914 . 


. 15333 








Seq. No. 


44980 




Seq. ID 


OJ000221_17.0407, 


.C12 


Gene No. 


94973 




Strand 






Start 


22039 




End 


22351 




Name 


OJ000221 17.0407 C12 


. 06 . tw 


Method 


TBLASTX: Wheat 




Start 


154 5.2 ~~ 




End 


15775 




GI 


none * 




Score 


183 




Exons 


15452. . 15775, 15453. 


. 15755 








Seq. No. 


44980 




Seq. ID 


OJ000221_17.0407. 


X12 


Gene No. 


94973 




Strand 






Start 


22039 




End 


22351 




Name 


OJ000221 17.04 07.C12 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


15464 ~~ 




End 


15766 




GI 


none 




Score 


129 




Exons 


15464 .. 15766, 15534. 


. 15725 








Seq. No. 


44980 




Seq. ID 


OJ000221_17.0407. 


,C12 


Gene No. 


94973 




Strand 






Start 


22039 




End 


22351 




Name 


OJ000221 17 0407 C12 


» ' — ' » u o 


Method 


TBLASTX: Soybean 




Start 


15491 _ 




End 


15856 




GI 


none 




Score 


130 




Exons 


15491. .15625, 15632. 


.15856 








Seq. No. 


44980 




Seq. ID 


OJ000221_17.0407. 


C12 


Gene No. 


94973 




Strand 






Start 


22039 




End 


22351 




Name 


OJ000221 17.0407.C12, 


.ol . tw 


Method 


TBLASTX: Wheat 





46191 




C 4- 3 r-+- 


1 CTTC 
X D 1 / D 


End 


16573 




PT 


none 


Score 


114 




Exons 


1 R77fi 1 fiflfiQ 1 qTQH 16H4Q 
1 J / / O . , 13 / OU. . X OU fi :7 , 


16118. .16348, 16152. .16352, 






iuJl/ / • . 1DJ / J 








Seq. No. 


44980 


OCLJ • XL/ 


O.T000221 17 0407 


.C12 


Gene No. 


94973 


o L x a i in 






O L aX L 


22039 


End 


223S1 




LN alUC 


O.T000221 17 0407 PI 2 r»7 hw 


L JO L I i w Li 


TRT.A9TX • Whp^t- 

1 DLtrVO 1 A • VV 1 1 ti a L 






1 7 1 S3 ~" 
1 / 1JJ 


FnH 

LjI ILi. 


1 7 S R S 




vJJ X 


nnno 


Score 


112 






171S3 17SS4 1 7247 17SSS 








Seq. No. 


44980 


OC L| . X Lf 


O.T000991 17 0407 


.C12 


Gene No. 


94973 


oli ai iu. 






o l a x l 




FnH 


923M 




Name 


n.T00099i 1 1 0407 n 2 r»s tm 


nc LI1UU 


1 DJjnO 1 A . LYla X Z fci 




OLalL 


1 QS7fi ~" 
xz/D/O 


FnH 


1 Qft Q3 






none 




1 OQ 




Exons 


1QS76 1Q6P13 1Q711 1QRQ3 
l^j / u . . x y \jO 3 f xzjtxx, . 1 jo " J 








O C (-J . LN U . 


A A QQfl 


Seq. ID 


O.T000991 1 7 0407 


. Liz 


Gene No. 


94973 


Strand 






Start 


• 22039 


End 


9 9 3 R1 




Klamo 
LN cuut; 


OJ000221 17.0407.C12.o3.np 


Method 


ZVZVT /MZXP 
M-ri l / iNi-iir 




OtaiL 


22039 


End 


223S1 




(IT 


6705984 


Score 


1 1 

X O X 




Exons 


22039. .22351 










(AB033235) gag-pol polyprotein [Oryza. 


sativa] 




Seq. No. 


44981 


Seq. ID 


O.T000991 1 7 0407 


.C14 


Gene No. 


94974 


Strand 


X. 




O Lai L, 


136 


End 


601 

DUX 




Name 


OJ000221 17.0407.C14 .ol.gs 


Method 


U£j1NO L^/AIN 




O Lai. L 


136 


End 


601 

DUX 




(IT 

\J X 


none 


Score 


.8 




F v i^n q 

JJAUilD 


136.. 141, 170.. .601 








Seq. No. 


44982 


Seq. ID 


H.T000991 1 7 0407 


.C15 


Gene No. 


94975 


Strand 


_|_ 




Qf = rf 
O Lai. L 


622 


End 


636 

O J D 






OJ000221 17. 0407. C15. ol.gs 


Method 


O Hi LN O L^rtlN 




O Lai. L 


622 


End 


63 6 

DjD 




(IT 
O X 


none 


Score 


.62 






622. . 636 








Seq. No. 


44983 


Seq. ID 


OT000991 16 040.^ 
WUUUUZZX X D . U H U J 


.C3 


Gene No. 


94976 


Strand 


T 




o l a x l 


1816 


End 


2186 




Name 


OJ000221 16.0403.C3.ol.gp 


Method 


AAT/GAP 




o Lax L 


1816 


End 


2186 




GI 


none 


Score 


702 




Exons 


1816. .2186 








Seq. No. 


44983 


Seq. ID 


OJ000221_16.0403 


.C3 


Gene No. 


94977 


Strand 






Start 


1593 


End 


4603 





"46192 



Name 


OJ000221 16 




P3 n? rr«? 


Method 


GENSCAN 


Start 


1593 "~ 




End 


4532 


GI 


none 






Score 


.78 




1593 1660, 


2254 . 


2356 3013 


.3209, 3745. .4016, 4282. .4532 


Seq. No. 


44983 






Seq. ID 


OJ000221__16.0403.C3 


Gene No. 


94977 






Strand 




Start 


1593 






End 


4603 


Name 


OJ000221 16 


.0403. 


■C3.ol.np 


Method 


AAT/NAP 


Start 


2177 ~~ 






End 


4603 


GI 


2459443 






Score 


1434 


Exons 


2177. .2617, 


3013. 


..3209, 3745. 


.4013, 4282. .4603 


GI Descrip. 


(AC002332) ] 


putative steroid dehydrogenase [Arabidopsis thaliana 


Seq. No. 


44983 






Seq. ID 


OJ000221_16.0403.C3 


Gene No. 


94977 






Strand 




Start 


1593 






End 


4603 


Name 


OJ000221 16 


.0403. 


.C3.ol.tc 


Method 


TBLASTX: Cress 


Start 


2183 ~~ 






End 


3099 


GI 


none 






Score 


70 


Exons 


2183. .2341, 


2186. 


.2620, 2187. 


.2621, 3001. .3099, 3011. .3085 


Seq. No. 


44 983 






Seq. ID 


OJ000221_16.0403.C3 


Gene No. 


94977 






Strand 




Start 


1593 






End 


4603 


Name 


OJ000221 16 


.0403. 


C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


2189 _ 






. End 


3081 


GI 


none 






Score 


313 


Exons 


2189 2227, 


2198. 


.2620, 2216. 


.2620, 2217. .2627, 2221. .2631, 




3004 3081, 


3008. 


.3079 






Sea No 


4 4 983 






Seq. ID 


OJ000221_16.0403.C3 


Gene No. 


94977 






Strand 




Start 


1593 






End 


4603 


Name 


OJ000221 16 


.0403. 


C3.o2.ts 


Method 


TBLASTX: Soybean 


Start 


2339 _ 






End 


3814 


GI 


none 






Score 


42 ' 


Exons 


2339 2632, 


2340. 


.2378, 2406. 


.2618, 2504. .2620, 3004. .3225, 




3008 . . 3217, 


3013. 


.3252, 3743. 


.3814 




Seq. No. 


44983 






Seq. ID 


OJ000221_16.0403.C3 


Gene No. 


94977 






Strand 




Start 


1593 






End 


4603 


Name 


OJ000221 16 


.0403. 


C3.ol.tw 


Method 


TBLASTX: Wheat 


Start 


2385 ~. 






' End 


2548 


GI 


none 






Score 


140 


Exons 


2385. 2537, 


2387.. 


.2548 






Sea. No 


44 983 






Seq. ID 


OJ000221_16.0403.C3 


Gene No. 


94977 






Strand 




Start 


1593 






End 


4603 


Name 


OJ000221 16. 


,0403. 


C3.o2. tc 


Method 


TBLASTX: Cress 


Start 


3103 






End 


4338 


GI 


none 






Score 


62 


Exons 


3103. .3225, 


3119. 


.3223, 3739. 


.3993, 3743. .4000, 3744. .4004, 




3756. .4007, 


3757. 


.4011, 4279. 


.4338, 42? 


31. .4337 



46193 



Seq. No. 44983 Seq. ID OJ000221_16 . 0403 . C3 

Gene No. 94977 Strand 

Start 1593 End 4603 

Name OJ000221_16 . 0403 . C3 . o2 . gp Method AAT/GAP 

Start 3789 End 4447 

GI 35654_1.R1084 Score 736 

Exons 3789.. 4016, 4282.. 4447 

GI Descrip. ! 2459443 4.0e-47 (AC002332) putative NAD (P) -dependent 

cholesterol dehydrogenase [Arabidopsis thaliana] ' 





Seq. No. 


44983 




Seq. ID 


OJ000221_16.0403 


. C3 




fipnp No 


94977 




Strand 








Start 


1593 




End 


4603 






Name 


OJ000221 16 


0403 C3 ol ts 


Method 


TBLASTX: Soybean 






Start 


3915 ~ 




End 


4602 






GI 


none 




Score 


103 






Exons 


3915. .4019, 


3917. .4018, 4276. 


.4602, 4281. .4601 






Seq. No. 


44983 




Seq. ID 


OJ00022r_16.0403, 


.C3 




Gene No . 


94977 




Strand 








Start 


1593 




End 


4603 






Name 


OJ000221 16 


.0403 C3 o2 tm 


Method 


TBLASTX: Maize 






Start 


4332 _ 




End- 


4603 






GI 


none 




Score 


311 




W 


Exons 


4332. .4601, 


■4333. .4602, 4340. 


.4603 








Seq. No. 


44983 




Seq. ID 


OJ000221_16.0403, 


.C3 




Gene No. 


94977 




Strand 








Start 


1593 




End 


4603 




17* 


Name 


OJ000221 16 


.0403.C3.o3. tc 


Method 


TBLASTX: Cress 




kj 


Start 


4386 




End 


4603 






GI 


none 




Score 


121 




1 y 


Exons 


4386. .4601, 


4386. .4601, 4390. 


.4602, 4391. .4603, 4474. .4602 




Seq. No. 


44983 




Seq. ID 


OJ000221_16.0403. 


.C3 


y 


Gene No. 


94977 




Strand 








Start *~ ' 


1593 




End 


4603 






Name 


OJ000221 16 


.0403.C3.o3.gp 


Method 


AAT/GAP 






Start 


4447 




End 


4603 




□ 


GI 


uC-osflcyp028g03bl 


Score 


287 




H 


F.xnn^ 

uAU HO 


4447. .4603 












GI Descrip. 


'2459443 2.1 


De-35 (AC002332) putative. NAD (P) -dependent , 








cholesterol 


dehydrogenase [Arabidopsis 


thaliana] T 






Seq. No. 


44984 




Seq. ID 


OJ000221_16.0403. 


.C4 




Gene No. 


94978 




Strand 


+ 






Start 


313 




End 


771 






Name 


OJ000221 16 


.0403.C4 .ol.gs 


Method 


GENSCAN 






Start 


313 




End 


771 






GI 


none 




Score 


.64 






Exons 


313. .771 












Seq. No. 


44984 




Seq. ID 


OJ000221_16.0403. 


,C4 




Gene No. 


.94979 




Strand 


+ 






Start 


5477 




End 


10242 






Name 


OJ000221 16, 


.0403.C4 .o3.gs 


Method 


GENSCAN 






Start 


5477 




End 


10242 





46194 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score .4 

5477. .5491, 6044. .6069, 6298. .6565, 6577. .6786, 10141. .10242 



OJ000221_16.0403.C4 
+ 

10242 
AAT/NAP 
8444 
128 



44984 Seq. ID 

94979 Strand 
5477 End 
OJ000221_16.0403.C4 ,o2.np Method 
6674 End 
5922620 Score 
6674. .6693, 8322. .8444 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

44984 Seq. ID OJ000221_16 . 04 03 . C4 

94980 . Strand \. - 
321 End 568 
OJ000221_16.0403.C4 .ol.gp Method AAT/GAP 
321 End 568 
uC-osflcyp028g03bl Score 454 
321. .568 

'2459443 2. 0e-35 (AC002332) putative NAD ( P) -dependent 
cholesterol dehydrogenase [Arabidopsis thaliana] 1 



Seq. No. 


44984 






Seq. ID 


OJ000221 


'Gene No. 


94981 






Strand 




Start 


1855 






End 


3513 


Name 


OJ000221 16 


.0403. C4 .o2. 


gs 


Method 


GENS CAN 


Start 


1855 






End 


3507 


GI 


none 






Score 


.86 


Exons 


1855. .2085, 


2195. .2335, 


2457. 


.2692, 3042.. 3507 


Seq. No. 


44984 






Seq. ID 


OJ000221 


Gene No. 


94981 






Strand 




Start 


1.855 






End 


3.513 


Name 


OJ000221 16 


.0403.C4.ol. 


np 


Method 


AAT/NAP 


Start 


1873 






End 


3513 


GI 


4836904 






Score 


1015 


Exons 


1873. .2085, 


2195. .2335, 


2457. 


.2692, 3042.. 3513 


GI Descrip. 


(AC007369) . 


lcllprt seq 


No definition line found 



thaliana] gi | 6708183 | gb | AAF25832 . 1 | AF1 91028_1 (AF191028) 
papain-type cysteine endopeptidase XCP2 [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000221 16. 0403. C4 



44984 
94982 
8583 

OJ000221__16. 04 03.C4 .o3.np 
8583 
6630699 
8583. .8666 

(AP000969) hypothetical protein [Oryza sativa] 
gi|6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



8666 
AAT/NAP 
8666 
79 



Seq. No. 



44984 



Seq. ID OJ000221 16. 0403. C4 



46195 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



94983 Strand 

10492 End 10703 

OJ000221_16. 04 03.C4 . o4 .np Method AAT/NAP 

10492 End 10703 

13211 Score 288 
10492.. 10703 

(X52160) URF-RMC [Oryza sativa] 



44984 
94984 
11350 

OJ000221_16.0403.C4 .o2.ts 

308 

none 

308. .511, 309. .368, 441. .512 



Seq. ID OJ000221_16.0403.C4 
Strand 

End 15646 

Method TBLASTX : Soybean 

End 512 

Score 45 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44984 

94984 

11350.. : 

OJ000221_ 

320 

none 

320,. .514, 



16.0403.C4.o2.tc 



441. .512 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000221_16.0403.C4 
15646- 

TBLASTX: Cress 

514 

90 



Seq. No. 44984 

Gene No. 94984 

Start 11350 

Name OJ000221_16 . 04 03 . C4 . o3 . tm 

Start 320 

GI none 

Exons 320. .535, 321. .365, 395. .535, 441. .536 



Seq. ID OJ000221_16.0403.C4 
Strand 

End 15646 

Method TBLASTX : Mai ze 

End 536 

Score 41 



Seq. No. 44984 
Gene No. 94984 
Start 11350 

Name OJ000221_16 . 04 03 . C4 . ol . ts 

Start 1877 
GI none 

Exons ' 1877.. 2086, 1879.. 2100, 2193. 

2448. .2711, 2451. .2693, 2518. 
3136. .3486, 3137. .3436 



Seq. ID 
Strand 
End . 
Method 
End 
Score 

,2327, 2195 
,2712, 3038 



OJ000221 16. 0403. C4 



15646 

TBLASTX: Soybean 
3486 
180 

2329, 2196. .2324, 
3118, 3040. .3114, 



Seq. No. 44984 Seq. ID 

Gene No. 94984 Strand 

Start 11350 End 

Name OJ000221_16 . 0403 . C4 . ol . tc Method 

Start 1879 End 

GI none Score 
Exons 



OJ000221_16.0403.C4 
15646 

TBLASTX: Cress 

3447 

155 



1879. .2100, 1880...2086, 2195. .2329, 2196. .2318, 2201. .2338, 
2448. .2519, 2520. .2564, 2533. .2565, 2556. .2699, 2568. .2711, 
2569. .2712, 3038. .3106, 3040. .3132, 3151. .3447, 3182. .3439 



Seq. No. 44984 Seq. ID 

Gene No. 94984 Strand '* 1 

Start 11350 End 

Name OJ000221_16 . 04 03 . C4 . ol . tm Method 

Start 1879 End 



OJ000221_16.0403.C4 
15646 

TBLASTX: Maize 
2676 



46196, 



GI 

Exons 



none Score 112 

1879. .2100, 194.6. .2086, 2200. .2316, 2201. .2332, 2448. .2675, 
2496. .2672, 2515. .2676 



Seq. No. 44984 

Gene No. 94 984 

Start 11350 

Name OJ000221_1 6 . 04 03 . C4 . ol . tw 

Start 2496 

GI none 

Exons 2496.. 2687, 2496.. 2693, 2515. 
3040. .3108 



Seq. ID OJ000221_16.0403.C4 
Strand 

End 15646 

Method TBLASTX : Wheat 

End 3108 

Score 74 

.2694, 2530.. 2694, 3038.. 3106, 



Seq. No. 44984 

Gene No. 94984 

Start 11350 

Name OJ000221_1 6 . 0403 . C4 . o2 . tm 

Start 3038 ... -.. 

GI none • 

Exons 3038.. 3106, 3040.. 3108, 3175, 
3263. .3430 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000221_16.0403.C4 
15646 

TBLASTX: Maize 

3430 

98 



,3252, 3176.. 3253, 3259.. 3429, 



Seq. No. 44984 

Gene No. 94984 

Start 11350 

Name OJ000221_16 . 0403 . C4 . o4 . gs 

Start 11350 - 

GI none 

Exons 11350. .11547, 11619 
13855. .13890, 14532 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000221 16. 0403. C4 



12185, 12984'. 
14585, 15529. 



15646 
GENSCAN 
15646 
. 68 

13153, 13359. 
15646 



,13550, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44984 
94984 
11350 

OJ000221_16. 0403.C4 . o4 . tm 

11906 

none 

11906. .11968, 11907. . 11969, 
12081. .12203, 12082. .12195, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000221 16. 0403. C4 



15646 

TBLASTX : Maize 
12203 
68 

11972. . 12052, il974.%12051, 
12092. .12202 



44985 
94 985 
626 

OJ000221_16.0403.C5.ol.np 
626 

7228457 



Seq. ID OJ000221_16.0403.C5 
Strand + 
End 5568 
Method AAT/NAP 
End 5568 
Score 5982 

626. .992, 1054. .2988, 3052. .3886, 4009. .5043, 5538. .5568 
(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 44985 Seq. ID 

Gene No. 94986 Strand 

Start 10377 End 

Name OJ000221_16 . 0403 . C5 . o3 . gs Method 

Start 10377 End 

GI none Score 



OJ000221_16.0403.C5 
+ 

12759 * ■ v 

GENSCAN 

12759 

.74 



46197 






Rynn ^ 

l*j y\ v^/ 1 1 h.? 


10377. .10448, 10791 .. 10961, 


12539. .12629, 12740.. 12759 






Seq. No. 


44985 






Seq. ID 


OJ000221_16.0403 


.C5 




Gene No. 


94987 






Strand 


+ 






Start 


19724 






End 


20045 






Name 


OJ000221 16, 


.0403. 


. C5.o5.gs 


Method 


GENSCAN 






Start 


19724 






End 


20045 






GI 


none 






Score 


.54 * 






Exons 


19724. .19741, 19802 .. 19967 , 


19983.. 20045 






Sea. No 


44985 






Seq. ID 


OJ000221_16.0403 


.C5 




Gene No. 


94988 






Strand 








Start 


6142 






End 


20139 






Name 


OJ000221 16. 


.0403. 


,C5.o6. tw 


Method 


TBLASTX: Wheat 






Start 


1283 






End 


1671 






GI 


none 






Score 


50 






Exons 


1283. .1327, 


1334. 


.1432, 1351 


..1431, 1415. .1468, 1471. .1671, 






1482. .1637 














Seq. No. 


44985 






Seq. ID 


OJ000221_16.0403 


.C5 




Gene No. 


94988' 














Start 


6142 






End 


\J X J _7 






Name 


OJ000221 16. 


,0403. 


C5.o3.tw 


M*=> t" hnH 


i. D-UrtO 1 £\ . Wiled L. 




13 


Start 


2409 






End 


£ O .7 






GI 


none 






Score 


389 






Exon s 


2409. .2582, 


2410. 


.2895, 2604 


.2864 






i LI 


Seq. No. 


44985 






Seq. ID 


OJ000221_16.0403, 


.C5 


£3 


Gene No. 


94988 














Start 


6142 






FnH 

Hi 1 


U 1 J y 






Name 


OJ000221 16. 


0403. 


C5.ol.tw 




TRT.ASTY • Wh^^h 

IDLinOiA. VV J. i a. l_ 






Start 


3059 






End 


J Jl J 






GI 


none 






OL.U1 C 


X *J 




s. 


Exons 


3059. .3502, 


3060. 


.3515, 3061 










Seq. No. 


44985 






Seq. ID 


OJ000221_16.0403, 


.C5 




Gene No.' 


94988 






Strand 








Start 


6142 






End 


20139 




. 


Name 


OJ000221 16. 


0403. 


C5.o2.ts 


Method 


TBLASTX: Soybean 






Start 


3100 ' 






End 


3465 




r ,=3 = 


GI 


none 






Score 


117 






Exons 


3100. .3324, 


3331. 


.3465 










Seq. No. 


44985 






Seq. ID 


OJ000221_16.0403. 


,C5 




Gene No. 


94988 






Strand 








Start 


6142 






End 


20139 






Name 


OJ000221 16. 


0403. 


C5.ol. tm 


Method 


TBLASTX: Maize 






Start 


3190 






End 


3546 






GI 


none 






Score 


386 






Exons 


3190. .3546, 


3225. 


.3536, 3430 


. .3546 








Seq. No. 


44985 






Seq. ID 


OJ000221_16.0403. 


C5 




Gene No. 


94988 






Strand 








Start 


6142 






End 


20139 






Name 


OJ000221 16. 


0403. 


C5.o2. tm 


Method 


TBLASTX: Maize 






Start 


3573 






End 


3957 






GI 


none 






Score 


362 





46198 




Exons 3573.. 3938, 3574.. 3957 



Seq. No. 


44985 








Seq. ID 


OJ000221 16 0403 


. C5 


Gene No. 


94988 








Strand 

V— J*. GX 1 1 \jL 






Start 


6142 








End 


20139 




Name 


OJ000221 16 


.0403 


. C5.o2. 


, tw 


Method 


TBLASTX : Wheat 




Start 


3630 








End 


4050 




GI 


none 








Score 


485 




Exons 


3630. .4025, 


3631 


. .4050 










Seq. No. 


44985 








Seq. ID 


OJ000221 16 0403 


. C5 


Gene No. 


94988 








Strand 






Start 


6142 








End 


20139 




Name 


OJ000221 16 


. 0403 


,C5 .ol . 


ts 


Method 


TBLASTX* Sovbean 




Start 


3709 ~ 








End 


4080 




GI 


none 








Score 


281 




Exons 


3709. .4080, 


3726 


. .3869 










Seq. No. 


44985 








Seq. ID 


OJ000221_16.0403 


. C5 


Gene No. 


94988 








Strand 






Start 


6142 








End 


20139 




Name 


OJ000221 16 


. 0403 


.C5 .o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


4488 ~ 








End 


4946 




GI 


none 








Score 


236 




Exons 


4488. .4709, 


4512, 


. .4736, 


4577. 


.4753, 4797. .4946, 4808. .4 


945 


Seq. No. 


44985 








Seq. ID 


OJ000221_16.0403 


. C5 


Gene No . 


94988 








Strand 






Start 


6142 








End 


20139 




Name 


OJ000221 16, 


. 0403 , 


. C5 . o5 . 


tw 


Method 


TBLASTX: Wheat 




Start 


5009 ~ 








End 


5509 




GI 


none 








Score 


210 




Exons 


5009. .5353, 


5047, 


. .5190, 


5383. 


.5505, 5384. .5509 




Seq. No. 


44985 








Seq. ID 


OJ000221_16.0403 


.C5 


Gene No . 


94988 








Strand 






Start 


6142' 








End 


20139 




Name 


OJ000221 16, 


, 0403, 


,C5.o2. 


gs 


Method 


GENSCAN 




Start 


6142 ~ 








End 


9801 




GI 


none 








Score 


.89 




Exons 


6142 . .7728, 


7858 . 


. .8017, 


8121 . 


.8289, 8434. .9401, 9572. .9801 


Seq. No. 


44985 








Seq. ID 


OJ000221_16.0403 


.C5 


Gene No . 


94988 








Strand 






Start 


6142 








End 


20139 




Name 


OJ000221 16. 


0403. 


C5.o2. 


np 


Method 


AAT/NAP 




Start 


6145 






End 


9382 




GI 


6907089 








Score 


4216 




Exons 


6145. .8017, 


8121. 


.9382 










GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


44985 








Seq. ID 


OJ000221_16.0403, 


.C5 


Gene No. 


94988 








Strand 






Start 


6142 








End 


20139 ' 




Name 


OJ000221 16. 


0403. 


C5.o3. 


np 


Method 


AAT/NAP 




Start 


8826 








End 


20139 




GI 


81286 








Score 


137 





46199 



Exons 8826.. 8917, 9265.. 9401, 9930.. 10032, 18306 18612, 19286 .. 19348, 

20084.. 20139 

GI Descrip. extensin - Volvox carteri (fragment) gi | 21992 | emb | CAA4 6283 | 
(X65165) extensin [Volvox carteri] 



lJ v3- W • IS \J • 


44 985 


Seq. ID 


OJ000221_ 


± D . U H U O 


■ CO 




94988 


Strand 








Start 


6142 


End 


20139 






Name 


OJ000221 16 0403 PS o4 as 


Method 


GENSCAN 






Start 


14072 _ 


End 


18792 






GI 


none 


Score 


.48 






Exons 


14 072. .14107, 14166. .1424 6, 


15467. .15575, 16153. 


. .16175, 






16371. . 16497, 177 63 .. 17851, 


18361. . 18574, 18614 . 






Sea No 


44986 


Seq. ID 


OJ000221_ 


± O ■ \J H U O , 


. CO 




94989 


Strand 


- 






Start 


1 


End 


1289 






Name 


OJ000221 16.0403.C6.ol.np 


• Method 


AAT/NAP 






Start 


1 


End 


1289 






GI 


6815109 


Score 


106 






Exons 


1..188, 1106. .1289 










HIT npcrri n 


(AP001081) hypothetical protein [Oryza 


sativa] 






Cpn Mo 


44986 


Seq. ID 


OJ000221_ 


ID. U H U J . 






94990 


Strand 








Q+- a rt- 


3432 


End 


4675 






Name 


OJ000221 16.0403.C6,o2.np 


Method 


AAT/NAP 






Start 


3432 


End 


4675 






GI 


7228441 


Score 


92 






Exons 


3432. .3471, 4506. .4675 










GI Descrip. 


(AP001366) hypothetical protein [Oryza 


sativa] 








44986 


Seq. ID 


OJ000221_ 


16.0403. 


C6 




94991 


Strand 








Start 


6918 


End 


11063 






Name 


OJ000221 16.0403.C6.ol.gp 


Method 


AAT/GAP 






Start 


6750 


End 


8277 






GI 


38739 "1.R1084 


Score 


1260 






Exons 


6750. .7051, 7128. .7228, 7666 


..7794, 7924. .7992, 


8086. .8277 


GI Descrip. 


, 4902879/emb|CAB43602.1| 1.0e-24 (AJ006943) phosphoribosyl 




pyrophosphate synthase isozyme 4 [Spinacia oleracea] 1 




Sea No 


44986 


Seq. ID 


OJ000221_ 


16.0403. 


C6 


f^p-np Mo 
UC1IC IN W . 


94991 


Strand 










6918 


End 


11063 






Name 


OJ000221 16.0403.C6.o2.gs 


Method 


GENSCAN 






Start 


6918 


End 


11063 






GI 


none 


Score 


.54 






Exons 


6918. .7051, 7129. .7228, 7666 


. .7830, 7924 . .8497, 


8600. .88 


:64, 




9034. . 9097, 10551. .11063 










Seq. No. 


44986 


Seq. ID 


OJ000221_ 


16.0403. 


C6 


Gene No. 


94991 


Strand 








Start 


6918 


End 


11063 






Name 


OJ000221 16.0403.C6.o3.np 


Method 


AAT/NAP 






Start 


6921 


End 


8715 






GI 


4902879 


Score 


1188 







46200 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6921.. 7048, 7 : i29.\7228, 7666.. 7794, 7924.. 7992, 8086.. 8497, 
8600.. 8715 

(AJ00694 3) phosphoribosyl pyrophosphate synthase isozyme 4 
[Spinacia oleracea] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000221 16. 0403. C6 



11063 
AAT/GAP 
8889 
830 



44986 
94991 
6918 

OJ000221_16.04 03.C6.o2.gp 
8349 

71940_1.R1084 
8349. .8497, 8600. .8889 

, 4512664/gb|AAD21718.1| 4 . 0e-32 (AC006931) putative ribose 
phosphate pyrophosphokinase [Arabidopsis thaliana] 
>gi_4544471_gb_AAD22378. 1_AC006580_10 (AC006580) putative ribose 
phosphate pyrophosphokinase [Arabidopsis thaliana] 
>gi_4 9024 72_emb_CAB4 3553 . 1_ ( AJ0 12 4 07 ) phosphoribosyl 
diphosphate synthase [Arabidopsis thaliana] f 



44986 Seq. ID 

94991 Strand 

6918 End 

OJ000221_16 . 04 03 . C6 . o3 . gp Method 

10189 End, 

none Score' 
10189. .10571 



OJ000221_16.0403.C6 

11063 
AAT/GAP 
10571 
736 



Seq. No.. 44986 
Gene No". 94 992 

Start 11441 

Name OJ00022 1_16 . 04 03 . C6 . ol . tm 

Start 6743 
GI none 
Exons 6743. 

6899. 
... 7129. 
'•" 7 670. 
8132. 
8793. 



.6808, 6744. .6827, 6823. 

.7051, 6916. .7050, 6918. 

.7230, 7130. .7231, 7145. 

.7798, 7921. .7992, 7925. 

.8497, 8431. .'8544, 8599. 

.8819, 8794. .8820 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6930, 6825 
.7052, 6918 
.7231, 7663 
.7993, 8083 
.8691, 8599 



OJ000221 16. 0403. C6 



16020 

TBLASTX: Maize 
8820 
54 

6920, 6827.. 6931, 

7079, 6919.. 7053, 

7791, 7666. .7794, 

8532, 8086.. 8148, 

8736, 8603.. 8734, 



rj Seq. No. 


44986 








Seq. ID 


OJ000221 


JL6.0403, 


.C6 


Gene No. 


94992 








Strand 








Start 


11441 








End 


16020 






Name 


OJ000221 16, 


.0403, 


.C6.o4. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


6898 








End 


7192 






GI 


none 








Score 


112 






Exons 


6898. .7035, 


6918, 


. .7034, 


7139, 


. .7192 








Seq. No. 


44986 








Seq. ID 


OJ000221 


_16.0403. 


.C6 


Gene No. 


94992 








Strand 








Start 


11441 








End 


16020 






Name 


OJ000221 16. 


.0403. 


.C6.o4 . 


tc 


Method 


TBLASTX: 


Cress 




Start 


6915 








End 


7201 






GI 


none 








Score 


125 ■ 






Exons 


6915. .7049, 


6916. 


, .7050, 


691'9. 


. .7068, 7127. .7201 






Seq. No. 


44986 








Seq. ID 


OJ000221 


_16.0403. 


C6 



46201. 



Gene No. 


94992 




Strand 






Start 


11441 




End 


16020 




Name 


OJ000221 16. 0403. C6 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


7751 




End- 


8730 




GI 


none 




Score 


57 




Exons 


7751. .7795, 7753. .7794, 7921. .7992, 7922. .7987, 8078. .8491, 




■ 8083. .8499, 8599. .8691, 8599. .8730 






Seq. No. 


44986 




Seq. ID 


OJ000221_16.0403 


.C6 


Gene No. 


94992 




Strand 






Start 


11441 




End 


16020 




Name 


OJ000221 16. 0403. C6 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


7921 




End 


8700 




GI 


none 




Score 


80 




Exons 


7921. .7995, 7922. .7984, 8131. .8550, 8132. .8503, 8599. .8688, 




8599. .8700 










Seq. No. 


44986 




Seq. ID 


OJ000221_16.0403 


. C6 


Gene No. 


94992 




Strand 






Start 


11441 




End 


16020 




Name 


OJ000221 16. 0403. C6. 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


10198 




End 


10788 




GI 


none 




Score 


374 




Exons 


10198. .10242, 10261, 


. . 10287, 


10431. .10787, 10435. .10788 . 




Seq. No. 


44986 




Seq. ID 


OJ000221_16.0403. 


,C6 


Gene No. 


94992 




Strand 






Start 


11441 




End 


16020 




Name 


OJ000221 16. 0403'. C6, 


,o2 . tc 


Method 


TBLASTX: Cress 




Start 


10479 




End 


11006 




GI 


none 




Score 


173 




Exons 


10479. . 10871, 10483. 


. . 10872, 


10881. .11006 




Seq. No. 


44986 




Seq. ID 


OJ000221_16.0403. 


. C6 


Gene No. 


94992 - ' 




Strand 






Start 


11441 




End 


16020 




Name 


OJ000221 16. 0403. C6. 


, 06 . tm 


Method 


TBLASTX: Maize 




Start 


10917 




End 


11202 




GI 


none 




Score 


150 




Exons 


10917. .11063, 10918. 


, .11115, 


10918. . 11064, 11067. . 11135, 






11068. .11202, 11075. 


.11200 








Seq. No. 


44986 




Seq. ID 


OJ000221_16. 0403. 


,C6 


Gene No. 


94992 




Strand 






Start 


11441 




End 


16020 




Name 


OJ000221 16. 0403. C6. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


11202 




End 


11518 




GI 


none 




■ Score 


259 




Exons 


11202. .11465, 11203. 


.11466, 


11204. .114 64, 11217. . 114 65, 






11470. .11517, 11480. 


.11518, 


11481. .11516 




Seq. No. 


44986 




Seq. ID 


OJ000221JL6. 0-403. 


C6 


Gene No. 


94992 




Strand 






Start 


11441 




End 


16020 




Name^ 


OJ000221 16. 0403. C6. 


o3 . gs 


Method 


GENSCAN 




Start 


11441 


End 


16020 




GI 


none 




Score 


.82 





46202 



Exons 


11^41 . 






12955. .131 


87, 13269. . 13435, 






13534 . 


.13875, 14313 


. . i4oyj, 


14578. .14701, 14836. .14950, 






15222. 


.15283, 15490 


i c c\ o n 








Seq. No. 


44986 






Seq. ID 


OJ000221__16.0403. 


C6 


Gene No. 


94992 






Strand 






Cf n vf 

OLdrt 


11441 






End 


16020 




Name 


OJ000221 16. 0403. C6 


. Oj . L S 


Method 


TBLASTX: Soybean 






11544 






End 


11905 




tal 


none 






Score 


181 




Exons 


11544. 


.11723, 11549, 


1 1 71 T 
. . 1 1 / 1 O , 


11723. .11905, 11727. .11891 




O /t NT rt 

oeq. ino . 


44986 






Seq. ID 


OJ000221_16.0403. 


Lb 


Gene No. 


94992 






Strand 






Start 


11441 






End 


16020 




Name 


OJ000221 16. 0403. C6, 


. o5 . tm 


Method 


TBLASTX: Maize 






11645 






End 


12716 






none 






Score 


317 . 




Exons 


11645. 


.11905, 11646. 


1 1 Q Q *7 

. . i lo y / , 


11647. .11898, 12357. . 12455, 






12358. 


.12411, 12402, 


. . 1 Z DO U , 


12417. .12716, 12562. .12681 




O rt rt* M rt 

oeq . no . 


44986 






Seq. ID 


OJ000221_16.0403. 


Co 


Gene No . 


94992 






Strand 






Start 


11441 






End 


16020 




Name 


OJ000221 16. 0403. C6. 


, ol . tw 


Method 


TBLASTX: Wheat 






11661 






End 


12528 




C T 


none 






Score 


302 




Exons 


11661. 


.11897, 11663. 


. . nyuo, 


12350. .12415, 12357. .12416, 






12363. 


.12416, 12410. 


, . IZDZD, 


12414. .12527, 12422 .. 12526, 






12433. 


.12528 










Seq. No. 


44986 






Seq. ID 


OJ000221_16.0403. 


C6 


Gene No. 


94992 






Strand 








11441 






End 


16020 




Name 


OJ000221 16. 0403. C6. 


rt Q +- rt 


Method 


TBLASTX: Cress 




otari. 


11675 






End 


11909 




Ol ;. 


none 






Score 


137 




IT* V /"\ C* 


11675. , 


.'11908, 11685. 


1 1 Qfl Q 

. 1 1 y u y 








Seq. No. 


44986 






Seq. ID 


OJ000221_16.0403. 


C6 


Gene No. 


94992 






Strand 








11441 






End 


16020 




Name 


OJ000221 16. 0403. C6. 


rt Q 4- rt 

Oj . tC 


Method 


TBLASTX: Cress 




C -I- -s v+- 


15507 






End 


15821 




ul 


. none 






Score 


101 




C 1 v An o 


15507. . 


.15641, 15508. 




15678. . 15821, 1567 9... 15792 




Q rt rt- Mrt 


44987 






Seq. ID 


OJ000221_16.0403. 


Cl 


Gene No. 


94993 






Strand 


+ 




Start 


822 






End 


6115 




Name 


OJ000221 16. 0403. CI. 


ol . gs 


Method 


GENSCAN 




Start 


822 






End 


6109 




GI 


none 






Score 


. 61 




Exons 


822.. -884, 1034.. 1103, 1222.. 


1341, 1702, 


..2395, 2494. .2533 


t 



2704. .2756, 2848. .2893, 2962. .3039, 3464. .3556, 4781. .4900, 
4962. .5026, 5403. .5469, 5614. .5664, 5833.-5925, 6005. .6109 



46203 



Seq. No. 44987 
Gene No. 94993 
Start 822 

Name OJ000221_1 6 . 04 03 . C7 . ol . np 

Start 1842 
GI 6642669 

Exons • 1842.. 2204, 2236.. 2395, 2494. 

3464. .3576, 4796. .4909, 5153. 
6005. .6097 

GI Descrip. (AC015450) putative DNA-binding protein [Arabidopsis thaliana] 



Seq. ID OJ000221_16.0403.C7 

Strand + 

End 6115 

.Method AAT/NAP 

End 6097 

Score 564 

.2533, 2704. .2800, 2848. .2893, 
,5469, 5614. .5664, 5833. .5925, 



Seq. No. 44987 

Gene No. 94993 

Start 822 

Name OJ000221_16 . 0403 . C7 . o2 . ts 

Start 2250 

GI none 
Exons 



Seq. ID OJ000221_16.0403.C7 

Strand + 

End 6115 

Method TBLASTX : Soybean 

End 2899 

Score 179 



2250. .2396, 2492. .2542, 2701. .2757, 2703. .2756, 2846. .2899, 
2848. .2892 



Seq. No. 44987 

Gene No. 94993 

Start 822 

p Name OJ000221_16 . 04 03. C7 . o2 . tm 

m Start 2274 

:z GI none 

^ Exons 2274. .'2396, 2330. .2398, 2492. 

fU 2848. .2892, 2849. .2899, 3461. 

tl 4838.. 4906 



Seq. ID OJ000221_16.0403.C7 

Strand + 

End 6115 

Method TBLASTX: Maize 

End 4 906 

Score 196 

.2542, 2697. .2753, 2701. .2757, 
.3565, 3464. .3559, 4783. .4905, 



Seq. No. 44987 
Gene No. 94993 
Start 822 

Name OJ000221_16 . 04 03 . C7 . ol . tm 

Start 5355 
GI none 

Exons 5355.. 5468, 5370.. 5468, 5377. 

5616. .5666, 5830. .5928, 5831. 
6002. .6115 



Seq. ID OJ000221__16.0403.C7 

Strand + 

End 6115 

Method TBLASTX : Mai ze 

End 6115 

Score 81 

.5472, .5380. .5469, 5614. .5667, 
.5902, 5832. .5927, 5987. .6112, 



Seq. No. 44987 

Gene No. 94993 

Start 822 

Name OJ000221_1 6 . 0403 . C7 . ol . ts 

Start 5838 

GI none 

Exons 5838. .5927, 5838.. 5927, 5839. 
6004. .6090 



Seq. ID OJ000221_16.0403.C7 

Strand + 

End 6115 

Method TBLASTX : Soybean 

End 6091 

Score 70 

.5928, 5839. .5928, 5987.. 6091, 



Seq. No. 44988 

Gene No. 94994 

Start 414 

Name OJ000221JL6 . 0403 . C8 . ol . np 

Start 414 

GI 2499488 
Exons 



Seq. ID OJ000221_16.0403.C8 



Strand 
End 

Method 

•End 

Score 



+ 

5030 
AAT/NAP 
5027 
2065 



414. .678, 898.-. 1010, 1615. .1803, 1892. .1959, 2080. .2163, 
2406. .2459, 2976. .3056, 3143. .3236, 3342. .3415, 3483. .3593, 



46204 



3684..3728, 3832. .3888, 4010. .4115, 4199. .4315, 4409. .4512, 
4628.. 4793, 4902.. 5027 
GI Descrip. PYROPHOSPHATE- -FRUCTOSE 6-PHOSPHATE 1- PHOSPHOTRANSFERASE ALPHA 
SUBUNIT (PFP) (6-PHOSPHOFRUCTOKINASE (PYROPHOSPHATE) ) 
(PYROPHOSPHATE-DEPENDENT 6-PHOSPHOFRUCTOSE-l-KINASE) (PPI-PFK) 
gi I 4 8354 7 | emb | CAA83682 | (Z32849) pyrophosphate-dependent 
phosphof ructokinase alpha subunit [Ricinus communis] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44988 Seq. ID 

94994 Strand 

414 End 

OJ000221_16.04 03.C8.ol.gp Method 

502 End 

65692 1.R1084 Score 



OJ000221_16.0403.C8 
+ 

5030 
AAT/GAP 
1703 
634 



502. .678, 898. .1013, 1617. .1703 

1 3790102 3.0e-51 (AF095521) pyrophosphate-dependent 
phosphof ructokinase alpha subunit [Citrus X paradisi] ' 



Seq. No. 44988 Seq. ID 

Gene No. 94 994 Strand 

Start 414 End 

Name OJ00022 1_16 . 0403 . C8 . ol . gs Method 

Start • 506 End 

GI none Score 
Exons 



OJ000221_16.0403.C8 
+ 

5030 
GENSCAN 
5030 
. 91 

.1959, 2080. .2163, 



506. .678, 898. .1010, 1615. .1803, 1892, 
2406. .2459, 3143. .3236, 3342. .3415, 3483. .3593, 3684. .3728, 
4199. .4315, 4409. .4512, 4628. .4793, 4902. .5030 



Seq. No. 44988 

Gene No. 94 994 

Start 414 

Name OJ000221_16 . 04 03 . C8 . o2 . gp 

Start 1709 

GI LIB3434-047-P1-K1-G6 

Exons 1709.. 1803, 1892.. 1959, 2080.. 
GI Descrip. ' 2499488/sp | Q4 1140 | PFPA_RICCO 



Seq. ID OJ000221_16.0403.C8 
Strand + 
End 5030 
Method AAT/GAP 
End 3083 
Score 631 

.2163, 2406. .2459, 2976. .3083 
_ 8.0e-60 PYROPHOSPHATE — FRUCTOSE 

6-PHOSPHATE 1- PHOSPHOTRANSFERASE ALPHA SUBUNIT (PFP) 
(6-PHOSPHOFRUCTOKINASE (PYROPHOSPHATE) ) (PYROPHOSPHATE-DEPENDENT 
6-PHOSPHOFRUCTOSE-l-KINASE) (PPI-PFK) >gi_4 8 354 7_emb_CAA83682_ 
(Z3284 9) pyrophosphate-dependent phosphof ructokinase alpha 
subunit [Ricinus communis] 1 



Seq. No. 44988 
Gene No. . 94 995 
Start 5146 

Name OJ000221_16. 04 03.C8 .o3.gp 

Start 5146 

GI LIB34 33-037-P1-K1-D6 

Exons 5146.. 5262 

GI Descrip. ' 455458 /gb I L28 995 | RIC3H3M 9 
3-hydroxy-3-methylglutaryl 
cds 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000221_ 
+ 

5262 
AAT/GAP 
5262 
141 



16. 0403. C8 



Oe-58 Oryza sativa 
coenzyme A reductase gene, complete 



Seq. No. 44988 Seq. ID OJ000221 

Gene No. 94996 Strand + 

Start 7466 End 11501 

Name OJ00022 1_1 6 . 04 03 . C8 . o2 . gs Method GENSCAN 



16. 0403. C8 



46205 



Start 
GI 

Exons 



7466 End 11438 

none Score .73 

7466. .7594, 7987.;8216, 8333. .8407, 8497. .8582, 8869. .8975, 
11307. .11438 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44988 
94996 
7466 

OJ000221_16 . 04 03 . C8 . o4 . gp 
9498 

LIB34 33-031-P1-K1-C1 



Seq. ID OJ000221_16.0403.C8 
Strand + 
End 11501 
Method AAT/GAP 
End 10251 
Score 612 

9498. .9523, 9636. .9733, 9817. .9904, 10104. .10251 
' 5630087/gb | AAD4 5832 . 1 | AC00487 6_5 6.0e-10 (AC004876) similar to 
predicted proteins AAB54240 (PID: g2088822) and S67138 
(PID:g2132925) [Homo sapiens]' 



44988 Seq. ID 

94996 Strand 
7466 End 
OJ00022 1_16 . 04 03 . C8 . o5 . gp Method 
11036 End 
55842JL.R1084 Score 
11036. .11501 

f 455458/gb|L28995|RIC3H3M 9.0e-58 Oryza sativa 

3-hydroxy-3-methylglutaryl coenzyme A reductase gene, complete 
cds ' 



OJ000221_16.0403.C8 
+ 

11501 
AAT/GAP 
11501 
896 



Seq. No. 44988 Seq. ID OJ000221_16 . 0403 . C8 

Gene No. 94 997 Strand + 

Start 17719 End 22340 

Name OJ000221_16 . 0403 . C8 . 06 . gp Method AAT/GAP 

Start 17719 End 18131 

GI 2428129 Score 713 

Exons 17719. .18131 

GI Descrip. 455458/gb | L28995 | RIC3H3M 9.0e-58 Oryza sativa 

3-hydroxy-3-methylglutaryl coenzyme A reductase gene, complete 
cds 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44988 Seq. ID 

94997 Strand 
17719 End 
OJ000221_16 . 0403 . C8 . o2 . np Method 

17921 ' End 
1346301 Score 



OJ000221_16.0403.C8 
+ 

22340 
AAT/NAP 
22340 
2312 



17921. .18663, 20731 20912 , 21526 .. 21872, 22101. .22340 
3-HYDROXY-3-METHYLGLUTARYL-COENZYME A REDUCTASE (HMG-COA 
REDUCTASE) gi | 107 1805 | pir | | S4 631 4 hydroxymethylglutaryl CoA 
reductase - rice gi 1455459 (L28995) 3-hydroxy-3-methylglutaryl 
coenzyme A reductase [Oryza sativa] 



44988 
94998 
31438 

OJ000221-_16.04 03.C8.o5.gs 

31438 

none 



Seq. ID OJ000221_16.0403.C8 

Strand + 

End 36810 

Method GENSCAN 

End 36800 

Score .45 



31438. .31502, 31863 .. 32050, 35155 .. 35483, 3588 9 .. 3594 3, 



46206 



36236. .36800 



Seq. No. 44988 

Gene No. 94998 

Start 31438 

Name OJ000221_16 . 0403 . C8 . o7 . gp 

Start 35714 

GI 1631453 

Exons 35714. .35967 



Seq. ID OJ000221_16.0403.C8 

Strand + 

End 36810 

Method AAT/GAP 

End 35967 

Score 4 64 



f'lf 



'Hi 



Seq. No. 44988 Seq. ID OJ000221_16 . 0403 . C8 

Gene No. 94 998 Strand + 

Start 31438 End 36810 

Name OJ000221_16 . 0403 .C8 . o3 . np Method AAT/NAP 

Start 36392 End 36810 

GI 7485086 Score 265 

Exons 36392. .36810 

GI Descrip. hypothetical protein - Arabidopsis thaliana 

gi|2245139|emb|CAB10560.1| (Z97344) hypothetical protein 
[Arabidopsis thaliana] gi | 7268533 | emb | CAB78783 . 1 | (AL161547) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 44988 

Gene No. 94999 

Start ' 27178 

Name OJ000221_16 . 0403 . C8 . ol . tm 

Start 483 

GI none 

Exons 483.. 659, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000221 16. 0403. C8 



897. .1034, 
1890. .1961 
2399. .2458 
3142. .3219 
3357. .3497 
3658. .3729 
3831. .3884 
.,4192. .4320 
4409. .4513 
4897. .5013 



503. .694, 50 
1613. .1804, 
1891 
2403 
3142 
3477 
3680 
4003 
4199 
4409 
4899 



.1962 
.2459 
.3240 
.3593 
.3724 
.4032 
.4315 
.4531 
.5015 



3. .706, 
1614. . 
, 2075. 
, 2964. 
, 3143. 
, 3482. 
, 3681. 
, 4010. 
, 4404. 
, 4 622. 
, 4901. 



31056 

TBLASTX: Maize 
5016 
218 

895. .1011, 895. .1017, 896. .1018, 
1805, 1616. .1822, 1886. .1960, 
.2173, 2079. .2174, 2079. .2174, 
.3080, 2973.. 3059, 3141.. 3227, 
.3241, 3341. .3415, 3341. .3418, 
.3592, 3482. .3595, 3483. .3602, 
.3731, 3693.. 3728, 3829.. 3888, 
.4060, 4026. .4115, 4028. .4114, 
.4511, 4408. .4512, 4408. .4512, 
.4795, 4623. .4808, 4628. .4795, 
.5014, 4915.. 5016 



Seq. No. 44988 
Gene No. 94999 
Start 27178 

Name OJ000221_16 . 04 03 . C8 . ol . ts 

Start 503 
GI none 

Exons 503.. 694, 505.. 678, 869.. 1012, 

1613. .1804, 1614. .1805, 1640.. 
2079.. 2165,. 2403.. 2459, 2963.. 
3143. .3241, 3153. .3251, 3341.. 
3483. .3602, 3677. .3715, 3681.. 
4003. .4032, 4010. .4060, 4026.. 
4196. .4291, 4198. .4311, 4199.. 
4409. .4513, 4623. .4808, 4628.. 

Seq. No. 44988 
Gene No. 94999 



Seq. ID OJ000221_16.0403.C8 
Strand 

End 31056 

Method TBLASTX : Soybean 

End 5009 

Score 171 

895. .1017, 896. .1018, 1599. .1802, 
1819, 1891.. 1962, 2077.. 2166, 
3058, 2973.. 3059, 3142.. 3240, 
3415, 3479.. 3592, 3482.. 3589, 
3731, 3828. .3884, 3829. .3888, 
4115, 4027. .4143, 4028. .4111, 
4315, 4408. .4509, 4408. .4512, 
4 804, 4 895. .5008, 4 8 99. .5009 



Seq. ID 
Strand 



OJ000221 16. 0403. C8 



.46207 





Start 


27178 








End 


31056 




Name 


OJ000221 16 


.0403 


.C8.o3, 


.tw • 


Method 


TBLASTX: Wheat 




Start 


566 








End 


1714 




GI 


none 








Score 


190 




Exons 


566. .694, 568. .678, 895. .1011 


, 896. .1012, 896. .1018, 1613. .1714, 






1614 . . 1712, 


1625 


. . 1714 










Seq. No. 


44988 








Seq. ID 


OJ000221_16.0403.C8 




Gene No. 


94999 








Strand 






Start 


27178 








End 


31056 




Name 


OJ000221 16 


. 0403 


.C8 . o5 , 


. tc 


Method 


TBLASTX: Cress 




Start 


896 








End 


3056 




GI 


none 








Score 


92 




Exons 


896. . 1012, 


1614 . . 


.1805, 


1614. . 


1805, 1879. .1962, 2077. .2166, 






2973. . 3002, 


2994 , 


. . 3056 










Seq. No. 


44988 








Seq. ID 


OJ000221_16.0403.C8 




Gene No. 


94999 








Strand 






Start 


■ 27178 








End 


31056 " ' 




Name 


OJ000221 16 


. 0403 , 


,C8 . ol . 


t w 


Method 


TBLASTX: Wheat 




Start 


4404 ~~ 








End 


4767 




GI 


none 








Score 


78 




Exons 


4404 . .4508, 


4408. 


. .4512, 


4409. 


.4555, 4412.. 4513, 4623.. 4766, 


1 — s 




4631. . 4765, 


4633. 


. . 4767 " 










Seq. No. 


44988 








Seq. ID 


OJ000221_16.0403.C8 




Gene No. 


94 999 








Strand 




i y 


Start 


2717 8 








End 


31056 




Name 


OJ000221 16 


. 0403, 


, C8 . o3 . 


tc 


Method 


TBLASTX: Cress 


LU 


Start 


4668 








End 


5139 




GI 


none 








Score 


201 




Exons 


4668 . .4808, 


4673. 


. .4795, 


4731 . 


.4817, 4899. .5003, 4899. .4979, 


fU 




4901. .4993, 


5110 . 


, . 5139 










Seq. No. 


44988 








Seq. ID 


OJ000221_16.0403.C8 


'"'4 


Gene No. 


94999 








Strand 






Start 


" 27178 








End 


31056 




Name 


OJ000221 16, 


. 0403 . 


C8 . o2 . 


tw 


Method 


TBLASTX: Wheat 




Start 


4900 








End 


5120 




GI 


none 








Score 


178 




Exons 


4900. .5013, 


4901. 


.5014, 


4902. 


.5015, 5051. .5119, 5061. .5120 




Seq. No. 


44988 








Seq. ID 


OJ000221_16.0403.C8 




Gene No . 


94999 








Strand 






Start 


27178 








End 


31056 




Name 


OJ000221 16. 


. 0403 . 


C8 . o4 . 


tc 


Method 


TBLASTX: Cress 




Start 


8334 








End 


10178 




GI 


none 








Score 


62 




Exons 


.. 8334 . .8414, 


8480. 


.8581, 


8867. 


.8974, 88 


68. .8978, 9161. .9316, 






' 9163. .9285, 


9442. 


.9519, 


9443. 


.9523, 9627. .9731, 9642. .9734, 






9818. .9907, 


9820. 


.9903, 


10101 


. .10178 






Seq. No. 


44988 








Seq. ID 


OJ000221_16.0403.C8 




Gene No. 


94999 








Strand 






Start 


27178 








End 


31056 




Name 


OJ000221 16. 


0403. 


C8.06. 


tm 


Method 


TBLASTX: Maize 




Start 


8345 








End 


8581 



46208 



GI none Score 80 

Exons 8345. .8410, 8346. .8417, 8410. .8544, 8480. .8581, 8480. .8581 



cpn No 


44988 




Seq. ID 


OJ000221 


_16.0403 


.C8 


VwJ ^ 1 1 ^ LlVJ • 


94999 




Strand 








Start 


27178 




End 


31056 






Name 


OJ000221 16. 0403. C8 


. o3 . tm 


Method 


TBLASTX: 


Maize 




Start 


8867 




End 


9692 






GI 


none 




Score 


127 






Exons 


8867. .8977, 8868. .8 


978, 9159.. 9317, 9160.. 9285, 


9161. .9319 




9161. .9325, 9425. .9523, 9436. .9519, 9627. .9692 






Sea No 


44988 




Seq. ID 


OJ000221 


16 0403 


. C8 


f!pine No 


94999 




Strand 








Start 


27178 




End 


31056 






Name 


OJ000221 16. 0403. C8 


. o4 . ts 


Method 


TBLASTX: 






Start 


9161 




End 


9523 






GI • 


none 




Score 


202 






F.xon s 


9161.. 9319, 9163.. 9285, '9434 


[. .9523, 9439. .9519 






Sea No 


44988 




Seq. ID 


OJ000221 


16 040^ 




VJ C11C L < W • 


94999 




Strand 








Start 


27178 




End 


31056 






Name 


OJ000221 16. 0403. C8 


.o5 . tm 


Method 


TBLASTX: 


Mai ze 




Start 


11449 




End 


" 13779 






GI 


none 




Score 


36 






Rvnn q 


11449 11463 11560 


11622 , 


11562. .11609, 11588 


. .11635, 






11589. .11633, 11609 


. .11668] 


11650. .11766, 11691 


. .11777, 






11735. . 11767, 11761 


. .11790, 


11765. .11791, 11789 


. . 11824 , 






11789. . 11824, 11791 


. .11826, 


12557. .12640, 12561 


. .12641, 






12561. . 12641, 12571 


. . 12645, 


12620. .12664, 12642 


12665 






12643. .12666, 12668 


. .12865, 


12738. .12863, 12741 


12869, 






12746. . 12865, 13076 


. .13327, 


13079. .13330, 13403 


13450, 






• 13408. .13452, 13719 


. .13769, 


13720. .13779, 13724 


13771 




Sea. No. 


4.4988 




Seq. ID 


OJ000221 


_16.0403 


.C8 


Gpnp No 


'94999 




Strand 








Start 


27178 




End 


31056 






Name 


OJ000221 16. 0403. C8 


.o2.tc 


Method 


TBLASTX:' 


O -L " O O 




Start 


14396 




End 


14834 






GI 


none 




Score 


124 






E von s 


14396. . 14524, 14406 


. .14525, 


14625. . 14702, 14645 


. .14824, 






14763.. 14834 












Sea No 


4 4 988 




Seq. ID 


OJ000221 


_16.0403 


.C8 


fZanp No 


94999 




Strand 








Start 


27178 




End 


31056 






Name 


OJ000221 16. 0403. C8 


. o3 . ts 


Method 


TBLASTX:: 


Soybean 




Start 


14423 




End 


14843 






GI 


none 




Score 


89 






Exons 


14423. .14509, 14424 


. .14492, 


14489. . 14524, 14493 


. . 14537, 






14646. .14702, 14651 


. .14821, 


14745. . 148 


:43, 14763 


. . 14843 




Seq. No. 


44988 




";-Seq. ID 


OJ000221_ 


_16.0403, 


.C8 


Gene No. 


94999 




Strand 








Start 


27178 




End 


31056 






Name 


OJ000221 16. 0403. C8 


. o4 . tm 


Method 


TBLASTX: Maize 





46209 



Start 


14426 








End 


14 807 






GI . 


none 








Score 


101 






Exons 


14426. , 


.14524, 


14427 


. . 14525, 


14 625 . .14 


702, 14645 


14806 






14760. , 


.14807 














Seq. No. 


44988 








Seq. ID 


OJ000221 


16 0403 


. C8 


Gene No. 


94999 








Strand 








Start 


27178 








End 


31056 






Name 


OJ000221 16. 0403. C8 


. ol . tc 


Method 


TBLASTX: 


Cress 




Start 


18317 








End 


22325 






GI 


• none 








Score 


395 






Exons 


18317. . 


,18664, 


18328 


. . 18663, 


18332. .18 


664, 20728 


. .20973, 






20729. . 


,20914, 


20773 


. .20943, 


21521. .21874, 21522 


. .21875, 






21525. . 


,21875, 


22098 


. .22325, 


22100. .22321 






Seq. No. 


44988 








Seq. ID 


OJ000221 


16. 0403 


. C8 


Gene No. 


94999 








Strand 








Start, 


27178 








End 


■ 31056 






Name 


OJ000221 16.0403.C8, 


,o2 . tm 


Method 


TBLASTX: 


Maize 




Start 


18317 








End 


22330 






GI 


none 








Score 


372 






Exons 


18317. . 


18664, 


18317, 


. . 18472, 


18328. .18663, 18560 


18664 , 






20728. . 


20973, 


20729, 


. .20914, 


20731. .20943, 21521 


. .21874, 






21522. . 


21875, 


22098, 


. . 22325, 


22100. .22330 






Seq. No. 


44988 








Seq. ID 


OJ000221 


16 . 0403 


. C8 


Gene No . 


94999 








Strand 








Start 


27178 








End 


31056 






Name 


OJ000221 16. 0403. C8 . 


. o2 . ts 


Method 


TBLASTX: 


Snvbp^n 




Start 


18317 








, End 


22342 




GI 


none 








Score 


398 






Exons 


18317. . 


18664, 


18320. 


, . 18463, 


18328. .18579, 20718 


. . 20846, 






20728. . 


20862, 


20729. 


, .20887, 


20843. .20914, 20859 


20900, 






20875. . 


20943, 


21521. 


, .21874, 


21522. .21875, 21525 


. .21881, 






21772. . 


21897, 


21773. 


, .21880, 


22098. .22325, 22100 


. . 22342, 






22100. . 


22330 














Seq. No. 


44988 








Seq. ID 


OJ000221 


16 . 0403 


. C8 


Gene No. 


94999 








Strand 








Start 


27178 








End 


31056 






Name 


OJ000221 16. 0403. C8. 


o4 . gs 


Method 


GENSCAN 






Start 


27178 








End 


31056 






GI 


none 








Score 


.59 






Exons 


27178. . 


27334, 


27524 . 


. 27588, 


28008. .28096, 28108 


. .28344, 






28387. . 


28483, 


30375. 


. 30430, 


30984. .31056 






Seq. No. 


44989 








Seq. ID 


OJ000221_ 


_16.0403. 


,C9 


Gene No. 


95000 








Strand 


+ 






Start 


117 








End 


633 






Name 


OJ000221 16. 0403. C9. 




Method 


AAT/GAP 






Start 


117 








End 


633 






GI 


2800496 








Score 


843 






Exons 


117. .633 














Seq. No. 


44989 








Seq. ID 


OJ000221_ 


_16.0403. 


,C9 


Gene No. 


95001 








Strand 


+ 






Start 


969 








End 


1272 







46210 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000221_16 . 04 03 . C9 . o2 . gp Method AAT/GAP 

969 End 1272 

uC-osflcyp!27gl0al Score 561 

969. .1272 

' 4176420/dbj |BAA37167| 2.0e-ll (AB008097) cytochrome P4 50 
[Arabidopsis thaliana] ' 



44990 
95002 
399 

OJ000221_16.04 03.C10:ol.gs 

399 

none 

399. .506, 529. .729 



Seq. ID OJ000221_16. 0403. C10 

Strand + 

End 72 9 

Method GENSCAN 

End 729 

Score . 4 



Seq. No. 44990 

Gene No. 95003 

Start 1822 

Name , . OJ000221_16 . 0403 . C10 . o2 . gs 

Start 1822 

GI none 

Exons 1822.. 2085 



Seq. ID OJ000221_16. 0403. C10 
Strand 

End 2085 

Method GENSCAN 

End 2085 

Score . 6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44990 
95004 
2604 

OJ000221_16.04 03.C10.ol.np 
2604 
136140 
2604. .2653, 3934. .4191 

PUTATIVE AC 9 TRANSPOSASE gi | 72 97 3 | pir | | TQZMCA probable 
transposase - maize transposon Ac9 



Seq. ID OJ000221_16. 0403. C10 
Strand 

End 4191 

Method AAT/NAP 

End 4191 

Score 149 



44990 
95004 
2604 

OJ000221_16.04 03.C10.ol.tm 

3792 ' 
none 



Seq. ID • OJ000221_16.0403.C10 
Strand 

End 4191 
Method TBLASTX: Maize 
End 4120 
Score 121 



3792. .3845, 3942. .4031, 3946. .4119, 3949. .4101, 3950. .4120 



44990 
95004 
2604 

OJ000221_16. 04 03.C10.ol. ts 

3961 

none 

3961. .4119, 3962. .4120 

44991 
95005 
180 

OJ000211_10. 04 03.Cl.ol .gs 

180 

none 

180. .353 



Seq. ID OJ000221_16. 0403. C10 
Strand 

End 4191 

Method TBLASTX : Soybean 

End 4120 

Score 123 



Seq. ID OJ000211_10.0403.C1 

Strand + 

End 353 

Method GENSCAN 

End 353 

Score .78 



46211 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44992 
95006 
1 

OJ000211_10.0403.C2.ol.np 
1 

4914331 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1..208, 305. .425, 879. .962, 1041. .1168, 3378. .3695, 3864. .3940, 
4039.. 4095, 4475... 4619, 4698.. 4840, 4992.. 5105, 5189.. 5256, 
5580.. 5766, 5937.. 6173 

(AC005489) F14N23.17 [Arabidopsis thaliana] 



OJ000211_10.0403.C2 
+ 

7265 
AAT/NAP 
6173 
1171 



44992 Seq. ID 

95006 Strand 

1 End 

OJ000211_10 . 0403 . C2 . ol . gs Method 

1041 End 

none Score 



OJ000211_10.0403.C2 
+ 

7265 
GENSCAN 
7265 
.72 



1041.. 1168, 3333. .3453, 3620. .3695, 3864. .3940, 4039. .4095, 
4475. .4619, 4698. .4870, 4992. .5118, 5154. .5256, 5556.-5752, 
6010.. 6153, 7063.. 7265 



xtzr 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44992 
95006 
1 

OJ000211_10.04 03.C2.ol.gp 

3859 
2427714 



Seq. ID OJ000211_10.0403.C2 
Strand + 

End 7265 : 

Method AAT/GAP 
End 4843 
Score 780 
3859. .3940, 4039. .4095, 4475. .4619, 4698. .4843 
4803836/dbj IBAA77516.il 1.0e-34 (AB026987) a dynamin-like 
protein ADL3 [Arabidopsis thaliana] 

44992 
95007 
11637 

OJ000211_10.0403.C2.o2.gp 
11569 
none 



44992 
95007 
11637 

OJ000211_10 . 0403 . C2 . o2 . gs 
11637 
none 

11637. .11756, 13264.. 13407 

44992 Seq. ID OJ000211 10.0403.C2 

95008 
13666 

OJ000211_10.0403.C2.o3.gp 
13666 

4227JL.R1084 
13666. .13727, 15209. . 15708 

f 6041757/gb| AC011806 . 1 | AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



Seq. ID 


OJ000211 


Strand 


+ 


End 


13407 


Method 


AAT/GAP 


End 


13292 


Score 


655 


13264 . . 13292 


Seq. ID 


OJ000211 


Strand 


+ 


End 


13407 


Method 


GENSCAN 


End 


13407 


Score 


.78 


Seq. ID 


OJ0002U 


Strand 


+ 


End 


15708 


Method 


AAT/GAP 


End 


15708 


Score 


1096 



46212 



Seq. No. 


44992- 




Seq. ID 


OJ000211_10.0403 


.C2 


fjpnp No 


9S009 




Strand 


+ 




Of ayf- 
O LdX L 






End 


27590 








. 06 . gs 


Method 


GEN SCAN 




OLOl L 


~J ~J ZJ 




End 


27590 




GI 


none 




Score 


.55 




Hi AVJI XO 


9S^9Q 9 c i4nfi 9fi7fi0 


..27089, 27323. .27430, 27436. .27590 




Seq. No. 


44992 




Seq. ID 


OJ000211_10.0403 


.C2 


Cpnp No 

w Cl IC 1. ' • 


95010 




Strand 






o Lai i, 






End 


15319 




ViCLLUKZ 


f\Tonn9i i in D4d^ o 


. o3.gs 


Method 


GENSCAN 




Start 


13961 ~ 




End 


15319 




GI 


none 




Score 


.81 








. .15319 








Seq. No. 


44992 




Seq. ID 


OJ000211_10.0403 


.C2 


Gene No. 


95011 




Strand 






Start 


17283 




End 


18882 




IMctlllt: 


n.~rnnn9ii in n4n^ c? 


. o3 . ts 


Method 


TBLASTX : Soybean 




O L. Cl i. L 


J. O z? 




End 


1168 






n on o 




Score 


67 






1 ?Q ?n7 1 4n 1 QQ 


181. .207, 


302. .397, 


304. .396, 396.. 


4 9 ft 
H Z 0 , 




R7 Q^R P7fi Q64 


1035. .115.1 


., 1040. . 1168 




Spo* No 


44992 




Seq. ID 


OJ000211_10.0403 




Gene No. 


95011 




Strand 






Start 


17283 




End 


18882 




Name 


OJ000211 10. 0403. C2, 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


307 




End 


3450 




GI 


none 




Score 


131 




Exons 


307. .426, 308. .430, 


308. .427, 


876. . 965, 


878. .964, 1035. 


.115 




1040. .1168, 3376. .3450 









Seq. No. 44992 
Gene No. 9.5011 
Start 17283 

Name OJ000211_10 . 0403 . C2 . o5 . tm 

Start 326 
GI none 

Exons 326. .397,. 331. .393, 395.. 427, 

1035. .1151, 1040. .1168, 3617. 
3863. .3958, 3868. .3960, 4025. 
4472. .4507, 4564. .4617, 4565. 
4807. .4839, 4808. .4858, 4992. 
5180. .5254, 5521. .5658 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000211 10. 0403. C2 



18882 

TBLASTX: Maize 
5658 
114 

876. .965, 878. .964, 1034. .1168, 
.3706, 3640.. 3696, 3861. .3944, 
.4102, 4026. .4106, 4036. .4095, 
.4618, 4697. .4792, 4697. .4792, 
.5105, 5016. .5105, 5180. .5254, 



Seq. No. 44992 Seq. ID 

Gene No. 95011 Strand 

Start 17283 End 

Name OJ000211_10 . 04 03 . C2 . o3 . tc Method 

Start 34 60 End 

GI none Score 
Exons 



OJ000211_10.0403.C2 
18882 

TBLASTX: Cress 

17591 

64 



3460. .3519, 17355. .17591, 17355 .. 17 4 65 , 17362 .. 174 09, 
17455. . 17583 



46213 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



44992 
95011 
17283 

OJ000211_10 . 0403 . C2 . o4 . tc 
3863 



OJ000211 10. 0403. C2 



none 
3863. 
4472. 
5213. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3958, 3877. .3945, 3882. .3947, 4026. .4097, 4036. .4095, 
4618, 4697. .4801, 4992. .5105, 5054. .5101, 5180. .5215, 
5254 



18882 

TBLASTX: Cress 

5254 

117 



Seq, No. 44992 Seq. ID 

Gene No. 95011 Strand 

Start 17283 End 

Name OJ000211_10 . 0403 . C2 . o4 . ts Method 

Start 3898 End 

GI none Score 

Exons 3898.. 3960, 3899.. 3958, 4036.. 4095, 

4697. .4795, 4787. .4858, 4978. .5097, 

5119/. 5250, 5180.. 5257, 5180.. 5257 



OJ000211_10.0403.C2 
18882 

TBLASTX: Soybean 
5257 
81 

4038. .4097, 4499. .4618, 
4992. .5105, 5054.. 5101, 



Sea. No 


44 992 




Seq. ID 


OJ000211_10.0403 


CO 


Gene No . 


95011 




Strand 






Start 


17283 




End 


18882 




Name 


OJ000211 10 0403 C2 


o3 • tm 


Method 


TBLASTX: Maize 




Start 


14144 _ 




End 


14423 




GI 


none 




Score 


106 




Exons 


14144. .14416, 14268. 


, .14423 








Seq. No. 


44992 




Seq. ID 


OJ000211_10.0403, 


.C2 


Gene No. 


95011 




Strand 






Start 


17283 




End 


18882 




Name 


OJ000211 10. 0403. C2. 


,.o2 . tw 


Method 


TBLASTX: Wheat 




Start 


14363 




End 


14695 




GI 


none 




Score 


76 




Exons 


14363. .14518, 14364 . 


.14519, 


14615. . 14695 




Seq. No. 


44992 




Seq. ID 


OJ00021.1_10.0403, 


.C2 


Gene No. 


95011 




Strand 






Start 


17283 




End 


18882 




Name 


OJ000211 10. 0403. C2. 


o5 . gs 


Method 


GENSCAN 




Start 


17283 




End 


18873 




GI 


none 




Score 


.5 




Exons 


17283. .17525, 17-634. 


.18227, 


18355.. 18873 




Seq. No. 


44992 




Seq. ID 


OJ000211_10.0403. 


,C2 


Gene No. 


95011 




Strand 






Start 


17283 




End 


18882 




Name 


OJ000211 10. 0403. C2. 


o2 . np 


Method 


AAT/NAP 




Start 


17292 




End 


18882 




GI 


7484856 




Score 


1632 




Exons 


17292. . 18882 










GI Descrip. 


cellulase (EC 3.2.1. 


4) T21L14.7 - Arabidopsis thaliana 





Seq. No. 
Gene No. 



gi | 2702268 | gb| AAB91971. 
[Arabidopsis thaliana] 

44992 
95011 



1| (AC003033) putative glucanse 



Seq. ID 
Strand 



OJ000211 10. 0403. C2 



46214 




Start 


17283 






End 


18882 




Name 


OJ000211 10. 0403. C2 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


17355 






End 


18420 




GI 


none 






Score 


137 




Exons 


17355. 


.17693, 17362 


17664, 


17715. .17855, 17785. .17856, 






17868. 


.17939, 17958 


. .18341, 


17959. .18021, 18148. .18342, 




- 


18337. 


.18420, 18356 


. . 18409 








Seq. No. 


44992 






Seq. ID 


OJ000211_10.0403 




Gene No. 


95011 






Strand 






Start 


17283 






End- 


18882 




Name 


OJ000211 10. 0403. C2 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


17355 






End 


17849 




GI 


none 






Score 


74 




Exons 


17355. 


.17492, 17356 


. . 17493, 


1754 7. .17 693, 17569. .17 679, 






17715. 


. 17849 










Seq. No. 


44992 






Seq. ID 


OJ000211_10.0403 


.C2 


Gene No. 


95011 ' 






Strand 






Start 


17283 






End 


18882 




Name 


OJ000211 10. 0403. C2 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


17403 






End 


17703 




GI 


none 






Score . 


51 




Exoris ■ 


17403.: 


. 17525, 17455 


.17496, 


17569. .17703-,, 1757.1 17702 




Seq. No. 


44992' 






Seq. ID 


OJ000211__10.0403, 


. C2 


Gene No. 


95011 






Strand 






Start 


17283 






End 


18882 




Name 


OJ000211 10. 0403. C2 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


17592 






End 


18684 




GI 


none 






Score 


51 




Exons 


17592. 


.17693, 17599, 


. . 17679, 


17742. .17855, 17779. . 178 44 , 






17868. 


.17939, 17958, 


. . 18044 , 


17959. .18021, 18096. .18341, 






18337. 


.18684, 18356, 


. . 18409, 


184 61. .184 99, 18557. .18607, 






18592. 


.18684 










Seq. No. 


44992 






■ Seq. ID 


OJ000211_10.0403. 


.C2 


Gene No. 


95011 






Strand 






Start 


17283 






End 


18882 




Name 


OJ000211 10. 0403. C2. 


. o2 tm 


Method 


TBLASTX: Maize 




Start 


17994 






End 


18191 




GI 


none 






Score 


122 




Exons 


17994 . , 


.18191, 17994 . 


. . 18191 








Seq. No. 


44992 






Seq. ID 


OJ000211_10.0403. 


,C2 


Gene No. 


95011 






Strand 






Start 


17283 






End 


18882 




Name 


QJ000211 10. 0403. C2 . 


o 1 . t m 


Method 


TBLASTX: Maize 




Start 


18192 






End 


18768 




GI 


none 






Score 


130 




Exons 


18192. . 


,18257, 18261. 


18350. 


18337. .187 68, 184 54. .187 68 




Seq. No. 


44992 






Seq. ID 


OJ000211_10.0403. 


C2 


Gene No. 


95011* 4 






Strand 






Start 


17283 






End 


18882 




Name 


OJ000211 10. 0403. C2. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


18469 






End 


18765 





46215 




GI 


none 


Score 


118 


Exons 


18469 18516 18559 18636 


18655.. 18765 


Seq. No. 


44992 


Seq. ID 


OJ000211_10.0403.C2 


Gene No. 


95011 


Strand 


- 


Start 


17283 


End 


18882 


Name 


OJ000211 10 0403 C2 o2 ts 


Method 


TBLASTX: Soybean 


Start 


18557 ~~ 


End 


18771 


GI 


none 


Score 


70 


Exons 


18557 . . 18604, 18559. . 18771, 


18671. . 18 


736 


Seq. No. 


44993 


Seq. ID 


OJ000211_10.0403.C3 


Gene No. 


95012 


Strand 


+ 


Start 


426 


End 


6303 


Name 


OJ000211 10.0403.C3.ol.gs 


Method 


GENSCAN 


Start 


426 


End 


6303 


GI 


none 


Score 


.41 


Exons . 


426... 563, 690. .836, 1331. .1373, 3684. 


.3751, 6193. .6303 


Seq. No. 


44993 


Seq. ID 


OJ000211_10.0403.C3 


Gene No . 


95012 


Strand 


+ 


Start 


426 


End 


6303 


Name 


OJ000-211 10..0403.C3.ol.gp 


Method 


AAT/GAP 


Start 


2411 1 ■. -.. 


End , 


. 2552 ■ ■; 


GI 


LIB3474-009-P1-K1-F11 


Score 


" 242 


Exons 


2411. .2552 






GI Dpsrrin 


'4455244/emb|CAB36743.1| 6.0e-ll (AL035523) MtN3-like prot< 




[Arabidopsis thaliana] 1 






Sea. No 


44993 


Seq. ID 


OJ000211_10.0403.C3 


Gene No. 


95013 


Strand 


+ 


Start 


6578 


End 


9456 


Name 


OJ000211 10.0403.C3.o2.gs 


Method 


GENSCAN 


Start 


6578 


End 


9456 


GI 


none 


Score 


.51 


Exons 


6578.. 6616, 6658.. 6778, 7153 


..7316, 7539. .7633, 7717. .7846, 




7894.. 8125, 8585.. '8699, 8753 


..8890, 9254. .9341, 9346. .9456 





44993 


Seq. ID 


OJ000211_ 


10.0403 


?*= Gene No. 


95014 


Strand 


+ 




% Start 


9844 


End 


9988 




Ve? Name 


OJ000211 10.0403.C3..o3.gs 


Method 


GENSCAN 




Start 


9844 


End 


9988 




GI 


none 


Score 


.79 




Exons 


9844. .9849, 9962. .9988 








Seq. No. 


44993 


Seq. ID 


OJ000211_ 


10.0403 


Gene No. 


95015 


Strand 


+ 




Start 


12780 


End 


15241 




Name 


OJ000211 10.0403.C3.o2.np 


Method 


AAT/NAP 




Start 


12780 


End 


15241 




GI 


5922623 


Score 


418 




Exons 


12780. .12860, 13238. .13385, 


13553. . 13628, 15224. 


.15241 


GI Descrip. 


(AP.0004 92) hypothetical protein [Oryza 


sativa] 





gil 6016856|dbj IBAA85199. 1| (AP000570) hypothetical protein 
[Oryza sativa] 



4 6216 






*i *i _7 _? »J 




Seq. ID 


OJ000211 


1U • U1UO i 




Gene No. 


95016 




Strand 


+ 






Start 


19740 




End 


22311 . 






Name 


OJ000211 10. 0403. C3. 


, o3 . np 


Method 


AAT/NAP 






pi rt* 


19740 




End 


22311 






flT 

w X 


3881978 




Score 


875 






Fynn o 


19740. .20411, 20924. 


.21013, 


21152. .21325, 22231 


99^1 1 

• • £. O J. J. 






(Y11348) annexin-like protein [Medicago sativa] 






Seq. No. 


44993 




Seq. ID 


OJ000211 


_10.0403. 


■ C3 


Gene No. 


95016 




Strand 


+ 






Start 


19740 




End 


22311 






Name 


OJ000211 10. 0403. C3. 


06 . gs 


Method 


GENSCAN 






Start 


19740 




End 


21355 






GI 


none 




Score 


. 91 






l_j *1 \J 1 1 o 


19740. .20621, 20924. 


.21013, 


21152. .21355 






C \»4 * LiL/ • 


44993 




Seq. ID 


OJ000211_ 


in oa n ^ 


p^ 


No # 


95016 




Strand 


+ 






Start 


19740 




End 


22311 






Name 


OJ000211 10. 0403. C3. 


o3 . gp 


Method 


AAT/GAP 






Start 


20928 




End 


21502 






O -L 


5038944 " 




Score 


761 






Ej J\. \J 1 1 O 


.20928. .21013, 21152. 


..21502 












3881978/emb|CAA72183 


l| 5.0e- 


20 (Y11348) 


annexin-like proteir 




[Medicago sativa] 












O C ^ • LN ^ • 


44993 




Seq. ID 


OJ000211_ 


_10.0403. 


C3 


vjCIIC 1M\J * 


95017 




Strand 


+ 






Start 


28971 




End 


34001 






Name 


OJ000211 10. 0403. C3. 


o4 . np 


Method 


AAT/NAP 






Start 


28971 




End 


32135 






GI 


4544434 




Score 


177 






P v o n q 


28971. .29005, 30039. 


.30072, 


30157. .30326, 30420 


. .30477, 






32112. .32135 












t^T Dp ^ pr* "i n 


(AC006955) putative 


DNA-directed RNA polymerase 


II subunit 




[Arabidopsis thaliana] 










Qprr Nn 

O \3 V_J ■ 1_\ \_y « 


44993 




Seq. ID 


OJ000211_ 


_10.0403. 


C3 


Gene No. 


95017 




Strand 


+ 






Start 


28971 




End 


34001 






Name 


OJ000211 10. 0403. C3. 


08 . gs 


Method 


GENSCAN 






Start 


29765 




End 


32066 






GI 


none 




Score 


.58 






R xon ^ 

1_J -tV V—/ 1U 


29765. .29781, 30039. 


.30072, 


30121. .30326, 30502. 


. .30685, 






31892. .31987, 32058. 


.32066 










Seq. No. 


44993 




Seq. ID 


OJ000211_ 


JL0.0403. 


C3 


Gene No. 


95017 




Strand 


+ 






Start 


28971 




End 


34001 






Name 


OJ000211 10. 0403. C3. 


o5 . np 


Method - 


AAT/NAP 






Start 


30503 




End 


34001 






GI 


7488380 




Score 


232 







Exons 30503. .30702, 33938.. 34001 

GI Descrip. transcription factor HD-zip - Arabidopsis thaliana 

gi|1149569|emb|CAA90703.1| (Z50851) HD-zip [Arabidopsis 
thaliana] gi | 7270235 I emb | CAB80005 . 1 1 (AL1 61582) HD-zip 



46217 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



transcription factor (athb-8) [Arabidopsis thaliana] 



44993 Seq. ID OJ000211 

95017 Strand + 

28971 End 34001 

OJ000211_10 . 0403 . C3 . 06 . gp Method AAT/GAP 

31709 End 31988 

53729_1.R1084 Score 246 
31709. .31785, 31892.. 31988 

'2104691 2.0e-10 (U92794) alpha glucosidase II, 
[Mus musculus] f 



10. 0403. C3 



beta subunit 



44993 Seq. ID 

95018 Strand 

4024 End 

OJ000211_10 . 0403 . C3 . ol . np Method 

4024 End 

4522008 Score 



OJ000211_10.0403.C3 

13491 
AAT/NAP 
13491 
701 



4024. .4099, 10286 .. 10428, 10516 .. 10788 , 10890 .. 10921 , 
10949. .11101, 11183. .11495, 11582 .. 11698 , 13325. .13491 
(AC007069) putative inositol polyphosphate-5-phosphatase 
[Arabidopsis thaliana] 



44 993 • \ 

$5018 
4024 

OJ000211_10.0403.C3.o4 .gs 
10236 
none 

10236. . 10428, 10516 .. 10788 , 10890 .. 11101, ' 11183 
11582. .11689, 11785. .11891, 12813 .. 128 93, 13221 



Seq. ID 
Strand' 
End 

Method 

End 

Score 



OJ000211 10. 0403. C3 



13491 
GENSCAN 
13298 
.91 



.11495, 
,13298 



44993 
95018 
4024 

OJ000211_10.04 03.C3.o2.gp 
11344. 

28769 1.R1084 



Seq. ID OJ000211_10.0403.C3 
Strand 

End 13491 

Method AAT/GAP 

End 12110 

Score 854 



11344. .11495, 11582. .11689, 11785 .. 11891, 11991. .12110 
, 3881978/emb|CAA72183| 5.0e-20 (Y11348) annexin-like protein 
[Medicago sativa] 1 



44993 Seq. ID 

95019 Strand 

21970 End 

OJ000211_10.0403.C3.o4 . gp Method 

21970 End 

none Score 



OJ000211_10.0403.C3 

25186 
AAT/GAP 
25088 
1317 



21970. .22167, 23803 .. 2404 0, 24822.. 25088 



44993 Seq. ID 

95019 Strand 

21970 End 

OJ000211_10;0403.C3.o5.gp Method 

24869 End 

none Score 
24869. .25186 



OJ000211_10.0403.C3 

25186 
AAT/GAP 
25186 
506 



46218 



Seq. No. 


44993 






Seq. ID 


OJ000211 


__10.0403 


.C3 


Gene No. 


95020 






Strand 








Start 


33224 






End 


35954 






Name 


OJ000211 10. 0403. C3 


. o2 . tm 


Method 


TBLASTX: 


lid iLC 




Start 


10299 






End 


10742 






GI 


none 






Score 


101 






Exons 


10299. 


,.10418, 10327 


. . 10428, 


10504. .10710, 10506 


10547 , 






10530. 


, . 10742 












Seq. No. 


44993 






Seq. ID 


OJ000211 


10 04m 


T3 


Gene No. 


95020 






Strand 








Start 


33224 






End 


35954 






Name 


OJ000211 10. 0403. C3 


. o3 . tc 


Method 


TBLASTX: 


Cress 




Start 


10308 






End 


11491 






GI 


none 






Score 


67 






Exons 


10308. 


.10361, 10374 


. . 10418, 


10387. . 10428, 10506 


. .10538, 






10578. 


.10787, 10974 


'. . 11057, 


10979. .11104, 11183 


1134 1, 






11393. 


.11491 












Seq. No. 


44993 






Seq. ID 


OJ000211 


_10.0403. 


.C3 


Gene No . 


95020 






Strand 








Start 


33224 






End 


35954 






Name 


OJ000211 10. 0403. C3. 


. o3 . t s 


Method. 


TBLASTX: 






Start 


' 10719 






' End 


11308 




GI 


none 






Score 


79 






Exons 


10719. 


.10787, 10979. 


11104 , 


10980. . 11078, 11183 


. ■ -L J. J KJ O 




Seq. No. 


44993 






Seq. ID 


OJ000211 


_10.0403. 


■ C3 


Gene No . 


95020 






Strand 








Start 


33224 






End 


35954 






Name 


OJ000211 10. 0403. C3. 


o 4 tm 


Method 


TBLASTX :i 


Lid _L £, C 




Start 


10979 






End 


11308 






GI 


none 






Score 


81 






Exons 


10979. 


.11104, 10980. 


11102, 


11183. .11308 






Seq. No. 


44993 






Seq. ID 


OJ000211 


10 0403 


C3 


Gene No . 


95020 






Strand 








Start 


33224 






End 


35954 






Name 


OJ000211 10. 0403. C3. 


, ol . tm 


Method 


TBLASTX : 1 


Maize 




Start 


19739 






End 


21340 






GI 


none 






Score 


465 






Exons 


19739. 


.19843, 19776. 


.20126, 


19797. .19877, 19958 


20125 , 






19971. 


.20126, 20148. 


20240 


20150. .20230, 20241 


. .20342, 






20289. 


.20456, 20921. 


. 21013, 


20923. .21015, 21151 


21312 , 






21155. 


.21337, 21176. 


. 21340 










Seq. No. 


44993 






Seq. ID 


OJ000211 


ID 04 03 


P3 


Gene No . 


95020 






Strand 








Start 


33224 






End 


35954 






Name 


OJ000211 10. 0403. C3. 


ol. ts 


Method 


TBLASTX:! 


Soybean 




Start 


19739 






End 


21343 




GI 


none 






Score 


341 






Exons 


19739. 


.19843, 19776. 


.20126, 


19953. .20123, 19964 


. .20125, 






20178. 


.20240, 20289. 


.20456, 


2.0921. .21016, 20923 


. .21015, 






21152. 


.21343, 21170. 


.21340 











4 6219 



Seq. No. 44993 

Gene No. 95020 

Start 33224 

Name OJ00021 1_10 . 04 03 . C3 . ol . tw 

Start 19739 

GI none 

Exons 19739. .19843, 19770 .. 20033, 



Seq. ID OJ0002ll_10.0403.C3 
Strand 

End 35954 

Method TBLASTX : Wheat 

End 20033 

Score 337 
19797. . 19877, 19964. .20032 



Seq. No. 44993 

Gene No. 95020 

Start 33224 

Name OJ000211_10 . 0403 . C3 . ol . tc 

Start 19776 

GI none 

Exons 19776. .20156, 20148 .. 20240, 
21158. .21340 



Seq. ID OJ000211_10.0403.C3 
Strand 

End 35954 

Method TBLASTX : Cress 

End 21349 

Score 248 
21152. .21349, 21155 .. 21331 , 



Seq. No. 44993 

Gene No. 95020 

Start 33224 

Name OJ000211_10 . 0403 . C3 . o3 . tw 

Start 20042 

GI none 

Exons- 2004-2. ..20125, 2004-3 .. 20126, 
20289. .20417, 20306 .. 204 13, 



Seq. ID OJ000211_10.0403.C3 
Strand 

End 35954 

Method TBLASTX : Wheat 

End 21307 

Score 101 
20147. .20182, 20148 20240 , 
21170.. 21307 



Seq. No. 44993 
Gene No. 95020 
Start 33224 

Name OJ000211_10 . 0403 . C3 . o3 . tm 

Start 22001 
GI none 
Exons 22001. 

23802. 

24988. 



,22204, 22016. .22183, 
,24053, 23802. .24053, 
,25008, 24990.. 25034 



Seq. ID OJ000211_10.0403.C3 
Strand 

End '35954 

Method TBLASTX : Mai ze 

End 25034 

Score 154 
22024. .22206, 22026 .. 22184 , 
24819. .24959, 24822 .. 24959, 



Seq. No. 44993 ' ■ 

Gene No. 95020 

Start 33224 

Name OJ000211_10 . 0403 . C3 . o2 . tw 

Start 30509 

GI none 

Exons 30509. .30703, 30523 .. 30699, 



Seq. ID OJ000211_10.0403.C3 
Strand 

End 35954 

Method TBLASTX : Wheat 

End 30715 

Score 266 
30581.. 30715 



Seq. No. 44993 

Gene No. 95020 

Start 33224 

Name OJ000211_10 . 04 03 . C3 . o2 . tc 

Start 30529 

GI none 

Exons 30529. .30699, 30530.. 30703 



Seq. ID OJ0.00211_10.0403.C3 
Strand 

End 35954 

Method ' TBLASTX : Cress 

End 30703 

Score 268 



Seq. No. 44993 

Gene No. 95020 

Start 33224 

Name OJ000211_10 . 0403 . C3 . o2 . ts 

Start 30529 



Seq. ID OJ000211_10. 0403.C3 
Strand 

End 35954 

Method TBLASTX : Soybean 

End 30703 



46220 




o x 


none 




Score 


262 






Pyrin q 


30^?q 3070? 30^30 


30703 


30587. .30703 






Seq. No. 


44993 




Seq. ID 


OJ000211_ 


_10.0403 


.C3 


Gene No. 


95020 




Strand 








Qfarf 
O Lai L 


33224 




End 


35954 






in d u it; 


0.100021 1 in 0403 r3 

uUUUUf.ll X U • U1UO • _J 


nQ rr q 


Method 


GENSCAN 






OLai L 


33224 _ 




End 


35954 






yj x 


none 




Score 


.75 






Fvnn q 


33224 334S6 33664 


3392 9 


34902. .35014, 35758. 


• -J U Z> -J *a 




Cq/-t Ma 
OC^ t LN U • 


44994 




Seq. ID 


OJ000211 


10.0403, 


.C4 


O CI 1 C LN U ■ 


95021 




Strand 


+ 






Start 


2481 




End 


5641 






Name 


OJ000211 10. 0403. C4, 


. o2 . np 


Method 


AAT/NAP 








2481 




End 


5641 






VJX 


7339707 




Score 


55 






Hi A. 1 1 0 


2481. .2562, 2596. .2796, 3016. .3449, 4216. .4250, 


4510. ..4649, 




5261. .5393, 5479. .5641 










yl LJGOV^J L * 


(AP001539) hypothetical protein [Oryza 


sativa] 






Q&n No 


44994 




Seq. ID 


OJ000211_ 


10.0403, 


P4 


Gene No. 


95022 




Strand 








Start 


1124 




End 


2204 






Name 


OJ000211 ' 10. 0403. C4 . 


. o 1 . np 


Method 


AAT/NAP 








1124 




End 


2204 






OX 


6598801 




Score 


65 






JjAUll O f 


1124. .1220, 2032. .2204 










OX UCo L-i. _L w • 


(AF024504) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


44995 




Seq. ID 


OJ000211_ 


10.0403, 


. \^ \j 


Gene No. 


95023 




Strand 


+ 






Start 


10014 




End 


10489 






Name 


OJ000211 10.-0403.C6. 


. o3 . gs 


Method 


GENSCAN 






Start 


10014 




End 


10489 






GI 


none 




Score 


.64 








10014. .10129, 10321. 


, . 10489 










O C *^ * LN U • 


44995 




Seq. ID 


OJ000211_ 


10.0403. 


,C6 


UCllC LN U/ . 


95024 




Strand 


+ 






o l a x u 


17442 




End 


28922 






Name 


OJ000211 10. 0403. C6. 


. o5 . gs 


Method 


GENSCAN 






Of a -rt 
O Lai L, 


17442 




End 


28922 






GI 


none 




Score 


.54 






Exons 


17442. .17519, 19071. 


.19242, 


19345. .19423, 19751. 


. 19901, 






20266. .20370, 20855. 


.20938, 


21089. .21604, 21809. 


.22065, 






22080. .22884, 22916. 


.23059, 


23243.-23888, 24111. 


.24735, 






24980. .25090, 25126. 


.25609, 


26558.-26586., 26707. 


.26814, 






26944. .27000, 27215. 


.27249, 


27593. .278 


36, 27984. 


.28411, 






28474. .28922 












Seq. No. 


44995 




Seq. ID 


OJ000211_ 


10.0403. 


C6 


Gene No. 


95024 




Strand 


+ 






Start 


17442 




End 


28922 






Name 


OJ000211 10. 0403. C6. 


ol . np 


Method • 


AAT/NAP 






Start 


22973 




End 


26007 






GI 


4416302 




Score 


3144 







46221 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22973. .26007 

(AF105716) copia-type pol polyprotein [Zea mays] 



44995 Seq. ID 

95025 Strand 

124 End 

OJ000211_10 . 0403 . C6 . ol . gs Method 

124 End 

none Score 

124. .358, 1487. .1827 



OJ000211_10.0403.C6 

1827 
GENSCAN 
1827 
.5 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4'4995 Seq. ID OJ000211_10 . 04 03 . C6 

95026 Strand 

10750 End 10989 

OJ000211_10 . 04 03 . C6 . ol . gp Method AAT/GAP 

10750 End 10989 

4879016 Score 386 

10750.. 10989 

6041757/gb|AC011806.1 IAC011806 -O-.Oe+OO Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



44995 Seq. ID 

95027 . Strand 

11439 End 

OJ000211_10 . 0403 . C6 . o4 . gs Method 

11439 End 

none Score 



OJ000211_10.0403.C6 

13798 
GENSCAN 
13798 
.72 



11439. .11470, 12793. .12930, 13013 .. 13117 , 13380 .. 134 99, 
13714. .13798 



Seq. No. 44995 Seq. ID OJ000211_10 . 0403 . C6 

Gene No. 95028 Strand 

Start 15645 End .15726 

Name OJ000211_10 . 04 03 . C6 . o2 . gp Method AAT/GAP 

Start 15645 End 15726 

GI : ' LIB3477-003-P1-K1-E9 .. Score 120 

Exons 15645. .15726 

GI Descrip. ' 24 9858 6/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 44995 

Gene No. 95029 

Start 29065 

Name ' OJ000211_10 . 04 03 . C6 . o4 . ts 

Start 20927 

GI ' none 

Exons 20927 . .21049, 21113 .. 2144 5, 
23030. .23077 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000211_10.0403.C6 
30930 

TBLASTX: Soybean 

23077 

76 



22798. .22863, 22943 23008 , 



Seq. No. 44995 Seq. ID 

Gene No. 95029 Strand 

Start 29065 End 

Name OJ000211_10 . 04 03 . C6 . 06 . tm Method 

Start 22801 End 

GI none Score 



OJ000211_10.0403.C6 
30930 

TBLASTX: Maize 

23158 

104 



46222 




Exons 


22801 22893, 22803. 


o o o n c 

. 22895, 


22922. .23005, 22 930 .. 22998 , 






23015 231oo , 2oU2o. 


001 CI 

. 2olol 








Seq. No. 


44995 




Seq. ID 


OJ000211_10.0403 


.C6 


Gene No. 


95029 




Strand 






Start 


2 yUoO 




End 


30930 




Name 


UJUUU211 1U.U4Uo.OD. 


oo . tw 


Method 


TBLASTX: Wheat 




Start 


22 yo / 




End 


23251 




GI 


none 




Score 


73 




Exons 


22yo / . . ZZyyJf zoUIj . 


. 2 02 01, 


23021. .23152, 23032.. 23169 




Seq. No. 


4 4 y yo 




Seq. ID 


OJ000211_10.0403 


. Lb 


Gene No. 


95029 




Strand 






Start 


29065 




End 


30930 




Name 


UJUUU211 1U.U4UO.OD. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


231ol 




End 


23553 




GI 


none 




Score 


92 




Exons 


231ol . . 232y2, 2olb2. 


. 2 32 9U , 


23280. .23486, 23281 .. 23502, 






2o2ol. , Z JDO j ; 2o2o0. 


. 2 OO 0 1 








Seq. No. 


4 4 y yo 




Seq. ID 


OJ000211_10.0403 


. Ob 


Gene No. 


95029 




Strand 






Start 


29065 




End 


30930 




Name 


OJUUU211 lU.U4Uo.Co. 


ol . tw \ 


Method 


TBLASTX: Wheat 




Start 


23323 




End 


23896 




GI 


none 




Score 


270 




Exons 


23323 .. 23003, 23324. 


o o c c C\ 

. 23o by , 


23609. .23887, 23716 .. 23886, 






23 / 1 / . . 23o y b 










Seq. No. 


4 4 995 




Seq. ID 


OJ000211_10.0403 


. Co 


Gene No. 


95029 




Strand 






Start 


29065 




End 


30930 




Name 


UJUUU211 1U.U4Uo.Cd. 


02 . tm 


Method 


TBLASTX: Maize 




Start 


O *3 C C O 

23ooo 




End 


24418 




GI 


none 




Score 


109 




Exons 


O-iCCQ OOOQ OTCOyl 

2 o 0;Oo . . 2 O o 2 y , 2 o 0 o 4 . 


. 2 OOO 1 , 


23629. .24246, 23630 24247 , 






24 2 4 1 . . 24 OO / , 242DU. 


0 A A 1 Q 








Seq. No. 


44995 




Seq. ID 


OJ000211_10.0403 


.C6 


Gene No. 


95029 




Strand 






Start 


2 yu do 




End 


30930 




Name 


ATAr\noi 1 in n /i n *3 ^ e 
UJUUU211 lU.U4Uo.OD. 


o3 . t s 


Method 


TBLASTX: Soybean 




Start 


2 o / jo 




End 


24199 




bl 


none 




Score 


333 




Exons 


OOTQQ O/IIQQ 0"37^1 

2o / jo 24 iyy, 2o/o/. 


. 2oy2o , 


23768. .23929, 23995.. 24147 




Seq. No. 


44995 




Seq. ID 


OJ000211_10.0403 


.C6 


Gene No. 


95029 




Strand 






Start 


2 y u do 




End 


30930 




Name 


OJ0UU211 10. 0403. C6. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


23780 




End 


24196 




GI 


none 




Score 


192 




Exons 


23780. .24196 










Seq. No. 


44995 




Seq. ID 


OJ000211_10.0403 


.C6 


Gene No. 


95029 




Strand 






Start 


29065 




End 


30930- 





46223 





Name 






Method 


TBLASTX: 


Whoa +- 






OLdl L 


9^Qft1 _ 

£. J .7 O X 




End 


24322 








\J X 


n on o 




Score 


93 








TT von q 


9^Qfl1 ?4H4Q 9406 c i 


94 911 

■ £. *i ^1 X X , 


24074. .24211, 24075 


94 91 ft 








24232 24312 24233 


. 24 322 












Seq. No. 


44995 




Seq. ID 


OJ00021 1 

v W V U U X 1 


_10.0403 


.C6 




Gene No. 


95029 




Strand 










Start 


29065 




End 


30930 








Name 


OJ000211 10 0403 C6 


O A t" TYl 


Met hod 


TBLASTX • 


ixia izc 






Start 


24419 ~ 




End 


24732 








GI 


none 




Score 


281 








T* 1 von ^ 


24419 24667 24439 


94702 


24656. .247 


30, 24658 


04709 






Sea No 


4 4 995 




Seq. ID 


OJ000211 


in n4 n? 


. to 




fipnp No 


95029 




Strand 










Start 


29065 




End 


30930 








Name 


OJ000211 10. 0403. C6. 


ol.ts 


Method 


TBLASTX: 


Soybean 






Start 


24433 




End 


24984 






GI 


5509260 

*J *J \J -J C~ \J \J 




Score 


390 








TT von ^ 


24433 24774 24434 


947 Qfi 


24780. .24911, 24783 


9 4 Qn r 








24838 24 915 24 91 4 

t. *± O .J CJ • • 1 X >J , ^. Tt ^ X 1 • 


94 Q7 Q 


24919. .24984 








Dp qrrin 














a.s? 


O \Z . 1<U i 


44995 

T T JJ J 




Seq. ID 


OJ000211 


in 04 n^ 








_7^/ U ^. J 




Strand 










of a -rf- 






End 


30930 






: 


Name 


OJ000211 10. 0403. C6. 


o2.tw 


Method 


TBLASTX:' 


Wheat 






Start 


24563 




End 


24979 








GI 


none 




Score 


90 






i.y 


Exons 


24563. .24652, 24659. 


.24685, 


24686. .247 


96, 24694 


. .24795, 








24770. .24901, 24780. 


.24911, 


24783. .248 


96, 24896 


. .24979, 








24925. .24966 













Seq. No. 
Gene No. 
■ Start 
Name 
Start 
GI 

Exons 



44995 
95029 
29065 - 

OJ000211 10.0403.C6.o5.tm 



OJ000211 10. 0403. C6 



Seq. ID 
Strand 
' End 

_ Method 
24853 End 
none Score 
24853. .24915, 24861 24911, 24 914 .. 24 97 9, 24 919 .. 24 963, 
24987. .25079, 24 987 .. 2507 6, 2507 6 25213, 25078 .. 25215, 
25079.. 25216 



30930 

TBLASTX: Maize 

25216 

68 



Seq. No. 44995 

Gene No. 95029 

Start 29065 

Name OJ000211_10 . 04 03 . C6 . o4 . tw 

Start 25148 

GI none 

Exons 25148. .25315, 25328.. 25561 



Seq. No. 
Gene No. 
Start 
Name 
Start 



44995 

95029 

29065 

OJ000211 

25340 



10.0403.C6.ol. tm 



Seq. ID OJ000211_10.0403.C6 
Strand 

End 30930 

Method TBLASTX : Wheat 

End 25561 

Score 93 



Seq. ID OJ000211_10.0403.C6 
Strand 

End 30930 

Method TBLASTX : Mai ze 

End 26087 



46224 



v3 

LI s 

?: 5 



GI 


nunc 


Score 


314 • 




p von ^ 


25340 2557D 9^149 2^60 


25564. .26001, 25566 .. 26015 , 






25902 26060 25904 26026 


26058. .26087 




Sea No 


44995 


Seq. ID 


OJ000211_10.0403. 




Gene No. 


95029 


Strand 






Start 


29065 


End 


30930 




Name 


OJ000211 10.0403.C6.o2.ts 


Method 


TBLASTX : Soybean 




Start 


25349 ~~ 


End 


26013 




GI 


none 


Score 


139 




Exons 


25349 25561 25354 25539 


25564. .25731, 25572 25724 , 






25765 26013 25773 25940 








Seq. No. 


44995 


Seq. ID 


OJ000211_10.0403. 


C6 


Gene No. 


95029 


Strand 






Start 


29065 


End 


30930 




Name 


OJ000211 10 0403 C6 06 tw 


Method 


TBLASTX: Wheat 




Start 


25573 _ 


End 


25953 




GI 


none 


Score 


107 




Exons 


25573 25746 '25765 25953 








Qpn No 


44995 


Seq. ID 


OJ000211_10.0403. 


C £ 
0 


Gene No. 


95029 


Strand 






Start 


29065 


End 


3093.0- 




Name 


OJ000211 10.0403.C6.o2.np 


Method 


AAT/NAP 




Start 


29065 


End 


30930 




GI 


6815053 


Score 


249 




F.xon *=? 

-L-l Vu/ 1 1 tj 


29065. .29119, 2 9912 .. 30274 , 


30783. .30930 






(AP001080) hypothetical protein [Oryza 


sativa] 




Spa No 


44996 


Seq. ID 


OJ000211 10.0403. 


P7 


Gene No. 


95030 


Strand 


+ 




Start 


251 


End 


689 




Name 


OJ000211 10.0403.C7.ol.np 


Method 


AAT/NAP 




Start 


251 


End 


689 




GI 


7484955 


Score 


79 




Exons 


251. .689 








GI Descrip. 


extensin homolog F17I5.160 - 


Arabidopsis thaliana 





gi|3297821|emb|CAA19879.1| (AL031032) extensin-like protein 
[Arabidopsis thaliana] gi | 727034 6 | emb | CAB80114 . 1 | (AL161584) 
extensin-like protein [Arabidopsis thaliana] 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



44996 Seq. ID 

95031 Strand 

747 End 

OJ000211_10.04 03.C7.ol.gs Method 

747 End 

none Score 
747. .907 



OJ000211_10.0403.C7 
907 

GENSCAN 

907 

.89 



Seq. No. 44997 Seq. ID OJ000211_ 

Gene No. 95032 Strand + 

.Start 913 End 1148 

Name OJ000211_10 . 0403 . C8 . ol . np Method AAT/NAP 

Start 913 End 1148 

GI 7340924 Score 70 

Exons 913.. 1148 



10. 0403. C8 



46225 





( AP001550 ) 


hypothetical protein [Oryza 


sat i va ] 




Seq. No. 


44997 






Seq. ID 


OJ000211 


_10.0403.C8 


Gene No. 


95033 






Strand 


+ 




Start 


4585 






End 


4 959 




Nam© 


OJ000211 10 


.0403 


.C8.ol.gp 


Method 


aat /r;ap 




Start 


4493 ~ 






End 


4 95 9 




GI 


4716622 






Score 


8 61 




Exons 


4493. .4959 












Seq. No. 


44997 






Seq. ID 


OJ000211 


__10.0403.C8 


Gene No. 


95033 






Strand 


+ 




Start 


4585 






End 


4 959 




Name 


OJ000211 10 


.0403 


.C8.o2.gs 


Method 






Start 


4585 ~~ 






End 


4 Q4 4 

*i Zf 1 *± 




GI 


none 






Score 


7 6 




Exons 


4585 . . 4944 












Seq. No. 


44998 






Seq. ID 


OJ000211 


_03.0411.C3 


Gene No. 


95034 






Strand 


+ 




Start 


185 






End 


334 




Name 


OJ000211 03 


.0411, 


. C3 . ol . gs 


Method 


w Ej in O ln 




Start 


185 ~~ 






End 


^ ? 4 




GI 


none 






Score 


ft 7 




Exons 


185 . . 334 












Seq. No. 


44998 






Seq. ID 


OJ000211 


04ii n 


Gene No. 


95035 " 






Strand 






Start 


980 






End 


8621 




Name . 


OJ000211 03 


.0411. 


. C3 . o2 . gs 


Method 


GENSCAN 




Start 


980 _ 






End 


8621 




GI 


none 






Score 


.73 




Exons 


980 . . 1483, 


1614 . . 


.1769, 2607. 


.2734, 5644.. 5673, > 


UUU / . • UU / 1 ; 




8275 8621 












Seq. No. 


' 44 999 






Seq. ID 


OJ000211_ 


0^ 0411 P4 


Gene No . " 


95036 






Strand 


+ 




Start 


1800 






End 


.1877 




Name 


OJ000211 03 


.0411. 


.C4.ol.np 


Method 


AAT /NAP 




Start 


1800 






End 


1877 




GI 


6721547 






Score 


67 




Exons 


1800. .1877 












GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib 


I AR01 ^4 4 ft 1 

\ fro UJ, j4 fi 0 , 


Seq. No. 


44999 






Seq. ID 


OJ000211_ 


_03.0411.C4 


Gene No. 


95037 






Strand 


+ 




Start 


2157 






End 


4044 




Name 


OJ000211 03 


.0411. 


C4 .ol.gs 


Method 


GENSCAN 




Start 


2157 




End 


4044 




GI 


none 






Score 


.64 




Exons 


2157. .2159, 


3116. 


.3228, 3434 


..3666, 3730.. 3836, 


4044 


Seq. No. 


44999 






Seq. ID 


OJ000211_ 


_03.0411.C4 


Gene No. 


95038 






Strand 






Start 


4953 






End 


5042 




Name 


OJ000211 03, 


.0411. 


C4 . o4 . np 


Method 


AAT /NAP 




Start 


4953 






End 


5042 





46226 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4680183 
4953. .5042 
(AF111709) 



Score 



130 



gag-pol protein [Oryza sativa subsp. indica] 

OJ000211 03. 0411. C4 



44999 Seq. ID 

95039 Strand 
2355 End • 4920 

OJ000211_03 . 04 11 . C4 . o2 . np Method AAT/NAP 

2355 End 3796 

7487592 Score 164 

2355. .2492, 3198. .3796 

hypothetical protein T32A16.60 - Arabidopsis thaliana 
gi|4972093|emb|CAB43889.1| (AL078468) putative protein 
[Arabidopsis thaliana] gi | 7269238 | emb | CAB81307 . 1 | (AL161560) 
putative protein [Arabidopsis thaliana] 

44999 Seq. ID OJ000211_03 . 04 11 . C4 

95039 Strand 

2355' End 4920 

OJ000211_03.0411.C4 .o3.np Method AAT/NAP 

2858 End 4920 

6721561 Score 85 

2858. .2900, 4814. .4920 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086|dbj |BAA90372.1| (AP001081) EST AU082058 (C12 97 6) 
corresponds to a region of the predicted gene.; hypothetical 







protein [Oryza sativa] 












Seq. No. 


44999 


Seq. ID 


OJ000211_ 


_03.0411 


.C4 




Gene No. 


95039 


Strand 










Start 


2355 


End 


4920 






t L= 


Name 


OJ000211 03. 0411. C4 . o2 . gs 


Method 


GENSCAN 








Start 


4617 


End 


4920 








GI 


none 


Score 


.57 








Exons 


4617. .4796, 4816. .4920 












Seq. No. 


45000 


^ Seq.' ID 


OJ000211_ 


_03.0411, 


.C5 




Gene No. 


95040 


"■Strand 


+ 






: s 


Start 


163 


End 


1611 








Name 


OJ000211 03.0411.C5.ol.gs 


Method 


GENSCAN 






L._i 


Start 


163 


End . 


1611 








' GI 


none 


Score 


.56 








Exons 


163. .275, 408. .614, 1578. .1611 










Seq. No. 


45000 


Seq. ID 


OJ000211_ 


_03.0411. 


.C5 




Gene No. 


95041 


Strand 


+ 








Start 


3450 


End 


4000 








Name 


. OJ000211 03.0411.C5.o2.np 


Method 


AAT/NAP 








Start 


3450 


End 


4000 








GI 


2980770 


Score 


198 








Exons 


3450. .4000 












GI Descrip. 


(AL022198) putative protein 


kinase [Arabidopsis 


thaliana] 




Seq. No. 


45000 


Seq. ID 


OJ000211_ 


_03.0411. 


C5 




Gene No. 


95042 


Strand 


+ 








Start 


11042 


End 


11577 







46227 




Name OJ000211_03 .0411.C5.o4.np 

Start 11042 
GI 6136119 
Exons 11042. . 11577 

GI Descrip. UDP-GLUCOSE 6- DEHYDROGENASE 
(UDPGDH) gi | 1518540 (U53418) 
max] 




Method AAT/NAP 
End 11577 
Score 757 

(UDP-GLC DEHYDROGENASE) (UDP-GLCDH) 
UDP-glucose dehydrogenase [Glycine 



Seq. No. 45000 Seq. ID 

Gene No. 95042 Strand 

Start 11042 End 

Name 0 J0002 1 1_03 . 0 4 1 1 . C5 . o5 . gs Method 

Start 11042 End 

GI none Score 

Exons 11042. .11566 



OJ000211_03.0411.C5 
+ 

11577 
GENSCAN 
11566 
.92 





Seq. No. 


45000 




Seq. ID 


OJ000211_03.0411.C5 




Gene No. 


95043 




Strand 






Start- 


23 




End 


1078 




Name 


OJ000211 03.0411.C5.ol.np 




Method 


AAT/NAP 




Start 


23 




End 


1078 




GI 


81286 




Score 


273 




Exons 


23.. 237, 444.. 542, 664..;,. 1'078 " 








■ GI Descrip , 


^extensin -Volvox carteri 


(fragment)' gi | 21992 | emb | CAA4 6283 | 


tc? 




(X65165) extensin [Volvox 


carteri] 






Seq. No. 


45000 




Seq. ID 


OJ000211JD3.0411.C5 




Gene No. 


95044 




Strand 






Start 


4041 




End 


4448 


L : ^ 


Name 


OJ000211 03.0411. C5.o3.gs 




Method 


GENSCAN 




Start 


4041 




End 


4448 


t=? 


GI 


none 




Score 


.84 


? | K 


Exons 


4041. .4448 










Seq. No. 


45000 




Seq. ID 


OJ000211_03.0411.C5 




Gene No. 


95045 




Strand 




"■' yi 


Start 


4759 




End' 


11577 " 




Name 


OJ000211 03.0411.C5.o6.tm 




Method 


TBLASTX: Maize 




Start 


3439 




End 


4112 




GI 


none 




Score 


97 




Exons 


3439. .3534, 3439. .3561, 3449. 


.3559, 3603.. 3650, 3603.. 3671, 



3604. .3708, 3693. .3815, 3694. .3837, 3854. .3877, 3854. .3889, 
3878. .3985, 3880. .3984, 3923 .. 3988, 4017 .. 4037, 4073. .4105, 
4073. .4105, 4074. .4112 



OJ000211 03. 0411. C5 



Seq. No. 45000 Seq. ID _ 

Gene No. 95045 Strand 

Start 4759 End 11577 

Name OJ000211_03 . 0411 . C5 . o4 . gs Method GENSCAN 

Start 4759 End 10748 

GI none Score .42 

Exons 4759. .4931, 5342. .5564, 5673. .6182, 6509. .6589, 6738. .6850, 

7839. .8014, 8113. .9271, 9481. .10199, 10720. .10748 



Seq. No. 45000 Seq. ID OJ000211_03 . 04 11 . C5 

Gene No. 95045 Strand 

Start 4759 End 11577 



46228 




Name 


OJ000211 03 


.0411.C5.o3.np 


Method 


AAT/NAP 




ij Lai L 


5285 


End 


11277 




w X 


64 66937 




Score 


2220 






S28S 9604 


10957. .11277 










/ AC011621 ) 


putative retroelement pol ; 


polyprotein [Arabidopsis 




t ha 1 iana 1 










Seq. No. 


45000 




ocq . x IJ 


UJUUU^ll Uj.U*ixx 


. {^D 


Gene No. 


95045 




Cf ranH 

OLi Cti IvU 






Start 


4759 






113/ / 




Name 


OJ000211 03 


.0411.C5.o5.tm 


Method 


TBLASTX: Maize 




Start 


54 99 _ 




End 


5952 




GI 


none 




o t_tjx t2 


1 R6 




Exons 


5499 5579- 


^60^ ^QR? S643 


R QR 1 






Seq. No. 


45000 






UJUUUzll UO.U411 


r> c 
. LO 


Gene No. 


95045 




o t x ana 






Start 


4759 




Hina. 


1 1 CTT 

11j / / 




Name 


OJ000211 03 


.0411.C5.o6.tw 


Method 


TBLASTX: Wheat 




Start 


5538 _ 




End 


5807 




GI 


none 




S core 


o 1 




P,ynn s 

1_J W 1 1 o 


5538 5807 


CC79 CTQf; 








Seq-. No. 


45000 




oeq. iu 


UJUUUzll Uj . U111 . 


. Co 


Gene No. 


95045 










Start 


4759 




ijna 


11 J / / 






n.Tonncn i n3 


.0411.C5.o2.tw 


Method 


TBLASTX: Wheat 




O Lai L 


JOUO 




End 


6395 




OX 


n nn o 
I ivji 1 c 




Score 


126 




Exon *=? 

J—J AWl 1 lJ 


5808 5957 


6nm c^Qt; £nn4 


.6306 






Seq. No. 


45000 




Seq. ID 


OJ000211_03.0411, 


r'R 
. Lj 


Gene No. 


95045 




Strand 






Start 


4759 




End 


11577 . 




Name 


O.T000 2T 1 0 3 


.0411.C5.o2.tm 


Method 


TBLASTX: Maize 




Start 


601 3 _ 




End 


6650 




GI 


■ none 




Score 


224 




Exnn ^ 


6013 ' 6213 




.6650, 6442.. 6564 




Seq. No. 


45000 




Seq. ID 


OJ000211_03.0411, 


. to 


Gene No. 


95045 




Strand 






Start 


4759 




End 


• 11577 




Name 


O.T00 021 1 0 3 


.0411.C5.o2.ts 


Method 


TBLASTX: Soybean 




Start 


6243 _ 




End 


,6626 




GI 


none 




Score 


122 




Rxon *=; 


6243 6626 


6*}^4 CRTC 


.6620 






Seq. No. 


45000 




Seq. ID 


OJ000211_03.0411. 


,C5 


Gene No. .. 


95045 




Strand 






Start 


4759 




End 


11577 




Name 


O.T00021 1 03 


.0411.C5.o4 .tw 


Method 


TBLASTX: Wheat 




Start 


6483 




End 


6881 




GI 


none 




Score 


91 




Exons 


6483. .6881, 


6484 . . 672(f " 








Seq. No. 


45000 




Seq. ID 


OJ000211_03.0411. 


C5 


Gene No. 


95045 




Strand 







46229 






4 7 

*i / j y 










1 1 

1 ID 1 i 




Name 


o.tooo9i i oi 


0411 
• yj *i i x 


PS r\l 
. J . O / . 


tm 




i dlao i a i Ma i z e 




Oual l 


6 6M ~~ 














r;T 
\j ± 










Score 


14 4 
1 *4 *± 






6651 6881 


6903 


6Q4 4 


6Q40 

U _7 *i U • 


70S0 






Seq. No. 


. -45000 








Seq. ID 


OJ000211_03;;0.411 


.C5 


Gene No. 


95045 








Strand 






Start 


4759 








RnH 


1 1 S77 

X X sj / f 




LN CtlUt. 


0.TO0091 i en 

WUUUUZ.XX 


0411 


PS ol 


UIll 




TRT ZiQTY • Ma-i 7a 

-L DLiriO 1 A . ixia 1 z e 




91-^ rt- 

OLdl L 


70SS ~ 
/ \j «j «j 








RnH 


7SQQ 






I HJilC 








Score 


197 






70SS 7S91 


7078 

f U / o 


7SQ6 


7078 


7 SQQ 






Seq. No. 


45000 








Seq. ID 


OJ000211_03.0411 


.C5 


Gene No. 


95045 








Strand 






Start 


4759 








RnH 


1 1 S77 
ii j / / 




Name 


ojooopii cn 

u u u x x uj 


0411 

. U *i X X 


ps o s 




L v Jtr tilUU 


i oxj.rt.o i a . wnea c 




Start 










RnH 


7 69 Q 




GI 


none 








O O^JX c 


1 14 




R von <3 


7999 7S94 


7961 


7699 










Seq. No. 


45000 








Seq. ID 


OJ000211_03.0411 


.C5 


Gene No. 


95045 








Strand 






Start 


47 








RnH 
Haiti 


I 1 R77 

II j / / 




in duic 


0,700091 1 01 


0411 


■ . OJ . 


U 5 


f\A ^ 4- Vi r*^ 


i oxji-io l a . ooyDean 




OLCli L 


7149 ~~ 
/jit. 








TT-nH 

Cjiia 


7 7 01 




HI" 
ox 


in on o 

1 HJIlC 








Score 


8 1 

O J 




Fvnn o 


714? 7701 

/ J 1 • . / / U X / 


7 1SS 

/ J J J ! 


7SQ4 
■ . t j y *a / 


7 64 6 


- 76Q0 






Seq. No. 


45000 








Seq. ID 


OJ000211__03.0411 


.C5 


Gene No. 


95045 








Strand 






Start 


4759 








RnH 


1 1 S77 

X X J / / 




Name 


D.T0009 1 1 01 

WUUUUt,XX UJi 


0411 

i U 1 X X < 


ps oi o 

i^J . U1U 


• LllL 


I v icl-1100. 


TRT QQTY-Mai 7( a 
1 DLit\0 1 A * LYiax Z S 




O LqI l 


7 601 ■ ~ 

f \J U J 








RnH 


77^8 




GI 


nunc 








Score 


80 




Pvnn c 

1 — 1 *\ WHO 


7603 77 67 

/ U U J • . / I \J f f 


7 64 6 

f U *i U ■ 


77 68 










Seq. No. 


45000 








Seq. ID 


OJ000211_03.0411, 


,C5 


Gene No. 


95045 ■ 








Strand 






Start 


4759 








End 


11577 




Name 


O.T0009 1 1 01 

WUUUU^,XX UJi 


0411 


ps oi 

. ^ J . (JO • 


L W 


Method 


TBLASTX: Wheat 




^ rt 


7678 ~~ 








End 


8144 




GI 


n on 








Score 


169 




R V on c; 


7678- 7971 


7 689 


7 Q7 9 


7Q71 

/ Z) / 1 • 


.8144, 7972. .8061 




Seq. No. 


45000 








Seq. ID 


OJ000211_03.0411, 


.C5 


Gene No. 


95045 








Strand 






Start 


4 7 S 9 : * 








End 


11577 




Name 


P.T0009 11 01 


0 4 11 


K^D . Ofi ■ 


LIU 


Method 


TBLASTX : Maize 






7781 _ 








End 


8252 




GI 


none 








Score 


95 




Exons 


7783. .7980, 


7808. 


.7 97.2, 


7971. 


.8252, 7972.. 8250 




Seq. No. 


45000 








Seq. ID 


OJ000211_03.0411. 


,C5 


Gene No. 


95045 








Strand 






Start 


4759 








End 


11577 





46230 



Name 

Start 

GI 

Exons 



OJ000211_03.0411.C5.o4 .ts Method 

7810 End 

none Score 
7810. .7971, 7974. .8123 



TBLASTX : Soybean 

8123 

90 



Seq . No . 


45000 








o " V-J • J. vj 




flpnp Ma 


95045 








O Ll Cli l\U 






4759 








FnH 

J— j 1 1U 


*l 1 ^77 

X X .J / f 


Name 


OJ000211 03 


0411 . 


C5.o9. 


tm 


Method 


TBLASTX -Maize 


Start 


8364 








End 


8702 


GI 


none 








Score 


91 


Exons 


8364. .8702, 


8427. 


.8612 








Seq. No. 


45000 








Seq. ID 


OJ000211_03.0411 


Gene No. 


95045 








Strand 




Start 


4759 








End 


11577 


Name 


OJ000211 03. 


0411. 


C5.o8. 


tm 


Method 


TBLASTX: Maize 


Start 


8823 








End 


9302 


GI 


none 








Score 


86 


Exons 


8823. .9029, 


9130. 


.9246, 


9144. 


.9302 





Seq. No. 45000 

Gene No. 95045 

Start 4759 

Name OJ000211_03 . 04 11 . C5 . ol . £s 

Start 11029 

GI none 
Exons 



Seq. ID OJ000211_03.0411.C5 
Strand 

End 11577 

Method TBLASTX : Soybean 

End 11577 

Score 671 

11029. .11487, 11030. .11482, 11476. . 11577, 11480. .11575 



Seq. No. 45000 

Gene No. 95045 

Start 4759 

Name OJ000211_03 . 04 11 . C5 . ol . tc 

Start 11038 

GI none 
Exons 



Seq. ID OJ000211_03.0411.C5 
Strand 

End 11577 

Method TBLASTX: Cress 

,End 11577 

Score 682 



11038. .11487, 11039. .11482, 11489 .. 11575, 11500. .11577 



Seq. No. 45000 

Gene No. 95045 

Start 4759 

Name OJ000211_03 . 0411 . C5 . ol . tw 

Start 11038 

GI none 
Exons 



Seq. ID OJ000211_03.0411.C5 
Strand 

End 11577 

Method TBLASTX : Wheat 

End 11406 

Score 259 



11038. .11172, 11039. . 11215, 11215 .. 114 06, 11216. .11404 



Seq. No. 45000 

Gene No. 95045 

Start 4759 

Name OJ000211 JD3 . 0411 . C5 . ol . tm 

Start 11038 

GI none 
Exons 



Seq. ID OJ000211_03.0411.C5 
Strand 

End 11577 

Method TBLASTX : Mai ze 

End 11577 

Score 709 



11038. .11487, 11039. .11488, 114 88 .. 11577 , 11489. .11575 



Seq. No. 45001 

Gene No. 95046 

Start 1 

Name OJ000211_03 . 04 11 . C6 . ol . np 



Seq. ID OJ000211_03.0411.C6 

Strand + 

End 12521 

Method AAT/NAP 



46231 




Start 


1 


End. 


805 


GI 


6136il9 


Score 


1166 


von 


1. .805 " 






GI Dpscr i r> 


UDP-GLUCOSE 6 -DEHYDROGENASE { CJDP-GLC DEHYDROGENASE) (UDP-GLCDH) 




(UDPGDH) ail 1518540 (U53418) 


UDP-glucose dehydrogenase [Glycine 




max] 






Seq. No. 


45001 


Seq. ID 


OJ000211_03.0411.C6 


Gene No. 


95046 


Strand 


+ 


Start 


1 


End 


12521 


Name 


OJ000211 03.0411.C6.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


12521 


GI 


7340868 


Score 


213 


Exons 


1..103, 620. .886, 2783. .2950, 


10338. .10525, 10904 .. 1102 9, 




12419. .12521 






GI Descrio 


(AP001551) hypothetical protein [Oryza 


sativa] 


Seq. No. 


45001 


Seq. ID 


OJ000211 03. 0411. C6 


Gene No. 


95046 


Strand 


+ 


Start 


1 


End 


12521 


Name 


OJ000211 03.0411.C6.ol.gs 


Method 


GENSCAN 


Start 


80 


End 


808 


GI 


none 


Score 


1 


Exons 


* '80. .808 






Seq. No. 


1JUU 1 


Seq. ID 


OJ000211J)3.0411.C6 


Gene No. 


95046 


Strand 


+ 


Start 


1 


End 


12521 


Name 


OJ000211 03.0411.C6.o2.gs 


Method 


GENSCAN 


Start 


1584 


End 


4447 


GI 


none 


Score 


.75 


Exons 


1584. .1861, 2762. .3145, 3204. 


.3442, 3841. .3936, 4089. .4447 


Seq. No. 


45001 


Seq. ID 


OJ000211_03.0411.C6 


Gene No. 


95047 


Strand 




Start 


6250 


End. 


8960 


Name 


OJ000211 * 03.0411.C6-.o3.gs 


Method 


GENSCAN 


Start 


6250 


End 


8960 


GI 


none 


Score 


.47 


Exons 


6250. .7313, 8263. .8380, 8922. 


.8960 




Seq. No. 


45001 . 


Seq. ID 


OJ000211_03.0411.C6 


Gene No. 


95048 


Strand 




Start 


12226 


End 


12673 


Name 


OJ000211 03.0411.C6.ol.tc 


Method 


TBLASTX: Cress 


Start 


1 


End 


810 


GI 


none 


Score 


701 


Exons 


1. .474, 2. .472, 476. .799, 487 


..615, 673. .810 


Seq. No. 


45001 


Seq. ID 


OJ000211_03.0411.C6 


Gene No. 


95048 


Strand 




Start 


12226 


End 


12673 


Name 


OJ000211 03.0411.C6.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1 


End 


805 


GI 


none 


Score 


1189 


Exons 


1. .615, 2. .805, 569. .682, 673 


. .804 





46232 




Seq. No. 


45001 




Seq. ID 


OJ000211_03.0411 


.C6 


Gene No. 


95048 




Strand 






Start 


12226 




FnH 


1 9 67? 




Name 


. o,tooo91 i o? 0411 cf* 


i +- 
. o l * tm 




TRT ZiCTY • Ma i a. 

i dlhd i a . ixiax ze 




O Lai L 






FnH 

til 1U 


R 0 R 




(IT 
\J X 


none 




Score 


1 9 1 R 

1l1 J 




Fvnn q 


1 618 2 805 575 


682, 


673 fi04 






Seq. No. 


45001 




Seq. ID 


OJ000211_03.0411 


.C6 


Gene No. 


95048 




Strand 






Start 


12226 




FnH 


1 9 ^7 ? 




Mama 


0,7000911 0? 0411 P6 


i 

h ol . tw 


LYlc L. nou 


TRT DCTY • TaTH oaf 




Start 


136 — 




FnH 


J jZ 




\J X 


none 




Score 


R4 




F von <=: 


136 531 137 53? 










Seq. No. 


45001 




Seq. ID 


OJ000211JD3.0411 


.C6 


Gene No. 


95048 




Strand 






Start 


12226 




FnH 

J— il ILX 


1 9 67? 




Name 


O.T00091 1 0? 0411 P6 


o ? "h TaT 




1 OXJ/-10 1A . Wflcat 




J Lai L 


6SQ _ 

U -J ^ 




FnH 


one 
OU J 




(IT 


n on o 




Score 


1 Q7 




LiAUi 1 0 


6 S Q ft 0 R 67? ft'QA/ 

UJ J • • O U .J , U .,/ ^) . . . O V^g^'.. 




■ ; - . . . ■ 


r - ■ - * ■ 




Seq. No. . 


45001 




Seq. ID 


OJ000211_03.0411 


.C6 


Gene No. 


95048 




Strand 






Start 


1 9996 




FnH 


1 9 £7 ? 




in a. I lie 


O.T00091 1 0? 0411 P6 


o 9 -i- IaT 




TRT L\ QTY • Ta7K c» = +- 
1 JDXjM.0 1A . l/vncaL 




OLdi. L 


1 91 6Q _ 

X ^1 X U _7 




FnH 


19 4 7 9 




GI 


none 




Score 


1 Q? 




F von q 


1 91 6Q 1 9471 1 9997 


1 9479 








Seq. No. 


45001 




Seq. ID 


OJ000211_03.0411 


.C6 


Gene No. 


95048 




Strand 






Start 


12226 




FnH 


1 9 67 ? 




IN dint. 


O.T00091 1 0? 0411 Pfi 


o9 +- a 




TRT 7\ C TV • 0/-\t tV^ <^ -\ « 

i oxjh.o i a . ooyoean 




qt- o r i- 


1 9991 _ 




FnH 


1 9 4 7 9 
X £ fl / Z 




GI 


none 




Score 


9 9 Q 




F von q 


1999? 19471 19994 

I^ll J i • 1£4 'X/ X ^ ^ ^ *i • 


1 9479 








O C ^ • LN \J . 


4 S001 




C 0 rf T H 

oeq . x u 


UUUUUZXX UO.UflXX, 




Gene No. 


95048 




Strand 






Start 


12226 




End 


12673 




Name 


OJ000911 0? 0411 P6 


o3 . np 


Method 


AAT/NAP 




Start 


1 9996 _ 

X c* c* U 




End 


12673 




(IT 


4 S 67 9 1 S 




Score 


335 




fynnc 
Hi AU1 1 O 


19996 1 967? 










PT HPQpr"! n 

V3 X C O ^ J LLJ • 


(AP00711?^ nn i- ^ t* i ^rfi 


presenilin [Arabidopsis thaliana] 




Spa No 


45002 




Seq. ID 


OJ000211_03.0411. 


CI 


Gene No. 


95049 




Strand 






Start 


58 




End 


1448 




Name 


OJ000211 03. 0411. C7. 


ol . gs 


Method 


GENSCAN 




Start 


58 




End.. 


1448 




GI 


none 




Score 


.79 




Exons 


58. .1054, 1073. .1244 


, 1342 


. . 1448 







46233 



Seq. No. 45002 Seq. ID 

Gene No. 95049 Strand 

Start 58 End 

Name OJ00021 1_03 . 04 11 . C7 . ol . gp Method 

Start 64 9 End 

GI 2427808 Score 

Exons 649.-889 



OJ000211_03.0411.C7 

1448 
AAT/GAP 
889 
370 



Seq. No. 45003 Seq. ID 

Gene No. 95050 Strand 

Start 1 End 

Name OJ000211_03 . 0411 . C8 . ol . gp Method 

Start 1 End 

GI 2427808 Score 

Exons 1..25, 136. .167, 1663. .1906 



OJ000211_03.0411.C8 

3090 
AAT/GAP 
1906 
469 



Seq. No. 


45003 


Seq. ID 


OJ000211_ 


03. 0411. C8 


Gene No. 


95050 


Strand 






Start 


1 


End 


3090 




Name 


OJ000211 03.0411.C8.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3090 




GI 


6721547 


Score 


72 




Exons 


1. .70, 2996.. .3090 . 








GI Descrip.~ 


(AP001073) Similar to Oryza 


sativa gene for Pib. 


(AB013448) 


Seq. No. 


45004 


Seq. ID 


OJ000211_ 


03. 0411. C9 


Gene No. 


95051 


Strand 


+ 




Start 


232 


End 


506 




Name 


OJ000211 03.0411.C9.ol.gs 


Method 


GENSCAN 




Start 


232 


End 


506 




GI 


none 


Score 


.82 




Exons 


232. .301, 391. .506 









Seq. No. 


45004 




Seq. ID 


OJ000211_ 


_03 


.0411 


.C9 


Gene No. 


95052 




Strand 


+ 








Start 


3966 




End 


5790 








Name 


OJ000211 03 


.0411.C9.dl.np 


Method 


AAT/NAP 








Start 


3966 




End 


5790 








GI 


5042463 




Score 


183 








Exons 


3966. .3995, 


5470. .5623, 5672. 


.5790 










GI Descrip. 


(AC007789) 


unknown protein [Oryza sativa] 








Seq. No. 


' 45004 




Seq. ID 


OJ000211_ 


_03, 


.0411, 


,C9 


Gene No. 


95053 




Strand 


+ 








Start 


9565 




End 


10059 








Name 


OJ000211 03 


.0411.C9.ol.gp 


Method 


AAT/GAP 








Start 


9565 




End 


10059 








GI 


none 




Score 


883 








Exons 


9565. .10059 














Seq. No. 


45004 




Seq. ID 


OJ000211_ 


03. 


.0411. 


.C9 


Gene No. 


95054 




Strand 










Start 


1134 




End 


3030 








Name 


OJ000211 03 


.0411.C9.o2.gs 


Method 


GENSCAN 








Start 


1134 




End 


3030 








GI 


none 




Score 


.55 








Exons 


1134. .1390, 


1735. .1876, 3001. 


.3030 











46234 



Seq. No. 


45004 


Seq. ID 


OJ000211_03.0411.C9 


\JCilC l«V . 




Strand 






7 Q48 

/ .7 *± O 


End 


10008 


Name 




Method 


GENSCAN 


Start 


7948 ~~ 


End 


10008 


(IT 
ox 


none 


Score 


.46 






.9268, 9753.. 10008 


Seq. No. 


45004 


Seq. ID 


OJ000211_03.0411.C9 




95056 


Strand 




Start 


9931 


End 


10081 


Name 


OJ000211 03.0411.C9.o2.np 


Method 


AAT/NAP 


Start 


9931 


End 


10081 


OX 


7509981 


Score 


54 


DAUllO 


9931. .10081 








hypothetical protein Y48B6A.6 


- Caenorhabditis elegans 




gi I 58247 99 |emb|CAB54 4 42.1 1 (AL1104 90) 


predicted using Genefinder 




[Caenorhabditis elegans] 






Seq. No. 


45005 


Seq. ID 


OJ000211_03. 0411. C10 


Gene No. 


95057 


Strand 


+ 


Start 


1945 


End 


6389 


Name 


OJ000211 03.0411.C10.ol.gs 


Method 


GENSCAN 


jldlL 


1945 


End 


6389 


O X 


none 


Score 


.54 




1945. .2027, 2184. .2323, 2461.. 


2616, 4764. .4832, 4846. .4984, 




5515. .5611, 6204. .6389 






Seq. No. 


45005 


Seq. ID 


OJ000211_03. 0411. C10 


Gene No. 


95058 


Strand 


+ 


Start 


13376 


End 


14768 


Name 


OJ000211 03.0411.C10.o2.np 


Method 


AAT/NAP 


Start 


13346 


End 


14768 


GI 


3176874 


Score 


1623 


IliAUliO 


13346. .14768 






OX UCOtil^i 


(AF065639) cucumisin-like serine protease [Arabidopsis thaliana] 


Seq. No. 


45005 


Seq. ID 


OJ000211_03. 0411. C10 


Gene No. 


95058 


Strand 


+ 


Start 


13376 


End 


14768 


Name 


OJ000211 03.0411.C10.o2.gp 


Method 


AAT/GAP 


Start 


13350 


End 


13874 


GI 


42918 1.R1084 


Score 


1042 


Exons 


13350. .13874 






GI Descrip. 


1 1771160/emb|CAA67429| 7.0e-36 


i (X98929) SBT1 [Lycopersicon 



esculentum] >gi_3687 305_emb_CAA06999 . 1_ (AJ006378) 
subtilisin-like protease [Lycopersicon esculentum] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45005 Seq. ID 

95058 Strand 

13376 End 
OJ000211_03 . 0411 . C10 . o3 . gs Method 

13376 End 

none Score 
13376. .14733 



OJ000211_03.0411.C10 
+ 

14768 
GENSCAN 
14733 
.8 



46235 



Seq. No. 45005 Seq. ID OJ000211_03 . 04 11 . CIO 

Gene No. 95059 Strand 

Start 685 End 2703 

Name OJ000211_03 . 04 11 . CIO . ol . np Method AAT/NAP 

Start 685 End 2703 

GI 5257266 Score 394 

Exons 685.. 703, 2244.. 2703 

GI Descrip. (AP000364) EST C99024 (E4337 ) corresponds to a region of the 
predicted gene.; Similar to Silk moth; silkworm final instar 
larvae posterior. (D83241) [Oryza sativa] 





Seq. No. 


45005 




Seq. ID 


OJ000211_03.0411. 


.C10 




UC11C LNU ■ 


95060 




JLi CL 1 IL-i 








q+- a r f- 
u Lai L 


9141 




C-iLLKJ. 


9404 






in ctiuc; 


OJ000211 03. 0411. C10. 


ol.gp 


1 iC LUUU 


AAT/GAP 






O Lai l 


7863 




FnH 


8034 








uC-osflcyp039h04bl 






302 






IT vnn o 


7863. .8034 














' 1617274/emb|CAA96522 | 1 . 0e- 


-09 (Z72152) 


AMP-binding protein 






[Brassica napus] f 












Q&n Kin 


45005 




Seq. ID 


OJ000211_03.0411. 


C10 




OCllC LN(J • 






Strand 








U Lul L 


Q 1 A 1 • 

y 1 4 1 




End 


9.404 




Pi 




UJUUUzll Uj.U411.L1U. 


o2 . gs 


Method 


GENSCAN 




\=? 


qt-3 rt 

OL.di.L- 


y i fi i 




End 


9404 




y * 


r* T 
o ± 


none 




Score 


.69 






Hi A. LJl 1 0 


yi4ti. . y^U4 












Seq. No. 






Seq. ID 


OJ000211_03.0411. 


C1U 










Strand 








9f* a -ri- 
O L-Cli- L. 


13447 




End 


14767 




III 


Name 


OJ000211 03. 0411. C10. 


ol . tw 


Method 


TBLASTX: Wheat 




3", 


O L- Cli- U 


13447 




End 


13810 




fl 


GI 


none 




Score 


84 






Exons 


13447. .13497, 13448. . 


13498, 


13451. .13810, 13465. .13743, 




p.: sis 




13538. . 13810 












Sea No 


45005 




Seq. ID 


OJ000211_03.0411. 


C10 




Gene No. 


95061 




Strand 








Start 


13447 




End 


14767 




C3 


Name 


OJ000211 03. 0411. C10. 


ol . tc 


Method 


TBLASTX: Cress 






Start 


13448 




End 


14767 






GI 


none 




Score 


61 






Exons 


13448. .13492, 13496. . 


13708, 


13654. .13704, 13724. .147 67, 








13724. .13939, 13726. . 


13986, 


14029. .14166, 14230. . 14 7 63 






Seq. No. 


45005 




. Seq. ID 


OJ000211_03.0411. 


C10 




Gene No. 


95061 




Strand 








Start 


13447 




End 


14767 






Name 


OJ000211 03. 0411. C10. 


ol . ts 


Method 


TBLASTX: Soybean 






Start 


13448 




End 


14761 






GI 


none 




Score 


55 






Exons 


13448. . 13492, 13486. . 


13584, 


134 96. .13987, 1352 6. .13915, 








13654. .13986, 14050. . 


14166, 


14 072. .14 4 94, 14230 14472, 








14503. . 14760, 14504.. 


14761 









46236 



OcCji IN U . 


A R00 R 




Gene No. 


95061 




Start 


13447 




Name 


ojooo9ii o? ri4ii no 


. Ul . LIU 


O tCtl L 


1^448 ~~ 




CJ 

\J -L 


none 




W von q 


1 ^448 1 ^498 1 ^4 QS 


1 "3Q8 6 




14105 143S3 14997 


. 14 430 


OC^> IN LJ * 


4 ^oos 




Gene No. 


95061 




Start 


13447 




Name 


OlTOOOPii D4ii no 

UUUUUt.II UJ . U41i »^IU 


o9 t- w 

■ . LW 


O LOi- L 


1 4069 ~~ 
1 1 u u z. 




PT 


n Ana 






14069 14194 1 407^ 


1 4 1 c 19 




1 4 9 1 Q 14S4S 14 9^0 


1 4479 


Seq. No. 


45005 




Gene No. 


95061 




o tai u 


1^447 

1J44 i 




LNCtllLC; 


0.700091 1 o^ 0411 no 


. . LIU 


o Lai L 


1 4 4 8^ "~ 

1440 J 




pt 


HvJXlC 






1448"^ 14767 14R0^ 
1 fi O O . .14 / Kj ( f ifi JUJ . 


14 7 6 6 
. 1 / D D 


Qprr KT n 
OCLj ( ' IN L> ■ 


4 S00 6 

4 U U U D 




Gene No. 


95062 




Start 


1 




Name 


O.T00091 1 0^ 0411 PI 1 

UUUUUZll UO . U4 11 . Oil 


. o 1 . np 


O Lai L 


1 — 

1 




pT 

\J J. 


"3 1 768 74 

OX f U O / H 




TT yon q 


1 ^49 "37Q 64Q 




PT Dp^rri n 


\ rt£ U U -J U O _7 / L. LIL* U.1LIJ. O -L i 1 


— 1 1 Jce s< 


Seq. No. 


45006 




Gene No. 


95062 




O L CI i- L 


i 




Name 


O.T00091 1 0^ 041 1 PI 1 
UUUUU^ll UJ.UIll.lyll 


. ol . gs 


Of- a y-f- 


R0 


PT 


n on » 




F 1 von q 


SO 6S9 
.J u . . u »j z. 




Seq. No. 


45006 




Gene No. 


95063 




u Lai L 


1752 




LNcUlltr 


OJ000211 03.0411.C11, 


. o2 . gs 


o Lai L 


1752 


PT 

O I 


none 




F* von c: 


1752. .1756, 2003. .2162 


Seq. No. 


45006 




Gene No. 


95064 




Start 


2983 




Name 


OJ000211 03.0411.C11. 


. o3 . gs 


Start 


2983 


GI 


none 





Seq. ID OJ000211_03. 0411. CIO 
Strand 

End 14767 

Method TBLASTX: Maize 

End 14437 

Score 61 



Seq. ID OJ000211_03_.0411.C10 
Strand 

End 14767 

Method TBLASTX : Wheat 

End 14596 

Score 81 



Seq. ID OJ000211_03. 0411. C10 
Strand 

End 14767 

Method TBLASTX: Maize 

End 14767 

Score 419 



Seq. ID OJ000211_03.0411.C11 

Strand + 

End 652 

Method AAT/NAP 

End 64 9 

Score 531 



like serine protease [Arabidopsis thaliana] 



Seq. ID • OJ000211_03.0411.C11 

Strand + 

End 652 

Method GENSCAN 

End 652 

Score .98 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000211_03.0411.C11 
+ 

2162 
GENSCAN 
2162 
.94 



OJ000211_03.0411.C11 
+ 

3458 
GENSCAN 
3458 
.68 



46237 



Exons 



2983. .3091, 3316. .3458 



Seq. No. 45006 
Gene No. 95065 
Start 211 

Name 0 J0002 1 1_0 3 . 04 1 1 . CI 1 . ol . gp 

Start 211 
GI 2428699 
Exons • 211. .463 

GI Descrip. . 10764 14 /pir I I S52770 3.0e-09 subtilisin-like proteinase (EC 
3.4.21.-) - Arabidopsis thaliana (fragment) 
>gi_757534_emb_CAA59963_ (X85974) subtilisin-like protease 
[Arabidopsis thaliana] 



Seq. ID OJ000211_03.0411.C11 
Strand 

End 4 63 

Method AAT/GAP 

End 4 63 

Score 457 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45006 
95066 
2602 

OJ000211_03.0411.Cll.ol.tc 
2 

none 



Seq. ID OJ000211_03.0411.C11 
Strand 

End 11664 

Method TBLASTX: Cress 

End • 652 

Score 114 

2. '.73, 10. .42, 65. .271, 91. .264, 275. .343, 409. .456, 472. .552, 
473.. 562, 559.. 651, 560.. 652 



Sen No 


45006- 


Seq. ID 


OJ000211_03.0411, 


. lii 


Gpne No 


95066 


Strand 






Start 


2602 


End 


11664 




Name 


OJ000211 03-0411. Cll.ol.tm 


Method 


TBLASTX: Maize 




Start 


2 


End 


343 




GI 


none 


Score 


125 




Exons 


2. .88, 7. .42, 83. .271, 91. .264, 257. .343 




Seq. No. 


45006 


Seq. ID 


OJ000211J)3.0411. 


.Cll 


Gene No. 


95066 


Strand 






Start 


2602 


End 


11664 




Name 


OJ000211 03.0411.Cll.ol.ts 


Method 


TBLASTX: Soybean 




Start 


2 


End ■ 


646 




GI 


none 


Score 


112 




Exons 


2. .73, 98. .277, 103. .273, 275. 


..343, 394 


I. .444, 407. .466, 


476 


Seq. No. 


45006 


Seq. ID 


OJ000211J)3.0411. 


.Cll 


Gene No. 


95066 


Strand 






Start 


2602 


End 


11664 




Name 


OJ000211 03.0411.Cll.o2.tm 


Method 


TBLASTX: Maize 




Start 


385 


End 


660 




GI 


none 


Score 


74 . 




Exons 


385.. 465, 407.. 466, 455.. 652, 


457. .657, 


565. .660 




Seq. No. 


45006 


Seq. ID 


OJ000211_03.0411. 


Cll 


Gene No. 


95066 


Strand 






Start 


2602 


End 


11664 




Name 


OJ000211 03.0411.Cll.o2.np 


Method 


AAT/NAP 




Start 


2602 


End 


7778 




GI ■ 


6562280 


Score 


-285 




Exons 


2602. .2640, 6035. .6120, 6194.. 


6342, 6529. .6741, 7627. .7778 


GI Descrip. 


(AL132980) MS5-like protein [Arabidopsis thaliana] 




Seq. No. 


45006 


Seq. ID 


OJ000211_03.0411. 


Cll 



.64 



46238 




Gene No. 


95066 








Strand 




Start 


2602 








End 


11664 


N arris 


OJ000211 03 


.0411 


. Cll . o2 


. tc 


Mot" 




Start 


6505 _ 








End 


6750 


GI • 


none 








S core 


150 


Exons 


6505 . . 6750, 


6530 


. . 6736 








Seq. No. 


45006 








Seq. ID 


OJ000211_03.0411.C11 


Gene No. 


95066 








Strand 




Start 


2602 








End 


11664 


Name 


OJ000211 03 


.0411 


. Cll . o3 


. tm 


Method 


TBLASTX: Maize 


Start 


6524 ~ 








End 


7749 


GI 


none 








Score 


157 


Exons 


6524 . . 6736, 


6529 


. . 6744 , 


6529, 


,.6747, 7609. .7659, 7654. .7749 


Seq. No. 


45006 








Seq. ID 


OJ000211_03. 0411. Cll 


Gene No. 


95066 








Strand 




Start 


2602 








End 


11664 


Name 


' OJ000211 03 


. 0411 , 


. Cll . ol , 


. tw 


Method 


TBLASTX: Wheat 


Start 


6527 ~~ 








End 


6732 


GI 


none 








Score 


270 


Exons 


6527 . . 6730, 


6528 , 


6731, 


6529. 


.6732 




Sea. No. 


45006 








Seq. ID 


OJ000211_03. 0411. Cll 


Gene No. 


95066 








Strand 




Start 


2602 








End 


11664 


Name 


OJ000211 03 


.0411, 


,Cll.o4 . 




Method 


GENS CAN 


Start 


6625 








End 


11664 


GI 


none 








Score 


.55 


Exons 


6625. . 6741, 


7627. 


. .7751, 


7 986. 


.8180, 8429. .8575, 9662. .9810, 




10073. .10200, 11569. .IK 


>64 






Seq. No. 


45006 








Seq. ID 


OJ000211_03. 0411. Cll 


Gene No. 


95066 








Strand 




Start 


2602 








End 


11664 


Name 


OJ000211 03. 


,0411. 


,Cll.o3. 


np 


Method 


AAT/NAP 


Start 


9710 








End 


9842 


GI 


4263825 








Score 


60 


Exons 


9710. . 9842 












GI DescriD. 


(AC006067) putative helicase 


[Arabidopsis thaliana] 


Seq. No. 


45007 








Seq. ID 


OJ000211_03.0411.C13 


Gene No . 


95067 








Strand 


+ 


Start 


3723 








End 


9803 


Name 


OJ000211 03. 


,0411. 


C13.ol. 


np 


Method 


AAT/NAP 


Start 


3723 








End 


9803 


GI 


5922631 








Score 


6675 


Exons 


3723. .3846, 


4105. 


.4349, 


4605. 


.4807, 4853. .5417, 5460. .5618, 




.5745. .6670, 


7276. 


.9803 









GI Descrip. (AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 I dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



46239 



Seq. No. 


45007 








Seq. ID 


OJ000211_03.0411 


.C13 


Gene No. 


95068 








Strand 


+ 






14768 








JjUU 


i c o o o 

1 J J . 




Name 


OJ000211 03. 


0411. 


LI J . Ol 


.gp 


Method 






btalt 


14768 








c^na 


i COOT 






none 








Score 


i ncrt 
IUjU 






14768. .15323 












Seq. No. 


45007 








Seq. ID 


OJ000211_03.0411 


.C13 


Gene No. 


95069 








Strand 






Otal L 


10167 








Jlil Id 


1 D H D 7? 




Name 


OJ000211 03. 


0411. 


L/J. O . Oo 


. tw 


Method 


i bLiAo ia : wneat 




Otdl L 


5029 








jiina 


R /I "3 1 




C T 


none 








Score 


Z / D 




LAUI lo 


5029. .5298, 


5030. 


• J 4 J X 










Seq. No. 


45007 








Seq. ID 


OJ000211_03.0411 


.C13 


Gene No. 










Strand 








10167 . 








End 


16459 




Name 


OJ000211 03. 


0411. 






Method 


TBLASTX: Wheat 




Of a -v-4- 
OLaiL 


' 6011 








End 


6465 




PT 


none 








Score 


134 




Exons 


6011. . 618.7, 


6013. 






.6372, 6236. .6373, 6382. .6465 


Seq. No. 


45007 








Seq. ID 


OJ000211_03.0411 


.C13 


Gene No. 










Strand 






OLqiL 


10167 








End 


16459 




Name 


OJ000211 03. 


0411. 






Method 


TBLASTX: Wheat 




Q+- -3 


6652 








End 


7011 




c t 


none 








Score 


391 




Exons 


6652. .7011, 


6666. 


. / U 1 u , 


ODD/. 


.7011 






Seq. No. 


45007 








Seq. ID 


OJ000211_03.0411 


.C13 


Gene No. 


y u u d _7 








Strand 






OLaiL 


10167 








End 


16459 




Name 


OJ000211 03. 


0411. 


Li j . Oj 




Method 


TBLASTX: Maize 






6817 








End 


7172 






none 








Score 


191 




Exons 


6817. .7017, 


6834. 


. / U 1 D , 


7 n n q 
/ U U o . 


.7172, 7022. .7162 




Seq. No. 


45007 








Seq. ID 


OJ000211_03.0411 


.C13 


Gene No. 










Strand 








10167 








End 


16459 




Name 


OJ000211 03. 


0411. 


Ll j . Ol . 


tw 


Method 


TBLASTX: Wheat 




Qf- 3 -r t- 


7041 








End 


7460 




P T 


none 








Score 


517 




LaUIIo 


7041. .7460, 


7043. 


"7 0 /I £ 


TORT 


.7457, 7349. .7459 




Se.q. No. 


45007 








Seq. ID 


OJ000211_03.0411 


.C13 


Gene No . 


95069 








Strand 






Start 


10167 








End 


16459 




Name 


OJ000211 03. 


0411. 


C13.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


7176 








End 


7403 




GI 


none 








Score 


204 




Exons 


7176. . 7403 














Seq. No. 


45007 








Seq. ID 


OJ000211_03.0411 


.C13 



46240 



Gene No. 


95069 








Strand 






Start 


10167 

J. yj x \J f 








End 


16459 




LNcllllt; 


o.tooo91 i 03 




PI ^ r»1 


■ L.S 


Method 


TBLASTX : Soybean 






7 335 _ 








End 


7736 




yj x 


none 








Score 


304 






7335 7736 


735? 


74 95 


7383 


.7538, 7532.. 7702 






4 5007 








Seq. ID 


OJ000211_03.0411 


pi 7 


Gene No. 


95069 








Strand 






Start 


10167 








End 


16459 




Name 


OJ000211 03 


.0411 


. C13 . o2 


. tm 


Method 


TBLASTX: Maize 




Start 


7403 ~~ 








End 


7847 




GI 


none 








Score 


287 




fTynn s 


7403 7657 


7404 


. . 7 658 , 


74 04. 


.7661, 7671. .7811, 7680. .71 






7821 7847 














Seq. No. 


45007 








Seq. ID 


OJ000211_03.0411 


.C13 


Gene No. 


95069 








Strand 






Start 


10167 








End 


16459, 




Name 


O.T00091 1 03 


0411 


PI 3 r>9 




Method 


TBLASTX: Wheat 




Start 


7505 _ 








End 


7934 




GI 


none 








Score 


416 




TT vnn ^ 

i_j w 1 1 o 


7505 7690 


7 506 

» J W \J 


7 934 

. . / Z> J 1 , 


7 7 99 

/ / Zf Zf . 


.7933 






Seq. No. 


45007 








Seq. ID 


OJ000211_03.0411 


.C13 


Gene No. 


95069 








Strand 






Start 


10167 








End 


16459 




Name 


O.700091 1 03 


0411 

. U *i X X 


P1 3 n9 




Method 


TBLASTX: Soybean 




91" a rt- 

iJ l_ CI J- L. 


7962 ~~ 








End 


8350 




GI 










Score 


92 




Pvnn <=; 

1—1 \-S 1 1 O 


7962 8066 

l Z* \J C* . • U U U U / 


7 970 

/ Z? 1 \J 


8056 


8106 

O X \J \j • 


.8348, 8111. .8350 




Seq. No. 


45007 








Seq. ID 


OJ000211_03.0411, 


.C13 


Gene No. 


95069 








Strand 






Start 


10167 








End 


16459 




Name 


O.T00091 1 03 


0411 

U *± X X 


P1 3 r>4 


» L W 


Method 


TBLASTX: Wheat 




Start 


7971 ~~ 








.End 


8395 




GI 


none 








Score 


402 




P von 


7971 8393 


7 976 

' Z* 1 U i 


P 395 










Seq. No. 


45007 








Seq. ID 


OJ000211_03.0411, 


.C13 


Gene No. 


95069 








Strand 






Start 


10167 








End 


16459 




Name 


OiT00091 1 03 


0411 


PI a1 


. cm 


Method 


TBLASTX: Maize 




Start 


8703 ~ 








End 


9068 




GI 


none 








Score 


413 




F.vnn^ 

V_/ 1 1 o 


8703 8924 


8705 


9098 


8 70 6 


.9029, 9021. .9068 




Seq. No. 


45007 








Seq. ID 


OJ000211_03.0411. 


C13 


Gene No. 


95069 








Strand 






Start 


10167 








End 


16459 




Name 


OJ000211 03. 


0411. 


,C13.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


8711 








End 


9100 




GI 


none 








Score 


394 




Exons 


8711. .9022, 


8712. 


, .9098, 


9053. 


.9100 






Seq. No. 


45007 








Seq. ID 


OJ000211_03.0411. 


C13 



46241 



Gene No. 


95069 


C 4- y+- 
jLdi L 


i ni £7 


Name 










none 


XT' v /-> •pi o 


Q?1 ^ 


Seq. No. 


45007 


Gene No. 


95069 


OL.Cti.L- 




Name 


r* Tfi n n 9 

Uu UUUi 


O Ldi L 




PT 


none 


I* 1 vnn q 

LiAUlio 




C^ct Mo 


a snm 

*i JUU / 


uCllC LNLJ . 




Start 


10167 


Name 


OJ0002: 


9t^rt 

J Lai L 




C T 


none 


Exons 


101 £7 
IUlO / . 




1 1 QOO 

±±0 3/. . 




1 coon 


Seq. No. 


45007 


Gene No. 


95069 


Start 


10167 


Name 


OJ0002! 


Start 


10170 



GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 
f_ Start 
1^ Name 
w . Start 

GI 

Exons 



Strand 
End 

Method 

End 

Score 



16459 

TBLASTX: Wheat 

9827 

354 



9213.. 9704, 9233.. 9319, 9368. .9472, 9696.. 9827 



Seq. ID OJ000211_03.0411.C13 
Strand 
End 

Method 
End 
Score 



16459 

TBLASTX: Maize 

9788 

158 



9534. .9707, 9581. .9706, 9686. .9787, 9687. . 97£ 



_03.0411.C13.o2.np 



6691716 
10170. .10618, 
11397. .11576, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000211_03.0411.C13 

16459 
GENSCAN 
16145 
.71 

L9, 11397. .11755, 
35, 14933. .15018, 



OJ000211_03.0411.C13 

16459 
AAT/NAP 
13088 
2450 



10692. .10805, 10955. . 11057, 11 132 .. 11319, 
11653. .11755, 11832. .12010, 12199.. 13088 
(AP000492) hypothetical protein [Oryza sativa] 
gil 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



45007 Seq. ID 

95069 Strand 

10167 End 
OJ000211_03.0411.C13.o9.tw Method 

12714 . . End 

none Score 
12714. .12968 



OJ000211_03.0411.C13 
16459 

TBLASTX: Wheat 

12968 

204 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



45007 Seq. ID OJ000211_03 . 04 11 . C13 

95069 Strand 

10167 End 16459 

OJ000211_03.0411.C13.o3.np Method AAT/NAP 

14003 End 16459 

81286 Score 137 

14003. .14111, 15334. .15679, 16219. .16459 

extensin - Volvox carteri (fragment) gi | 21992,| emb | CAA4 6283 | 
(X65165) extensin [Volvox carteri] 



45008 
95070 



Seq. ID OJ000211_03.0411.C14 
Strand + 



46242 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

ExonsV • 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



OJ000211_03.0411.C14.ol.np 
1 

5734621 



End 

Method 

End 

Score 



6275 
AAT/NAP 
5603 
239 



1..82, 882. .983, 1296. .1536, 5514. .5603 

(AP000391) ESTs AU067992 (C11433) , AU077424 (C11433) correspond to 
a region of the predicted gene.; Similar to ABC transporter-7 
(U43892) [Oryza sativa] 



45008 
95070 
1 

OJ000211_03.0411.C14.ol.gs 
122 
none 

122. .181, 575. .884, 1137. .1291 



Seq. ID OJ000211_03.0411.C14 

Strand + 

End 6275 

Method GENSCAN 

End 1291 

Score .48 



45008 
95070 
1 

OJ000211_03.0411.C14 .ol.gp 
3493 

13258_1.R1084 
3493. .3798, .5764. .6275 

, 4959460/gb|AF126053.1|AF126053 1.0e-09 Zea mays RACB small GTP 
binding protein mRNA, complete cds ' 



Seq. ID OJ000211_03.0411.C14 

Strand + 

End 6275 

Method AAT/GAP 

End 6275 

Score 1505 



45008 
95070 
1 

OJ000211_03.0411.C14 .ol. tw 

3602 

none 



Seq. ID OJ000211_03.0411.C14 

Strand + 

End 6275 

Method TBLASTX : Wheat 

End 3793 

Score 58 



3602.. 3673, 3605.. 3793, 3606.. 3788, 3731.. 3793 



45008 
95070 
1 

OJ000211_03.0411.C14.ol.tm 

3605 

none 

3605.. 3673, 3618.. 3791, 3620. 



Seq. .ID OJ000211_03.0411.C14 
Strand + 

6275 

TBLASTX: Maize 
3793 
73 



End 

Method 
End 
Score 
,3793 



45008 
95070 
1 

OJ000211_03.0411.C14.o2.np 
3609 
6522622 
3609. .3773 

(AL133298) putative protein [Arabidopsis thaliana] 



Seq. ID OJ000211_03.0411.C14 
Strand + 

6275 

AAT/NAP ■ 
3773 
255 



End 

Method 

End 

Score 



45008 
95070 
1 

OJ000211_03.0411.C14 .ol.tc 
3611 



Seq. ID OJ000211_03.0411.C14 

Strand + . 

End 6275 

Method TBLASTX : Cress 

End 3773 



46243 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 

3611. .3769, 3618. .3773 

45008 

95070 Strand 
1 End 
OJ000211_03 . 0411 . C14 . ol . ts Method 
3611 End 
none Score 

3611. .3673, 3618. .3773, 3620. .3772 



258 



Seq. ID OJ000211_03.0411.C14 
+ 

6275 

TBLASTX: Soybean 
3773 
67 



45009 
95071 
46 

OJ000301_05 . 04 04 . C2 . ol . gs 
46 

none 

46. .127, 414. .558, 1080. .1159 

45010 
95072 
72 

OJ000301_05.0404 .C3.ol.np ■ 
72 - 

7487482 

72. .150, 255.-352, 480. .559, 
1231. .1332, 1695. .1817, 1886. 
hypothetical protein T27E13.9 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_05.0404.C2 

1159 
GENSCAN 
1159 
. 6 



Seq. ID OJ000301_05.0404 .C3 

Strand + 

End 6420 

Method AAT/NAP 

End 2016 

Score 523 

764. .845, 935. .1005, 1080. .1162, 
.2016 

Arabidopsis thaliana 



gi 131504031 gb | AAC16955 . 1 | 
[Arabidopsis thaliana] 



(AC004165) hypothetical protein 



Seq. No. 45010 Seq. ID 

Gene No. 95072 Strand 

Start 72 End 

Name OJ000301_05 . 04 04 . C3 . ol . gp Method 

Start 301 End 

GI LIB3474-005-P1-K1-D1 Score 

Exons 301. .352, 480. .559, 764. .829 

GI Descrip. '3150403 1.0e-09 (AC004165) hypothetical protein [Arabidopsis 
thaliana] f 



OJ000301__05.0404 ,C3 
+ 

6420 
AAT/GAP 
829 
343 ' 



Seq. No. 45010 Seq. ID 

Gene No. 95072 Strand 

Start 72 End 

Name OJ000301_05 . 0404 . C3 . ol . gs Method 

Start 4 80 End 

GI none Score 
Exons 



OJ000301_05.0404 .C3 
+ 

6420 
GENSCAN 
6283 
.85 



480. .559, 764. .845, 935. .1005, 1083. .1162, 1231. .1328, 
1694. .1817, 1919. .2001, 2099. .2147, 2236. .2303, 2879. .3241, 
3617. .4082, 4187. .4446, 4544. .4804, 4977. .5056, 5162. .5267, 
5364. .5477, 5558. .5656, 5808. .5897, 6029. .6283 



Seq. No. 45010 Seq. ID 

Gene No. 95072 Strand 

Start 72 End 

Name OJ000301_05 . 0404 . C3 . o2 . gp Method 

Start 1757 End 



OJ000301_05.0404.C3 
+ 

6420 

AAT/GAP 

2703 



46244 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 



none Score 1042 

1757. .1817, 1919. .2001, 2099. .2147, 2236. .2303, 2387. .2703 



45010 
95072 
72 

OJ000301_05 . 04 04 . C3 . o2 . np 

3816 

6682628 

3816. .4082, 4210.'. 4446, 4544, 
5364. .5477, 5558. .5656, 5808, 



Seq. ID OJ000301_05.0404.C3 

Strand + 

End 6420 

Method AAT/NAP 

End 6420 

Score 1278 

.4765, 4977. .5056, 5162. .5267, 
.5897, 6029. .6294, 6382.. 6420 



(AC016163) putative ATP-dependent RNA helicase [Arabidopsis 
thaliana] 



Seq. No. 


45010 


Seq. ID 


OJ000301JD5.0404 .C3 


Gene No . 


95073 


Strand 




Start 


3470 


End 


3665 


Name 


OJ000301 05.0404.C3.ol.ts 


Method 


TBLASTX: Soybean 


Start 


299 


End 


2160 


GI 


none 


Score 


58 




299. .358, 301. .357, 464. .514 


, 477. .554, 


594. .650, 765. .848, 




932. .1006, 934. .1017, 1072.. 


1164, 1074. 


,.1166, 1215. .1331, 




1229. .1333, 1230. .1334, 1693 


..1815, 1694. .1822, 1894. .2013, 




1903. .2001, 1919. .2035, 2096 


..2149, 2098. .2160 


O C ^ * V* \J . 


45010 


Seq. ID 


OJ000301_05.0404 . C3 




95073 


Strand 




Start 


3470 


End 


3665 


Name 


OJ000301 05.0404.C3.o3.gp 


Method 


AAT/GAP 


Start 


3470 


End 


3665 


GI 


24989 1.R1084 


Score 


304 


1_J ^v. \-/ 1 L O 


3470. .3665 






OX UC Jul 1U • 


1 5042437/gb|AC007789. 1 | AC007789 2.0e-13 Oryza sativa BAC T49B20 




genomic sequence, complete sequence 1 




Sea No 


45010 


Seq. ID 


OJ000301_05.0404 ,C3 




95074 . 


Strand 




Start 


3842 


End 


4446 


Name 


OJ000301 05.0404.C3.o3.ts 


Method 


TBLASTX : Soybean 


Start 


3842 


End 


4446 


GI 


none 


Score 


293 


Exons 


3842. .4024, 3846. .4118, 4207 


..4446, 4209. .4445 


Seq. No. 


45010 


Seq. ID 


OJ000301_05.0404.C3 


Gene No. 


95074 


Strand 




Start 


3842 


End 


4446 


Name 


OJ000301 05.0404 .C3.o2.tc 


Method 


TBLASTX: Cress 


Start 


3996 


End 


4434 


GI 


• none 


Score 


97 


Exons 


3996. .4070, .4065. .4118, 4207 


..4338, 4209. .4322, 4363. .4434 


Seq. No. 


45010 


Seq. ID 


OJ000301_05.0404.C3 


Gene No. 


95075 


Strand 




Start 


4541 


End 


4762 


Name 


OJ000301 05.0404.C3.o3.tm 


Method 


TBLASTX: Maize 


Start 


4541 


End 


4762 


GI 


none 


Score 


192 



46245 






4 541 4 769 


4555 . 


4 7 9ft 








Seq. No. 


45010 








Seq. ID 


OJ000301_05.0404 .C3 


Gene No. 


95075 








Strand 




Start 


4541 








End 


4762 


Name 


OJ000101 OS 


. 0404 . 


CI r>4 


L. O 


Method 


TBLASTX : Soybean 


Start 


4 541 ~* 








End 


4743 


GI 


none 








Score 


278 


i-J AWl i i— > 


4541 4735 


4541 . 


4726 


454 3 


.4743, 4543. .4734 


Sea No 


45010 








Seq. ID 


OJ000301_05.0404 ,C3 


VJC11C INU • 


95076 








Strand 




Start 


4970 








End 


6283 


Name 


OJ000301 05, 


,0404. 


C3.ol. 


tc 


Method 


TBLASTX : Cress 


Start 


4970 








End 


6280 


GI 


none 








Score 


91 


F.xon s 


4970 5056 


4971 . 


. 5057 , 


ST 63 


.5267, 5241.. 5273, 5370.. 5477, 




5372 5455 


5403 . 


.54 77, 


554 6 
^ «j i \j . 


.5656, 5555. .5614, 5557. .5664, 




5808 5894. 


6029 . 


. 6280, 


6037 . 


.6255, 6038.. 6268 


Qprr No 


4 5010 








Seq. ID 


OJ000301_05.0404 .C3 




95076 








Strand 




Start 


4970 








End 


6283 


Name 


OJ000301 05. 


0404 . 


C3.ol. 


tm 


Method 


TBLASTX .Maize 


Start 


5178 








End 


5644 




none 








Score 


58 


X? von q 


517ft 599ft 


SI 7ft 


5907 


SI ft Q 


.5263, 5204.. 5266, 5205.. 5267 , 




591ff 596ff 


■J <L O . 


S9 67 


5165 


.5475, 5369. .5476, 5370. .5477, 




5550 5611 


SSSS 
j j j j ■ 


S 64 4 

■ JU41 / 


SSSS 

J J J J • 


.5644 




Seq. No. 


45010 








Seq. ID 


OJ000301_05.0404.C3 


Gene No. 


95076 








Strand 




Start 


4970 








End 


6283 


Name 


ojoooioi os 


04 04. 


PI r>? 




Method 


TBLASTX: Soybean 


Start 


6026 _ 








End 


6280 


GI 


none 








Score 


334 


Exons 


6026 6280 


6037 . 


. 6279 








Seq'. No. 


45010 








Seq. ID 


OJ000301_05.0404.C3 


Gene No. 


95076 








Strand 




Start 


4 970 








End 


6283 


Name 


o.toooioi os 


04 04 


PI n9 




Method 


TBLASTX: Maize 


o l. a. J- u 


61 02 ~~ 








End 


6283 


GI 


none 








Score 


110 




6102 6227 




697ft 


6101 

VJ -L \J J • 


.6279, 6104. .6280, 6104. .6283 


Seq. No. 


45011 








Seq. ID 


OJ000301_05.0404 .C5 


Gene No. 


95077 








Strand 


+ 


Start 


532 








End 


780 


Name 


OJOOOIOI OS 


04 04 


rs n1 


gs 


Method 


GENSCAN 




*j *j 








End 


780 


GI 


none 








Score 


.56 


Exons 


532. .780 












Seq. No. 


45012 








Seq. ID 


OJ000301_05.0404.C7 


Gene No. 


95078 








Strand 




Start 


164 








End 


2122 



46246 



Name 

Start 

GI 

Exons 



OJ000301_05 . 0404 . C7 . ol . ts Method TBLASTX : Soybean 

156 End 1083 

none Score 81 

156. .254, 173. .250, 177. .284, 378. .467, 388. .456, 397. .468, 
798. .974, 803. .973, 1042. .1083 



OJ000301 05. 0404. C7 



Seq. No. 45012 Seq. ID _ 

Gene No. 95078 Strand - ~ 

Start 164 End 2122 

Name OJ000301_05 . 0404 . C7 . ol . np Method AAT/NAP 

Start 164 End 2122 

GI 2501231 Score 473 

Exons 164. .259, 387. .455, 803. .962, 1049. .1108, 1193. .1380, 

1469. .1501, 2066. .2122 
GI Descrip. HYPOTHETICAL 38.1 KD PROTEIN gi | 99505 | pir | | S24 930 hypothetical 

protein - pink corydalis gi | 18258 | emb | CAA4 5139 I (X63595) protein 

of unknown function [Corydalis sempervirens ] 

gi I 444333 Iprf | | 1906382A pCSC71 protein [Corydalis sempervirens] 



Seq. No. 45012 
Gene No. 95078 
Start 164 

Name OJ000301_05 . 0404 . C7 . ol . tm 

Start 166 
GI none 

Exons 166. .261, 171. .260, 173. .262, 

801. .974, 802. .957, 803. .973, 
"1189.. 1224, 1192. .1236 



Seq. ID OJ000301_05.0404.C7 
Strand 
End 

Method 
End 
Score 

387. .467, 388. .456, 390. .464, 



2122 

TBLASTX: Maize 

1236 

80 

388. .456, 390. 



1031. .1114, 1042. . 1110, 



Seq. No. 


45012 


Seq. ID 


OJ000301_05.0404 


Gene No. 


95078 


Strand 




Start 


164 


End 


2122 


Name 


OJ000301 05. 0404. C7 


.ol.gs Method 


GENSCAN 


Start 


387 


End 


2037 


GI 


none 


Score 


.82 


Exons 


387. .455, 803. .962, 


1199. . 1380, 1469. . 


1555, 1881. .2037 


Seq. No. 


45013 


Seq. ID 


OJ000301_05.0404' 


Gene No. 


95079 


Strand 


+ 


Start 


7358 


End 


9641 


Name 


OJ000301 05. 0404. C8 


,o2.np Method 


AAT/NAP 


Start 


7358 


End 


9201 


GI 


7485719 


Score 


115 


Exons 


7358.. 7383, 8536.. 8 


817, 9106. .9201 





GI. Descrip. hypothetical protein F18E5.40 - Arabidopsis thaliana 

gi|3080386|emb|CAA18706.1| (AL022603) hypothetical protein 

[Arabidopsis thaliana] gi | 3402761 | emb | CAA20207 . 1 | (AL031187) 

hypothetical protein [Arabidopsis thaliana] 

gi I 72 68939 | emb | CAB8124 9 . 1 1 (AL161555) hypothetical protein 

[Arabidopsis thaliana] 



Seq. No. 45013 Seq. ID 

Gene No. 95079 Strand 

Start 7358 End 

Name OJ000301_05 . 04 04 . C8 . o3 . gs Method 

Start 8369 End 

GI none Score 



OJ000301_05.0404.C8 
+ 

9641 
GENSCAN 
9641 
.43 



46247 




Exons 8369.. 8451, 8502.. 8888, 9420.. 9524, 9542.. 9641 



Seq. No. 


45013 


Seq. ID 


OJ000301_05.0404 


.C8 


Gene No . 


95080 


Strand 


+ 




Start 


10025 


End 


12907 




Name 


OJ000301 05 0404 C8 o4 as 


Method 


GENSCAN 




Start 


10025 ~ 


End 


11638 




GI 


none 


Score 


.62 




Exons 


10025. .10798, 10954 . . 11077. 


11158. .11226, 11346. .11435, 






11527 . . 11638 








Seq. No. 


45013 


Seq. ID 


OJ000301JD5.0404 


.C8 


Gene No . 


95080 


Strand 


+ 




Start 


10025 


End 


12907 




Name 


OJ000301 05.0404 .C8.o3.np 


Method 


AAT/NAP 




Start 


10932 


End 


12907 




GI 


2760319 


Score 


136 




Exons 


10932. . 11077, 11158. .11226, 


11346. .11435, 12854.. 12907 




GI Descrip. 


(AC002130)- FIN21.3 [Arabidopsis thaliana] 




Seq. No. 


45013 


Seq. ID 


OJ000301_05.0404 


.C8 


Gene No. 


95081 


Strand 






Start 


645 


End 


3317 




Name 


OJ000301 05.0404.C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


636 


End 


1773 




GI 


none 


Score 


174 




Rxon <3 

i_j \^ 1 1 o 


636. .743, 637. .741, 854. .949 


, 855. .950, 1258. .1461, 128 


4. .1463, 




1290.. 1463, 1301.. 1468, 1561 


..1629, 1568.. 1633, 1568.. 1633, 




1729. .1773, 1729. .1773 








Seq. No. 


45013 


Seq. ID 


OJ000301_05.0404 


.C8 


Gene No. 


95081 


Strand 






Start 


645 


End 


3317^ 




Name 


OJ000301 05.0404.C8.ol.np 


Method 


AAT/NAP 




Start 


645 


End 


3317 




GI 


2501231 


Score 


821 




Exons 


645. .740, 854. .922, 1301 . . 14 60, ■ 1568 . . 


1627, 1730.. 1917, 






2038.. 2154, 2260.. 2374, 3018 


.-.3073, 3189.. 3317 





GI Descrip. HYPOTHETICAL 38.1 KD PROTEIN gi | 99505 | pir | | S24 930 hypothetical 



protein - pink corydalis gi | 18258 | emb | CAA4 5139 | (X63595) protein 
of unknown function [Corydalis sempervirens ] 

gi I 444333 | prf | I1906382A pCSC71 protein [Corydalis sempervirens] 



Seq. No. 


45013 






Seq. ID 


OJ000301_05.0404 .C8 


Gene No. 


95081 






Strand 




Start 


645 






End 


3317 


Name 


OJ000301 


05. 0404. C8 


.ol.tc 


Method 


TBLASTX: Cress 


Start 


654 






End 


1463 


GI 


none 






Score 


71 


Exons 


654. .743, 


658. .741, 


854. .949, 


858. .923, 


1284. .1463, 1292. .1462 


Seq. No. 


45013 






Seq. ID 


OJ000301_05.0404.C8 


Gene No. 


95081 






Strand 




Start 


. 645 " 






End 


3317 


Name 


OJ000301 


05. 0404. C8, 


.ol. ts 


Method 


TBLASTX: Soybean 


Start 


654 






End 


1611 


GI 


none 






Score 


77 



46248 




Exons 


£R/1 7*5/1 CCC *7 "3 C Qtc QkAA 
O Jfi . . 1 OH t DJJ. . / JJ , ODD. . yHH , 


Qcn QA Q 


, xzo4..x4bb, l^yz..l 




1 Rf^l 1 £1 1 1 R£7 IfiHR 
I Jul . ■ x O 1 1 / ±00/. . 1DU J 






OcCJ. IN O . 


45013 


Seq. ID 


ri Tnomm nc r\Ar\A o 


Gene No. 


95081 


Strand 




Start 


645 


End 


3317 


Name 


OJ000301 05. 04.04. C8.ol.gs 


Method 


P 17 M Q p a M 




854 


End 


JJ X / 


VjX 


none 


Score 


. / j 


17 v /™\ t-i o 


8S4..922, 1301. .1460, 1568. .1627, 1730 


1Q1"7 onoo on££ 
. . 1 3 1 / , ZUjO. . Z U DO , 




9960 ^IRQ "3*317 

UU • . J / 1 , J X U .7 . * J J X f 






O e CJ . LN o . 


45013 


Seq. ID 


OJ000301_05.0404.C8 


Gene No. 


95081 


Strand 




Start 


64 S 

U *1 J 


End 


3317 


IN dliitr 




Method 


TBLASTX: Wheat 


o Lax L 


1 R RR ~~ 

X O J o 


End 


3067 






Score 


85 


Exons 


IRRft 1Q17 1R6V 1 Q^4 ?D?S 

1U JO • . X _7 X / , XO O J • • X -7 J *i , 6V JJ • 


.2076, 2119.. 2160, 2260.. 2370, 




9'30fi 9*371 "3D17 "3067 

t JUD. . Zj / l r jUI / . . J VJ O / 






o e cj . no. 


45013 


Seq. ID 


OJ000301_05.0404.C8 


Gene No. 


QROR 1 


Strand 




Start 


R 

Ofi J 


End 


3317 


Name 


n.Tnon^m or 0404 pr a9 -t-m 

WJUWUOUl UJ.UfiUfl.LO.U^-.Lill 


Method 


TBLASTX: Maize 


Of 3 y~4~ 


1 fifil *~ 

X O U X 


End 


3071 


PT 
ox 


none 


Score 


81 


Exons 


Iflfil 1 Q1 7 90^R 9070 9077 
XOOX..X-7X/, ZUJJ..*iU/U, tU / / i 


.2160, 2260. .2373, 2309. .2374, 




3015.. 3071, 3017.. 3070 






Seq. No. 


4 SOI 4 


Seq. ID 


OJ000301_05.0404.C9 


Gene No. 


QROR 9 


Strand 


+ 


Did! L 


R004 


End 


6335 


Name 


o.tooo^oi or 0404 pq o9 rr^ 

UUUUUJUI VJ J . VJ 4 VJ *i . L? , . L] o 


Method 


GENSCAN 




roo4 — 

J VJ VJ *3 


End 


6335 


PT 
KJ X 


none 


Score 


.89 


17 V TTi C 

Ej A(JI lo 


R004 6*3^ 

JVJVJ*i . • DJ JJ 






Seq. No. 


45014 


Seq. ID 


OJ00030i_05.0404.C9 


Gene No. 


95083 


Strand 


+ 


O Lai L 


9855 


End 


10172 


Name 


OJ000301 05.0404.C9.o2.gp 


Method 


AAT/GAP 


Otdll 


9855 


End 


10172 


PT 


2280610 


Score 


598 


Exons 


9855. .10172 






Q Kir^ 

oeq. ln o . 


45014 


Seq. ID 


OJ000301_05.0404 .C9 


Gene No . 


95084 


Strand 




Start 


4751.. 


End 


4850 


Name 


OJ000301 05.0404 .C9.ol.gp 


Method 


AAT/GAP 


Start 


4751 


End 


4850 


GI 


LIB34 77-003-P1-K1-E9 


Score 


119 


Exons 


4751. .4850 






GI Descrip. 


•24 98586/sp|Q40638 | MP01 ORYSA 


2.0e-24 MAJOR POLLEN ALLERGEN 



S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



46249 







4 501 4 






oeq . * .1 u 


ujuuujUi uo.u4U4.uy 




Gene No . 


95085 r- - 






Strand 






Start 


9957 






End 


10469 




Name 


OJ000301 05 


.0404 


.C9.ol.np 


Method 


AAT/NAP 




Start 


9957 




End 


10469 




GI 


7487480 






Score 


347 




Pv ori 

J_J j\ V^f 1 1 *j 


9957. .10469 












GI Descrip. 


hypothetical protein T27E13. 


3 - Arabidopsis thaliana 






gi | 2347189 | 


gb IAAC16928.il (AC002338) hypothetical protein 






[Arabidopsis thaliana] 








Seq. No. 


45014 






Seq. ID 


OJ000301_05.0404 .C9 




Gene No. 


95085 * 






Strand 






Start 


9957 






End 


10469 




Name 


OJ000301 05 


. 0404 


.C9.o3.gs 


Method 


GENSCAN 




Start 


ZJ _/ yj 1 




End 


10469 




GI 


none 






Score 


1 




Exons 


9957. .10469 












Seq. No. 


45014 






Seq. ID 


OJ000301_05.0404.C9 




Gene No . 


95086 






Strand 






Start 


13259 






End 


13878 




Name 


OJ000301 05 


.0404 


.C9.o2.tm 


Method 


TBLASTX: Maize 




Start 


7744 






End 


8407 


L.—e 


GI 


none 






Score 


77 


Vs? 


Exons 


7744 . .7899, 


7761 


..7898, 7767 


..7868, 7768. .7902, 7776. .7901, 






7894 . .8016, 


7906 


..8016, 7910 


..8068, 7924. .8046, 7950. .8009, 


i y 




7985. .8065, 


8039 


..8197, 8057 


..8212, 8058. .8216, 8067. .8174, 






8067. .8210, 


8067 


..8207, 8068 


..8178, 8072. .8224, 8159. .8251, 






8160. .8252, 


8197 


.8304, 8213 


..8305, 8240. .8392, 8242. .8397, 






8243. .8392, 


8249 


.8407, 8252 


..8401, 8254. .8400, 8255. .8404, 






8285. .8359, 


8331 


.8372 








Seq. No. 


45014 






Seq. ID . 


OJ000301_05.0404 .C9 


C3 


Gene No. 


95086 






Strand 






Start 


13259 






End 


13878 






OJ000301 05. 


0404 


C9.ol.tc 


Method 


TBLASTX: Cress 


£•.■=: 


Start 


10194 






End 


10482 


i™= 


GI 


none 






Score 


79 


Li 


Exons 


10194 . . 10295, 10201. . 10293, 


10302. .10478, 10303. .104 82 


3 3 


Seq. No. 


45014 






, Seq. ID 


OJ000301_05.0404.C9 




Gene No. 


95086 






Strand 






Start 


13259 






End 


13878 




Name 


OJ000301 05. 


0404 . 


C9.ol.ts 


Method 


TBLASTX: Soybean 




Start 


10194 






End 


10485 




GI 


none 






Score 


167 




Exons 


10194. .10301 


, 10302. . 10481, 


L0303. . 10485 




Seq. No. 


45014 






Seq. ID 


OJ000301_05.0404 .C9 




Gene No. 


95086 






Strand 






Start 


13259 






End 


13878 




Name 


OJ000301 05. 


0404 . 


C9.ol.tm 


Method 


TBLASTX: Maize 




Start ' 


10194 






End 


10470 




GI 


none 






Score 


93 




Exons 


10194. .10301, 10204. .10278, 10302. .104 6 


9, 10303.. 10470 



46250 





O C . LN . 


4 5014 


Seq. ID 


OJ000301_05.0404.C9 




Gene No. 


95086 


Strand 






Start 


13259 


End 


13878 




Name 


OJ000301 05.0404.C9.o2.np 


Method 


AAT/NAP 




Start 


13259 


End 


13878 




GI 


7339707 


Score 


154 




Rxons 


13259. .13406, 13484 .. 13564 , 


13649.. 13878 




GI Descrip . 


(AP001539) hypothetical protein • [Oryza 


sat i va ] 




Seq. No. 


45015 


Seq. ID 


OJ000301 05. 0404. C10 




Gene No. 


95087 


Strand 


+ 




Start 


1 


End 


9944 




Name 


OJ000301 05.0404.C10.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


655 




GI 


7339707 


Score 


125 




Exons 


1..238, 268. .426, 503. .655 








GI Descrip. 


(AP001539) hypothetical protein [Oryza 


sativa] 




Seq. No. 


45015 


Seq. ID 


OJ000301_05. 0404. C10 






95087 


Strand 


+ 




Start 


1 


End 


9944 




Name 


OJ000301 05.0404.C10.ol.gs 


Method 


GENSCAN 




Start 


70 


End 


8908 




GI 


none 


Score 


.66 






70. .269, 503. .638,' 710. .819, 


2245. .2327, 4020. .4102, 4518. .4897, 






5439.. 5550, 6703.. 6880, 7044 


..7246, 7324. .8040, 8158. .8214, 


fi% 
fi i 




8456. .8618, 8684. .8796, 8873 


. .8908 




La 

Ir.ssf 


Seq. No. 


45015 


Seq. ID 


OJ000301_05. 0404. C10 




Gene No . 


95087 


Strand 


+ 




Start 


1 


End 


9944 


rS 


Name 


OJ000301 05.0404.C10.ol.gp 


Method 


AAT/GAP 




Start 


3027 


End 


3114 




GI 


69953 1.R1084 


Score 


121 


~ ==. 


Rxon ^ 

<L-J *Y \J 1 1 


3027. .3114 








GI Descrip . 


, 5295936/dbj | AB026295 . 2 | AB026295 7.0e-34 Oryza sativa genomic 


: 




DNA, chromosome 6, clone,: P0681F10-, complete sequence' 




Sea. No. 


45015 


Seq. ID 


OJ000301 05/0404. C10 


f ~§ 


Gene No 


95087 


Strand 


+ 




Start 


1 


End 


9944 




Name 


OJ000301 05.0404.C10.o4.np 


Method 


AAT/NAP 




Start 


7031 


End 


9944 




GI 


7327825 


Score 


402 




Exons 


7031. .7225, 7324. .7503, 7612 


..8040, 8402. .8796, 8873. .9072, 






9742. .9818, 9909. .9944 








GI Descrip. 


(AL161946) putative protein 


[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45015 Seq. ID 

95087 Strand 

1 End 

OJ000301_05 . 0404 . C10 . o3 . np Method 

7061 End 

6016694 Score 



OJ000301_05. 0404 .C10 
+ 

9944 
AAT/NAP 
9763 
195 



7061. '.7225, 7324. .7482, 9742. .9763 

(AC009991) hypothetical protein [Arabidopsis thaliana] 



46251 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

GI Descrip. 



45015 Seq. ID OJ000301_05 . 0404 . CIO 

95088 Strand 

2940 End 4925 

OJ000301_05. 0404 .CIO. o2.np Method AAT/NAP 

2940 End 4925 

6539556 Score 185 .• 

2940. .2986, 4615. .4925 

(AP000836) hypothetical protein [Oryza sativa] 

gi I 6539593 | dbj IBAA8.8209.il (AP000837) hypothetical protein 

[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45015 Seq. ID 

95089 Strand 

6791 End 

OJ000301_05 . 0404 . C10 . o2 . tm Method 

6791 End 

none Score 



OJ000301_05. 0404 .C10 
7193 

TBLASTX: Maize 

7193 

103 



6791. .6901, 6793. .6882, 7037. .7186, 7037. .7186, 7044. .7193 



Seq. No. 45015 
Gene No. 95090 
Start 8709 

Name OJ000301_05 . 0404 . C10 . ol . tm . 

Start 8709 
GI none 

Exons 8709.. 8774, 8710.. 8796, 8848. 

8869. .9030, 8869. .9063, 8932. 
9741. .9815, 9749..9829, 9907. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000301 05. 0404. C10 



9944 

TBLASTX: Maize 
9944 
55 ■ 

9063, 8848. .9063, 8865. .9062, 
9069, 9730. .9819, 9741. .9824, 
9942, 9909. .9944 



Seq. No. 


45016 








Seq. ID 


Gene No. 


95091 








Strand 


Start 


953 








End 


Name 


OJ000301 05 


.0404 


.Cll.o2 


.gp 


Method 


Start 


953 








End 


GI 


none 








Score 


Exons 


953. .1327 , 










Seq. No. 


'45016 








Seq. ID 


Gene No. 


95091 








Strand 


Start 


953 








End 


Name 


OJ000301 05 


.0404 


.Cll.ol 


. gs 


Method 


Start 


1046 








End 


GI 


none 








Score 


Exons 


1046. .1830, 


2277 


. .2922 






Seq. No. 


45016 








Seq. ID 


Gene No. 


95091 








' Strand 


Start 


953 " 








End . 


Name 


OJ000301 05 


.0404 


.Cll.ol 


.np 


Method 


Start 


1265 








End 


GI 


4586055 








Score 


Exons 


1265. . 1830, 


2277 


. .2910 







OJ000301_05.0404 .Cll 
+ 

2922 
AAT/GAP 
1327 
738 



OJ000301_05.0404.C11 
+ 

2922 
GENSCAN 
2922 
.87 



OJ000301_05.0404.C11 
+ 

2922 
AAT/NAP 
2910 
1139 



GI Descrip. (AC007020) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 
Qene No. 
Start 



45016 
95092 
3166 



Seq. ID OJ000301_05.0404.C11 
Strand + 
End 3357 



46252 




Name 


OJUUUJU1 Uo 


, U4 U4 


. CI 1 . O J 


.gp 


Method 


AAT / GAP 




- J 1 bo 








bna 


ooo 1 


p t 
bl 


none 








Score 


*3 C A 

oo4 


Exons 


Ol C(T IOC"? 

J 1 0 D . . jjj / 












Seq. No. 


45016 








Seq. ID 


OJ000301_05. 0404 .Cll 


Gene No. 


95093 








Strand 






ZZ1D 










A O O 1 

4 Z Z 1 


Name 


UJUUUjUI uo 


C\ A C\ A 

. U 4 U4 


.Cll.o3 


. ts 


Method 


TBLASTX: Soybean 


Of arf 


y bo 








iiina 


14 14 


P T 


none 








Score 


lUo 


Exons 


7DO . . lUo / / 


y by . . 


1076, 1133.. 


i one 1 "ji q 
uub, i oi y 


~\ A "\ A 1 "301 i yi 1 o 

..1414, lozl..l41o 


Seq. No. 


45016 








Seq. ID 


OJ000301_05. 0404. Cll 


Gene No. 


95093 








Strand 




Q+- a r-+- 


9 9 1 £ 
ZZ1D 








End 


4221 


Name 


Pi Tfi n n "5 n i nc; 
UJ UUUjUI UD 


. U 4 U4 


.Cll.o3 


. tm 


Method 


TBLASTX: Maize 


C -f- -i >-+- 


i /i n 
14 1/ 








End 


1649 


P T 


none 








. Score 


300 


Exons 


1/11*7 1 £ /I T 


1 A O 1 

1 4 Z 1 


. .1648, 


1430 


. .1648, 1473. .1649 


Seq. No. 


45016 








Seq. ID 


OJ000301_05. 0404. Cll 


Gene No. . 


95093 








Strand 




Of 3 v-f 


9 9 1 £ 








End 


4221 


Name 


UJUUUoUl UO 


. U4 U4 


.Cll.o2 


ts 


Method 


TBLASTX: Soybean 


O +- -i -v~4- 


1 bU 1 








End 


2910 


P T 
lal 


none 








Score 


77 


Exons 


1 £ Pi 1 1 CQ*/ 

i bU 1 . . 1 bo / , 


i *7 n n 
1 / U U 


. .1831, 


2335 


. .2379, 2428. .2910 


Seq. No. 


45016 








Seq. ID 


OJ000301JD5. 0404. Cll 


Gene No. 


95093 








Strand 






9 9 1 £ 
Z Z 1 b 








End 


4221 


Name 


UJUUUJUI uo 


. U 4 U4 


.Cll.o3. 


tc 


Method 


TBLASTX: Cress 


Cf ^ v-f 

o tar t 


l b4 b 








End 


2520 


P T 


none 








Score 


212 




1 £ /I £ 1 Q *3 1 

i b4 b . . lo j1, 


i £/i £ 
1 b4 b 


. .1825, 


2269 


..2520, 2274. .2495 


oeq. no. 


4 o U 1 b 








Seq. ID 


OJ000301_05. 0404. Cll 


Gene No. 


95093 








Strand 




Start 


2216 








End 


4221 


Name 


pi innn^m n ^ 

UUUUUjUI UO 


. U 4 U 4 


.Cll.ol. 


tm 


Method 


TBLASTX: Maize 


o ran. 


1 / b 1 . 








End 


2687 


P T 


none 








Score 


82 


Exons 


1 "7 £ 1 1 QT) 

l / bi . . Loo/, , 


i i ao 
l / bZ 


. .1833, 


1763 


..1852, 1763. .1831, 2269. .2685, 




ZZ / 4 . . Z bo / 












OCvji LN (J • 


4 O U 1 O 








Seq. ID 


OJ000301JD5. 0404. Cll 


Gene No. 


95093 








Strand 




Start 


2216 








End 


4221 


Name 


OJ000301 05 


.0404 


.Cll.o2. 


np 


Method 


AAT /NAP 


Start 


2216 








End 


4221 


GI 


3738230 








Score 


381 


Exons 


2216. .2237, 


3763 


. .4221 









GI Descrip. (AB007790) DREB2A [Arabidopsis thaliana] 

gi|4126706|dbj |BAA36705|. (AB016570) DREB2A [Arabidopsis 
thaliana] 



46253 



Seq. No. 


45016 




Seq. ID 


OJ000301_05.0404.C11 


Gene No. 


95093 




Strand 






991 fi 
z z. x o 




r nr | 


4 991 

H Z.Z. X 


Name 


o.Tnnn^m ns n4n4 n l o9 


u o 


T\A \ 4— V"! /~\ 

lYie tnou 


1 Dijt\0 1 A . LIcSS 


Cf nv-f 

O Lax L 


9 fiH4 ~ 

Z. OU *i 




r nr l 

Ji.na 


9 Ql fi 

z, yi 0 


(IT 
\j X 


none 




Score 


14 1 
Jl j 


DAUI lO 


9fifl4 9RSS 9fiOS 9QH7 


9fi1 1 


9Q1 fi 




Seq. No. 


45016 




Seq. ID 


OJ000301_05. 0404 .Cll 


Gene No. 


95093 




Strand 




O Lai L. 


991 fi 




Hi 1 iH 


4 991 

*i Z. Z. X 




n.Tnnn^m 0404 n i o9 


gs 


LYlc UflvJU 




c •(- -3 >-t- 








4 1 Q Q 

ft X :? ;? 


\3 -L 


none 




Score 


S fi 


pvnn c; 


Hfi7 1P14 1QSQ 41QQ 








O t5 . LN . . 


4 R01 fi 




oeq. iiJ 


n mnmni nt; haha pi i 

UJUUU jUI UD.U4U4.L-1X 


Gene No. 


95093 




Strand 




Start 


2216 




End 


4221 ' 


Name 


OJ000301 05.0404.Cll.o4. 


gp 


Method 


AAT/GAP 


Start . 


3682 




End 


4023 


GI 


59584 1.R1084 




Score 


677 


Exons 


3682. .4023 








GI Descrip. 


, 3738230/dbj IBAA33794 | 1 


.'Oe- 


22 (AB007790) DREB2A [Arabidopsis 



thaliana] >gi_41267 06_dbj_BAA36705_ (AB016570) DREB2A 
[Arabidopsis thaliana] 1 





Seq. No. 


45016 








Seq. ID 


OJ000301_05.0404 


.Cll 




Gene No. 


95093 








Strand 








Start 


2216 








End 


4221 






Name 


OJ000301 05 


.0404 


.Cll.o2. 


tm 


Method 


TBLASTX: Maize 






Start 


3711 








End 


4034 






GI 


none 








Score 


313 






Exons 


3711. .4034, 


3748 


. .4029, 


3749. 


.4033 






O 


Seq. No. 


45016 








Seq. ID 


OJ000301_05.0404 


.Cll 


?"■■=! 


Gene; No . 


95093 








Strand 








Start ' 


2216 








End 


•4221 






Name 


OJ000301 05 


.0404 


.Cll.ol. 


tc 


Method 


TBLASTX: Cress 




t J 


Start 


3723 








End 


4167 






GI 


none 








Score 


110 






Exons 


3723. .4166, 


3819 


. .4061, 


3820. 


.4167 








Seq. No. 


45016 








Seq. ID 


OJ000301_05.0404 


.Cll 




Gene No. 


95093 








Strand 








Start 


2216 








End 


4221 






Name 


OJ000301 05 


.0404 


.Cll.ol. 


ts 


Method 


TBLASTX: Soybean 






Start 


3735 








End 


4079 






GI 


none 








Score 


235 






Exons 


3735. .4079, 


3772 


. .4062, 


3819. 


.4070 








Seq. No. 


45017 








Seq. ID 


OJ000301 05.0404 


.C12 




Gene No. 


95094 








Strand 


+ 






Start 


1435 








End 


2818 






Name 


OJ000301 05 


.0404 


,C12.ol. 


gs 


Method 


GENSCAN 






Start 


1435 








End 


2818 






GI 


none 








Score 


.64 





46254 





Exons 


14 JO. . iDZo, l/lZ.-l/OO, 


lo / y . 


.2085, 2512.. 2577, 


2714 . .2818 




Seq. No. 


45018 




Seq. ID 


OJ000301 


_05. 


0404 


.C13 




Gene No. 


95095 




Strand 


+ 










C4- -i v- 4- 

btart 


"7 Q 
/ o 




End 


1227 










Name 


UJUUUjUI Uj . U ft U4 . bio . Ol 


. gs 


Method 


GENSCAN 










Start 


*7Q 

/ o 




End 


1227 










bl 


none 




Score 


.92 










Exons 


7fl 9m £.C\A 




1102. . 1227 










Seq. No. 


45019 




Seq.- ID 


OJ000301 


_05. 


0404 .C14 




Gene No. 


95096 




Strand 












C+- n. v~4- 

otart 


1DZ 




End 


307 










Name 


UJUUUJUI Uj . U4U*I .blfl . Ol 


. gs 


Method 


GENSCAN 










btart 


1 DZ 




End 


307 










bl 


none 




Score 


.44 










Exons 


1 (TO OA! 

1DZ . . jU / 
















beq . no . 


' 45020 




Seq. ID 


OJ000301 


_05. 


n A C\ A 


. bz U 




Gene No. 


95097 




Strand 


+ 










Start 


9023 




End 


11640 










Name 


OJ000301 05.0404.C20.o4, 


.np 


Method 


AAT/NAP 










O 4- -> 4- 

bt art 


9023 




End 


11640 












2792188 




Score 


152 










Exons 


9023. .9215, 11018. .11445, 11537. .11640 










,J 
7 


GI Descrip. 


(AJ002236) Hcr9-9E [Lycopersicon pimpinellif olium] 






?■"; : 
I =? 


Seq. No. 


45020 




. Seq. ID 


OJ000301_ 


_05. 


n a n a 
U4 U 4t , 


. bZU 


~ 


Gene No. 


95097 




Strand 


+ 








U 


b tar t 


9023 




End 


11640 










Name 


OJ000301 05.0404.C20.o2, 


.gs 


Method 


GENSCAN 








=.1 

?r= 


Start 


10827 




End 


11600 












none 




Score 


.9 








=; 


Exons 


10827. .11600 














C=J 
"J 


beq . jno . 


45020 




Seq. ID 


OJ000301_ 


_05. 


0404 . 


.C20 




Gene No. 


95098 




Strand 












Start 


4641 




End 


8182 










Name 


OJ000301 05.0404 .C20.o2. 


.np 


Method 


AAT/NAP 










C 4 1 v- 4- 

b tar r 


4641 




End 


6325 










C T 

bl 


6721516 




Score 


596 










Exons 


4641. .4742, 4833. .4905, 


5343. 


.5682, 6093.. 6325 










GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 










beq . iNo . 


45020 




Seq. ID 


OJ000301_ 


_05. 


0404 . 


,C20 




Gene No. 


95098 




Strand 












Start 


4641 




End 


8182 










Name 


OJ000301 05.0404 .C20.O3, 


.np 


Method 


AAT/NAP 










btart 


6136 




End 


8182 










bl 


7340909 




Score 


199 










F, 5c n n ^ 
-t — i ^ w n j 


6136.. 6284, 6956.. 7295, 


7848. 


.8057, 8090. .8182 










GI Descrip. 


(AP001550) hypothetical 


protein [Oryza 


sativa] 










Seq. No. 


45021 




Seq. ID 


OJ000301_ 


_05. 


0404 , 


.C21 




Gene No. 


95099 




Strand 


+ 










Start 


1 




End 


1003 










Name 


OJ000301 05.0404.C21.ol. 


np 


Method 


AAT/NAP 









46255 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 
Score 



1003 
205 



6682625 
1..21, 135. .442, 593. .1003 

(AC016163) putative disease resistance protein [Arabidopsis 
thaliana] 



45022 Seq. ID 

95100 Strand 

1 End 

OJ000301_05.0404 .C22.ol.np Method 

1 End 

6635236 Score 



OJ000301_05.0404 .C22 
+ 

11173 
AAT/NAP 
11173 
1001 



1..280, 7730. .7855, 8006. .8292, 8365. .8740, 9176. .10349, 
11109. .11173 

(AB029327) elicitor-inducible receptor-like protein EIR 
[Nicotiana tabacum] 



.45022 Seq. ID 

95100 Strand 

I End 
OJ000301_05 . 0404 . C22 . ol . gp Method 

II End 
LIB3432-052-P1-K1-E4 Score 
11. .597 

, 4432871/gb|AAD20719| 3.0e-20 (AC006300) putative disease 
resistance protein [Arabidopsis thaliana] ' 



OJ000301_05.0404 .C22 
+ 

11173 
AAT/GAP 
597 
1055 



Seq. No. 


45022 








Seq. ID 


OJ000301 


Gene No. 


95100 








Strand 


+ 


Start 


1 








End 


11173 


Name 


OJ000301 05. 


0404 


.C22.o2 


.gs 


Method 


GENSCAN 


Start 


3332 








End 


4198 


GI 


none 








Score 


.56 


Exons 


3332. .3554, 


3677 


. .3957, 


4049. 


.4198 




Seq. No. 


45022 








Seq. ID 


.OJ000301 


Gene No. 


95100 








Strand 


+ 


Start 


1 








End 


11173 


Name 


OJ000301 05. 


0404 


.C22.o3 


.gs 


Method 


GENSCAN 


Start 


7369 








End 


10359 


GI 


none 








Score 


.66 


Exons 


7369. .8371, 


9572 


. .10359 








Seq. No. 


45022 








Seq. ID 


OJ000301 


Gene No. 


95101 








Strand 


+ 


Start 


13908 








End 


14372 


Name 


OJ000301 05. 


0404 


.C22.o5 


gs 


Method 


GENSCAN 


Start 


13908 








End 


14372 


GI 


none 








Score . 


.46 .. 


Exons 


13908. . 14372 












Seq. No.- 


45022 








Seq. ID 


OJ000301 


Gene No. 


95102 








Strand 


+ 


Start 


17314 








End 


18275 


Name 


OJ000301 05. 


0404 


C22.o7. 


gs 


Method 


GENSCAN 


Start 


17314 








End 


18275 


GI 


none 








Score 


.77 



46256 




Exons 


1 7*51 /l iTOT/i 1 T CL O "3 1 "7 "7 n "3 


17729.. 18275 




Seq. No. 


45022 


Seq. ID 


OJ000301 05.0404 


.C22 


Gene No. 


95103 


Strand 


- 




Of a v-h 


1 Q £ 1 


End 


2442 




Name 


UJUUUjUI U O . U f± U . £ . 0 1 . y S 


Method 


GENSCAN 




Of -1 vf 


loOl 


End 


2403 




pT 
o 1 


none 


Score 


.52 




Exons 


iQ£i omn on^n 01 ci ootq 


. .2403 






Seq. No. 


45022 


Seq. ID 


OJ000301 05.0404, 


.C22 


Gene No. 


95103 


Strand 


- 






1 oci 
1 0 0 X 


End 


2442 




Name 


UJUUUjUI Uj . U4 U4 . c . OZ . Cfp 


Method 


AAT/GAP 








End 


2442 






0/1 977 QP 


Score 


660 




C v i"t o 


0 1 0 Q 9d d 9 








Sea No 


45022 


j Seq. ID 


OJ000301JD5.0404 , 


POO 


Gene No. 


95104 


Strand 






Start 


5529 


End 


18725 




Name 


OJ000301 05.0404.C22.ol.ts 


Method 


TBLASTX: Soybean 




Start 


1 


End 


10220 




GI 


none 


Score 


198 




Exons 


1..207, 3. .368, 10. .210, 22. 


.210, 33.. 


137, 34. .207, 268, 


. .441, 



7954. .8238, 8047. .8229, 8119. .8289, 8302. .8595, 8467. .8739, 

8545. .8739, 8653. .8754, 8746. .8802, 8755. .8805, 8842. .8982, 

8920. .8964, 9070. .9174, 9133. .9321, 9148. .9321, 9217. .9357, 

9337.. 9657, 9346.. 9603, 9358.. 9603, 9436.. 9642, 9460.. 9552, 

9640.. 9747, 9652. .9780, 9829.. 10218, 9859. .9963, 9859 ..' 10056, 

9859. .9918, 9865. .10128, 9883. .10134, 9883. .10137, 9940. .10056, 
9942. .10220, 9994. .10059 



Seq. No. 45022 

Gene No. 95104 

Start 5529 

Name OJ000301_05 . 04 04 . C22 . ol . tw 

Start 1 

GI none 
Exons 



Seq. ID OJ000301 05.0404.C22 



Strand 
End 

Method 

End 

Score 



18725 

.TBLASTX: Wheat 
10206 
128 



1..279, 93. .341, 129. .290, 7753.-7845, 8047. .8238, 8107. .8289, 
8344. .8469, 8470. .8739, 9349. .9468, 9826. .10179, 10162. .10206 



Seq. No. 45022 

Gene No. 95104 

Start 5529 

Name OJ000301_05 . 0404 . C22 . ol . tc 

Start 9 

GI none 

Exons 9. .134, 8560. .8691, 9421 9540, . 9442 . 

9610. . 9738, 982 9. . 10005, 9876. . 9986 



Seq. ID OJ000301_05.0404 .C22 
Strand 

End 18725 

Method TBLASTX : Cress 

End 10005 

Score. 7 8 

, 9609, 9444 . .9605, 



Seq. No. 45022 Seq. ID 

Gene No. 95104 Strand 

Start . 5529 - End 

Name OJ000301_05 . 04 04 . C22 . ol . tm Method 

Start 37 End 

GI none Score 



OJ000301_05.0404 .C22 
18725 

TBLASTX: Maize 

10137 

76 



46257 




Exons 



37. .207, 8110. .8256, 8329. .8622, 8470. .8607, 9150. .9614, 
9151.. 9630, 9226.. 9639, 9227.. 9631, 9631.. 9696, 9639.. 9695, 
9865. .9924, 9994. .10137, 10030. .10131 





Seq. No. 


45022 


Seq. ID 


OJ000301_05.0404 .C22 




Gene No . 


95104 


Strand 






Start 


5529 


End 


18725 




Name 


OJ000301 05.0404 .C22.o2.tc 


Method 


TBLASTX: Cress 




Start 


136 


End 


10215 




GI 


none 


. Score 


- 65 




Exons 


136. .213, 139. .207, 7741. .7842, 8032., 


.8289, 8044.. 8289, 






8044.. 8553, 8056. .8229, 8311 


..8556, 8317. .8559, 8329. .8535, 






8329.. 8553, 8335.-8553, 9133 


..9357, 9193.. 9321, 9193.. 9321, 






9205.. 9345, 9208.. 9357, 9226 


..9339, 9349.. 9396, 10009 .. 10164 , 






10012. .10197, 10012. .10137, 


10012. .10128, 10012. .10131, 






10012. .10131, 10015. .10197, 


10018. .10134, 10021. .10155, 






10066. . 10215 








Seq. No. 


45022 


Seq. ID 


OJ000301_05.0404.C22 




Gene No. 


95104 


Strand 






Start 


5529 


End 


18725 




Name 


OJ000301 05..0404 .C22.o2.np 


Method 


AAT/NAP 




Start 


5529 


End 


18725 




GI 


544262 


Score 


-. 83 




Exons 


5529. .5595, 7558. .7643, 11450 .. 11582 , 


12936. .13036, 


\J 




14295. .14465, 15472 15678 , 


18687. .18725 


t n 


GI Descrio. 


PISTIL-SPECIFIC EXTENS IN-LIKE PROTEIN 


PRECURSOR (PELP) 


- 




gi|322761|pir| IJQ1696 pistil 


extensin- 


-like protein precursor 


r ^ 




(clone pMG15) - common tobacco gi | 19929 | emb | CAA7 8397 | (Z14019) 


i ; = 




pistil extensin like protein 


[Nicotiana tabacum] 




Seq. No. 


45022 


Seq. ID 


OJ000301_05.0404.C22 


hi 


Gene No. 


95104 


Strand 






Start 


5529 


End 


18725 




Name 


OJ000301 05.0404.C22.o3.gp . 


Method 


• AAT/GAP 




Start • 


7172 


End 


7561 




GI ' 


84553 1.R1084 


Score 


658 . - 




Exons 


7172. .7561 






W 


GI Descrip. 


f 4176420/dbj IBAA37167 | 2 . Oe- 


11 (AB008097) cytochrome P450 






[Arabidopsis thaliana] 1 






u 


Seq. No. 


45022 


Seq. ID 


OJ000301_05.0404.C22 




Gene No. 


95104 


Strand 






Start 


5529 


End 


18725 




Name 


OJ000301 05.0404.C22.o6.gs 


Method 


GENSCAN 




Start 


14982 


End 


15716 




GI 


none 


Score 


.75 




Exons 


14982. .15716 








Seq. No. 


45023 


Seq. ID 


OJ000301_05.0404.C23 




Gene No. 


95105 


Strand 


+ 




Start 


111 


End 


2558 




Name 


OJ000301 05. 0.404. C23.ol.gs 


Method 


GENSCAN 




Start /- 


111 


End 


2558 




GI 


none 


Score 


.65 




Exons 


111. .422, 443. .542, 1789. .1902, 2482.. 


2558 



46258 



# 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45023 Seq. ID 

95106 Strand 

3265 End 

OJ000301_05.0404 .C23.ol.np Method 

3240 End 

1184100 Score 



OJ000301_05.0404 .C23 

6424 
AAT/NAP 
6386 
86 



3240. .3773, 4 972..' . 5181, 6286. .6386 

(U45958) pistil extensin-like protein [Nicotiana alata] 



Seq. No. 45023 

Gene No. 95106 

Start 3265 

Name . OJ000301_05 . 04 04 . C23 . o2 

Start 3265 

GI none 

Exons 3265. . 3825 

Seq. No. 45023* 

Gene No. 95106 % " 

Start 3265 

Name OJ000301_05 . 04 04 . C23 . o3 

Start 4269 

GI none 

Exons- 4269.. 4321, 4688.. 5018, 

Seq. No. 45024 

Gene No. 95107 ' 

Start 1504 

Name OJ000301_05 . 04 04 . C25 . ol 

Start 1504 

GI none 

Exons 1504.. 2073 



Seq. ID OJ000301_05.0404 .C23 
Strand 

End 6424 

.gs Method GENSCAN 

End 3825 

Score 1 



Seq. ID OJ000301_05.0404.C23 
Strand 

End 6424 

.gs Method GENSCAN 

End 6424 

Score . 65 
5480. .5511, 5942. .6229, 6274. .6424 

Seq. ID OJ000301_05.0404 .C25 
Strand 

End 2073 

.gs Method GENSCAN 

End 2073 

Score 1 



Seq. No. 


45024 


Seq. ID 


OJ000301_05. 


0404. C25 


Gene No. 


95107 


Strand 






Start 


1504 


End 


2073 




Name 


OJ000301 05.0404.C25.ol.np 


Method 


AAT/NAP 




Start 


1513 


End 


2063 




GI 


1707022 


Score 


85 




Exons 


1513. .2063 








GI Descrip. 


(U78721) putative proline- 


rich protein 


[Arabidopsis 


thaliana 


Seq. No. 


45025 


Seq. ID 


OJ000301J35. 


0404. C26 


Gene No. 


95108 


Strand 






Start 


184 


End 


4925 




Name 


OJ000301 05.0404.C26.ol.gs 


Method 


GENSCAN 




Start 


184 


End 


4925 




GI 


none 


Score 


.85 




Exons 


184. .297, . 953. .1092, 1177. 


.1220, 3279.. 


3431, 3882.. 


3942, 




4481. .4925 









Seq. No. 45025 Seq. ID OJ000301_05 . 04 04 . C26 

Gene No. 95109 Strand 

Start 6721 End 9829 

Name OJ000301_05 . 0404 . C26 . o2 . gs Method GENSCAN 

Start 6721 End 7284 

GI none Score 1 



46259 



Exons 



6721. .7284 



Seq. No. 45025 

Gene No. 95109 

Start 6721 

Name OJ000301_05 . 0404 . C26 . ol . np 

Start 6733 

GI 7487528 

Exons 6733.. 6879, 
GI Descrip. 



OJ000301 05.0404.C26 



Seq. ID _ 
Strand 

End 9829 
Method AAT/NAP 
End 9823 
Score 149 
7209.. 7263, 9482.. 9823 
hypothetical protein T29F13.9 - Arabidopsis thaliana 
gi| 3132475 |gb|AAC16264 . 1 | (AC003096) putative proline-rich 
glycoprotein [Arabidopsis thaliana] 



U ^ VJ • LN m 


45025 










(Zpnp No 


95109 










Start 












Name 


OJ000301 05 


.0404 


.C26 


.o3 


.gs 


Start 


9272 










(IT 












DAU11D 












Cprr NJn 


45026 






















O Ldi. L 


1 QR 1 










Name 


UuUUUjUI VD 


. U fl U 4 


.C27 


o2 


. gs 


Start 


1981 










GI 


none 










Exons 


1981. .2106, 


2111 


. .2167 




Seq. No. 


45026 










Gene No. 


95111 










Start 


17 










Name 


OJ000301 05 


.0404 


C27 


ol 


gs 


Start 


17 










GI 


none 










Exons 


17. .184 










Seq'. No. 


45027 










Gene No. 


95112 










Start 


206 










Name' 


OJ000301 05 


.0404 


C28. 


ol. 


np 


Start 


206 










GI " 


1079136 










Exons 


206. .588 











Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_05.0404.C26 

9829 
GENSCAN 
9829 
1 



OJ000301_05.0404 .C27 
+ 

2167 
GENSCAN 
2167 
.63 



OJ000301J35 . 04 04 . C27 
184 

GENSCAN 

184 

.59 



OJ000301_ 
+ 

1992 
AAT/NAP 
588 
217 



05.0404 .C28 



GI Descrip. RNA-binding protein cabeza - fruit fly (Drosophila melanogaster ) 
gi|532788|gb|AAA86955.1| (U13178) RNA binding protein 
[Drosophila melanogaster] gi | 567 106 I gb | AAC4 1563 . 1 1 (L37083) RNA 
binding protein [Drosophila melanogaster] 



Seq. No. 45027 Seq. ID 

Gene No. 95112 Strand 

Start 206 End 

Name OJ000301_05 . 04 04 . C28 . ol . gs Method 

Start 219 End 

GI none Score 

Exons 219.. 1086, 1842.. 1992 



OJ000301_05.0404 .C2i 
+ 

1992 

GENSCAN 

1992 

1 " 



46260 



Seq. No. 45027 Seq. ID 

Gene No. 95112 Strand 

Start 206 End 

Name OJ000301_05 . 0404 . C28 . ol . gp Method 

Start 478 End 

GI 2310809 Score 

Exons 478..739 



OJ000301_05.0404 .C28 
+ 

1992 
AAT/GAP 
739 
500 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45027 
95113 
1911 

OJ000301_ 

314 

none 

314 . .346, 
648. .770 



05.0404.C28.o2.tm 



39S..433, 488. .613, 



Seq. ID OJ000301_05.0404.C28 

Strand + . . , 

End 2161 

Method TBLASTX : Mai ze 

End 770 

Score 50 

548. .634, 599. .700, 599.-769, 



Seq. No.. 45027 

Gene No. 95113 

Start 1911 

Name OJ000301_05 . 0404 . C28 . ol . tm 

Start 930 

GI none 

Exons 930.. 1088, 933.. 1088, 9.40.. 
1850. .1948 



Seq. ID OJ000301 05.0404.C28 



Strand 
End 

Method 
End 
Score 
1089, 1839. 



+ 

2161 

TBLASTX: Maize 

1948 

134 

.1946, 1841.. 1948, 



Seq. No. 45027 Seq. ID 

Gene No. 95113 Strand 

Start 1911 End 

Name OJ000301_05 . 04 04 . C28 . ol . ts Method 

Start 936 End 

GI none Score 

Exons 936.. 1088, 943.. 1089, 1839.. 1994, 1850 
2078. .2140 



OJ000301_05.0404 .C28 
+ 

2161 

TBLASTX : Soybean 

2142 

217 

,.1957, 2077. .2142, 



Seq. No. .45027 
Gene No. 95113 
Start 1911 

Name OJ000301 JD5 . 04 04 . C28 . ol . tw 

Start 1022 
GI none 

Exons 1022.. 1087, 1023.. 1088, 1023. 

1840. .1995, 1840. .1986,' 2076. 
2078. .2155, 2106. .2156 



Seq. ID OJ000301_05.0404.C28 

Strand + 

End 2161 

Method TBLASTX : Wheat 

End 2157 

Score 84 

.1088, 1024. .1089, 1839. .1991, 
.2123, 2077.. 2157, 2077.. 2154, 



Seq. No. 45027 Seq. ID 

Gene No. 95113 Strand 

Start 1911 End 

Name OJ000301_05 . 0404 . C28 . o2 . gp Method 

Start 1911 End 

GI 2798227 Score 

Exons 1911.. 1992, 2078.. 2161 



OJ000301_05.0404.C28 
+ 

2161 
AAT/GAP 
2161 
240 



Seq. No. 45028 Seq. ID 

Gene No. 95114 Strand 

Start 301 End 

Name OJ000301_05 . 04 04 . C2 9 . ol . gp Method 



OJ000301_05:0404 .C29 
+ 

619 

AAT/GAP 



46261 









EjilCl 










97QR997 

Z. / _7 O Z. Z. / 


Score 


j4 J 






Exons 












Seq. No. 


45028 


Seq. ID 


OJ000301_05.0404 


.C29 




Gene No. 


95114 


Strand 


+ 






OLal L 


301 


FnH 


\J X Zf 






LNcuUt: 


O.TfifiO^OI flS D404 P9Q nl rrc? 


Mot* h oo* 

Lie LUUU 


O Ej LN O ^rtlN 






O L a. i- L, 


^191 "~ 

J& X 


EjI 1U 


4 

*i ~J Z? 








none 


OL-Ul C 


1 5 








"391 4^Q 

Jill . i 4 










OCl{ * LNU • 


4 SD9Q 


Oc(^. x U 




n 




Gene No. 


95115 


Strand 


+ ~ 






Start 


1 


End 


971 






Mam^ 


OJ000301 04 .0403.Cl.ol.np 


Method 


AAT /NAP 
nnl / IN in. it 






C+- a r +- 
O Lai L 


1 


End . 


Q7 1 






\J J- 


5091513 -..,.-. 


Score 


1 1 a n 






P von q • 


1..971 : " 












(AB023482) Hypothetical protein [Oryza 


c: a +* t T7 a 1 
oaLl vaj 






Seq. No. 


45029 


Seq. ID 


OJ000301_04.0403, 


.CI 




Gene No. 


95115 


Strand 


+ 






OLal L 


1 


End 


Q7 1 

zt 1 X 






Ma m o 
LNcULltr 


OJ000301 04.0403.Gl.ol.gs 


Method 


oCjlNO^r-UN 




i =1 

f Fs 


q+- a r~t- 
O Cdx U 


323 


End 


ft ft ^ 








none 


Score 


4 Q 

. 4 z? 




i =F 


ITvnri c 
LiAUI 1 o 


323. .883 








tsJ 


Seq. No. 


45030 


Seq. ID 


OJ000301_04.0403. 


.C2 




Gene No. * 


95116 


Strand 


+ 






O U a. J. L. 


86 


End 


997 
z. z. / 




: 


Mam o 


OJ000301 04.0403.C2.ol.gs 


Method 








u Lai L 


86 


End 


997 

Z. Z. / 




□ 


\3 X 


none 


Score 


ft ^ 








86. .227 












45030 


Seq. ID 


OJ000301_04.0403. 


. ^z. 




UCIlC IN (J. 


95117 


Strand 






-~ 


C+- a r f 
o i_ a x L 


1 


End 


6009 




r 1 


Name 


OJ000301 04.0403.C2.ol.np 


Method 


AAT /NAP 






Start 


1 


End 


5985 






GI 


7486825 


Score 


887 






Exons 


1..27, 918. .1039, 1129. .1252, 


1336. .1388, 1478. .1665, 








2098. .2321, 2424. .2531, 2608. 


.2756, 28 


32. .2955, 3106. .3158, 






5835. .5985 












hypothetical protein T10I14.130 - Arabidopsis thaliana 








gi | 2832680 | emb | CAA16780 . 1 | (AL021712) 


putative protein 








[Arabidopsis thaliana] gi | 7.269076 | emb | CAB7 9185 . 1 | (AL161557; 






putative protein [Arabidopsis 


thaliana 


] 






Seq. No. 


45030 


Seq. ID 


OJ000301_04.0403. 


C2 




Gene No. 


95117 


Strand 








Start 


1 


End 


6009 






Name 


OJ000301 04.0403.C2.o2.gs 


Method 


GENSCAN 






Start 


636 


End 


1769 






GI 


none 


Score 


.56 





46262 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



636.. 704, 918.. 1039, 1129.. 1252, 1336. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



"I Seq. No. 

y Gene No. 

r* Start 

l3 Name 

fh Start 

Exons 



45030 
95117 
1 

OJ000301_04 .0403.C2.o4.gs 

5489 

none 

5489. .5628, 5835. .6009 

45030 
95118 
6588 

OJ000301_04 .0403.C2.o2.tm 
917 
none 
917. , 
1127, 
1480, 
2424 . 
2812. 
4516. 
5346. 
5836. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End ' 

Method 

End 

Score 



.1388, 1478. .1769 

OJ000301_04.0403.C2 

6009 
GENSCAN 
6009 
.95 

OJ000301_04.0403.C2 
9903 

TBLASTX: Maize 

5974 

139 



1042, 

.1300, 

.1614, 

.2534, 

.2946, 

.4596, 

.5438, 

.5892, 



918. .1040, 918. .1049, 919. .1041, 920. .1057, 

1128. .1253, 1330. .1389, 1340. .1387, 1479.. 

1527... 1622, 2244. .2324, 2423. .2533, 2424.. 

2425.. 2532, 2635. .2757, 2636.. 2758, 2643.. 

2831. .2911, 3106. .3156, 3279. .3347, 3378.. 

4717. .4827, 5147. .5269, 5148. .5270, 5148.. 

5347. ,5469, 5348. .5425, 5576.-5632, 5580.. 

5908. -.5973, 5927.. 5974 



1622, 
2522, 
2759, 
3410, 
5270, 
5627, 



45030 
95118 
6588 

OJ000301_04.0403.C2.o3.ts ' 

1127 

none 

1127. .1294, 1128. .1250, 1330. 
1480. .1614, 2827. .2943, 2831. 
5576. .5626, 5836. .5904, 5837. 

45030 
95118 - 
6588 

OJ000301_04 .0403.C2.o3.tc 

1196 

none 

1196. .1294, 1197. .1253, 1330. 
1480. .1614, 3106. .3156, 5416. 
5926. .5973 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000301 04. 0403. C2 



9903 

TBLASTX : Soybean 
6000 
133 

1386, 1346. .1387, 1479. .1619, 
2911, 5347. .5469, 5348. .5425, 
5914, 5899. .6000, 5927. .5974 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000301 04. 0403. C2 



9903 

TBLASTX: Cress 
5973 
47 

,1386, 1346. .1387, 1479. .1619, 
,5469, 5576. .5626, 5836. .5892, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



45030 Seq. ID 

95118 Strand 

6588 End 

OJ000301_04 . 04 03 . C2 . ol . gp Method 

6588 End 

1735 1.R1084 Score 



OJ000301_04 .0403.C2 

9903 
AAT/GAP 
8623 
1729 



6588. .7112, 7797. .8011, 8433.-8623 

'2633727/emb|CAB13229| 1.0e-23 (Z99111) ykrT [Bacillus 
subtilis] 1 



45030 
95118 



Seq. ID OJ000301_04.0403.C2 
Strand 



46263 



Start 
Name 
Start 
GI 

Exons 



6588 End 

OJ000301_04 .0403.C2.ol. tm Method 

6938 End 

none Score 



9903 

TBLASTX: Maize 

9606 

206 



6938. .7114, 6939. .7115, 7791. .8012, 7791. .8012, 7796. .8014, 

7946. .8014, 8432. .8632, 8433. .8633, 8433.-8633, 8434. .8637, 

8438. .8641, 8711. .8866, 8713. .8889, 8714. .8890, 8802. .8891, 

9038.. 9349, 9039.. 9347, 9089.. 9349, 9190.. 9390, 9432.. 9533, 

9433.. 9510, 9528.. 9605, 9565.. 9606 



Seq. No. 45030 

Gene No. 95118 

Start 6588 

Name OJ000301_04 . 0403 . C2 . o5 . gs 

Start 6938 

GI none 
Exons 



Seq. ID OJ000301_04 .0403.C2 
Strand 

End 9903 

Method GENSCAN 

End 9903 

Score .91 



6938. .7112, 7797. .8011, 8433.-8634, 8714. .8888, 9037. .9346, 
9432.. 9756, 9827.. 9903 



Seq. No. 45030 
Gene No. 95118 
Start 6588 

Name OJ000301_04 . 0403 . C2 . o2 . np 

Start 6941 
GI 7475143 

Exons 6941.. 7112, 7797.. 7852, 7895.. 8011, 8460.. 8634, 

9040.. 9346, 9432.. 9604 
GI Descrip. hypothetical protein ykrT - Bacillus subtilis 

gi | 2633727 | emb | CAB13229 . 1 | (Z99111) ykrT [Bacillus subtilis] 



Seq. ID OJ000301_04.0403.C2 
Strand 

End 9903 

Method AAT/NAP 

End 9604 

Score 403 

8714. .8888, 



Seq. No. 


45030 








Seq. ID 


OJ000301_04 .0403.C2 


Gene No. 


95118 








Strand 




Start 


6588 








End 


9903 


Name 


OJ000301 04 


.0403, 


.C2.o4 . 


ts 


Method 


TBLASTX : Soybean 


Start 


6950 








End 


7120 


GI 


none 








Score 


79 


Exons 


6950. .71-20, 


6968, 


. .7114, 


6969. 


.7115 - 




Seq. No. 


45030 








Seq. ID 


OJ000301_04 .0403.C2 


Gene No. 


95118 








Strand 




Start 


6588 








End 


9903 


Name 


OJ000301 04, 


.0403. 


.C2.o2. 


tc 


Method- 


TBLASTX: Cress 


Start 


6956 








End 


8009 


GI 


none 








Score 


107 


Exons 


6956. .7114, 


6972. 


. .7124, 


6978. 


.7115, 7791. .8006, 7792. .8007 




7792. .8007, 


7796, 


. .8008, 


7800. 


.8009 




Seq. No. 


45030 








Seq. ID 


0^00301^04 .0403. C2 


Gene No. 


95118 








Strand 




Start 


6588 








End 


9903 


Name 


OJ000301 04. 


.0403. 


,C2.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


7904 








End 


9103 


GI 


none 








Score 


81 


Exons 


7904. .8014, 


7905. 


. .8012, 


8404 . 


.8637, 8< 


433. .8636, 8437. .8640, 




8576. .8641, 


8712. 


, .8888, 


8714 . 


.8893, 8' 


716. .8889, 9041. . 9103 


Seq. No. 


45030 








Seq. ID 


OJ000301_04 .0403.C2 



46264 




Gene No. 


95118 




Strand 




Q 4- r"h 
jtdlt 


OJOO 




End 


9903 


Name 


UJUUU jUI uh 


n 4 n *3 co oi he 


Method 


TBLASTX: Soybean 


O Lai C 


Ql D4 ~~ 
y ± u h 




End 


9602 




none 




Score 


196 




Ql f)4 Q^4 Q 


Q19Q Q^4 7 Q17Q 


..9349, 9432, .9602, 9433.. 9600 


Seq. No. 


45030 




Seq. ID 


OJ000301_04 .0403.C2 


Gene No. 


95118 




Strand 




O Lai L 


u «j u o 




End 


9903 






0401 CO ol 1-n 


Method 


TBLASTX: Cress 


u Lai. L 


Ql ?4 ~~ 

.7 X J *i 




End 


9602 


ol 


i lui it; 




Score 


203 




Ql "34 Q^4 Q 


Ql Q^74 Q4 10 


..9521, 9433. .9510, 9531. .9602 


OCL1 . INJvJ • 


4 JUJv 




Seq. ID 


OJ000301_04 .0403.C2 


(Titans Mo 


95118 




Strand 


- 


Start 


- 6588 




End 


9903 


Name 


OJ000301 04. 


0403.C2.o2.gp 


Method 


AAT/GAP 


ij uai l 


9165 




End 


9794 




26361 1.R10E 


4 


Score 


1050 


IT" v o n c 


9165. .9346, 


9432. .9794 






T Hd q y~ ~\ t~^i 
\j 1. UcoLI 1^) • 


f 2633727/emb|CAB13229| 7 . Oe- 


13 (Z99111) 


ykrT [Bacillus 




subtilis] 1 








Seq. No. 


45031 




Seq. ID 


OJ000301_04.0403.C3 


Gene No. 


95119 




Strand 




o L. ax. i_ 


564 




End 


1280 


Name 


OJ000301 04. 


0403.C3.ol.gs 


Method 


GENSCAN 


OLdiL 


564 




End 


1280 




none 




Score 


.61 


Exons 


564. .720, 1154. .1280 






Cno Mo 


45032 




Seq. ID 


OJ000301_04.0403.C4 


UC11C IN W . 


95120 




Strand 


+ 


Start 


4943 




End 


6707 


Name 


OJ000301 04. 


0403.C4 .o4 .gp 


Method 


AAT/GAP 


Start 


4893 




End 


6572 


czt 
\j ± 


20664 1.R1084 


Score 


851 


p vnn o 


4893. .4994, 


5082.. 5262, 6106 


..6247, 6368..6437, 6553.-6572 


Ol UCOLIl^i 


'4662633/gb|AAD26905.1 IAC007267 5 2.0e- 


■10 (AC007267) 




hypothetical 


protein [Arabidopsis thaliana] f 




45032 




Seq. ID 


OJ000301_04 .0403.C4 


Gene No. 


95120 




Strand • 


+ 


Start 


4943 




End 


6707 


LNClll.lt: 


OJ000301 04. 


0403.C4.o2.np 


Method 


AAT/NAP 


OldXL 


4925 




End 


6705 


u± 


6822058 




Score 


253 


Exons 


4925. .4994, 


5082.. 5262, 6106 


..6247, 6368. .6437, 6553. .6705 


ul UcSCiip. 


(AL132957) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


45032 




Seq. ID 


OJ000301_04 .0403.C4 


Gene No. 


95120 




Strand 


+ 


Start 


4943 




End 


6707 


Name 


OJ000301 04. 


0403.C4 .o2.gs 


Method 


GENSCAN 


Start 


4943 




End 


6707 



46265 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 

GI Descrip. 



none Score . 93 

4943.-4994, 5082. .5262, 6106. .6247, 6368.-6437, 6553. .6707 



45032 
95121 
1 

OJ000301_04 .04 03.C4.ol.gp 
1 

1735 1.R1084 



Seq. ID OJ000301_04 .0403.C4 
Strand 

End 3632 

Method AAT/GAP 

End 1601 

Score 916 



1..116, 555. .769, .1409. .1601 

, 2633727/emb|CAB13229| 1.0e-23 (Z99111) ykrT [Bacillus 
subtilis] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45032 
95121 
1 

OJ000301_04 .0403.C4.ol.np 
1 

7475143 



Seq. ID OJ000301_04.0403.C4 
Strand 

End 3632 

Method AAT/NAP 

End 2540 

Score 359 



1..116, 555. .610, 653. .769, 1436. .1610, 1688. .1862, 1966. .2270, 
2368. .2540 

hypothetical protein ykrT - Bacillus subtilis 

gi | 2633727 | emb | CAB13229 . 1 | (Z99111) ykrT [Bacillus subtilis] 



Seq. No. 45032 

Gene No. 95121 

Start 1 

Name OJ000301_04 . 0403 . C4 . ol . tm 

Start 2 

GI none 
Exons 



Seq. ID OJ000301_04.0403.C4 
Strand 

End 3632 

Method TBLASTX : Maize 

End 2542 

Score 148 



2. .118, 3. .119, 547. .771, 554. .772, 555.-776, 1409. .1609, 

1410. .1613, 1414. .1617, 1687. .1863, 1688. .1864, 1958. .2029, 

1961. .2029, 1962. .2273, 1963. .2271, 2013. .2273, 2129. .2275, 

2185. .2292, 2368. .2445, 2369. .2446, 2488. .2541, 2489.-2542 



Seq. No. ' 45032 

Gene No. 95121 

Start 1 

Name OJ000301_04 . 04 03 . C4 . o2 . tc 
Start . 2 

GI none 
Exons 



Seq. ID OJ000301_04.0403.C4 
Strand 

End 3632 

Method TBLASTX : Cress 

End 7 67 

Score 88 



2. .118, 3... 128, 



,133, 553. .765, 554.-766, 555.-764, 558.-767 



Seq. No. 45032 

Gene No. 95121 

Start 1 

Name OJ000301_04 . 0403 . C4 . ol . gs 

Start 49 

GI none 
Exons 



Seq. ID OJ000301_04.0403.C4 
Strand 

End 3632 

Method GENSCAN 

End 3632 

Score . 8 



49. .116, 430. .513, 555. .769, 1409. .1610, 1688. .1862, 1961. .2270, 
2368. .2759, 3515. .3632 



Seq. No. 45032 

Gene No. 95121 

Start 1 

Name OJ000301_04 . 04 03 . C4 . ol . ts 

Start 662 



Seq. ID OJ000301_04 .0403.C4 
Strand 

End 3632 

Method TBLASTX : Soybean 

End 2111 



46266 






none 








Score 


87 


Exons 


662. .772, 663. .776, 1380. .1613, 1409.. 


,1612, 1413. .1616, 




1688. .1867, 


1690 


. .1863, 


1965. 


.2111, 1975.. 2106 


Seq. No. 










Seq. ID 


OJ000301_04 .0403.C4 


Gene No. 


QR1 91 








Strand 


- 


O-t- -a y--|- 


1 

X 








End 


3632 


Name 


o.Tnnn^m 04 

UJ U VJ VJ J VJ _L \JH 


. U H \J O 


P4 n9 

. • (JZ . 




Method 


AAT/GAP 


OlaiL 


1 6S4 ~~ 

X \J *J *i 








End 


2096 


C T 
IjX 


none 








Score 


499 


Exons 


ICC/ "I QCO 
. . X O OZ , 


1 Q£1 










oeq. wo. 


45032 








Seq. ID 


OJ000301_04.0403.C4 


Gene No. 


_7 J J. Z. X 








Strand 




Start 


1 
X 








End 


3632 


Name 


n.Tonn^ni 04 


• UtU J 


P4 nl 




Method 


TBLASTX: Cress 


OLdrL 


9f1 ^ft ~~ 
jo 








End 


2538 












Score 


l&l. 




9 f) S ft 9 9 7^ 

6<J JO < . Z Z / O , 


9 n ^ q 


9971 
• . ^ z / x , 


90Q4 


.2273, 2368'.. 2445, 2369. .2446 




2488. .2538, 


2489 


. .2533 








Seq. No. 


4 R0?9 








Seq. ID 


OJ000301__04.0403.C4 


Gene No. 


1 9 1 








Strand 




Q 4- -3 v-t- 

OLail 


i 
X 








End- 


3632 


Name 


o Tnnn^ni 04 


0 4 0 7 
. U 4 U j 


P4 n9 
. Ofi . OZ . 


t 5 


Method 


TBLASTX : Soybean 


O -i > v- +- 

otart 


9119 ~~ 
z x x z 








End 


2538 


(aX 


none 








Score 


118 


Exons 


2112. .2273, 


2113 


9 971 
. • Z Z / X , 


9 1 1 R 
Z X X O . , 


.2273, 2368.. 2538, 2369. .2536 


oeq. ln o . 


45032 








Seq. ID 


OJ000301_04 .0403.C4 


bene ino • 


95121 








Strand 




Start 


1 








End 


3632 


Name 


OJ000301 04, 


.0403 


.C4 .o3. 


gp 


Method 


AAT/GAP 


oLdlL 


2136 








End 


2696 




26361 1.R1084 






Score 


704 


L| * \r /"S t^I C 


2136. .2270, 


2368 


. .2696 








ul .USSClip, 


' 2 633727 /emb | CAB13229 | 


7.0e-13 (Z99111) ykrT [Bacillus 




subtilis] ? . 












oeq . ino . 


45032 








Seq. ID 


OJ000301_04 .0403.C4 


Gene No . 


95122 








Strand 




Start 


5077 








End 


6733 


Name 


OJ000301 04 . 


,0403, 


.C4 .o2. 


tm 


Method 


TBLASTX: Maize 




5077 








End 


6733 


LrX 


none 








Score 


220 


Exons 


5077. .5262, 


5078, 


. .5263, 


6098. . 


,6247, 6102.. 6248, 6104.. 6259, 




6361. . 6441, 


6367, 


. .6438, 


6393. . 


,6527, 6549.. 6707, 6551.. 6721, 




6554. .6733 














45033 








Seq. ID 


OJ000301_04.0403.C5 


Gene No. 


95123 








Strand 


+ 


Start 


1159 








End 


2842 


Name 


OJ000301 04. 


0403. 


,C5.ol. 


np 


Method 


AAT/NAP 


Start 


115-9 






End 


2808 


GI 


7485903 








Score 


489 


Exons 


1159. .1266, 


1695, 


. .1824, 


1867. . 


2808 





GI Descrip. hypothetical protein F20O9.70 - Arabidopsis thaliana 



46267 



gi|2842481| emb | CAA16878 - 1 1 (AL021749) extensin-like protein 
[Arabidopsis thaliana] gi | 7269692 | emb | CAB7 964 0 . 1 1 (AL161572) 
extensin-like protein [Arabidopsis thaliana] 



12 



Seq . No . 


45033 








Seq. ID 


uuuuy Jul 




95123 








<5f rand 




Start 


1159 








End 


2842 


Name 


OJ000301 04 


. 0403. 


C5 . ol . 


y a 


Mpt h od 


1_) LN O V^rtlN 


Start 


1499 








End 


2842 


GI 


none 








Score 


1 


Exons 


1499. .2842 












Sea No 


45033 








Seq. ID 


OJOOO^OI 


f^pnp No 


95124 








Qf rand 


+ 


Start 


7385 








End 


824 0 


Name 


OJ000301 04 


. 0403 . 








O X_j LN O V-/ r\Vi 


Start 


7385 ~~ 








End 


8240 


GI 


none 








Score 


.43 


Exons 


. 7385. .7544, 


7673. 


.7748, 


8093. . 


8240 




Sea No 


45033 








Seq. ID 




("Ifarip No 


95125 








Strand 


+ 


Start 


8570 








End 




Name 


OJ000301 04 


.0403. 


C5.o3. 


np 


Method 


AAT /NAP 


Start 


8570 ~~ 








End 


no JO 


GI 


6907089 








Score 


4942 


Exons 


8570. .9831, 


9927. 


.11858 








GI Descrip. 


(AP001129-)! 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


45033 








Seq. ID 


OJ000301 


Gene No. 


95125 ■ 








Strand 


+ 


Start 


8570 








End 


11941 


Name 


OJ000301 04 


.0403. 


C5.o4. 


gs 


Method 


GENSCAN 


Start 


8570 








End 


11941 


GI 


none 








■Score 


.88 


Exons 


8570. . 9831, 


9927. 


.11847 


, 11912 


. . 11941 





Seq. No. 45033 • Seq: ID 

Gene No. 95126 Strand 

Start 18717 End 

Name OJ000301_04 . 04 03 . C5 . o5 . np. Method 

Start 18717 End 

GI 5922623 Score 
Exons 18717 . . 18844 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi I 6016856 | dbj | BAA85199 . 1 | (AP000570) hypothetical protein 
[Oryza sativa] 



OJ000301_04 .0403.C5 
+ 

18844 
AAT /NAP 
18844 
75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45033 Seq. ID 

95127 Strand 

3134 End 

OJ000301_04 . 04 03 . C5 . ol . gp Method 

3134 End 

559 1.R1084 Score 



OJ000301_04 .0403.C5 

6536 
AAT /GAP 
6536 
3372 



3134. .3463, 3774. .4241, 4318. .4458, 4555. .4793, 5923. .6536 
■ 129232/sp|P25777|ORYB_ORYSA 0.0e+00 ORYZAIN BETA CHAIN 
PRECURSOR >gi_6764 5_pir KHRZOB oryzain (EC 3.4.22.-) beta 



46268 




precursor - rice >gi_218183_dbj_BAA14403_ (D90407) oryzain beta 
precursor [Oryza sativa] 1 

Seq. No. 45033 Seq. ID OJ000301_04 . 04 03 . C5 

Gene No. . 95127 Strand 



Start 


3134 






End 


6536 


Name 


OJ000301 04 


.0403 


.C5.o2 .np 


Method 


AAT/NAP 


Start 


3382 






End 


6409 


GI 


129232 . 






Score 


2365 


Exons 


3382. .3463, 


3774 


..4241, 4318. 


.4458, 4555.. 4793, 5923.. 6409 


GI Descrip. 


ORYZAIN BETA CHAIN PRECURSOR gi I 67 64 5 | pir | | KHRZOB oryzain ! 




3.4.22.-) beta precursor - rice gi | 218183 I'dbj 1 BAA14403 . 1 1 




(D90407) oryzain beta precursor [Oryza 


sativa] 


Qe>rr No 


45033 






Seq. ID 


OJ000301J34 .0403.C5 


flprip K[n 

V_J CI .L C IN ^ • 


95127 






Strand 




Start 


3134 






End 


6536 


Name 




. U1UO 


PR r\0 rtc 


Method 


GEN SCAN 


Start 


■ 3398 






End 


6409 


GI 


none 






Score 


.78 




3398. .3463, 


3774, 


..4241, 4318. 


.4458, 4555. .4769, 5923. .6409 


O C ^ • Vi{J • 


45033 






Seq. ID 


OJ000301_04 .0403.C5 


f^p-np Mo 


95128 






Strand 




O L. d i. L. 


12486 






End 


18639 


Name 


OJ000301_04. 


.0403. 


.C5.o6.tm 


Method 


TBLASTX: Maize 


Start 


ID / J 






End 


2065 


GI 


none 






Score 


127 


P von q 


1675. .1800, 


1676. 


..1801, 1894. 


.2055, 1895.. 2065 


Sea No 


45033 






Seq. ID 


OJ000301_04 .0403.C5 


fipnp No 


95128 






Strand 




Start 


12486 






End 


18639 


Name 


OJ000301 04, 


.0403. 


,C5.o3.tc 


Method 


TBLASTX: Cress 


Start 


x DO f± 






End 


2005 v 


GI 


none 






Score 


112 


TT von *=! 


1684. .1788, 


1691. 


.1801, 1826. 


.1876, 1877. .2005, 1885.;2004 


Qpn Kin 


45033 






Seq. ID 


OJ000301_04 .0403.C5 




95128 






Strand 




Start 


12486 






End 


18639 


Name 


OJ000301 04. 


,0403. 


C5.o2.ts 


Method 


TBLASTX: Soybean 


Start 


1945 






End 


2707 


GI 


none 






Score 


81 


1_J llO 


1945. .2010, 


1946. 


.2011, 2024. 


.2311, 2029.. 2091, 2326.. 2610, 




2327. .2599, 


2609. 


.2707 






Seq. No. 


45033 






Seq. ID 


OJ000301_04 .0403.C5 


Gene No. 


95128 






Strand 




Start 


12486 






End 


18639 


Name 


OJ000301 04. 


0403. 


C5.ol0.tw 


Method 


TBLASTX: Wheat 


Start 


1994 






End 


7388 


GI 


none 






Score 


60 


Exons 


1994 . .2101, 


2149. 


.2421, 2153. 


.2422, 2210.. 2332, 7308.. 7388 


Seq. No. 


45033 






Seq. ID 


OJ000301_04.0403.C5 


Gene No. 


95128 






Strand 





46269 



Start 


12486 








End 


18639 




Name 


o.Tonrnm 04 


0403 


PS r>9 


LIU 


Method 


TBLASTX : 


LYldl Zc 


St* art- 

OL.di.L- 


21 91 ~~ 

X J J. 








End 


2716 




(IT 


none 








Score 


348 




E von s 


2191 2541. 


2192 . 


. 2542, 


2366 


.2548, 2609.. 2716, 


O cnQ 971 3 


Seer No 


45033 








Seq. ID 


OJ000301 


U 4 . U 4 U J . ^3 


Gene No. 


95128 








Strand 






Start 


12486 








End 


18639 




Name 


OJ000301 04 


. 0403 . 


C5 . o2 . 


tc 


Method 


TBLASTX: 


coo 


Start 


2236 ~ 








End 


2605 




GI 


none 








Score 


88 




TT von <5 


2236 2319 


2243 . 


. 2317, 


2326 . 


.2541, 2330. .2542, 


9 34 R 9R91 




2555 2605 














Sea No 


45033 








Seq. ID 


OJ000301 


U 4 • U 4 U -3 . k^O 


Cpnp No 


95128 








Strand 






Start 


12486 








End 


18639 




Name 


OJ000301 04 


. 0403 . 


C5 . ol . 


t*m 


Method 


TBLASTX: 


L v Jd.X Zc 


Start 


3341 ~~ 








End 


6359 




GI 


none 








Score 


39 




Exons 


3341. .3403, 


3387. 


.3464, 


3388. 


.3465, 3776. .3961, 


3777. .3962, 




3779 3970 


4023 . 


. 4238, 


4023 . 


.4241, 4024. .4242, 


431fi 44R^ 




4 317 4 4^7 




4 4 Sft 


4 31ft 


.4458, 4555. .4794, 






4S56 479S 


SQ04 






.5995, 5990. .6037, 


DU U D . . DUZ j , 




6029 6121 


6039 . 


6107 


61 99 

L) ± £. £- ■ 


.6205, 6144. .6227, 


6997 £9R0 




6230 6280 


6272 . 


6337 


6291 

L> -7 J. . 


.6359 






Seq. No. 


45033 








Seq. ID 


OJ000301 


_04.0403.C5 


Gene No . 


95128 








Strand 






Start 


12486 








End 


18639 




Name 


OJ000301 04 


.04 03. 


C5 . o9 . 


L. W 


Method 


TBLASTX: 


oaf 


Start 


3413 ~~ 








End 


3940 




GI 


none 








Score 


94 




Exons 


3413 3463 


3762 . 


. 3935, 


377 3 


.3940 






Seer No «v. • • 


.• 45033 








Seq. ID 


OJ000301 


04 0403 


Gene No . 


95128 








Strand 






Start 


12486 








End 


18639 




Name 


OJ000301 04 


. 0403 . 


C5 . ol . 


t r 


Method 


TBLASTX: 


uress 


Start 


3414 








End 


6352 




GI 


none 








Score 


65 




Exons 


3414 3464 


3776 . 


. 3943, 


3780 


.3953, 4015. .4179, 


4093 4993 




4023 4241 


4 094 

*i U ^. *i • 


4949 


4 307 


.4456, 4316. .4456, 






4 31 ft 4 4 Sft 


4 SS9 




4 s r 6 


.4705, 4556. .4663, 


fi3D4. .40 / / , 




4684 4794 


4fiftft 


47 


^991 


.6031, 6035. .6118, 


6048. .6101, 




6137 6286 


614 4. 


. 6203, 




.6352, 6306.. 6347 




Seq. No. 


4 5033 








Seq. ID 


OJ000301 


04 0403 

U4 . U4Uj.Lj 


Gene No . 


95128 








Strand 






Start 


12486 








End 


18639 




Name 


OJ000301 04. 


0403. 


C5.ol. 


ts 


Method 


TBLASTX:: 


Soybean 


Start 


3780 








End 


6352 


GI 


none 








Score 


52 




Exons 


3780. .3959, 


3782. 


.3877, 


3856. 


.3960, 4023.. 4088, 


4024 . .4089, 




4089. .4247, 


4092. 


.4235, 


4114. 


.4263, 4318. .4458, 


4334. .4456, 




4552. .4683, 


4555. 


.4683, 


4556. 


.4723, 4687. .4794, 


4688. .4795, 



46270 




5919. .5960, 5921. .6031, 6029. .6118, 6036. .6104, 6131. .6205, 
6144. .6206, 6308.. 6352 



OC^i IH \J . 


45033 


Seq. ID 


OJ0003pi_04.0403.C5 


OCilC v*\J ■ 


95128 


Strand 




u Lai L 


12486 


End 


18639 


Name 


OJ000301 04 .0403.C5.o6.tw 


Method 


TBLASTX : Wheat 


OLai L 


4101 


End 


. 6202 


CI 


none 


Score 


61 


Exons 


4101. .4163, 4101. .4199, 4173. .4253, 4345. .4443, 4564. .4677, 




4693. .4791, 5930. .5998, 6059. .6118, 6131. .6202 


JC^ . IN • 


45033 


Seq. ID 


OJ000301_04.0403.C5 


OCilC IV \J • 


95128 


Strand 




O tal L 


12486 


End 


18639 


Name 


OJ000301 04 .0403.C5.o3.tw 


Method 


TBLASTX: Wheat 


O L, a. J. L, 


10411 


End 


16855 


GI 


none 


Score 


54 


Exons 


10411. .10488, 16369. .16854, 


16400. . 16660, 16682. .16855 


O fc! q . IN O • 


45033 


Seq. ID 


OJ000301_04.0403.C5 


belle LNU . 


95128 


Strand 




Of a r-f- 


12486 


End 


18639 


Name 


OJ000301 04 .0403.C5.o5.gs 


Method 


GENS CAN 


jLoI L 


12486 


End 


13787 


GI 


none 


Score 


.95 


Exons 


12486. .13787 






O tr q • IN O . 


45033 


Seq. ID 


OJ000301_04. 0.403. C5 


otrllc 1NO . 


95128 


Strand 




Of- -a r f- 


12486 


End 


18639 


Name 


OJ000301 04.0403.C5.o8.tm 


Method 


TBLASTX: Maize 


Cf a >-+- 
Ol_.Cl.Ll. 


12486 


End 


12629 


PT 

O J_ 


none 


Score 


129 


F vAn o 

IjaUU o 


12486. .12629, 12490.. 12624 






Sea No " *"' 


45033 


Seq. ID 


OJ000301_04.0403.C5 


Gene No. 


95128 


Strand 




Start 


12486 


End 


18639 


Name 


OJ000301 04.0403.C5.o4.np 


Method 


AAT/NAP 


Cf a yf- 
O Lai L 


12489 


End 


18639 


riT 


7228457 


Score 


9570 


Exon s 


1248 9. .14 039, 14106. .15256, 


15379. .16212,- 16276 .'. 18211, ' 




18273.. 18639 






f2 T 1"^ O C T T~t 

O-L UG_5CL_L£J. 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 type 




retrotransposon RetroSorl, 


polyprotein 


,. (AF098806) [Oryza 




sativa] 






Seq. No. 


45033 


Seq. ID 


OJ000301_04 .0403.C5 


Gene No. 


95128 


Strand 




Start 


12486 


End 


18639 


Name 


OJ000301 04 .0403.C5.o8.tw 


Method 


TBLASTX: Wheat 


Start 


12498 


End 


13077 


GI 


none 


Score 


75 


Exons 


12498. .12623, 12502 .. 12624 , 


12684. .13052, 12816. .1307 6, 




12817. .1307 4, 12817. .13077 







46271 



Seq. No. 


45033 




Seq. ID 


OJ000301_04.0403 


.C5 


Gene No. 


95128 




Strand 






O Lai L 






End 


18639 




Name 


UUUUUjUI U f± . U fl U J . , 


. o4 . tw 


Method 


TBLASTX: Wheat 




O L ai L. 


1 jUOl 




End 


13482 




fl T 
ox 


none ■ 




Score 


171 




U 1 V" (^l CJ 

H A. L> 1 1 0 


IJUOI . . 1JJOU, XOXUXi 


1 ^A Pt 1 


1314 0. .13481, 134 26. .134 82 




Seq. No. 


45033 




Seq. ID 


OJ000301_04.0403 


.C5 


Gene No. 


95128 




O LI Cti 1U 






u Lai L. 


1 ?d R fi 

X C. *i o u 




End 


18639 




Name 


oTfinn^m nan** pr 


. o4 . tm 


Method 


TBLASTX: Maize 




o Lai L 


1 ^9Qfi ~~ 




End 


13619 




PT 
O X 


none 




Score 


214 




TT v o Ti c 


I .J -7 U . • IJOI7; X J .J U .7 . 


> . 1 J J^U 








Seq. No. 


45033 




Seq. ID 


OJ000301_04 . 0403 


.C5 


Gene No. 


95128 




Strand 








1 7 4 R 

X c. *i O D 




End 


18639 




Name 


nTnnn^ni cia n^n^ 

VJUUUUOUX . U4U J . . 


Oil , LW 


Method 


TBLASTX: Wheat 




OLdlL 


1 "3Q 1 O _ 
X O 0 X c. 




End 


14124 




pt 

\J I 


none 




Score 


64 




U 1 \r S~\ T"* O 

Hi XUI 1 o 




1/19/1 
. I 4 x£ ft 








Q ^ /t M/-\ 
Octj. IN O . 


/I c fi q o 




Seq. ID 


OJ000301_04 .0403, 


. Co 


Gene No . 


95128 




Strand 






Start 


12486 




End 


18639 




Name 


OJ000301 04. 0403. C5. 


o4 . ts 


Method 


TBLASTX : Soybean 






' 13872 




End ' 


14438 




PT 
ol 


5666795 




Score 


68 






13872. .14078, 14127. 


. 14264, 


14340. .14438 






4206306 2.0e-10 (AF049110) 


prpol [Zea 


mays] 




Con Mn 


45033 




Seq. ID 


OJ000301_04.0403, 


p c; 


Gene No. 


95128 




Strand 






Start 


12486 




End 


18639 




Name 


■'OJ000301 04. 0403. C5. 


o5 .'tw 


Method , 


. TBLASTX: Wheat 




OLdl L 


14127 




End 


T4585 




PT 
ox 


none 




Score 


73 






14127. .14264, 14127. 


.14276, 


14128. .14265, 14310 .'. 145 61, 






14311. .14496, 14331. 


.14585 








Seq. No. 


45033 




Seq. ID 


OJ000301_04 . 0403. 


,C5 


Gene No. 


95128 




Strand 






OLdl L. 


12486 




End 


18639 




Name 


OJ000301 04. 0403. C5. 


o3 . ts 


Method 


TBLASTX: Soybean 




uldiL 


15086 




End 


15555 




ox 


none 




Score 


80 




Hi A.UI lO 


15086. .15127, 15185. 


.15415, 


15412. .15555, 15413. . 15538 




Seq. No. 


45033 




Seq. ID 


OJ000301_04.0403. 


P R 


Gene No. 


95128 




Strand 






Start 


12486 




End 


18639 




Name 


OJ000301 04. 0403. C5. 


o2 . tw 


Method 


TBLASTX: Wheat *' 




Start 


•15215 




End 


15634 




GI 


none 




Score 


117 




Exons 


15215. . 15421, 15222. 


. 15395, 


154 03. . 15633, 154 04 . . 15 634 





46272 



Seq. No. 45033 

Gene No. 95128 

Start 12486 

Name OJ000301_04 . 0403 . C5 . o5 . tm 

Start 15308 

GI none 

Exons 15308. .15418, 154 06 .. 15690, 15407.. 15691 



Seq. ID OJ000301_04.0403.C5 
Strand 

End 18639- 

Method TBLASTX : Maize 

End 15691 

Score 198 



Seq. No. 45033 

Gene No. 95128 

Start 12486 

Name OJ000301_04 . 04 03 . C5 . o3 . tm 

Start 15718. 

GI none 

Exons 15718. .16023, 157 18 . . 1 6074 , 



Seq. ID OJ000301__04.0403.C5 
Strand 

End 18639 

Method TBLASTX : Mai ze 

End 16074 

Score 124 
15728. . 16039 



Seq. No. 45033 

Gene No. 95128 

Start 12486 

Name OJ000301JD4 . 0403 . C5 . ol . tw 

Start 15742 

GI none 

Exons 15742. .16203, 15748. .16203, 



Seq. ID OJ000301_04.0403.C5 
. Strand 

End 18639 

Method TBLASTX : Wheat 

End 16205 

Score 227 
1574 9. .16204, 15762. .16205 



Seq. No. 45033 

Gene No. 95128 

Start 12486 

Name OJ000301_04 . 04 03 . C5 . o5 . ts 

Start 15799 

GI none 

Exons 15799. .15933, 15940.. 16164 



Seq. ID OJ000301_04 .0403.C5 
Strand 

End 18639 

Method TBLASTX : Soybean 

End 16164 

Score 113 



Seq. No. 45033 

Gene No. 95128 " ' ' 

Start 12486 

Name OJ000301_04 . 0403 . C5 . o7 . gs 

Start 16213 

GI none 

Exons 16213. . 18639 



Seq. ID OJ000301_04 .0403.C5 
Strand 

End 18639 

Method GENSCAN 

End 18639 

Score .87 



Seq. No. 45033 
Gene No. 95128 
Start 12486 

Name . OJ000301_04 . 0403 . C5 . o7 . tw 
Start 17593 
GI none 

Exons 17593. . 17850, 17672 .. 17866, 

17 938. .17 985, 18110. .18145 



Seq. ID OJ000301JD4 .0403.C5 

Strand - 

End 18639 

Method TBLASTX : Wheat 

End 18145 

Score 86 
17833. . 17 931, 17834 . . 17 926, 



Seq. No. 45033 

Gene No. 95128 

Start 12486 

Name OJ000301_04 . 04 03 . C5 . o7 . tm 

.Start 17695 

GI none 

Exons 17695. . 17943, 17696.. 17980 



Seq. ID OJ000301_04 .0403.C5 
Strand 

End 18639 

Method TBLASTX: Maize 

End 17980 

Score 92 



46273 



Seq. No. 45034 Seq. ID OJ000301 

Gene No. 95129 Strand + 

Start 450 End 1131 

Name OJ000301_04 . 0403 .C6 . ol . gs Method GEN SCAN 

Start 450 End 1131 

GI none • Score .63 

Exons 450. .618, 945. .1131 



04 .0403. C6 



Seq. No. 45034 • Seq. ID 

Gene No. 95130 Strand 

Start 582 End 

Name OJ000301_04 . 0403 . C6 . ol . np Method 

Start 582 End 

GI 7106512 Score 

Exons 582.. 632, 706.. 765 

GI Descrip. (AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



OJ000301JD4 .0403.C6 
765 

AAT/NAP 

765 

136 



O C ■ IN \J ■ 


T JU JJ 


Seq. ID 


OJ000301_04.0403 


Cl 


Gene No . 


95131 


Strand 






Start 


357 


End 


1676 




Name 


OJ000301 04.0403.C7.ol.gs 


Method 


GENSCAN 




Start 


3 S7 


End 


1369 






n Ana 


Score 


.95 




Rvnn q 












4 JUJJ 


Seq. ID 


OJ000301_04.0403, 


. / 


ucnc l. \ w . 




Strand 






Start 


357 


End 


1676 




Name 


OJ000301 04 .0403.C7.ol.np 


Method 


AAT/NAP 




Start 


411 


End 


1676 




GI 


7106512 


Score 


1687 




Exons 


411. .784, 839. .1676 








GI Descrip. 


(AP001278) EST C98429 (E0138 ) 


corresponds to a region of 


the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


45036 


Seq. ID 


OJ000301_04.0403. 


.C8 


Gene No. 


95132 


Strand 






Start 


1 


End 


3057 




Name 


OJ000301 04.0403.C8.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3057 




GI 


7106512 


Score 


2735 




Exons 


1..553, 720. .1128, 1218. .2037 


, 2507. .2623, 2758. .2924, 






2998. .3057 








GI Descrip. 


(AP001278) EST C98429 (E0138 ) 


corresponds to a region of 


the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


45036 


Seq. ID 


OJ000301JD4 .0403. 


,C8 


Gene No. 


95133 


Strand 






Start 


5803 


End 


6045 




Name 


OJ000301 04 .0403.C8.ol.gp 


Method 


AAT/GAP 




Start 


5803 


End 


6045 




GI 


2797265 


Score 


470 





Exons 5803.. 6045 



Seq. No. 45036 Seq. ID OJ000301_04 . 04 03 . C8 

46274 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



95134 Strand 

7 992 End 

OJ000301_04 . 0.4 03 . C8 . ol . tm Method 

7992 End 

none Score 



8534 

TBLASTX: Maize 

8534 

74 



7992.. 8087, 8003.. 8095, 8179.. 8349, 8200.. 8352, 8456.. 8530, 
8466.. 8534, 8469.. 8531 



45037 
95135 
1396 

OJ000301_04.04 03.C9.ol.np 
1396 
129232 
1396.. 2733, 2927.. 3005 

ORY2AIN BETA CHAIN PRECURSOR gi | 67 645 | pir | | KHRZOB oryzain 
3.4.22.-) beta precursor - rice gi | 218183 | dbj | BAA14403 . 1 | 
(D90407) oryzain beta precursor [Oryza sativa] 



Seq. ID OJ000301_04.0403.C9 

Strand + 

End 3005 

Method AAT/NAP 

End 3005 

Score 1653 



(EC 



45037 Seq. ID 

95136 Strand 

4451 End 

OJ000301_04 .04 03.C9.ol.gp Method 

4451 End 

LIB34 32-01 4-P1-K1-E9 Score 
4451. .4835, 5205. .5254 - 

1 565652/dbj | D28135 | HYMRUBSCO 2.0e-10 Hydrogenovibrio marinus 
gene for ribulose-bisphosphate carboxylase, complete cds 1 



OJ000301_04.0403.C9 
+ 

6277 
AAT/GAP 
5254 
818 



45037 
95136 
4451 

OJ000301_04 .04 03.C9.o2.np 

4524 

7406453 

4524..483S, 5205. .5272, 5364. 
6023.. 6206 



Seq. ID OJ000301_04.0403.C9 

Strand + 

End 6277 

Method AAT/NAP 

End 6206 

Score 616 

.5495, 5581.. 5696, 5822.. 5936^ 



GI Descrip. (AL162875) putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45037 
95136 
4451 

OJ000301J)4.04 03.C9.o2.gp 
5378 
4715716 
5378. .5495, 



Seq. ID OJ000301_04 .0403.C9 

Strand + 

End 6277 

Method AAT/GAP 

End 6277 

Score 1018 



5581. .5696, 5822. .5936, 6023.. 6277 



565652/dbj | D28135 | HYMRUBSCO 2.0e-10 Hydrogenovibrio marinus gene 
for ribulose-bisphosphate carboxylase, complete cds 



45037 Seq. ID 

95137 Strand 

11200 End 

OJ000301__04 . 0403 . C9 . o3 . gp Method 

11068 - ' End 

2311047 Score 
11068. .11304, 11386. .11431 



OJ000301_04.0403.C9 
+ 

13452 
AAT/GAP 
11431 
502 



46275 



Seq. No. 


45037 


Seq. ID 


OJ000301 


_04.0403.C9 


Gene No. 


95137 


Strand 


+ 




Start 


11200 


End 


13452 




Name 




Method 


GENSCAN 




Start 


11200 ~ 


End 


13452 




GI 


none 


Score 


.99 




i— » 4\ \— ' 1 1 O 


11200 11304- 11386 11537 


11647. .11772, 13290 


1 "34 


Sea No 


45037 


Seq. ID 


OJ000301 


04 040^ PQ 


Gene No. 


95137 


Strand 


+ 




Start 


11200 


End 


13452 




Name 


OJ000301 04 . 0403.C9.o4 . np 


Method 


AAT/NAP 




Start 


11212 


End 


13452 




GI 


7527718 


Score 


172 




r von s 


11212. .11304, 11386. .11548, 


11701. .11953, 13283 


. ■ J. J 1 sj 


GI Descrip . 


(AC010657) T5E21.7 [Arabidopsis thaliana] 




Seq. No. 


45037 


Seq. ID 


OJ000301_ 


_04 .0403.C9 


Gene No. 


95138 


Strand 






Start 


294 


End 


820 




Name 


OJ000301 04.0403.C9.ol.gs 


Method 


GENSCAN 




Start 


294 


End 


820 




GI 


none 


Score 


.61 




Exons 


294. .376, 465. .639, 737. .820 








Sea No 


45037 


Seq. ID 


OJ000301_ 


_04 .0403.C9" 


(^pnp No 


95139 


Strand 






Start 


6668 


End 


1002-6 




Name 


OJ000301 04.0403.C9.ol.tc 


Method 


TBLASTX: Cress 


Start 


1480 


End 


2727 




GI 


none 


Score 


42 




Exons 


1480.. 1515, 1528.. 1569, 1620 


. . 1679, 1621. . 1686, 


1705. . 1797, 




1722. .1775, 1792. .1872, 1827 


. .1877, 1861. .1965, 


1872. .1964, 




2020.. 2322, 2025.. 2321, 2374 


..2487, 238 


8. .2474, 


2551. .2727, 




2553. .2705 









Seq. No. 45037 . . 

Gene No. 95139 
Start 6668 

Name OJ000301_04 . 0403 . C9 . ol . tin 

Start 1480 
GI none 

Exons 1480.. 1572, 1519.. 1542, 1620. 

1716. .1775, 1785. .2321, 1786, 
2374. .2487, 2382. .2480, 2474. 
2556. .2741 



Seq. ID OJ000301_04 .0403.C9 
Strand 

End 10026 
Method TBLASTX : Mai ze 
End 2741 
Score ' 120 

.1679, 1621.. 1701, 1702.. 1797, 
.1824, 1828. .1872, 1873. .2322, 
.2509, 2475. .2510, 2554.. 2730, 



Seq. No. 45037 
Gene No. 95139 
Start 6668 

Name OJ000301_04 . 0403 . C9 . ol . ts 

Start 1528 
GI none 

■Exon3 1528.. 1569, 1620.. 1679, 1621. 

1809. .1871, 1828. .1872, 1861. 
2014. .2322, 2374. .2442, 2388. 
2568. .2741 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000301 04. 0403. C9 



10026 

TBLASTX: Soybean 
2741 
39 

1692, 1705.. 1773, 1719.. 1775, 
1965, 1872. .1964, -2013. .2318, 
2423, 2446. .2487, 2554. .2733, 



46276 



Seq. No. 45037 

Gene No. 95139 

Start 6668 

Name OJ000301_04 . 04 03 . C9 . ol . tw 

Start 1621 

GI none 

Exons 1621.. 1692, 1719.. 1760, 1825. 

2025. .2123, 2129. .2149, 2257. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

,1965, 1827 
.2430 



OJ000301 04. 0403. C9 



10026 

TBLASTX: Wheat 
2430 
71 

,1964, 2020. .2256, 



Seq. No. 45037 Seq. ID 

Gene No. 95139 Strand 

Start 6668 End 

Name OJ000301_04 . 0403 . C9 . o3 . tw Method 

Start 2565 End 

GI none Score 

Exons 2565.. 2726, 2566.. 2727 



OJ000301_04.0403.C9 
10026 

TBLASTX: Wheat 

2727 

228 



Seq. No. 45037 

Gene No. 95139 

Start 6668 

Name OJ000301JD4 . 04 03 . C9 . o2 . ts 

Start 5361 

GI none 

Exons 5361.. 5495, 5362.. 5493, 5814. 
6024. .6200 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ0003-01_04.0403.C9 
10026 

TBLASTX : Soybean 

6200 

157 



.5930, 5815. .5931, 6023. .6187, 



Seq. No. 


45037 






Seq. ID 


OJ000301 


_04.0403.C9 


Gene No. 


95139 






Strand 






Start 


6668 






End 


10026 




Name 


OJ000301 04 


.0403. 


C9.o2.tm 


Method 


TBLASTX: 


Maize 


Start 


5368 






End 


6208 




GI 


none 






Score 


176 




Exons 


5368. .5496, 


5368. 


.5496, 5556. 


.5669, 5557. .5664, 


5564 . .5698, 




5567. .5698, 


5820. 


.5933, 5821. 


.5937, 6009. ^.6200, 


6020. . 6199, 




6024 .. 6203, 


6068. 


.6208 








Seq. No. 


45037 






Seq. ID 


OJ000301 


_04.0403.C9 


Gene No. 


95139 






Strand 






Start 


6668 






End 


10026 




Name 


OJ000301 04 


.0403. 


C9.o3.gs 


Method 


GENSCAN 




Start 


6668 




End 


9999 




GI 


none 






Score 


.95 




Exons 


6668. .7219, 


9113. 


.9138, 9411. 


.9999 






Seq. No. 


45037 






Seq. ID 


OJ000301 


_04.0403.C9 


Gene No. 


95139 






Strand 






Start 


6668 






End 


10026 




Name 


OJ000301 04 


.0403. 


C9.o3.np 


Method 


AAT/NAP 




Start 


6671 






End 


10026 




GI 


5091619 






Score 


1339 




Exons 


6671. .7219, 


8326. 


.8579, 9411. 


.10026 






GI Descrip. 


(AC0074.5.4) 


F23M19 


.7 [Arabidopsis thaliana] 




Seq. No. 


45037 






Seq. ID 


OJ000301 


_04 .0403.C9 


Gene No. 


95139 






Strand 






Start 


6668 






End 


10026 





46277 




Name 


OJ000301 04. 


0403.C9.o3. tm 


Method 


TBLASTX: Maize 




Start 


6737 




"End 


8547 




GI 


none 




Score 


110 




Exons 


6737. .6793, 


6830. . 7222, 7011 


...7133, 8332. .8370, 8407. .8460 




8512. .8547 










Seq. No. 


45037 




Seq. ID 


OJ000301 04 0403 


. C9 


Gene No. 


95139 




Strand . 






Start 


6668 




End 


10026 




Name 


OJ000301 04. 


0403.C9.o2. tc 


Met hod 


•i J-JJ-l.tT.kJ J. . J- C O O 




Start 


6833 




End 


'7220 




GI 


none 




Score 


98 




Exons 


6833. . 7219, 


7011. .7220 








Seq. No. 


45037 




Sea ID 


OJ000301 04 0403 


. C9 


Gene No. 


95139 




Strand 






Start 


6668 




End 


10026 




Name 


OJ000301 04. 


0403.C9.o2. tw 


Mpf* hod 


TBLASTX * Whp^1~ 




Start 


6836 




End 


7202 




GI 


none 




Score 


70 




Exons 


6836. .7201, 


6884. .7117, 7011 


. .7202 






Seq. No. 


45037 




Sea ID 


OJ000301 04 0403 




Gene No. 


95139 




Strand 






Start 


6668 




End 


10026 




Name 


OJ000301 04. 


0403.C9.o3. ts 




TBLASTX- Snvh^An 




Start 


6974 ~~ 




End 


7219 




GI 


none 




Score 


65 




Exons 


6974 . . 7219, 


6986. . 7096, 7011 


. .7121 






Seq. No. 


45037 




Seq. ID 


OJ000301_04 .0403 


. C9 


Gene No. 


95140 




Strand 






Start 


11190 




End 


11767 




Name 


OJ000301 04. 


0403.C9.o5.tm 


Method 


TBLASTX: Maize 




Start 


11190 




End 


11767 




GI 


none 




Score 


151 




Exons 


11190. . 11297 


, 11191 . .11304, 


11364. .11444, 11371.. .11445, 






11509. . 11631 


, 11645. .11713, 


11645. .11701, 11693. .11758, 






11699. . 11767 










Seq. No. 


45037 




Seq. ID 


OJ000301_04.0403 




Gene No. 


95141 




Strand 






Start 


13291 




End 


13459 




Name 


OJ000301 04. 


0403.C9.o4.tm 


Method 


TBLASTX: Maize 




Start 


13291 




End 


13459 




GI 


none 




Score 


240 ■ 




Exons 


13291. .13452, 13293 .. 13451, 


13297. .134 52, 13298. .134 59 




Seq. No. 


45038 




.. Seq. ID 


OJ000301_04.0403, 


.Clf 


Gene No. 


95142 




Strand 


+ 




Start 


508 




End 


730 




Name 


OJ000301 04. 


0403.C16.ol.gs 


Method 


GENSCAN 




Start 


508 




End 


730 




GI 


none 




Scorer 


-.66 




Exons 


508. .730 










Seq. No. 


45038 




Seq. ID 


OJ000301_04.0403. 


.Cl€ 



46278 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI 'Descrip. 



95143 Strand + 

3128 End 7595 

OJ000301_04.0403.C16.ol.np ' Method AAT/NAP 
3128 End - 7595 

4102600 Score 1533 

3128. .3173, 3590. .3699, 3815. .3913, 4040. .4096, 4215. .4370, 
4473. .4557, 5340. .5430, 5516. .5680, 5763. .5885, 6202. .6277, 
6490. .6646, 7246. .7595 
(AF0134 67) ARF6 [Arabidopsis thaliana] 



OJ000301_04.0403.C16 
+ 



45038 Seq. ID 

95143 Strand 
3128 End 7595 

OJ000301_04 . 0403.C16.ol.gp Method AAT/GAP 
3134 End 3385 

uC-osflm202112h06bl Score 204 

3134. .3207, 3318. .3385 

1 1174745/sp|P46225|TPIC_SECCE 8.0e-16 TRIOSEPHOSPHATE ISOMERASE, 
CHLOROPLAST PRECURSOR (TIM) >gi_1363523_pir_S537 61 
triose-phosphate isomerase (EC 5.3.1.1) precursor, chloroplast - 
rye >gi_609262_emb_CAA83533_ (Z32521) triosephosphate isomerase 
[Secale cereale] >gi_10954 94_prf_2109226B triosephosphate 
isomerase [Secale cereale] 1 





Qe^n Mo 


45038 




Seq. ID 


OJ000301_04.0403.C16 






95143 




Strand 


+ 


fn 


Start 


3128 




End 


7595 




Name 


OJ000301 04 


.0403.C16.o2.gp 


Method 


AAT/GAP 


? ==; 


Start 


6217 




End 


7487 




GI 


3761532 * 




Score 


790 




Exons 


6217. .6277, 


6490. .6637, 7246 


. .7487 






GI Descrip. 


4104931/gb|AAD02219. 1 1 2 . Oe- 


37 (AF042196) auxin response factor 






8 [Arabidopsis thaliana] 








Seq. No. 


45038 




Seq. ID 


OJ000301_04.0403.C16 




Gene No. 


95143 




Strand 


+ 




Start _ 


■ 3128 




End 


7595 . 




Name 


OJ000301 04 


.0403.C16.o3.gp 


Method 


AAT/GAP 




Start 


7483 




End 


7595 


C3 


GI 


46523 1.R1084 


Score 


226 




Exons • 


7483. .7595 










GI Descrip. 


' 4104931/gb|AAD02219.1| 2 . Oe 


-37 (AF042196) auxin response factor 






8 [Arabidopsis thaliana] 1 








Seq. No. 


45038 




Seq. ID 


OJ000301_04.0403.C16 




Gene No. 


95144 




Strand 






Start 


1439 




End 


7595 




Name 


OJ000301 04, 


,0403.C16.o2.gs 


Method 


GENSCAN 




Start 


1439 




End 


7464 




GI 


none 




Score 


.41 




Exons 


1439. .1590, 


3167.. 3671, 3716 


..4105, 4236. .4435, 6394. .6508, 






7321. .7464 










Seq. No. 


45038 




Seq. ID- 


OJ000301_04 .0403.C16- 




Gene No. 


95144 




Strand 






Start 


1439 




End 


7595 




Name 


OJ000301 04, 


.0403.C16.ol.tc 


Method 


TBLASTX: Cress 



46279 



Start 
GI 

Exons 



3588 
none 

3588. .3701, 3589. 

4036. .4092, 4205. 

4482. .4562, 5332. 

5502.. 5681, 5760. 



End 7361 

Score 184 

.3714, 3812. .3913, 3814. .3912, 4028. .4093, 

,4372, 4215. .4370, 4473. .4559, 4481. .4558, 

,5427, 5339. .5431, 5480:. 5677, 5499. .5681, 

,5882, 5761. .5886, 5761. .5886, 5762. .5887, 

6200. .6280, 6200. .6271, 6202. .6279, 6480. .6638, 6487. .6639, 
6489.. 6638, 7293.. 7361 



Seq. No. 45038 

Gene No. 95144 

Start 1439 

Name OJ000301_04 . 0403 . C16 . ol . tm 

Start 3588 

GI none 
Exons 



Seq. ID OJ000301_04 .0403.C16 
Strand 

End 7595 

Method TBLASTX : Mai ze 

End 5404 

Score 191 



3588. .3701, 3589. .3714, 3812. .3913, 3814. .3912, 3847. .3915, 
3888. .3920, 4028. .4096, 4036. .4098, 4205. .4372, 4215. .4370, 
4262. .4372, 4472. .4558, 4473. .4559, 5332. .5403, 5339. .5404 



Seq. No. 45038 Seq. ID 

Gene No. 95144 Strand 

Start 1439 End 

Name OJ000301_04 . 0403 . C16 . o3 . ts Method 

Start 3588 End 

GI none Score 

Exons 3588.. 3701, 3589.. 3714 



OJ000301_04.0403.C16 
7595 

TBLASTX : Soybean 

3714 

199 



Seq. No. 

Gene No. • 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45038 
95144 
1439 

OJ000301_04 . 0403.C16.ol.ts 

3830 

4306688 

3830. .3913, 3832. .3912, 4034. 
4217. .4372, 4232. .4381, 4469. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000301 04.0403.C16 



45038 
95144 
1439 

OJ000301 04.0403.C16.o2.tm 



75.95 

TBLASTX : Soybean 
4559 
131 

4096, 4036.. 4095, 4215. .4370, 
4549, 4472. .4558, 4473. .4559 



OJ000301 04.0403.C16 



5496 

none 

5496. 

5779. 

6489. 



.5681, 
,5883, 
,6590 



5512, 
6200. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

5682, 5516.. 5680, 5761.. 5886, 5763 
6280, 6202.. 6279, 6450.. 6575, 6487 



7595 

TBLASTX: Maize 

6591 

232 



.5879, 
. 6591, 



Seq. No. 45038 
Gene No. 95144 . 

Start 1439 

Name OJ000301_04 . 04 03 . CI 6 . o2 . ts 

Start 5561 
GI none 

Exons 5561.. 5677, 5562.. 5681, 5562. 

5762. .5887, 6199. .6279, 6200. 
6489. .6632 



Seq. ID 
Strand 
End 

Method 
End 

Score . 



OJ000301 04.0403.C16 



7595 

TBLASTX: Soybean 
6636 
148 

5681, '5760.. 5888, 5761.. 5886, 
6280, 6482.. 6583, 6487. .6636, 



46280 






Seq. No. 


45038 


Seq. ID 


OJ000301_ 


_04.0403.C16 




Gene No. 


95144 


Strand 








Start 


1439 


PnH 


7595 






Name 


fKTOOO^Ol 04 04 0^ PI 




TBLASTX: Maize 




Start 


6592 _ 


PnH 


7595 






GI 


none 


Score 


70 






P von ^ 


6592 6636 7241 7507 


7?4 5 7 SQS 








Qpn Mo 


45039 


JC^j • J. LJ 


OJ000301_ 


04 0403 C17 




Gene No . 


95145 


Strand 


+ 






Start 


220 


End 


1444 






Name 


OJ000301 04 .0403.C17.ol. 


gp Method 


AAT/GAP 






Start 


220 


End 


1043 






GI 


36294 1 R1084 


Score 


874 






Exons 


220 342. 670 1043 










GI Descrip . 


' 4 102600/ab 1 AAD01513 11 


4.0e-42 (AF013467) ARF6 


[Arabidopsi: 






t ha 1 "i ana 1 1 










Sea. No 


45039 


Seq. ID 


OJ000301-: 


04 04 0^ PI 7 




Gene No. 


95145 


Strand 


+ 






Start 


220 


End 


1444 






Name 


OJ000301 04.0403.C17.ol. 


np Method 


AAT/NAP 






Start 


220 


End 


332 




r s 


GI 


4104931 


Score 


71 






P von c; 


220. .332 








v3 
tn 


(it npqp^i n 

VJ X LJ \^ <J V_- U_ X k-/ . 


(AF042196) auxin response factor 8 [Arabidopsis 


f ha 1 *i anal 


a.: 3 


Seq. No. 


450.39 


Seq. ID 


OJ000301_ 


04 040^ PI 1 


f 


Gene No. 


95145 


Strand 


+ 






Start 


220 


End 


1444 






Name 


OJ000301 04 .0403.C17.ol. 


gs Method 


GENSCAN 






Start 


328 


End 


1444 




? : ; 5 


GI 


none 


Score 


.74 






RvAn q 


328. .342, 670. .832, 1365 


.1444 






IJ 
x ; 


Sea. No 


45039 


Seq. ID 


OJ000301_ 


04. 0.403. C17 


"a: 


Gene No. 


95146 


Strand 


+ 






Start 


3194 


End 


6107 




IK. 


Name 


OJ000301 04.0403.C17.o2. 


np Method 


AAT/NAP 






Start 


2675 


End 


6107 






GI 


4038036 


Score 


386 






Exons 


2675. .2747, 3273. .3340, 


4348. .4458, 4683. .5174, 


5256. . 6107 




' GI Descrip. 


(AC005936) unknown protein [Arabidopsis 


; thaliana 


] 



Seq. No. 45039 Seq. ID 

Gene No. 95146 Strand 

Start 3194 End 

Name OJ000301_04 . 0403 . C17. o2 . gs Method 

Start 3194 End 

GI none • Score 

Exons 3194.. 3340, 4348. .4458, 4683. .6051 



OJ000301_04.0403.C17 
+ 

6107 
GENSCAN 
6051 
. 99 



Seq. No. _ r 45039 Seq. ID OJ000301_04 . 04 03 . C17 

Gene No. 9514 6 Strand + 

Start 3194 End 6107 

Name OJ000301__04 . 04 03 . C17 . o2 . tm Method TBLASTX : Maize 

Start 3257 End 4458 



46281 





none 








Score 


138 




tsxons 


1 . . 0 O 4 U , 


*3 9 fi "5 


. . U / 




.4458, 4347. .4454 




Seq. No. 


45039 








Seq. ID 


OJ000301 


_04.0403.C17 


Gene No. 


95146 








Strand 


+ 




OLdl L 


o j- y *± 








End 


6107 




Name 


ri th nn ^n i n^ 

UuUUUjUI U4 . 


U4 Uj 


PI T. ~ 1 

.LI / .Ol 


4- <?> 

. lS 


Method 


TBLASTX: 


Soybean 


Cf a y--|- 


"7 9 fin ~~ 








End 


4781 


LjX 


none 








. Score 


118 






?9 fin n 


A^A^ 


A A R P 
. . 4 4 O O , 


4 J 4 / . 


.4451, 4707. .4781 




oeq. in o . 


a ^n 








Seq. ID 


OJ000301 


r\ a ri/ino /"'•it 
U4 . (J 4 (Jo . CI / 


Gene No. 


95146 








Strand 


+ 




Start 


3194 








End 


6107 




Name 


n.Tnnn^m n4 


n4 n^ 




. LC 


Method 


TBLASTX: 


Cress 


C+- a r-+- 
jlai U 


/ Z 








End 


5357 




p t 


none 








Score 


109 




E" 1 v An o 


0979 ^T/in 




. . 4 4 0 0 / 


a *5 /t n 

4 O 4 / . 


.4451, 4701. .4838, 


COCO C "3 1 / 

Ozoz . . OOl4 , 


















oeq. LN o . 










Seq. ID 


OJ000301 


U4 . U4 (Jo . CI / 


Gene No. 


95146 








Strand 


+ 




Start 


3194 








End 


6107 




Name 


n m nn ^n 1 n 4 

UUUUU jUI U4. 


nd n^ 

U4U J 


pi 7 ~i 
.LI / .OX 


. cm 


Method 


TBLASTX: 


Mai ze 


Of a -y-+- 
OLalL 


4 Do Z 








End 


5375 




p t 
laX 


none 








Score 


120 




U 1 v /"\ fi o 


/i coo /qi c 

4 DOl . . 4 J? X 0 , 


A fift R 


. . 4 :?Z X , 


4 fiO Q 
4 DO Z7 . 


.4922, 5138.. 5314, 


0 1 0 y . .00/0, 




^ 1 4 fi COI Q 


010 4 


R "3 9 /I 










Seq. No. 


45040 








Seq. ID 


OJ000301 


_04 .0403.C18 


Gene No. 


95147 








Strand 


+ 




OLaX L 


1 
x 








End 


11776 




Name 


UJUUU jUI U4. 


U4 U J 


.Llo . Ol 


. gp 


Method 


AAT/GAP 




OLall 


1 
X 








End 


160 




pt 


none 








Score 


269 






1 1 fin 














Qprr No 


4 504 0 








Seq. ID 


OJ000301 


DA HAHI PI Q 
U 4 . U 4 U O .Llo 


Gene No. 


95147 








Strand 


+ 




Start 


1 








End 


11776 




Name 


OJ000301 04. 


0403. 


.C18.o2. 


. np 


Method 


AAT/NAP 




Start 


1 








End 


11776 




GI 


6069646 








Score 


326 




Exons 


1..125, 7152 


..7729, 11715. .11776 







GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 

[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 

Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 45040 Seq. ID 

Gene No. 9514 7 Strand 

Start 1 End 

Name OJ000301_04 . 04 03 . CI 8 . ol . gs Method 

Start 1329 End 

GI none Score 

Exons 1329.. 1483 



OJ000301_04 .0403. CI* 
+ 

11776 
GEN SCAN 
1483 
.58 



46282 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45040 
95147 
1 

OJ000301_04 , 

1949 

none 

1949. .2071, 
2160. .2279, 
3136. .3252, 
3156. .3506, 
3680. .4057, 
3699. .4070, 
4511. .4708, 



0403.C18.ol.tm 



2009.. 2071, 2010 

2160.. 2279, 2161 

3136.. 3546, 3136 

3231.. 3581, 3250 

3691.. 4062, 3698 

3699.. 3950, 3782 

4516. .4713, 4516 



Seq. ID OJ0Q0301_04.0403.C18 

Strand + 

End 11776 

Method TBLASTX : Maize 

End 4713 

Score 93 

.2087, 2026. .2103, 2157. .2279, 
.2301, 2162. .2302, 2165. .2254, 
.3252, 3136.. 3471, 3138.. 3266, 
.3579, 3423. .3584, 3680. .3733, 
.3955, 3699. .4061, 3699. .3983, 
.4063, 3948. .4061, 4511. .4699, 
.4707, 4528. .4710 



Seq. No. 45040 
Gene No. 95147 
Start 1 

Name OJ000301_04 . 04 03 . C18 . dl . tw 

Start 2003 
GI none 

Exons 2003.. 2071, 2003.. 2071, 2019. 

3128.. 3268, 3136.. 3270, 3137. 
3699. .3968 



Seq. ID OJ000301_04 .0403.C18 

Strand + 

End 11776 

Method TBLASTX: Wheat ' 

End 3968 

Score 88 

.2090, 2160. .2279, 2162. .2254, 
.3265, 3138. .3269, 3698. .3967, 



Seq. No. 

Gene No. 

HJ. Start 

I J Name 

lil Start 

*3 GI 

l~t Exons 

iy GI Descrip. 

C3 Seq. No. 

vj Gene No. 

il Start 

: » Name 

_f Start 

U GI 

ti Exons 



45040 
•95147 
1 

OJ000301_04.0403.C18.ol.np 

2014 

6728990 



Seq. ID OJ000301 04.0403.C18 



Strand 
End 

Method 

End 

Score 



+ 

11776 
AAT/NAP 
4702 
1507 



2014. .2070, 2163. .2279, 3139. .3579, 3699. .4061, 4517. .4702 
(AC018363) unknown protein [Arabidopsis thaliana] 



45040 
95147 

I" . ' 

OJ000301_04.0403.C18.o2.gs 

2017 

none 

2017. .2070, 2163. .2279, 3139. 
4937. .5126, 5821 .. 5885 , 6403 . 



Seq. ID OJ000301_04 .0403.C18 

Strand + 

End ■ 11776 

Method GENSCAN >' 

End 6546 

Score . 9 

.3579, 3699. .4061, 4517. .4693, 
.6546 



Seq. No. 45040 

Gene No. 95147 

Start 1 

Name OJ000301_04 . 04 03 . C18 . ol . tc 

Start 2020 

GI none 
Exons 



Seq. ID OJ000301_04.0403.C18 

Strand - + 

End 11776 

Method TBLASTX : Cress 

End 4564 

Score 84 



2020. .2103, 2160. .2279, 2165. .2254, 3136. .3240, 3156. .3233, 

3226. .3270, 3226, .3276, 3370. .3396, 3496. .3579, 3496. .3579, 

3498. .3581, 3697. .3870, 3698. .3931, 3699. .3938, 3923. .3967, 

3924. .3968, 4025. .4057, 4026. .4061, 4523. .4564 



Seq. No. 
Gene No. 
Start 



45040 
95147 
1 



Seq. ID OJ000301_04.0403.C18 
Strand + 
End 11776 



46283 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000301_04 . 04 03 . C18 . ol . ts Method TBLASTX : Soybean 
2026 End 4045 

none Score 83 

2026.. 2103, 2160.. 2279, 3136.. 3345, 3156.. 3347, 3547.. 3579, 
3698. .404 5, 3699. .4 04 3, 3700. .404 4 



Seq. No. 45040 

Gene No. 95147 

Start 1 

Name OJ000301_04 . 04 03 . C18 . o2 . tc 

Start 3327 

GI none 
Exons 



Seq. ID OJ000301_04.0403.C18 

Strand '+ 

End 11776 

Method TBLASTX : Cress 

End 4705 

Score 37 

3327. .3353, 3328. .3363, 3403. .3489, 3405. .3485, 4516. .4698, 
4565. .4705, 4577. .4702 



45040 
95147 
1 

OJ000301_04 .04 03.C18.o2.ts 

3403 

none 



Seq. ID OJ000301_04.0403.C18 

Strand + 

End 11776 

Method TBLASTX: Soybean 

End 4705 

Score 118 



3403. .3546, 3405. .3533, 4556. .4705, 4556. .4693, 4558. .4701 



45040 
95147 
1 

OJ000301_04 .0403.C18.o2.tw 

7281 

none 

7281. .7595, 7472. .7603 



Seq. ID OJ000301_04 . 0403.C18 

Strand + 

End. 11776 

Method TBLASTX : Wheat 

End 7603 

Score 177 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45040 
95147 
1 ' 

OJ000301_04 .0403.C18.o2.tm 

7344 

none 



Seq. ID OJ000301_04 .0403.C18 

Strand + 

End 11776 

Method TBLASTX : Mai ze 

End 7729 

Score 172 



7344. .7583, 7344. .7541, 7S77..7729 



45041 
95148 
1 

OJ000301_04 .04 03.C19.ol.np 
1 

3777527 
1..595, 680. .2436 

(AF053008) gag-pol polyprotein [Glycine max] 



Seq. ID OJ000301_04.0403.C19 

Strand + 

End 2442 

Method AAT/NAP 

End 2436 

Score 1978 



45041 
95148 
1 

OJ000301_04.04 03.C19.ol.gs 

54 . 

none 

54. .2442 



Seq. ID OJ000301_04.0403.C19 

Strand + 

End 2442 

Method GENSCAN 

End 2442 

Score . . 75 



Seq. No. 



45041 



Seq. ID OJ000301 04.0403.C19 



46284 




Gene No. 


95149 


Strand 


+ 




Start 


3967 


End 


A 1 O fl 

4129 




Name 


OJ000301 04.0403.C19.o3.tm 


Method 


TBLASTX : Mai ze 




Start 


1 


End 


570 




GI 


none 


Score 


420 




Exons 


1..423, 93. .422, 335. .436, 418. .570 






Seq. No. - 


45041 


Seq. ID 


OJ000301_04.0403. 


C19 


Gene No. 


95149 


Strand 






Start 


jyo / 








Name 


OJ000301 04.0403.C19.o3.tw 


Method 


TBLASTX : Wheat 




Start 


4 . 


End 


A O tZ 

426 




GI 


none 


Score 


171 




Exons 


4. .318, 342. .404, 346. .426 








Seq. No. 


45041 


Seq. ID 


OJ000301_04.0403. 


C19 


Gene No. 


95149 


Strand 


+ 




Start 


jy b / 


End 


/ion 
4 12 9 




Name 


OJ000301 04 .0403.Cl'9.o3.ts 


Method 


TBLASTX : Soybean 




Start 


109 


End 


570 




GI 


none 


Score 


270 




Exons 


109. .420, 120. .413, 432. .551, 


442. .570 






Seq. No. 


45041 


Seq. ID 


OJ000301_04.0403. 


C19 


Gene No. 


95149 


Strand 


+ 




Start 


3967 


End 


A t o n 

412 9 




Name 


UJUUU jUI U h . U 4 Uj . v^l y . Oj . t-C 


Method 


TBLASTX : Cress 




Start 


127 


End 


569 




GI 


none 


Score 


176 




Exons 


127. .417, 151. .348, 432. .569, 


433. .564 






Seq. No. 


45041 


Seq. ID 


OJ000301 04.0403. 


C19 


Gene No. 


95149 


Strand 


+ 




Start 


3967 


End 


4129 




Name 


OJ000301 04.0403.C19.ol.ts 


Method 


TBLASTX: Soybean 




Start 


• 843 


End 


1412 




GI 


55092.60 


Score 


651 




Exons 


843. .1412, 883. .1410 








GI Descrip. 










Seq. No. 


45041 


Seq. ID 


OJ000301_04 .0403. 


C19 


Gene No. 


95149 


Strand 


+ 




Start 


3967 


End 


■4 12 9 




Name 


OJ000301 04.0403.C19.ol.tw 


Method 


TBLASTX : Wheat 




Start 


928 


End 


1395 




GI 


none 


Score 


82 




Exons 


928. .1017, 934. .1011, 1051. .1395, 1068. 


.1196, 1227 . .1394 




Seq. No. 


45041 


Seq. ID 


OJ000301_04 .0403. 


C19 


Gene No. 


95149 


Strand 


+ 




Start 


3967 


End 


4 1 9 9 




Name 


OJ000301 04.0403.C19.o2.tc 


Method 


TBLASTX: Cress 




Start 


1027 


End 


1293 




GI. • 


none 


Score 


244 




Exons 


1027.. 1293, 1032.. 1292 








Seq. No. 


45041 


Seq. ID 


OJ000301_04.0403. 


C19 



4 6285" 





Gene No. 


95149 








Strand 


+ 




otart 


oyo f 








End 


4129 




Name 


r\ ta a a o a i a /i 
OJ000301 04 


A A A "3 

. 0403 


. C19 . o2 


. tm 


Method 


TBLASTX: Maize 




Start 


1U / 4 








End 


1521 




r* t 

b± 


none 








Score 


oz 6 




Exons 


1 H7 /I 1 CI 1 
± U / 4 . . J-0 1 J. , 


1 U / 0 


. . lOZ 1 , 


IZlO . 


. lolz 






Seq. No. 


45041 








Seq. ID 


OJ000301_04.0403.C19 




Gene No. 


95149 








Strand 


+ 




Of >~f- 

b t art 


o y o / 








End 


4129 




Name 


n mnm^i A/i 
UJOUUoUi U4 


A yl A *5 
. U4 U 6 


OTA « A 

. ciy . o4 


. ts 


Method 


TBLASTX : Soybean 




btart 


1D04 








End 


1782 






none 








Score 


192 




Exons 


J.D04 . . 1 / zl, 


1 CCQ 

iooo 


1 7 Q O 










Seq. No. 


45041 








Seq. ID 


OJ000301_04.0403.C19 




Gene No. 


95149 








Strand 


+ 




OLall. 










T7 1 „ _] 

tna 


A 1 O A 

4 lz y 




Name 


UJUUUoUl U4 


A / AO 

.0403 


. ci y . oz , 


. tw 


* >f _ j_ i_ i 

Method. 


TBLASTX : Wheat 




Of ~- f- 

btart 


looZ 








End 


1998 




bl 


none 








Score 


103 




Exons 


Ijoz . .1 / o4 , 


1 / bZ . 


1 A A O 

. . iyyy, 


1773 . 


. 1997 






Seq. No. . 


45041 








Seq. ID 


OJ000301 04.0403.C19 




"Gene No. 


95149 








Strand 


• + 




Of- -i v- +- 

bt art 


"3 Q £7 








End 


4129 


« ; : • 
f'\ I 


Name 


OJ000301 04 


A /I A O 

. 0403 , 


. C19 . ol . 


. tc 


Method 


TBLASTX: Cress 




Of -1 v~ 4- 

b tart 


1 / DZ 








End 


2421 ' 


rn 


b± 


none 








Score 


119 ■ * 




Exons 


i / oz . . lyjo, 


i 7 7 a 
1 1 f 4 , 


1 A A 

, . i y 4 4 , 


O A C tl 

ZOOO . 


.2190, 2208.. 2327, 2209.. 2421 


W 


Seq. No. 


45041 








Seq. ID 


OJ000301 04.0403.C19 


. — 


Gene No. 


95149 








Strand 


+ 




bt art 


"3 Q £7 








End 


4129 




Name 


/^TAAAOAI A/1 

OJ000301 04 , 


. 0403 . 


, C19 . ol . 


, tm 


Method 


TBLASTX: Maize 


"M 


btart 


lire 
I f DO 








End 


2421 




C T 


none 








Score 


686 


v3 


Exons 


1 / DO . . Z 4 Z 1 , 


1 7 7 "3 


O A O A 

, . Z4 zU 








i.—S 


Seq. No. 


45041 








Seq. ID 


OJ000301 04.0403.C19 


iJ 


Gene No. 


95149 








Strand 


+ 




Of 3 -.4- 

b t art 


"3 Q£7 








End 


4129 




Name 


/™\taaaoai a a 
OJ000 301 04 . 


A VI A ~i 

, 04 03 . 


C19 . o2 . 


ts 


Method 


TBLASTX: Soybean 




O f» -i 

btart 


i TOO 

I / O J 








End 


2463 




C T 
bl 


none 








Score 


249 




Exons 


1 TOO O 1 7 O 

1 / O J . . Z 1 / Z , 


1 7 O O 
1 / OO . 


1 A A "D 

. iy43, 


1 ATT 

1977 . 


.2087, 2200. .2463, 2205. .2366 




Seq. No. 


45041 








Seq. ID 


OJ000301_04 .0403.C19 




Gene No. 


95149 








Strand 


+ 




OH 1 -v-4- 

btart 


oyo / 








End 


4129 




Name 


^TAAAOAI A/I 


04 03. 


CI 9 . o2 . 


gs 


Method 


GENSCAN 




Start 


3967 








End 


4129 




GI 


none 








Score 


.6 




Exons 


3967. .4129 ' 














Seq. No. 


45042 








Seq. ID 


OJ000301 04.0403.C20 




Gene No. 


95150 








Strand 





46286 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



1328 
AAT/NAP 
1328 
376 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
fj Start 

^ Exons 
v : - 

jj-J Seq. No. 

tj Gene No. 

y Start 

, ^ Name 

^ Start 

Iy GI 

= : Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000301_04.04 03.C20.ol.np 
1 

6069646 
1..96, 379. .1328 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



45042 Seq. ID 

95150 Strand 

1 End 
OJ000301_04 .0403.C20.ol.ts Method 

39 End 

none Score 
39..2S7, 342. .479 



45042 
95150 
1 

OJ000301_04 .04 03.C20.ol. tw 
60 

none 

60. .254, 267. .392 

45042 
95150 
1 

OJ000301_04.04 03.C20.ol.tm 
75 

none 

75. .467, 77. .187, 254. .388 

45042 
95150 
1 

OJ000301_04 .0403.C20.o2.tm 

683 

none 

683. .1216, 895. .1047, 1118. 

45042 
95150 
1 • 

OJ000301_04 .04 03.C20.o2. tw 

844 

none 

844. .999, 845. .1048 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq*. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
1228 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 45043 Seq. ID 

Gene No. 95151 Strand 

Start 109 End 

Name OJ000301_04 . 04 03 . C21 . ol . gs Method 

Start 109 End 

GI none Score 



OJ000301_04 .0403.C20 
+ 

1328 

TBLASTX: Soybean 

479 

142 



OJ000301_04 .0403.C20 
+ 

1328 

TBLASTX: Wheat 

392 

138 



OJ000301_04.0403.C20 
+ 

1328 

TBLASTX: Maize 

467 

305 



OJ000301_04 .0403.C20 
+ 

1328 

TBLASTX: Maize 

1228 

288 



OJ000301_04.0403.C20 
+ 

1328 

TBLASTX: Wheat 

1048 

173 



OJ000301_04 .0403.C21 
+ 

2657 
GENSCAN 
2657 
.49 



46287 



Exons 



109. .196, 621. .768, 805. .821, 932. .1157, 1720. .1839, 2435. .2657 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45043 
95152 
3618 

OJ000301_04 .0403.C21.ol.gp 

3353 

2516JL.R1084 
3353.. 3857, 5023. .5138, 
5813.. 5898, 5990.. 6092, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

5272. .5360, 5444. .5557, 5642, 
6185.. 6282, 6393.. 6546 
'4531444/gb|AAD22129.1 |AC006224_11 1.0e-160 (AC006224) putative 
protein kinase [Arabidopsis thaliana] 1 



OJ000301_04 . 0403. C21 
+ 

6546 
AAT/GAP 
6546 
2447 

.5729, 



45043 
95152 
3618 

OJ000301_04 .04 03.C21.o2.gs 



Seq. ID 
Strand 
End 

_ _ Method 

3618 " End 

none Score 
3618. .3702, 3708. .3857, 5023. .5138, 5272. .5360, 5642. .5729, 
5813.. 5898, 5990.. 6092, 6185.. 6282 



OJ000301_04.0403.C21 
+ 

6546 
GENSCAN 
6282 
.8 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



45043 
95152 
3618 

OJ000301_04 .04 03.C21.ol.tm 

3621 

none 

3621. . 3665, "5021. 
5293. .5364, 5444. 
5646. .5735, 5801. 
5988.. 6092, 5990. 
6382.. 6543, 6390. 



.5158, 5112. 

.5557, 5445. 

.5899, 5811. 

.6094, 6041. 
.6542 



Seq. ID OJ000301_04.0403.C21 

Strand + 

End 654 6 

Method TBLASTX: Maize 

End 6543 

Score 68 

.5159, 5269..5364, 5271.. 5363, 
.5555, 5623.. 5730, 5633.. 5728, 
.5900, 5812.. 5898, 5933.. 5953, 
.6094, 6182.. 6283, 6182.. 6283, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45043 Seq. ID 

95152 Strand 
3618 End 
OJ000301_04 .0403.C21.ol.tw Method 
3714 End 
none Score 
3714. .3857, 3820. .3858, 3824, 
5020. .5139, 5021. .5101, 5021. 
5271. .5399, 5271. .5363, 5443. 
5633.. 5728, 5646.. 5735, 5811. 



OJ000301_04 .0403.C21 
+ 

6546 

TBLASTX: Wheat 

5846 

55 



45043 
95152 
3618 

OJ000301_04 .04 03.C21.ol.np 

4980 

6686400 



.3859, 3824. .3862, 5020. .5100, 

.5140, 5269. .5364, 5270. .5362, 

.5556, 5443. .5559, 5611. .5730, 
.5846, 5811. .5846 

Seq. ID OJ000301 04.0403.C21 



Strand 
End 

Method 

End' 

Score 



+ 

6546 
AAT/NAP 
6546 
800 



4980. .5138, 5272. .5360, 5444. .5557, 5642. .5729, 5813. .5898, 
5990.. 6092, 6185.. 6282, 6393.. 6546 



GI Descrip. (AC007234) F1E22.18 [Arabidopsis thaliana] 



Seq. No. 
Gene No. 



45043 
95152 



Seq. ID OJ000301_04 .0403.C21 
Strand + 



4.6288 



Start 
Name 
Start 
GI 

Exons 



3618 

OJ000301_04 .04 03.C21.ol.ts 
5048 
none 

5048.. 5140, 5255 

5442.. 5552, 5443 

5801.. 5899, 5812 

6181.. 6282, 6182 

6415. .6543, 6417. .6545 



End . 6546 
Method TBLASTX : Soybean 
End 654 6 

Score 70 ■ 
5362, 5269.. 5364, 5271.. 5363, 5284.. 5382, 
5556, 5444..S557, 5633.. 5728, 5649.. 5729, 
5895, 5987.. 6094, 5988.. 6092, 6008.. 6094, 
6283, 6183.. 6281, 6184.. 6282, 6382.. 6546, 



Seq. No. 45043 Seq. ID 

Gene No. 95152 Strand 

Start 3618 ■ End 

Name OJ000301JD4 . 0403 . C21 . o2 . tc Method 

Start 5051 End 

GI none Score 

Exons 5051.. 5149, 6215.. 6283, 6231.. 6281, 6390 
6391. .6543 



OJ000301_04 .0403.C21 
+ 

6546 

TBLASTX: Cress 
6543 
71 

,6542, 6390. .6542, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45043 
95152 
3618 

OJ000301 
5269 
none 
5269 
5801 
6011 



04 .0403.C21.ol.tc 



5364, 
5884, 
6094, 



5271. 
5811. 
6182. 



5363, 
5864, 
6214 



5444 
5987 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.5566, 
.6094, 



OJ000301 
+ 

6546 

TBLASTX: Cress 
6214 
163 

5445.. 5567, 5649 
5988.. 6092, 6010 



04 .0403.C21 



,5729, 
,6093, 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45043 
95152 
3618 

OJ000301_04 . 04 03.C21.o2.tw 

6011 

none 



Seq. ID OJ000301_04 .0403.C21 

Strand + 

End 654 6 

Method TBLASTX : Wheat 

End 6471 

Score 157 

6011. .6094, 6012. .6092, 6182. .6283, 6182. .6283, 6183. .6287, 
6382. .6471, 6391. .6471 



45044 
95153 
1 

OJ000301_04 .04 03.C22.ol.gp 

1 

2516_1.R1084 
1..24, 123. .684 

'4531444/gb|AAD22129.1|AC006224_ll 1.0e-160 (AC006224) putative 
protein kinase [Arabidopsis thaliana] 1 



Seq. ID OJ000301_04 .0403.C22 

Strand + 

End 996 

Method AAT/GAP 

End 684 

Score 1013 



45044 
95153 
1 

OJ000301_04 .0403.C22.ol.np 
1 

4531444 
1..24, 123. .439 

(AC006224) putative amine oxidase [Arabidopsis thaliana] 



Seq. ID OJ000301_04 .0403.C22 

Strand + 

End 996 

Method AAT/NAP 

End 439 

Score 256 



46289 



Seq. No. 


45044 


Seq. ID 


OJ000301 


_04 .0403.C22 


Gene No. 


95153 


Strand 


+ 




Start 


1 




y zj \J 




Name 


n.Tnnn^m oa hACii 00 ni oq 


fJl ^ +" V*i /~\ 






o Lai L 




ullu 


y y 0 




O J. 


none 


Score 






LiAUll O 


SO 230 862 996 








Q ^rr Nn 


4 5044 






n/ ndh"3 r"?9 

Uf± . U4UJ . LZZ 


fipnp No 


95154 


Strand 


+ 




Start 


1884 


End 


5011 




Name 


OJ000301 04.0403.C22.o2.gp 


Method 


AAT/GAP 




J lai L 


1721 


End 


2903 






29451 1.R1084 


Score 


1380 




P 1 von Q 


1721. .2178, 2529. .2733, 2822 


. .2903 








M531444/gb|AAD22129.1|AC006224 11 6.0e-12 (AC006224) putative 




protein kinase [Arabidopsis 


thaliana] f 






Nn 

O ~ ^ • • . 


45044 


Seq. ID 


OJ000301 


VJ*i . U4UJ . 




95154 


Strand 


+ 




Start 


1884 


End 


5011 




Name 


OJ000301 04.0403.C22.o2.np 


Method 


AAT/NAP 




Start 


1746 


End 


4796 




ox 


4531444 


Score 


1323 






1746. .1804, 2548. .2733, 2822 


..2935, 3031. .3118, 


3237. .3322, 




3428. .3530, 3678... 3775, 3939 


..4368, 44E 


58. .4796 






(AC006224) putative amine oxidase " [Arabidopsis 


thaliana] 


c; cirr Nn 


45044 


Seq. ID 


OJ000301 


_04 .0403.C22 


Gene No. 


95154 


Strand 


+ 




Start 


1884 


End 


5011 




Name 


OJ000301 04 .0403.C22.o2.gs 


Method 


GENSCAN 




Start 


1884 


End 


4799 




GI 


none 


Score 


.89 




P.vnn 


1884. .1974, 2529. .2733, 2822 


..2935, 3031.. 3118, 


3678. .3775, 




3939.. 4368, 4488.. 4799 








Cpfr Nn 


45044 


Seq. ID 


OJ000301_ 


_04.0403.C22 




95154 


Strand 


+ 




Start 


18.84 


End 


5011 




Name 


OJ000301 04 .0403.C22.o3.gp 


Method 


AAT/GAP 




Start 


4499 


End 


5011 






19075 1.R1084 


Score 


947 






4499. .5011 








\J J- L> C O O J L * 


•4531444/gb|AAD22129.1|AC006224 11 2 . 0e 


1-09 (AC006224) putative 




protein kinase [Arabidopsis 


thaliana] 1 








45044 


Seq. ID 


OJ000301_ 


_04..0403.C22 


(^pnp Nri 


95155 


Strand 


+ 




Start 


6041 


End 


8130 




Name 


OJ000301 04 .0403.C22.o3.np 


Method 


AAT/NAP 




Start 


6020 


End 


8130 




GI 


6063552 


Score 


871 




Exons 


6020.. 6397, 6743.. 6926, 7367 


..7639, 7990. .8130 




GI Descrip. 


(AP000615) ESTs AU065232 (E60i 


355) ,C23624 (S1554) , 


AU078241 (E6085^ 




correspond to a region of the predicted gene.; similar to 



putative adenylate kinase. (AC005896) [Oryza sativa] 



46290 



Seq. No. 


45044 






Seq. ID 


OJ000301_04 . 0403 . C22 


uene LNu . 








Strand 


+ 


o tar C 








End 


8130 


Name 


UJUUUjUI U4 


HAH** COO r\"\ 


. gs 


Method 


GENSCAN 


OLdlt 


DU4 1 






End 


8130 




none 






Score 


.75 


U 1 v /™\ t-» o 
IjAUI lb 


UU4 1 • ■ UJ 1 ! J/ 


D/oo. . oy^o t 


7 ^67 


.7639, 7990.. 8130 


O C M • LN \J ■ 


45044 






Seq. ID 


OJ000301_04.0403.C22 


Gene No. 


95155 






Strand 


+ 


Start 


6041 






End 


8130 


Name 


OJ000301 04 


.0403.C22.o4 


.gp 


Method 


AAT/GAP 


OLdi L 


6224 






End 


6934 


CI 


2431503 






Score 


474 


CiAOIlo 


6224 . . 6343, 


6786. . 6934 










4056480 4.0e-29 (AC005896) putative adenylate kinase 




[Arabidopsi; 


s thaliana] 








O G q . LN O . 


45044 






Seq. ID 


OJ000301_04.0403.C22 


bene iNo . 


95156 






Strand 




Q+- -a y+- 
O L L. 


9336 






End 


11680 


Name 


OJ000301 04 


.0403.C22.ol, 


. tm 


Method 


TBLASTX: Maize 




1 






End 


4816 


GI 


none 






Score 


36 


Exons 


1..24, 126. 


.284, 128. .2? 


33, 286. .375, 287. .376, 394. .459, 




1847. .1870, 


1874. .1978, 


1875. 


.1958, 1946.. 1978, 2527.. 2733, 




2528. .2734, 


2528. .2737, 


2822. 


.2935, 21 


323. .2933, 3028. .3117, 




3029. .3118, 


3033. .3119, 


3234. 


.3323, 3235.. 3327, 3244.. 3318, 




3426. .3530, 


3433. .3531, 


3433. 


.3531, 3675. .3815, 3675. .3776, 




3936. .4367, 


3937. .4368, 


4002. 


.4367, 4475. .4552, 4487. .4798, 




4488. .4799, 


4488. . 4799, 


4697. 


.4816 




dorr Mn 


45044 






Seq. ID 


OJ000301_04.0403.C22 




95156 






Strand 




Start 


9336 






End 


11680 


Name 


• OJ000301 04 


.0403.C22.ol, 


. ts 


Method 


TBLASTX : Soybean 


O Lcll. U 


:. 122 






End 


4721 


P T 


none 






Score 


216 


JLiXOllo 


122. .283, 123. .284, 286, 


. .363, 


287. .385, 2555. .2737, 2568. .2' 




2618. .2734, 


2632. .2754, 


2821. 


.2925, 2i 


J22..2935, 2823.. 2933, 




3234. .3323, 


3426. .3530, 


3675. 


.3776, 3675.-3776, 3937. .4371, 




4005. .4280, 


4009. .4347, 


4491. 


.4721, 4493..4687 


Seq. No. 


45044 






Seq. ID 


OJ000301_04 .0403.C22 


Gene No. 


95156 






Strand 




C 4- -> 

uLdlt 


9336 






End 


11680 


Name 


OJ000301 04 


.0403.C22.o3. 


. tc 


Method 


TBLASTX: Cress 


O +- v-t- 

OLaJTl 


. 122 






End 


4757 


C T 


none 






Score 


194 


Exons 


122. .259, 123. .284, 287. 


.373, 


289. .372, 4285. .4371, 4463. .4' 




4491. . 4757 










Seq. No. 


45044 






Seq. ID 


OJ000301_04.0403.C22 


Gene No. 


95156 






Strand 




Start 


9336 






End 


11680 


Name 


OJ000301 04. 


.0403.C22.ol. 


tw 


Method 


TBLASTX: Wheat 



4738, 



46291 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2527 
none 

2527. .2580, 2528, 
2823.. 2933, 2828, 



.2734, 2546. 
.2935, 3028. 



45044 
95156 
9336 

OJ000301_04.0403.C22.ol.tc 

2618 

none 

2618.. 2734, 2632.. 2733, 2822, 
2897.. 2920, 3029.. 3079, 3080, 
3675.-3776, 3692.. 3766, 3901, 
4005. .4280 



End 3269 
Score 197 

.2725, 2632.. 2754, 2821.. 2928, 

.3117, 3029.. 3118, 3234.. 3269 

Seq. ID OJ000301_04 .0403.C22 
Strand 

End 11680 
Method TBLASTX : Cress 
End 4284 
Score 169 

.2899, 2823.. 2900, 2895.. 2927, 
.3124, 3243.-3263, 3426. .3530, 
.4278, 3936. .4133, 3937. .4284, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45044 
95156 
9336 

OJ000301_04 .0403.C22.o2.ts 
6193 



OJ000301 04.0403.C22 



none 
6193. 
7365. 
7995. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

6292, 6783.. 6926, 6785.. 6931, 
7607, 7366. .7581, 7367. .7639, 7370. .7648, 7993. .8127, 
8126 



11680 

TBLASTX: Soybean 

8127 

77 



,6291, 6195.. 6260, 6203. 



Seq.' .No. 45044 ' 

Gene No. 95156 
Start 9336 

Name OJ000301_04 . 04 03 . C22 . o2 . tc 

Start 6206 
GI none 

Exons 6206.. 6349, 6208.. 6336, 6771. 

6831.. 6926, 7355.-7633, 7365. 
7995.. 8108 



Seq. ID 
.Strand 
End 

Method 
End 
Score 



OJ000301 04.0403.C22 



11680 

TBLASTX: Cress 
8108 
195 

6827, 6781.. 6825, 6825.. 6926, 
7628, 7367. .7639, 7993. .8100, 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



45044 
95156 
9336 

OJ000301_04 . 0403 . C22 . o2 . tm 
6296 



OJ000301 04.0403.C22 



none 

6296. 

6793. 

7988.- 

8098. 

45044 



Seq, ID 
Strand 
End 

_ Method 

End 
Score 

6346, 6296.. 6343, 6756.. 6926, 6783.. 6926, 6784 
6927, 7365. .7637, 7367. .7639, 7367. .7639, 7964 
8083, 7992. .8099, 7992. .8126, 7993. .8127, 8098 
8139, 8236. .8283, 8247. .8282, 8297. .8401 



11680 

TBLASTX: Maize 

8401 

70 



. 6930, 
,8086, 
,8136, 



95156 
9336 

OJ000301_04 .0403.C22.o4 .gs 
9336 
none 

9336.. 9527, 10563 .. 10593, 11634.. 11680 



Seq. ID OJ000301_04 .0403.C22 
Strand 

End 11680 

Method GENSCAN 

End 11680 

Score . 5 



45045 
95157 



Seq. ID OJ000301_04 .0403.C23 
Strand + 



46292 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



59 

OJ000301_04 . 0403.C23.ol.gs 
59 

none 

59. .371, 1235. .1572 

45046 
95158 
440 

OJ000301_04 . 0403 .C24 . ol . gs 

440 

none 

440. .559, 620. .748, 845. .889 



End 

Method 

End 

Score 



1572 
GENSCAN 
1572 
.89 



Seq. ID OJ000301_04 .0403.C24 
Strand 

End 88 9 

Method GENSCAN 

End 889 

Score . 7 9 



45047 
95159 
1 

OJ000301_04 .04 03.C25.ol.gp 
1 

36294_1.R1084 
1..43, 473. .734 

1 4102600/gb | AAD01513 . 1 | 4.0e-42 (AF013467) ARF6 [Arabidopsis 
thaliana] 1 



Seq. ID OJ000301_04.0403.C25 
Strand 

734 

AAT/GAP 
734 
354 



End 

Method 

End 

Score 



45047 
95159 
1 

OJ000301_04. 0403.C25.ol.np 
81 

4104931 
81. .196, 477. .734 

(AF042196) auxin response factor 8 [Arabidopsis thaliana] 



Seq. ID OJ000301_04.0403.C25 

Strand — • 

End 734 

Method AAT/NAP 

End 7 34 

Score 239 



45047 
95159 
1 

OJ000'301_04.. 04 03. C25 . ol . tm 

4'72 ■ 

none 



Seq. ID OJ000301_04.0403.C25 

Strand 

End 734 

Method TBLASTX: Maize 

End 68 6 

Score 277 



472. .669, 475. .669, 476. .670, 479. .673, 522. .686 



45047 
95159 
1 

OJ000301_04 . 04 03.C25.ol.gs 

473 

none 

473. .667 



Seq. ID OJ000301_04.0403.C25 

Strand 

End 734 

Method GENSCAN 

End 667 

Score .79 



Seq. No. 45047 

Gene No. 95159 

Start 1 

Name OJ000301_04 . 04 03 . C25 . ol . tc 

Start 477 

GI none 

Exons 477. .668, 479. .673, 522. .668 



Seq. ID OJ000301_04.0403.C25 

Strand 

End 734 

Method TBLASTX : Cress 

End 673 

Score 145 



46293 




Seq. No. 


45047 


Seq. ID 


OJ000301_04 .0403.C25 


Gene No. - 


95159 


Strand 




Start 


\ 


FnH 
Hii in 


7^4 


Name 




i v Jfci L.I1UU 


TRT ZiQTY • QouKaan 




477 ~~ 


FnH 

Hi 1 in 


O f o 


GI - 


none 


Score 


17 4 


i_J KJ 1U 


477 668 479 67f) 479 67^ 






Seq. No.. 


45048 


Seq. ID 


OJ000301_04 .0403.C28 


Gene No. 


95160 


Strand 




Start 


205 


FnH 
Hii m 


Q7 

-7 / D 


LN Cll LLC 


OJOOO^OI 04 040^ ol rr<? 

UUUUU Jul . UtUJ.^^O . VJX . 










FnH 


Q7 £ 


VJ J. 


nunc 


Score 


. DO 




^1 Q R4Q fill Q1 ^ Q76 








1 J U *i -7 




UuUUUjUI U . U h. U O . U J X 


Gene No . 


95161 


Strand 




Start 


133 


End 


736 


Name 


OJ000301 04.0403.C31.ol.np 


Method 


AAT/NAP 


Start 


133 


End 


736 


GI 


7228442 


Score 


126 


J-j AUi 1 CD 


133. .317, 470. .736 






T T)ci cpr "i n 


(AP001366) EST C28952 (C62945) 


corresponds to a region of the 




predicted gene.; Similar to maize transposon MuDR mudrA prob 




isolog. (AC003981) [Oryza sativa] 




O t; ^ . 1N\J, ■ 


45049 


Seq. ID 


OJ00030.1_04 .04 03.C31 


Gene No . 


95161 


Strand 




Start 


133 


End 


736 


Name 


OJ000301 04.0403.C31.o2.np 


Method 


AAT/NAP 


Start 


436 


End 


736 


GI 


5441880 


Score 


389 


Exons 


436. .736 






GI Descrip. 


(AP000367) EST C28952 (C62945) 


corresponds to a region of the 



predicted gene.; Similar 'to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] ' 



Seq. No. 


45050 






Seq. ID 


OJ000301_ 


_04 


.0403. 


C36 


Gene No. 


95162 






Strand 










Start 


15 






End 


628 








Name 


OJ000301 . 


_04.0403.C36.ol 


.gs 


Method 


GENSCAN 








Start 


15 




' End 


628 








GI 


none 






Score 


.52 








Exons 


15. .230, 


257. .384, 624. 


.628 












Seq. No. 


45051 






Seq. ID 


OJ000301_ 


_04 


.0403. 


C40 


Gene No. 


95163 






Strand 


+ 








Start 


122 






End 


1012 








Name 


OJ000301 


04.0403.C40.ol 


.gs 


Method 


GENSCAN 








Start 


122 






End 


1012 








GI 


none 






Score 


.46 








Exons 


122. .301, 


806. .1012 














Seq. No. 


45051 






Seq. ID 


OJ000301_ 


_04 


.0403. 


C40 


Gene No. 


95164 






Strand 


+ 








Start 


921 






End 


1006 









46294 



Name OJ000301_04 . 0403 . C40 . ol . np Method AAT/NAP 

Start 921 End 1006 

GI 7432659 Score 85 

Exons 921.. 1006 

GI Descrip. hypothetical protein F23F1.9 - Arabidopsis thaliana 

gi | 3420052 | gb | AAC31853 . 1| (AC004680) putative NADH dehydrogenase 
(ubiquinone oxidoreductase) [Arabidopsis thaliana] 



Seq. No. 45051 Seq. ID 

Gene No. 95165 Strand 

Start 2238 End 

Name OJ000301JD4 . 04 03 . C4 0 . o2 . gs Method 

Start 2238 End 

GI none Score 

Exons 2238.. 2605 



OJ000301_04 .0403.C40 

2681 
GENSCAN 
2605 
.7 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. ' 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

GI Descrip. 



45051 
95165 
2238 

OJ000301_04 . 0403 . C4 0 . ol . ts 

2247 

none 

2247. .2432, 2412.. 2486 



Seq. ID OJ000301_04 .0403.C40 
Strand 

End ' 2681 

Method TBLASTX : Soybean 

End 2486 

Score 76 



45051 
95165 
2238 

OJ000301_04 . 0403 . C40 . o2 . np 
2312 
7297247 
2312. .2681 

(AE003617) CG5181 gene product [Drosophila melanogaster ] 



Seq. ID OJ000301_04 .0403.C40 
Strand 

End 2681 

Method AAT/NAP 

End 2681 

Score 90 



l_04.0403.C43.-ol.np 



45052 
95166 
1 

QJ000301 
1 

7485366 

1..61, 175. .323, 425. .523, 
hypothetical protein F10N7 
gi I 2827 6351 emb | CAA1 6588.1 1 

[Arabidopsis thaliana] gi | 7270105 | emb | CAB79919 . 1 | 
predicted protein [Arabidopsis thaliana] 



OJ000301_ 
+ 

1164 
AAT/NAP 
1164 
422 



Seq. ID OJ000301_04.0403.C43 
Strand 
. End 
Method 
End • 
Score 
1001. .1164 

180 - Arabidopsis thaliana 
(AL021636) predicted protein 

(AL161580) 



Seq. No. 


45052 








Seq. ID 


OJ000301_04.0403 


.C43 


Gene No. 


95166 








Strand 


+ 




Start ■ 


1 








End 


1164 




Name 


OJ000301 


_04.0403.C43, 


.ol, 


.gs 


Method 


GENSCAN 




Start 


59 








End 


523 




GI 


none 








Score 


.51 




Exons 


59. .283, 


427. .523 












Seq. No. 


45052 








Seq. ID 


OJ000301_04.0403 


.C43 


Gene No. 


95166 








Strand 


+ 




Start 


1 








End 


1164 




Name 


OJ000301 


04.0403.C43. 


.ol. 


, tm 


Method 


TBLASTX: Maize 





46295 



Start 
GI 

Exons 



73 End 1164 

none Score 79 

73. .123, 74. .127, 74. .127, 75. .134, 126. .155, 127. .162, 

128. .157, 160. .276, 161. .283, 162. .284, 173. .301, 399. .524, 

418. .531, 418. .522, 428. .523, 440. .541, 985. .1104, 1000. .1065, 

1001. .1096, 1064. .1162, 1064. .1162, 1065. .1163, 1066. .1164 



Seq. No. 45052 Seq. ID 

Gene No. 95166 Strand 

Start 1 End 

Name OJ000301_04 . 0403 . C4 3 . ol . ts Method 

Start 451 End 

GI none Score 
Exons 



OJ000301_04 .0403.C4 3 
+ 

1164 

TBLASTX : Soybean 

1118 

103 



451. .522, 452. .541, 452. 
1066. .1116 



,523, 985. .1062, 1001. .1063, 1062. .1118, 



Seq. No. 45053 Seq. ID OJ000301_01 . 04 07 . CI 

Gene No. 95167 Strand 

Start 298 End 1124 

Name OJ000301_01 . 04 07 . CI . ol . gp Method AAT/GAP 

Start 298 End 708 

GI 29546JL .R1084 Score 340 

Exons 298.. 370, 454.. 528, 626.. 708 

GI Descrip. '3894383 3.0e-25 (AF053993) disease resistance protein 
[Lycopersicon esculentum] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45053 Seq. ID OJ000301_01 . 0407 . CI 

95167 Strand 

298 End 1124 

OJ000301_01 . 04 07 . CI . o2 . gp Method AAT/GAP 

298 End 854 

29546_1.R1084 Score 432 

298. .370, 454. .528, 626. .696, 795. .854 

1 3894383 3.0e-25 (AF053993) disease resistance protein 
[Lycopersicon esculentum] ' 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45053 
95167 
298 

OJ000301_01.0407.Cl.ol.np 
302 

7329668 



Seq. ID OJ000301_01.0407.C1 
Strand 

End 1124 

Method AAT/NAP 

End 1124 

Score 269 



302. .370, 454. .528, 626. .697, 795. .866, 952. .1124 
(AL162351) putative protein [Arabidopsis thaliana] 



45054 . 

95168 

1 

OJ000301 01.0407.C2.ol.np 



Seq. ID OJ000301_01.0407.C2 

Strand + 

End " 790 

Method AAT/NAP 

End 7 90 

Score 112 



7430708 
1..32, 359. .790 

cytochrome P450 homolog F14M4.22 — Arabidopsis thaliana 

gi | 35229461 gb|AAC34228. 1 | (AC004411) putative cytochrome P450 

[Arabidopsis thaliana] 



Seq. No. 



45054 



Seq. ID OJ000301_01 .0407.C2 



46296 






Gene No. 


95168 






Strand 


+ 






Start 


1 






End 


790 - 






Name 


OJ000301 01 0407 C2 ol 


■ y a 




Mpt hod 


GENSCAN 






Start 


318 ~~ 






End 


753 






GI 


none 






Score 


. 83 






Exons 


318. .753 














Seq. No. 


45054 






Seq. ID 


OJ000301 01.0407 


.C2 




Gene No. 


95168 






Strand 


+ 






Start 


1 






End 


790 






Name 


OJ000301 01.0407.C2.ol. 


, tm 




Method 


TBLASTX • Mai zp 






Start 


369 ~~ 






End 


659 






GI 


none 






Score 


268 






Exons 


369. . 659, 413. . 655 














Seq. No. 


45055 






Seq. ID 


OJ000301_01.0407 


.C4 




Gene No. 


95169 






Strand 


+ 






/ Start 


4569 






End 


5759 






Name 


OJ000301 01. 04 07. C4 . o2 . 


y ° 




Mpt hod 


GEN SCAN 






Start 


4569 ~ 






End 


5759 






GI 


none 






S core 


. 66 






Exons 


4569 5759 














Seq. No. 


45055 






Seq. ID 


OJ000301_01.0407 


. C4 


ill 


Gene No. 


95170 






Strand 








Start 


1 






End 


3117 




V : z 


Name 


OJ000301 01.0407.C4 .ol. 


np 




Method 


AAT/NAP 




f 1 J 


Start 


1 






End 


2219 






GI 


551288 






Score 


1208 






Exons 


1..209, 360. .563, 690.. 


840, 


1449. .1576, 2058. .2219 






GI Descrip. 


(Z33611) phosphoglycerate 


mutase [Zea 


mays] 




ry 


Seq. No. 


45055 






Seq. ID 


OJ000301_01.0407 


.C4 




Gene No. 


95170 






Strand 






z — - 


Start 


1 






End 


3117 






Name 


OJ000301 • 01.0407.C4 .ol. 


gs 




Method 


GENSCAN 






Start 


26- 






End 


2219 






•GI 


none 






Score 


.95 * 




fi 


Exons 


26. .209, 360. .563, 690. 


.840, 


1449. .1576, 2058. .2219 






Sea No 


45055 






Seq.. ID 


OJ000301_01.0407 






Gene No . 


95170 






Strand 








Start 


1 






End 


3117 






Name 


OJ000301 01.0407.C4 .ol. 


gp 




Method 


AAT/GAP 






Start 


1472 






End 


3117 






GI 


428693 






Score 


634 






Exons 


1472. .1576, 2058. .2231, 


3060 


. .3117 








GI Descrip. 


551288/emb|CAA83914 | 1. 


Oe- 


■45 


(Z33611) 


phosphoglycerate mutase 






[Zea mays] 














Seq. No. 


45055 






Seq. ID 


OJ000301_01.0407 


.C4 




Gene No. 


95171 






Strand 








Start 


6614 






End 


10292 






Name 


OJ000301 01.0407.C4 .ol. 


tc 




Method 


TBLASTX: Cress 






Start 


1 






End 


534 






GI 


none 






Score 


243 






Exons 


1..210, 3. .212, 3. .212, 


359. 


.529, 360. 


.524, 360. .533, 361. .53' 



46297 



□ 



a. as. 



Seq. No. 


45055 


Seq. ID 


OJ000301_01.0407.C4 


("Ipnp Mo 


95171 


O l— -L CI 1 lv»t 




Start 


6614 




1 029? 


Name 


OJ000301 01 0407 C4 o2 




TRT.A9TY * Whps f- 


Start 




End 


205 


GI 


none 


Score 


235 


DAUllO 


1 204. 1 180 3 203 


50 . . 205 




JCkj . IN W • 


45055 


Seq. ID 




Gene No. 


95171 


Strand 




Start 


6614 


End 


10292 


Name 


OJ000301 01.0407.C4.ol. 


ts Method 


TBLASTX: Soybean 


Start 


1 


End 


2220 


GI 


none 


Score 


230 




1..210, 3. .212, 3. .212, 


360. .551, 362. 


.511, 367. .564, 687. 




690. .839, 691. .840, 1440. .1577, 1448.. 


1579, 1453. .1578, 




2051. .2218, 2058. .2219, 


2058. .2219, 2059. .2220 


JCI^ i IN <^J • 


45055 


Seq. ID 


OJ000301_01.0407.C4 


Gene No. 


95171 


Strand 




Start 


6614 


End 


10292 


Name 


OJ000301 01.0407.C4.o2. 


tm Method 


TBLASTX: Maize 


OLal L 


1 


End 


2202 


(IT 


none . 


Score 


250 




1..210, 3. .212, 3. .212, 


360.. 551, 361. 


.564, 362. .514, 367. 




687. .854, 691. .840, 696 


..854, 1440. .1577, 1448. .1576, 




. 1451. .1579, 2058. .2201, 


2059.. 2202, 2061.. 2201 


Seq. No. 


45055 


Seq. ID 


OJ000301_01.0407.C4 


Gene No. 


95171 


Strand 




Start 


6614 


End 


10292 


Name 


OJ000301 01.0407.C4.o2. 


tc Method 


TBLASTX: Cress 


Start 


687 


End 


2222 


GI 


none 


Score 


134 


Exons 


687. .839, .700. .840, 1440. .1577, 1448.. 


1576, 2061.. 2213, 



,564, 



2070. .2222 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



45055 
95171 
6614 

OJ000301_01.0407.C4 .o2.np 

6222 

6069646 



OJ000301 01. 0407. C4 



Seq. ID 
Strand 

End 10292 
Method AAT/NAP 
End 10292 
Score 898 
6222.. 7207, 7490.. 8293, 10038. .10292 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse., transcriptase . (AC006248) 
[Oryza sativa] 



45055 Seq. ID 

95171 Strand 

6614 End 

OJ0'00301_01 . 0407 . C4 . o5 . tw Method 

6240 End 

none Score 



OJ000301_01.0407.C4 
10292 

TBLASTX: Wheat 

6641 

117 



46298 



is? 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6240. .6485, 6492. .6641 



45055 
95171 
6614 

OJ000301_01. 

6429 

none 

6429. .6641, 



0407.C4.o4.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_01.0407.-C4 
10292 

TBLASTX: Maize 

6700 

74 



6499. .6636, 6641. .6700, 6644. .6697 



45055 
95171 
6614 

OJ000301_01. 

6614 

none 

6614. .7815, 

45055 
95171 
6614 

OJ000301_01. 

6647 

none 

6647. . 6802, 

45055 
.95171 
6614 

OJ000301_01. 

7035 

none 

7035. .7265, 

45055 
95171 
6614 

OJ000301_01. 

7196 

none 

7196. .7354, 

45055 
95171 
6614 

OJ000301JD1. 
7271 
none ■ 

7271. .7870, 

45055 
95171 
6614 

OJ000301_01. 
7891 
none 

7891. .8316, 



0407.C4.o3.gs 
7854. .8855, 9566. 

0407.C4 .o3.tw 
6899. .7030 

0407 .C4 .o6.tm 
7040. .7264 

0407.C4.ol.tw 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.9736 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_01.0407.C4 

10292 
GENSCAN 
9736 
.72 



"OJ000301_01.0407.C4 
10292 

TBLASTX: Wheat 

7030 

97 



OJ000301_01.0407.C4 
10292 

TBLASTX: Maize 

7265 

102 



OJ000301_01.0407.C4 
10292. 

TBLASTX: Wheat 

7636 

47 



7197. .7289, 7340. .7636, 7371. .7634 



0407.C4.o3.tm 
7689. .7856 

0407.C4.ol.tm 
7892. .8290 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_01.0407.C4 
10292 

TBLASTX: Maize 

7870 

85 



OJ000301_01.0407.C4 
10292 

TBLASTX: Maize 

8316 

189 



46299 






Seq. No. 


45055 


Seq. ID 


OJ000301 


_01.0407 


• C4 






QS1 7 1 


C f- r3nr ] 

o u rdiia 










O Lai L 


DDI': 


CiUU 


1 09 Q9 








Name 


n.iooo^oi m 0407 r4 n4 +-ta7 


J\J[ 4- t-i /~\ /"J 

ixie unoa 


TOT Zi CTV . 


wnea z 






OLdIL 


A069 ~~ 




ft "3Q7 










n on o 
nunc 


Score ■ 


1 00 










ROfi? fl9^R 89^7 PMQ7 












Seq. No. 


45055 


Seq. ID 


OJ000301 


_01.0407 


.C4 




fjpnp No 


95171 


Strand 












6614 


End 


1 0 9 Q9 








NT a mo 


OJ000301 01.0407.C4.o5.tm 


Method 


1 D±j/\o 1 A . 


i*ia ize 






Cfnrf 
O I- Ct X L. 


8468 


End 


ft ft 4 1 
O O 4 x 








X 


none 


Score 


DO 








TT von q 


8468. .8614, 8473. .8841, 8669. .8755 










Seq. No. 


45056 


Seq. ID 


OJ000301 


_01.0407 


.C5 




f^pnp NTo 


95172 


Strand 










O Ldl L 


5348 


End 


R7 R A 








Name 


OJ000301 01.0407.C5.o2.gp 


Method 










O L. a. X 


5348 


End 


R7 R4 








wX 


none 


Score 


7 R 0 
/ jU 






— 




5348.. 57:54 












Seq. No. 


45056 


Seq. ID 


OJ000301 


_01.0407 


.C5 


Tf; : " 


Gene No. 


95173 


Strand 


+ 








OLdi L 


21411 


End 


25129 






f'— ; 


Name 


OJ000301 01-0407. C5-o2.np 


Method 


AAT/NAP 










21411 


End 


23216 






^2 


(zr 

ox 


6721512 


Score 


147 






r i i 


uAUll O 


21411. .21525, 21556. .21686, 


21728. .21758, 23184 






s . 


OX L^CoOJ L £J . 


(AP001072) hypothetical protein [Oryza 


sativa] 








Seq. No. 


45056 


Seq. ID 


OJ000301 


_01.0407. 


■ C5 


V 5 


Gene No. 


95173 


Strand 


+ 






-?& 


Start 


21411 


End 


25129 






; 


Name 


OJ000301 01.0"407.C5.o3.gs 


Method 


GEN SCAN 








OLdl L 


21899 


End 


23183 








\J X 


none 


Score . 


.88 










21899. .21917, 22248 .. 22321 , 


22413. .22447, 22582 


. . ^ ^ y / , 








23094. .23183 












Seq. No. 


45056 


Seq. ID 


OJ000301_ 


_01.0407. 


.C5 




Gene No. 


95173 


Strand 


+ 








Start 


21411 


End 


25129 








Name 


OJ000301 01.0407.C5.o5.gp 


Method 


AAT/GAP 








Start 


22715 


End 


25129 








GI 


21650 1.R1084 .. 


Score 


1076 








Exons 


22715. .22972, 23094 23183, 


24861. .25129 







GI Descrip. ' 4 689381/gb | AF139466 . 1 | AF1394 66 2.0e-10 Vigna radiata 

chlorophyll a/b binding protein CP29 (CipCp29) mRNA, complete 
cds, chloroplast gene for chloroplast product 1 

Seq. No. 45056 Seq. ID OJ000301_01 . 04 07 . C5 

Gene No. 95173 Strand + 

Start 21411 End 25129 



46300 



Name OJ000301_01 . 0407 . C5 . o3 . np Method AAT/NAP 

Start 22865 End - 23180 

GI 6714362 Score 225 

Exons 22865. .22972, 23094.. 23180 

GI Descrip. (AC012562) unknown protein [Arabidopsis thaliana] 



Seq. No. 45056 Seq. ID 

Gene No. 95174 Strand 

Start 30089 End 

Name OJ000301_01 . 04 07 . C5 . o7 . gp 'Method 

Start 29910 End 

GI LIB3475-004-P1-K2-E3 Score 

Exons 29910. .30137 

GI Descrip. ' 551288/emb | CAA83914 | 1.0e-45 (Z33611) 
[Zea mays] 1 



OJ000301_01.0407.C5 

+ - .7- 

35992 
AAT/GAP 
30137 
409 

phosphoglycerate mutase 



Seq. No. 


45056 


Seq. ID 


OJ000301__01.0407.C5 


Gene No. 


95174 


Strand 


+ 


Start 


30089 


End 


35992 


Name 


OJ000301 01.0407.C5.o5.gs 


Method 


GENSCAN 


Start 


30089 


End 


32721 


GI 


none 


Score 


.86 


Exons 


30089. .30184, 30582 .. 31651 , 


32525. .32597, 32659. .32721 


Seq. No. 


45056 


Seq. ID 


OJ000301JD1.0407.C5 


Gene No. 


95174 


Strand 


+ 


Start 


30089 


End 


35992 


Name 


OJ000301 01.0407.C5.o5.np 


Method 


AAT/NAP 


Start 


30563 


End 


31640 


GI 


3157946 


Score 


516 


Exons 


30563. .31640 






GI Descrip. 


(AC002131) Similar to salt- 


-inducible 


membrane protein gb|U08285 



from Nicotiana tabacum. EST gb|F14010 comes from this gene. 
[Arabidopsis thaliana] 



Seq. No. 45056 Seq. ID OJ000301_01 . 04 07 . C5 

Gene No. 95174 Strand + 

Start 30089 End 35992 

Name OJ000301_01 . 04 07 . C5 . 06 . np Method AAT/NAP 

Start 31590 End 35992 

GI 6503302 Score 67 

Exons 31590. .31678, 337 12 .. 33809, 33938 .. 33990 , 35895.. 35992 

GI Descrip. (AC011713) Is a member of PF 101544 CorA-like Mg2+ transporter 

protein family. ESTs gb|Z48392 and gb|Z48391 come from this 

gene. [Arabidopsis thaliana] 



Seq. No. 45056 Seq. ID 

Gene No. 95175 Strand 

Start 14 .. End 

Name OJ000301JD1 . 04 07 . C5 . ol . gp Method 

Start 14 End 

GI none Score 

Exons 14 . .591 



OJ000301_01.0407.C5 
591 

AAT/GAP 

591 

1130 



Seq. No. 
Gene No. 
Start 



45056 
95176 
1930 



Seq. ID 

Strand 

End 



OJ000301 01. 0407. C5 



3570 



46301 



Name 

Start 

GI 

Exons 



OJ000301_01.04 07.C5.ol.gs 
1930 



Method GEN SCAN 
End 3570 
none Score .74 

1930. .2136, 2970.*. 3071, 3108. .3209, 3481. .3570 



Seq. No. 45056 

Gene No. ' 95177 

Start 6377 

Name OJ000301_01 . 04 07 . C5 . o3 . gp 

Start 6377 

GI LIB34 31-04 1-P1-N1-E4 

Exons 6377 . . 6768 

GI Descrip. 1 576771/gb | U16256 | OSU16256 ( 
sucrose-regulated mRNA, 3 1 '- 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_01.0407.C5 

6768 
AAT/GAP 
6768 
743 



i.0e+00 Oryza sativa cone SRI 
end sequence 1 



OJ000301 01. 0407. C5 



Seq. No. 45056 Seq. ID 

Gene No. 95178 Strand 

Start 9988 * End 14005 

Name OJ000301_01 . 0407 . C5 . o4 . gp Method AAT/GAP 

Start 9988 End 10696 

GI LIB3434-017-P1-K1-C5 Score 701 

Exons 9988.. 10311, 10628.. 10696 

GI Descrip. ' 29824 58/emb | CAA18222 . 1 | 2.0e-15 (AL022223) putative protein 
[Arabidopsis thaliana] 1 



Seq. No. 


a c n c c 




Seq. ID 


OJ000301_01.0407 


.C5 


Gene No. 


95178 




Strand 






Start 


9988 




End 


14005 




Name 


OJ000301 01. 0407. C5, 


.ol.np 


Method 


AAT/NAP 




Start 


10166 




End 


14005 




GI 


3786011 




Score 


724 




Exons 


10166. .10311, 10628, 


. .10771, 


10918 . .11034, 11104. .11214, 






13155. .13306, 13606, 


. .13694, 


13917. .14005 




GI Descrip. 


(AC005499) putative 


RNA-binding protein [Arabidopsis thaliana 


Seq. No. 


45056 




Seq. ID 


OJ000301__01.0407 


.C5 


Gene. No. 


95179 




Strand 






Start . 


25836 




End 


27971 - 




Name 


OJ000301 01. 0407. C5. 


, o4 . gs 


Method 


.GENSCAN 




Start 


25836 




End 


27971 




GI 


none 




Score 


. 97 




Exons 


25836..26537, 26726. 


. .26878, 


26981. .27166, 27252 .. 2734 1, 






27518. .27655, 27771. 


. .27971 








Seq. No. 


45056 




Seq. ID 


OJ000301_01.04'07 


.C5 


Gene No. 


95179 




Strand 






Start 


25836 




End 


27971 




Name 


OJ000301 01. 0407. C5 . 


, o4 . np 


Method 


AAT/NAP 




Start 


26070 




End 


27971 




GI 


7340671 




Score 


331 




Exons 


26070. .26227, 26393, 


. .26537, 


26726..26878, 26981 27137, 






27199. .27341, 27521. 


. .27640, 


27861. .27971 




GI Descrip. 


(AL162508) putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


45056 




Seq. ID 


OJ000301J)1.0407 


.C5 


Gene No. 


95180 




Strand 






Start 


33411 




End 


37503 





46302 






Name 


OJ000301 01. 0407. C5 


. 06 .gs 


Method 


GENSCAN 






JLdl L 


3341 1 






J / jUj 






\D ± 


none 




Score 


67 






TP von q 


3341 1 334Q6 3^79R 


Q TO O A 
. . J JO J4 / 




7 6 *3 R "3 fi 9 0 c c 7 c 








3S70fl 3S7fin 3sqrs 


3fi1 fid 


36975 365 


1 4 3661 1 "3 6 "7 '^9 








3fifi94 3fiQ4fl 37D7 9 


^71 fl Q 


-JT-jn^ 77^ 


n^ 






O C ^ ■ v> • 


45056 




oetj • iu 


o.Tnnn3ni m 0407 

UJUUUjUI UX.U4U/ 






fronts Mo 


qsi fin 

_7 J ± O U 




JLl O.I1U 










33411 






37^03 






Name 


OJ000301 01. 0407. C5 


. o7 .np 


Method 


AAT/NAP 






Start 


35160 




End 


37503 






GI 


7340673 




Score 


1046 






FvAn q 

LAUl 1 0 


3S1fif) 3S97R 3S3R9 


35570 


35708. .357 


60, 35884. .35984, 








36086 36171 36996 


3651 4 


36611. .367 


32, 36824. .36948, 








3707? 37151 37306 


375H3 














ovo'Hot n 
JJI. ULclIl 


[Arabidopsis thaliana] 






Seq. No. .. 


45056 




'Seq. ID 


OJ000301_01.0407 


.C5 




Gene No. 


95181 . 




Strand 










39835 




End 


41708 






IN CtlLLC 


OJ000301 01. 0407. C5. 


,o5. tm 


Method 


TBLASTX: Maize 






O LCli. L. 


1927 




End 


2067 








none 




Score 


190 




%J 


Fynn 

DAvl 1 0 


1927. .2067, 1931. .2047 








a-.: = 


Seq. No. 


45056 




Seq. ID 


OJ000301JD1.0407 


.C5 


i y 


Gene No. 


95181 




Strand 






V.s? 


Start 


39835 




End 


41708 




| . s 


L\ Cll LLC 


OJ000301 01. 0407. C5. 


, o5 . ts 


Method 


TBLASTX .-Soybean 






O Lul (_ 


2017 




End 


2333 




?\ : 


RT 


none 




Score 


112 






ill W 1 1 •_> 


2017.. 2163, 2232..2333 








f 1 


Q p, pi- M n 
UCI^ • LN U • 


45056 




Seq. ID 


OJ000301_01.0407 


PC 

. CD 




UC11C IN KJ a 


95181 




Strand 








Start 


39835 , 




End 


41708 






Name 


^OJ000301 01. 0407. C5 . 


06 . tm 


Method 


TBLASTX: Maize 






Start 


9909 




End 


10305 






RT 


none 




Score 


84 






F" von Q 


9909. .9971, 9913. .9996, 9913 


t.,9966, 9914. .9970, 10066.. 


1 n 1 n a 






10068. .10103, 10160. 


.10213, 


10165. .10233, 10174. .10233, 








10210. .10302, 10212. 


.10304, 


10212. .10304, 10213. .10305 






Qprr Mo 


45056 




Seq. ID 


OJ000301_01.0407 


. L-D 




rjpinp» Kfo 


95181 




Strand 








Start 


39835 




End 


41708 






Name 


OJ000301 01. 0407. C5. 


ol.ts 


Method 


TBLASTX: Soybean 






Start 


10626 




End 


13697 






RT 


none 




Score 


119 






F von c; 


10626. .10772, 10628. 


.10774, 


10909. . 11037, 10909. .11043, 








10916. .11053, 11104. 


.11187, 


11105. .11188, 13155. . 13340, 








13606. .13692, 13607. 


.13693, 


13608. . 13697 






Seq. No. 


45056 




Seq. ID 


OJ000301_01.0407 


.C5 




Gene No. 


95181 




Strand 








Start 


39835 




End 


41708 





46303 




Name 


oTfinmni m c\ac\~i 0-c; 


. 00 . cm 


Method 


1 biiAo 1 a : Ma 1 z e 


OLaiU 


1UDZD 






1 U / / D 




none 




Score 


1 JJ 


vOn a 


1 nfi9fi 1 077^ 1 acoq 

lUDi D. . x U / 1 3/ lUO^u 


1 07 74 








4 so s 6 

4JUJD 




Seq. ID 


OJ000301J31.0407 


Gene No. 


95181 




Strand 




Start . 


398.35 




End 


41708 


Name 


ojnnmoi ni 04 07 ps 


0 4 t~ m 
■ \J 1 . LIU 


. Method 


TBLASTX: Maize 


q-f- = rr 

OLdl L. 


1 0Q97 _ 




End 


11196 


(11 
\J X 


n on 0 




Score 


133 


L/AUlliJ 


1 0Q97 1 1 040 1 0Q97 


1104? 


10928. .11041, 10928. .11044, 




1 1 OCR 1 1 1 ftfi 1110? 

1 1U J J . . X X X Q O , X X X U J 


1 1 1 6S 


11104. .11196, 11104. .11190 


q^o Mo 


4 R0 S6 




Seq. ID 


OJ000301JD1.0407 


Gene No. 


95181 




Strand 




Start 


39835 




End 


41708 


Name 


O.T000?01 01 0407 PS 


0? r <5 


Method 


TBLASTX : Soybean 




99fi S7 _ 




End 


23177 


PT 


none 




Score 


138 




99PS7 99Q7? 99PSQ 


99Q79 


23091. .23168, 23093 23152 , 




9?0Q4 9?1 77 9?0QS 


9?1 6Q 








4 R0 S 6 




Seq. ID 


OJ000301_01.0407 


Gene No. 


95181 




Strand 




Start 


39835 




End 


41708 


ln dint; 


O.T000?01 01 0407 PS 


0 Q +- m 
. O _/ • LIU 


Method 


TBLASTX: Maize 


OLdl I 


99P S7 _ 




End 


'23177 


OT 
\J X 


none 




Score 


138 


HjAUI lo 


99PS7 99Q7? 99PSQ 


99Q79 


23091. .23168, 23093 .. 23152, 




9?0Q4 9?177 9?0QS 


9?1 6Q 








4 S0S6 




Seq. ID 


OJ000301_01.0407 


Gene No. 


95181 




Strand 




Start 


39835 




End 


41708 


Name 


O,T000?01 01 0407 PS 


ol 0 +- m 
LUl 


Method . 


TBLASTX: Maize 


qr ;=» rr 


9 64 1 S _ 

<L D *i X 3 




. ■ End 


27007 


PT 
\j x 


n on & 




Score 


75 


P von q 


9641 S 96S7? 96416 
ZD41J . , ZOO / J/ ZDIIO- 


9 64 7 ft 


26735. .26878, 26805 .. 26879, 




9697ft 97007 










4 SO S6 

4 JUJD 




Seq. ID 


OJ000301JD1.0407 


Gene No. 


95181 




Strand 




Start 


39835 




End 


41708 


LM CUUC 


O,T000?01 01 0407 PS 


r\9 +~ m 
. UZ . LIU 


Method 


TBLASTX: Maize 


rr 


?0P S9 ~ 




End 


31343 


PT 


none 




Score 


613 


IT von Q 

Cj ALU lO 


?0RS9 ?1 ?0PSR 




.30898. .31338, 31020 .. 31343, 












Sea No 


45056 




Seq. ID 


OJ000301_01.0407. 


Gene No. 


95181 




Strand 




Start 


39835 




End 


41708 


Name 


OJ000301 01. 0407. C5. 


. o3 . tm 


Method 


TBLASTX: Maize 


Start ■ 


31344 




End 


31616 


GI 


none 




Score 


373 


Exons 


31344 . .31616, 31344. 


, .31505, 


31346. .31612 



46304 





4 SOS 6 




Seq. ID 


OJ000301 


n i n a ni 


. j 




9S1 8 1 




Strand 








Start 


39835 




End 


41708 






Name 


OJ000301 01. 0407. C5 . 


,ol.tm 


Method 


TBLASTX: 


Maize 




Start 


35148 




End 


36481 






GI 


none 




Score 


144 






uAUl 1 O 


35148 35279 35152 


35280 

i ■ J J O \J , 


35152. .35280, 35154 


^S989 






35379 35576 35380 

~J -~) I J t • J J J / J J J U VJ • 


35586 


35381. .35584, 35706 


. .35759, 






35707 35760 35883 

J J f U f * • J -J / U U , JJUU J « 


35978 

i . J J ZJ I O / 


35884. .35982, 35885 


• .JJZ/OVJ, 






36077 36163 36078 


36167 

. • JUl U ' / 


36353. .36481 






Seq. No. 


45056 




Seq. ID 


OJ000301 


_01.0407 


.C5 


fjpnp No 


95181 




Strand 










39835 




End 


41708 






Name 


OJ000301 01 0407 T5 


o4 t" Q 


Method 


TBLASTX: 


OUyJJ trail 




Start 


35157 ~~ 




End 


35406 




GI 


none 




Score 


105 






FI xnn s 

J— I ^ W 1 1 o 


35157 3528? 35160 

J J X J f • . J J . 


35282 


35164. .35283, 35380 


*3R4 Ofi 
. . J J *± u 0 




Seq. No. 


45056 




Seq. ID 


OJ000301 


_01.0407 


.C5 


Gene No. 


95181 




Strand 








Start 


398 35 

J ^ O J J 




End 


41708 






W 3 TTl P» 
IN dlllC 


vUu\Ju JUl Ul • Uiu / • J . 


o9 t" o 


Method 


TBLASTX : 


OOyDcan 




Start 


^64?4. _ 




End 


36734 




\J X 


none 




Score 


58 






F 1 von q 


?64?4 ?6S14 ?6447 


• J O J X J / 


36462. .36515, 36604 


. 1 JO / ZD; 






"3660^ "36791 "36608 

J U O U J • • JU / Llf J U O U O • 


3 67 33 

■ J O r J J , 


36609. .36734, 36609 


. . J O / J f± 




Seq. No. 


45056 




Seq. ID 


OJ000301 


JD1.0407 


.C5 


Cpnp T\]o 


95181 




Strand 








Start 


J J O J J 




End 


41708 






Name 


o.tooo^oi m 0407 rs 


o 7 I - m 


Method 


TBLASTX:] 


L v ld± ^ C 




Start 


36483 ~~ 




End 


36719 






GI 


none 




Score 


51 






F! von s 


36483 36515 36487 


3651 6 

* J U J X U , 


36608. .36718, 36609 


^6719 

. . J O / X _7 




"Seq. No. 


45056 




Seq. ID 


OJ000301 


_01.0407 


.C5 


Gene No. 


95181 




Strand 








Start 


39835 




End 


41708 






Name 


O.7000301 D1 0407 PS 


ol fr 


Method 


TBLASTX : < 


^res s 




Start 


36501 ~~ 

J U J \J X 




End 


36888 






GI 


none 




Score 


85 






1— I J\.KJ HO 


36501 36^30 ^6608 

J U J U X . t JU J JU; J U O W O . 


3674 8 

• JO / 4 0/ 


36609. .36734, 36822 


. .OOOO / ; 






^689^ "36888 












Seq. No. 


45056 




Seq. ID 


OJ000301_ 


_01.0407, 


.C5 


Gene No. 


95181 




Strand 








Start 


39835 




End 


41708 






Name 


OJ000301 01. 0407. C5 . 


08 . np 


Method 


AAT/NAP 






Start 


39835 




End 


41708 






GI 


7340868 




Score 


194 






Exons 


39835. .40024, 41686. 


.41708 










GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 






Seq. No. 


45057 




Seq. ID 


OJ000301_ 


_01.0407. 


,C6 


Gene No. 


95182 




Strand 









46305 





Start 


424 


End 


5065 






Name 


mnnn^m m 0407 p6 r^i na 


fyf 4" r\ f\ 


PTTMCPZiKl 
oHjINo^/ILN 






OLaiL 




r^na 


OUDj 






C T 


none 


Score 


6 6 






E 1 V T^l O 


494 S4Q 1R67 9110 9906 


9 ^R4 "3 "34 Q 










44Q1 4674 ^014 S06S 

4 4 ;? 1 . • 4 U / 4 / JU14 • • JUO J 










Seq. No. 


45058 


Seq. ID 


OJ000301_01 


.0407.C7 




Gene No. 


95183 


Strand 










417 


FnH 


i o y D 






Name 


PjTOOO*301 01 0407 P7 n1 n-Q 


t\A r-v 4- Vi 

LYie inoa 








Cf a r-+- 


4 17 _ 

4 1 / 


Hina 


i j y j 






Vjl 


none 


Score 


4 9 
. 4 Z 






Exons 


417 S91 101^ 1 0QQ 1?^R 


1 

• 1j3j 








Seq. No. 


45059 


Seq. ID 


OJ000301_01 


.0407. C8 




Gene No. 


95184 


Strand 








jLai. L 


"34 R 




R ^ Q 






Name 


PiTOOO^OI 01 0407 PR r>1 rr<? 
VJU U U.U JUI U 1 . U 4 U / .^o.ui.yo 










OL.O.LX. 


j4 o 


tina 


Q-DQ 






oi 


none 


Score 


. 0 0 






IT vrtri c 

Lxons 


"34ft 470 76ft Q"5Q 
0 40 . .4 / U, /DO. . 0 OI? 








13 


Q £a r-r M o 
Oct] . LNO . 


4 R n C Q 

4 0 u D y 


oeq . i u 


Pi TOO O *5 O 1 0 1 


0 A 07 PR 
. U 4 U / . L.0 




Pciti o Mo 

UCl It. LN (J . 


QS 1 R R 


Strand 








Start 


1524 


End 


1649 






Name 


OJ000301_0 1.0407 .C8.ol.np 


Method 


AAT/NAP 




?-! = 


O Cell L 


1 R94 
1 O Z 4 


End 


1649 






ui 


600 6^7 ^ 


Score 


177 






T7 1 v /"\ ti c 1 


1^94 1 64 Q 
1 3 Z 4 . . 1 O 4 










ox uescirip. 


/ZiDOOORRCn Cimi 1 -Ho PR TT^ 

\Hruuu j ; oimi j.ar to ui\e j 


protein - rice tungro bacillif orm 


Vnr 
= 




TT-i ril e JORTHPiRTTQ 9 (HAC\1R C \\ \ 


Oryza sativa] 




S: 


Seq. No. 


45060 


Seq. ID 


OJ000301_01 


.0407. C9 




Gene No. 


95186 


Strand 


+ 






O Lai L 


94 64 

4 \j 4 


End 


2932 






Name 


PjTOOO^OI 01 0407 PQ oi rro 


Method 


GENSCAN 




■ % 


o Lai U 


9*4 64 _ 
Z 4 04 


End 


2932 






r-T 
ol 


none 


Score 


.62 




r ~ 


Exons 


9464 9 c ift0 9741 OQQO 
Z 4 O 4 . . ZJOU, Z / 4 1 . . Z :? o Z 








i _£ 


oeq. in o . 


4 ^060 
4 0 U OU 


Seq. ID 


OJ000301JD1 


.0407. C9 




/^Dno Mo 
oclltr LNU . 


Q <Vl ft 7 
3 J 1 o / 


Strand 


+ 






Start 


11308 


End 


16654 






Name 


OJ000301 01.0407.C9.o2.gp 


Method 


AAT/GAP 






O Cell L, 


11919 


End 


11555 






PT 


ul osrxcypi / oauioi 


Score 


668 






Exons 


11919 1 1 cqc. 










ui uescrip . 


41 / D4Z U / QDj | O/l/w /ID/) Z . Ue 


-11 (AB008097) cytochrome P450 






[i-iira.D loops i s cnaiianaj 










Seq. No. 


45060 


Seq. ID 


OJ000301_01 ( 


.0407. C9 




Gene No. 


95187 


Strand 


+ 






Start 


11308 


End. 


16654 






Name 


OJ000301 01.0407.C9.o4.gs 


Method 


GENSCAN 






Start 


11308 


End 


16654 






GI 


none 


Score 


.71 





46306 





11 JUO . • llUUt.^ J. J O O W . ■ 1 J^UJ / 


15502. .15565, 16614. .16654 




4 5060 


Seq. ID 


OJ000301_01 


.0407. C9 


fipnp No 


95188 


Strand 






Start 


1 


End ' 


99 




Name 


OJ000301 01:0407. C9.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


99 




GI 


LIB3477-003-P1-K1-E9 


Score 


151 




ill A L*l 1 O 


1. .99 








\wJ X L-/ O -i— • 


, 2498586/sp|Q40638 IMP01 ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 


1 [Oryza 




sativa] 1 








Seq. No. 


45060 


Seq. ID 


OJ000301_01 


.0407. C9 


Gene No. 


95189 


Strand 






Start 


4111 


End 


4394 




Name 


OJ000301 01.0407.C9.o2.gs 


Method 


GENSCAN 




Start 


4111 


End 


4394 




GI 


none 


Score 


■• .94 




Exons 


4111. .4240, 4246. .4394 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
'Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



45060 
95190 
5226 

OJ000301_01.04 07.C9.o3.gs 

5226 
none 

5226.. 5383, 6331.. 6508, 7518, 

45060 
95191 
18012 

OJ000301J31.0407.C9.o5.gs 

18012 

none 

18012. .18137 



OJ000301_01.0407.C9 

9187 

GENSCAN 
9187 
.63 

7640, 8939.. 9090, 9175.. 9187 
OJ000301 01. 0407. C9 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 

End 

Score 



18137 
GENSCAN 
18137 
.54 



45061 Seq. ID OJ000301_01 . 04 07 . C10 

95192 Strand + 

1 End 2190 

OJ000301_01 . 0407 . C10 . ol . np Method AAT/NAP 
.1 End 616 

461812 Score 374 

1. .616 

CYTOCHROME P4 50 72A1 (CYPLXXII) (PROBABLE 

GERANIOL-10-HYDROXYLASE) (GE10H) gi | 7 4 30704 | pir || T0994 4 probable 

cytochrome P4 50 protein - Madagascar periwinkle 

gi 1 167484 | gb | AAA33106 . 1 1 (L10081) Cytochrome P-450 protein 

[Catharanthus roseus] gi | 445604 | prf | | 1909351A cytochrome P450 

[Catharanthus roseus] 



45061 Seq. ID 

95192 Strand 

1 End 

OJ000301_01. 0407. C10. ol.gs Method 

59 End 

none Score 



OJ000301_01. 04 07 .C10 
+ 

2190 
GENSCAN 
2190 
. 69 



46307 






Exons 


59. .614, 1062. .1108, 1435. .2190 








Seq. No. 


45061 


Seq. ID 


OJ000301_01.0407 


.C10 




Gene No. 


95193 


Strand 


+ 






Start 


3260 


End 


9210 






Name 


OJ000301 01.0407.C10.o4.tw 


Method 


TRT.A9TX * Whe>3 1- 






Start 


1 


End ' 


247 






GI 


none 


Score 


185 






Exons 


1..99, 2. .121, 11. .118, 161.. 


247 








Seq. No. 


45061 


' Seq. ID 


OJ000301_01.0407 


.C10 




Gene No. 


95193 


Strand 


+ 






Start 


3260 


End 


9210 






Name 


OJ000301 01.0407.C10.o2.tm 


Method 


TBLASTX: Maize 






Start 


2 


End 


604 






GI 


none 


Score 


116 






Exons 


2. .109, 10. .96, 158. .418, 184 


..420, 419. .604, 421. .534 






Seq. No. 


45061 


Seq. ID 


OJ000301_01.040'7 


.C10 




Gene No. 


95193 


Strand 


+ 






Start 


3260 


End 


9210 






Name 


OJ000301 01.0407.C10.o2.ts 


Method 


TBLASTX: Soybean 






Start 


2 


End 


607 






GI 


none 


Score 


109 




i ~i 


Exons 


2. .118, 10..96, 158. .406, 181 


..390, 419. .607 






Seq. No. 


45061 


Seq. ID 


OJ000301_01.0407 


.C10 


f'\ I 


Gene No. 


95193 


Strand 


+ 






Start 


3260 


End 


9210 






Name 


OJ000301 01.0407.C10.o2.tc 


Method 


TBLASTX: Cress 




VJ 


Start 


191 


End 


589 




•S..J 


GI 


none 


Score 


179 




fit 


Exons 


191. .418, 419. .589 










Seq. No. 


45061 


Seq. ID 


OJ000301 01.0407 


.C10 




Gene No. 


95193 


Strand 


+ 






Start 


3260 


End 


9210 






Name 


OJ000301 01.0407.C10.o2.tw 


Method 


TBLASTX: Wheat 






Start 


250 


End 


490 






GI 


none 


Score 


325 






Exons 


250. .465, 251. .490 










Seq. No. 


45061 


Seq. ID 


OJ000301_01.0407 


.C10 




Gene No. 


95193 


Strand 


+ 






Start 


- 3260 


End 


9210 






Name 


OJ000301 01.0407.C10.o2.gs 


Method 


GENSCAN 






Start 


3260 


End 


8894 






GI 


none 


Score 


.48 






Exons 


3260. .3395, 3805. .3842, 4461. 


.4539, 4821.. .4865, 5416.. 5560, 






6136. .6286, 7234. .7378, 7450. 


.7600, 7683. .7808, 7887. .7967, 






8340. .8496, 8624. .8894 










Seq. No. 


45061 


Seq. ID 


OJ000301_01.0407. 


.C10 




Gene No. 


95193 


Strand 


+ 






Start 


3260 


End 


9210 






Name 


OJ000301 01.0407.C10.o4.tm 


Method 


TBLASTX: Maize 






Start 


6085 


End 


6223 





46308 



GI none 

Exons 6085.. 6222, 6086.. 6223 

Seq. No. 45061 

Gene No. 95193 

Start 3260 

Name OJ000301_01 . 0407 . CIO . o? . np 

Start 6095 

GI 6822065 

Exons 6095.. 6286, 7234.. 7378, 7489. 

8340. .8532, 8624. .8894, 9184. 



Score 



191 



Seq. ID OJ000301_01. 0407. C10 

Strand + 

End 9210 

Method AAT/NAP 

End 9210 

Score 1394 

.7600, 7683. .7808, 7887. .7967, 
.9210 



GI Descrip. (AL132957) putative protein [Arabidopsis thaliana] 



Seq. No. 45061 

Gene No. 95193 

Start 3260 

Name OJ000301_01 . 04 07 .C10. o3.tc 

Start- 6095 

GI none 

Exons 6095.. 6163, 6140.. 6283, 6172, 



Seq. ID OJ000301_01. 0407. C10 

Strand + 

End 9210 

Method TBLASTX : Cress 

End 7734 

Score 75 

,6276, 7234. .7260, 7273. .7341, 



7276. .7443, 7305. .7382, 7447. .7569, 7447'. .7584, 7448. .7609, 
7449. .7601, 7657. .7734, 7683. .7727 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45061 
95193 
3260 

OJ000301_01. 0407. C10. ol, 

6104 

none 

6104. .6169, 6106. 
6214. .6288, 7231. 
7448. 



,7597, 
7882. .7965, 
8615. .8893, 



7448, 
7884, 
8623, 



.6132, 
.7260, 
.7603, 
.7967, 
,8892, 



ts 



6131. 
7264. 
7449. 
8329. 
8628. 



45061 

95193- 

3260 

OJ000301_01.04 07.C10.ol.gp 
6112 

uC-osrocyp007f07bl 



Seq. ID 

Strand 

End 

Method 

'End 

Score 



OJ000301_01. 0407. C10 
+ 

9210 

TBLASTX: Soybean 
8894 
98 

,6286, 6172.. 6276, 6197. .6286, 
.7443, 7296. .7373, 7447. .7581, 
7657. .7806, 7683. .7808, 
,8534, 8338. .8535, 



.7601, 

.8532, 8337, 
.8894 

Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000301_01. 0407. C10 

+ , 

9210 
AAT/GAP 
7583 
864 



6112. .6286, 7234. .7378, .7450. .7583 

'3786009 1.0e-56 (AC005499) unknown protein [Arabidopsis 
thaliana] ' 



Seq. No. 45061 
Gene No. 95193 
Start 3260 

Name OJ000301_01 . 04 07 . C10 . ol . tm 

Start 6223 
GI none 
Exons 6223.. 6282, 6224 

7231. .7443,. 7232 

7449. .7601, 7657 

7671. .7808, 7835 

8338.. 8535, 8342 



Seq. ID 
Strand 
End 

Method 
End 
Score 

6298, 6227.. 6286, 7204 
7378, 7296.. 7382, 7405 
7806, 7669.. 7806, 7670 
7963, 7882.. 7965, 7884 
8560, 8615.. 8671, 8618 



OJ000301_01. 0407. C10 
+ 

9210 

TBLASTX: Maize 
8677 
80 

7350, 7220. .7351, 
7602, 7448. .7609, 
7807, 7671.". 7808, 
7967, 8337. .8537, 
8677 



46309 



• 



Seq. No. 45061 

Gene No. 95193 

Start 3260 

Name OJ000301_01 . 04 07 

Start 7887 

GI none 

Exons 7887.. 7967, 7891 
8615.. 8698, 8623 



Seq. ID OJ000301JD1. 0407. CIO 

Strand + 

End 9210 

.C10..o3.tw Method TBLASTX : Wheat 

End 8698 

Score 107 
..7965, 8337. .8534, 8338. .8535, 8383. .8538, 
. .8691 



Seq. No, 

Gene ■ No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45061 
95193 
3260 

OJ000301_01.0407, 

8329 

none 

8329.. 8532, 8337. 
8623. .8691, 8687. 

45061 
95193 
3260 

OJ000301_01.0407. 
8474 

74733_1.R1084 
8474. .8532, 8624. 
•3786009 4.0e-45 
thaliana] ' 



ClO.ol. tc 



Seq. ID OJ000301_01. 0407. C10 

Strand + 

End 9210 

Method TBLASTX : Cress 

End 8824 

Score 126 
.8531, 8337. .8534, 8338. .8535, 8615. .8689, 
,8824, 8704. .8823 



Seq. ID OJ000301_01. 0407. C10 

Strand + 

End 9210 

Method AAT/GAP 

End 8 8 94 

Score 507 



C10.o2.gp 



,8894 



(AC0054 99) unknown protein [Arabidopsis 



Seq. No. 45061 

Gene No. 95193 

Start 3260 

Name OJ000301_01 . 0407 . C10 . o3 . tm 

Start 8677 

GI none 

Exons 8677.. 8859, 8678.. 8857, 8680. 



Seq. ID OJ000301 01. 0407. C10 



Strand 
End 

Method 
End 
Score 
.8859 



+ 

9210 

TBLASTX: Maize 

8859 

317 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45061 
95193 
3260 ' 

OJ000301_01. 04 07. ClO.ol. tw 

.8704 
none 



Seq. ID OJ000301 01. 0407. C10 



Strand 
End 

Method 

End 

Score 



+ ■ -r 
9210 

TBLASTX: Wheat 

8900 

336 



8704. .8892, 8705. .8893, 8705. .8896, 8706. .8900 



OJ000301 01.0407.C12 



45062 
95194 
1 

OJ000301_01.04 07.C12.ol.gp 
1 

25556_1.R1084 
1..78, 157. .218 

•2252830 3.0e-17 (AF013293) weak similarity to receptor protein 
kinase [Arabidopsis thaliana] 

>gi_6049872_gb_AAF02787.1_AF195115_7 (AFi?5115) weak similarity 
to receptor protein kinase [Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



887 

AAT/GAP 

218 

260 



Seq. No. 



45062 



Seq. ID OJ000301 01.0407.C12 



46310 



Gene No. 


95194 




Strand 






Start 


1 




End 


887 




Name 


OJ000301 


01 0407 C12 ol tw 


I JG L11UU 


TBLASTX: Wheat 




Start 


1 




End 


682 




GI 


none 




Score 


102 




E von ^ 

J—J _TW Vv/ lie? 


1 . . 78, 5 , 


. 79- 157 414 158 


385 219 


.398, 595. .681, 614.. 


Seq. No. 


45062 '■ 




Seq. ID 


OJ000301_01.0407 


.C12 


Gene No. 


95194 ' 




Strand 






Start 


1 




End. 


887 




Name 


OJ000301 


_01.0407.C12.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


887 




GI 


7329668 




Score 


572 




Exons 


1..78, 157. .407, 627. .678, 767. .887 






GI Descrip. 


(AL162351) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


45062 




Seq. ID 


OJ000301_01.0407 


.C12 


Gene No. 






Strand 






Start 


1 




End 


887 




Name 


OJ000301 


_01.0407.C12.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 




End 


420 




GI 


none 




Score 


64 




Exons 


1..75, 1. 


.78, 5. .79, 157. .420, 158. .403, 160. .405 




Seq. No. 


45062 




Seq. ID 


OJ000301_01.0407 


.C12 


Gene No. 


w> ± -? 4 




Strand 






Start ' 


1 




End 


887 




Name 


OJ000301 


01.0407.C12.ol.ts 


Method 


TBLASTX: Soybean 




Start 


1 




End 


414 




GI 


none 




Score 


71 ' 




Exons 


1..75, 4. 


.78, 5. .79, 157. .414, 158. .403, 202. .408 




Seq. No. 


45062 




Seq. ID 


OJ000301_01.0407 


.C12 


Gene No. 


95194 




Strand 






Start 


1 




End 


887 




Name 


. OJ000301 


01.0407.C12.ol.tc 


Method 


TBLASTX: Cress 




Start 


4 




End ■ . 


678 




GI 


none 




Score 


66 




Exons 


4. .78, 5. 


.79, 160. .186, 209., 


.376, 217. 


.399, 631. .678 




Seq. No. 


45062 




Seq. ID 


OJ000301JD1.0407 


.C12 


Gene No. 


95194 




Strand 






Start 


1 




End 


887 




Name 


OJ000301 


01.0407.C12.ol.gs 


Method 


GENSCAN 




Start 


157 




End 


678 




GI 


none 




Score 


.94 




Exons 


157 . .407, 


627. .678 








Seq. No. 


45062 . 




Seq. ID 


OJ000301_01.0407. 


.C12 


Gene No. 


95194 




Strand 






Start 


1 




End 


887 




Name 


OJ000301 


01.0407.C12.o2.tm 


Method 


TBLASTX: Maize 




Start 


613 




End 


887 




GI 


none 




Score 


64 




Exons 


613. .681, 


622. .681, 623. .694, 


627. .713 


, 746. .886, 768. .887 


Seq. No. 


45062 




Seq. ID 


OJ000301_01.0407. 


.C12 



46311 




Gene No. 


95194 


Strand 






i 

X 


Hi I J.U. 


ftfi 7 


Name 


o.TDfin^m m OAni no o9 

\J*J\J\J\J*j\JX U X . U *i\J f . UiZ m. kjc. • Lo 


\A +- V» /"\ 


TRT aQTY • Qnuhoan 

x curio ± a. . ooyoean 


OLai L 


69? ~~ 
U 


CjIIU. 


ff 7 7 

Off 


CI 




Score 




F vnn c 
■Cj AvJIlo 


6?? fifil 69fi 6ft? 746 ft77 






iJC^ ■ Vi\J * 


4 5063 


iJC^i X U 


UJUWU JUl UX.U4U ' • X »j 


o cue inu • 


95195 


Strand 




Start 


1 


End 


1203 


Name 


OJ000301 01.0407.C13.ol.gp 


Method 


AAT/GAP 


ol.ci.lu 


1 


End 


??9 




14533 1.R1084 


Score 




Ej 1 O 


1. .322 








1 6015437/dbj | AB008112.1 IAB008112 3.0e- 


XU IlUUlvJ oapiens iriLiAX ] 










Seq. No. 


4 JUUJ 


Seq. ID 


OJ000301_01 .0407 .CI 3 


Gene No. 




Strand 




Start 


1 
X 


End 






OJ000301 01.0407.C13.ol.tm 


Method 


TRT Z\ QTY • Mja n 




1 


End 


ocn 


o X 


none 


Score 


997 




1..228, 1..204, 3. .227, 92.. 


250 






45063 


Seq. ID 


UUUUU Jul U X . U4U / .^Xj 


Gene No. 


95195 


Strand 




Start 


1 


End 


1203 


Name 


OJ000301 01.0407.C13.ol.np 


Method 


AAT/NAP 


Of -a r f- 


1 


End 


1203 


r!T 


7329668 


Score 


242 


LAUllo 


1..344, 672. .741, 836. .961, 


1072. .1203 




ox Lv't; O l_X X £J . 


(AL162351) putative protein 


[Arabidopsis thaliana] 




45064 


Seq. ID 


OJ000251_09.0406.C2 


Gene No. 


95196 


Strand 


-f 


Start 


1091 


End 


2221 


Name 


OJ000*25'l 09.,0406.C2.ol.np 


Method 


AAT/NAP 


Of- o ri - 


1091 


End 


2221 


(ZT 

\J X 


24627*59 


Score 


169 




1091. .1166, 1347. .1402, 1502 


..1579, 1699. .1794, 2164. .2221 


ox ucoLi ip i 


(AC002292) Putative Cytochrome B5 [Arabidopsis thaliana] 


Seq. No. 


45064 


Seq. ID 


OJ000251_09.0406.C2 


Gene No. 


95197 


Strand 




Start 


869 


End 


2189 


Name 


OJ000251. 09.0406.C2.ol.gs 


Method 


GENSCAN 


j Lai U 


869 


End 


2189 


\J X 


none 


Score 


.41 


Hi 1 O 


869. .1029, 2099. .2189 






Seq. No. 


45064 


Seq. ID 


OJ000251_09.0406.C2 


Gene No. 


95197 


Strand 




Start 


869 


End 


2189 


Name 


OJ000251 09.0406.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


1484 


End 


1818 


GI 


none 


Score 


135 



46312 



JLi A. W 1 1 0 


1 4P4 1 t;oo 14Q0 1 1 £Qfi 


.1818, 1698.. 1796 


Seq. No. 


45064 


Seq. ID 


OJ000251 09. 0406. C2 


Gene No. 


95197 ■ * 


Strand 


- 


OLdl I 


ft fiQ 


End 


2189 


Name 


n.Tnnn^M dq nanfi r*9 oi i-<= 


Method 


TBLASTX: Soybean 


O Lai u 


IjUO 


End 


1791 


\j i 


none 


Score 


99 




1 SDft 1 ■Sft? 1 fiQfi 17Q1 1 fiQft 


.1790 




Seq. No. 


45065 


Seq. ID 


OJ000251_09.0406.C3 


Gene No. 


95198 


Strand 


+ 


Start 


\J ^ 


End 


1129 


Name 




Method 


AAT/GAP 


Cf art- 


u u 


End 


1129 


GI 


none 


Score 


797 


F 1 von ^ 


690 1 1 9Q 






Seq. No. 


45065 


Seq. ID 


OJ000251_09.0406.C3 


Gene No. 


95199 


Strand 


+ 


Start 


1147 


End 


1380 


Name 


nTnnn9 c ii aq n4n£ p^ oi no 

UJUUUi Jl Uy.U4UD.Lj.01.gS 


Method 


GENSCAN 


O Lai L 


±14/ 


End 


1380 


O 1 


none 


Score 


.8 


T v o n c 


1147 i^ftn 

114 / * . IjOU 






o c q . in <j . 


a r n £ ^ 

4 O U 0 o 


Seq. ID 


OJ000251_09.0406.C3 




95200 


Strand 




Start 


1246 


End 


1416 


Name 


OJ000251 09.0406.C3.o2.gp 


Method 


AAT/GAP 


Start 


1 ^ 4 U 


End 


1416 


rij 


ul Ujiuuypui^ou /ui 


Score 


338 




194 6 14 16 

1 ^. 4 O • • 1 4 1 O 






PtT riocpri o 


1 4 4 R4 0 /(=»ttiH t Pflfl9 ^04 7 11 1 Do- 

44 J4UJU / GilUU | V^rirt-Z. JU1 / . 1 | 1 . Uc 


■10 (AL035394) putative protein 




LnlaJJlUOpblo Cuallaria J 






Qorr Mn 


4 JUDO 


Seq. ID 


OJ000251_09.0406.C4 


fjpnp No 


95201 


Strand 




Start 


1 


End 


1523 


Name 


OJ000251 09.0406.C4.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


146 


GI 




Score 


288 


V von q 


1 . . 1 4 U 






P T np» err i o 

OX L/GOL^J * 


T 4 4 S 4 0 SD /pTTih 1 PAZV9 ^fl 4 7 1 1 1 Ho- 

44 J4UJU / trlLLU | L-rvri^, JU4 / . 1 | 1 . Uc 


■10 (AL035394) putative protein 




f Arshi H oo <5TQ 1"hp 1 "i ana 1 * 
[niajjiuu^oio l, i id 1 1 di id J 






Q £2i M n 


4 JUDD 


Seq. ID 


OJ000251_09.0406.C4 


OC11C LNU. 




Strand 




Start 


1 


End 


1523 , 


Name 


OJ000251 09.0406.C4.ol.tm 


Method 


TBLASTX : Mai ze 


Start 


1 


End 


1131 


GI 


none 


Score 


167 


Exons 


1..159, 3. .158, 578. .634, 579. 


.647, 579 


I..716, 580. .717, 




828. .881, 829. .891, 880. .1029, 


953. .1030-, 958. .1050, 1030. .1! 




1030. .1131, 1031. .1126 






Seq. No. 


45066 


Seq. ID 


OJ000251_09.0406.C4 



46313 



Gene No. 95201 Strand 

Start 1 End 1523 

Name OJ000251_09 . 04 06 . C4 . ol . np Method AAT/NAP 

Start 1 End 1523 

GI 7486745 Score 199 

Exons 1..156, 580. .734, 1145. .1523 

GI Descrip. hypothetical protein F9D16.280 - Arabidopsis thaliana 
gi|4454050|emb|CAA23047.1| (AL035394) putative protein 
[Arabidopsis thaliana] gi | 7269230 | emb | CAB81299 . 1 | (AL161560) 
putative protein [Arabidopsis thaliana] 



Seq. No. 45066 

Gene No. 95201 

Start 1 

Name OJ000251_09 . 04 06 . C4 . ol . tw 

Start 12 

GI none 

Exons 12.. 131, 13.. 132, 120.. 158 



Seq. ID OJ000251_09. 0406.C4 
Strand 

End 1523 

Method TBLASTX : Wheat 

End 158 

Score 155 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45066 
95201 
1 

OJ000251_09.0406.C4.ol.ts 
39 

none 



Seq. ID OJ000251_09.0406.C4 
Strand 

End 1523 

Method TBLASTX : Soybean 

End 722 

Score 97 



39. .176, 43. .159, 579. . 647, 580. . 648, 648. .722 



Seq. No. 45066 

Gene No. 95201 . 

Start 1 

Name OJ000251_09 . 0406 . C4 . ol . gs 

Start 43 

GI none 

Exons 43.. 156, 580,. 714, 830.. 1131 



Seq. ID OJ000251_09. 0406.C4 

Strand - ' 

End 1523 

Method GENSCAN 

End 1131 

Score .86 



Seq. No. 45066 

Gene No. 95201 

Start 1 

Name OJ000251_09 . 04 06 . C4 . o2 . gp 

Start 287 

GI none 

Exons 287.. 754 



Seq. ID OJ000251_09.0406.C4 
Strand 

End 1523 

Method AAT/GAP 

End 754 

Score 875 



Seq. No. 45067 
Gene No. . 95202 

Start 8421 

Name OJ000251_09 . 0406 . C6 . o3 . gs 

Start 8421 

GI none 
Exons 



Seq. ID OJ000251_09.0406.C6 

Strand + 

End 11193 

Method GENSCAN 

End 11193 

Score . 5 



8421. .8529, 8684. .8980, 9877. .9950, 10951. .11193 



Seq. No. 45067 

Gene No. 95203 

Start 562 

Name OJ000251_09 . 04 06 . C6 . ol . gs 

Start 562 

GI none 



Seq. ID OJ000251_09. 0406.C6 
Strand 

End 2612 

Method GENSCAN 

End 2612 

Score . 65 



46314 



Exons 


562 569. 1458 


1584 , 


2067 2612 










Seq. No. 


45067 




Seq. ID 


OJ000251 


_09. 


0406 


.C6 


Gene No. 


95204 




Strand 










Start 


3401 




End 


6697 








Name 


OJ000251 09 0406 


.C6.o2 


.gs Method 


GENSCAN 








Start 


3401 ~ 




End 


6697 








GI 


none 




Score 


.61 








Exons 


3401 . . 3546, 3767 


. . 3823 


, 4137. .4240, 6687. .6697 








Seq. No. 


45067 




Seq. ID 


OJ000251_ 


_09. 


0406 


.C6 


Gene No. 


95205 




Strand 










Start 


13087 




End 


14295 








Name 


OJ000251 09.0406 


,C6.o4 


.gs Method 


GENSCAN 








Start 


13087 ~ 




End 


14295 








GI 


none 




Score 


1 








Exons 


13087 . . 14295 














Seq. No. 


45067 




Seq. ID 


OJ000251_ 


_09. 


0406 


.C6 


Gene No. 


95205 




Strand 










Start 


13087 




End 


14295 








Name 


OJ000251 09.0406 


-C6.ol 


.np Method 


AAT/NAP 








Start 


13090 




End 


14295 








GI 


1196998 




Score 


2114 









•Exons 13090. .14295 . 

GI Descrip. (J01829) unknown protein [Transposon TnlO] 

gi I 5103202 | dbj IBAA78838.il (AP000342) transposase of TnlO ■ 
[Plasmid R100] gi | 5706382 | dbj | BAA83097 . 1 | (AB026428) transposase 
[Methylomonas aminof aciens ] gi | 5738092 | gb | AAD50250 . 1 | AF162223_9 
(AF162223) ISlO-right transposase [Shigella flexneri] 
gi I 6721110 |gb| AAF26764.il AC007396JL3 (AC007396) T4012.21 
[Arabidopsis thaliana] 





Seq. -No. 


45067 


Seq. ID 


OJ000251 


_09.0406, 


.C6 


%. I 


Gene No. 


95206 


Strand 










Start 


19113 


End 


21653 








Name 


OJ000251 09.0406.C6.ol.tc 


Method 


TBLASTX: 


Cress 






Start 


14255 


End 


14412 








GI 


none 


Score 


216 








Exons 


14255. .14401, 14255. .14401, 


14256. . 14402, 14257 


. .14412, 








14257. . 14403 












Seq. No. 


45067 


Seq. ID 


OJ000251 


_09.0406, 


,C6 




Gene No. 


95206 


Strand 










Start 


19113 


End 


21653 








Name 


OJ000251 09.0406.C6.o2.np 


Method 


AAT/NAP 








Start 


19113 


End 


21653 








GI 


7523483 


Score 


701 








Exons 


19113. .19498, 19617. .19735, 


19880. .20199, 21609 


. .21653 






GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 








Seq. No. 


45067 


Seq. ID 


OJ000251 


_09.0406. 


,C6 




Gene No. 


95206 


Strand 










Start 


19113 


End 


21653 








Name 


OJ000251 09.0406.C6.o3.np 


Method 


AAT/NAP 








Start 


20290 


End 


20425 








GI 


5777617 


Score 


65 







46315 




Exons 20290. .20425 

GI Descrip. (AJ245900) CAA30375.1 protein [Oryza sativa] 





4 Sfifip 

4 JUOO 


o&rr TP, 


DTnnn9Ri no ri4pi£ 
ujuuuz ox u y . u ft u o 


. O / 




95207 


O Ll Cl 1 LKJ. 






Start 


732 


FnH 


?7 7 S 




Name 


OJ000251 09 0406 CI ol aq 




O Ej LN o ^min 






732 ~ 


FnH 


jj 




GI 


none 


^r*o to 


• OJ 




Exons 


732. .973, 1144. .1464, 1988.. 


2135 ... • 






Seq. No. 


45068 


Seq. ID 


OJ000251_09.0406 


.C7 


Gpnp No 


95207 


Strand 








732 


End 


3775 




Name 


OJ000251 09.0406.C7.ol.np 


Method 


AAT/NAP 




Start 


1773 


End 


3775 




GI 


7489374 


Score 


222 




£jAUi 1 o 


1773. .1804, 3215. .3775 








GI Descrip. 


hypothetical protein - barley gi 1 1666236 I gb| AAB18645 . 1 I 


(U76261) 




• unknown [Hordeum vulgare] 










4 JUDO 


peq . i u 


ujuuu^di uy.U4Ub 


en 






jLiallQ 






Start 




Hina 


£7 4 n 
o / ft u 




Name 


o.tooopsi riQ D4Dfi r7 ni fw 


lyic u no gl 


TRT Zl QTV • Ta7K oaf 

i oL/io i a . wnea u 




O Lai. L 


JZ. J o 


T?-r»H 

Cjna 


JUU fi 




GI 


none 


Score 


97 




Exons 


* 3258. .3422, 3428. .3469, 3488 


. .3604 






Qpn Mo 


4 jUOD 


oeq. iu 


UJUUUz jl u y . U ft U 0 


en 






ol rand 






Start 


6067 


End 


6740 




Name 


OJ000251 09.0406.C7.o3.gs 


Method 


GENSCAN 




Start 


■ 6067 


End 


6740 




GI . 


none 


Score 


.43 




Exons 


6067. .6277, 6634. .6740 








Qprr Ma 
O C VJ ■ IN . 


45069 


Seq. ID 


OJ000251_09.0406. 


. uy 


ficinp Wo 


95209 


Strand 


+ 




Start 


104 


End 


657 




Name 


OJ000251 09.0406.C9.ol.gs 


Method 


GENSCAN 




Start 


104 


End 


657 




GI 


none 


Score 


.45 




Exons 


104. .657 








Q aa KT n 


45070 


Seq. ID 


OJ000251_09.0406. 


, Ul U 




95210 


Strand 


+ 




Start 


212 


End 


333 




Name 


OJ000251 09,0406. C10. ol.gs 


Method 


GENSCAN 




Start 


212 


End 


333 




GI 


none 


Score 


.99 




Exons 


212. .333 








Seq. No. 


45070 


Seq. ID 


OJ000251_09.0406. 


C10 


Gene No. 


95211 


Strand 






Start 


1079 


End 


4171 




Name 


OJ000251 09.0406.C10.o2.gs 


Method 


GENSCAN 





46316 






Start 


1079 








End 


4171 






GI 


none 








Score 


.56 






Exons 


1079. . 1207, 


1361 . 


. 1575, 


1886 . 


.2080, 2116. .2538, 


3309 3361, 






3501 . . 3772, 


4145 . 


.4171 












Seq. No. 


45070 








Seq. ID 


OJ000251 


09. 0406. C10 




Gene No. 


95211 








Strand 








Start- 


1079 








End • 


4171 






Name 


OJ000251 09 


.0406. 


ClO.ol 


. np 


Method 


AAT/NAP 






Start 


1252 








End 


2869 






GI 


6907086 








Score 


340 






Exons 


1252. . 1342, 


1391. 


. 1710, 


1786. 


.1917, 1997. .2869 






GI Descrip. 


(AP001129) 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


45071 








Seq. ID 


OJ000251_ 


_09.0406.C12 




Gene No. 


95212 








Strand 


+ 






Start 


1190 








End 


2862 






Name 


OJ000251 09 


.0406. 


C12.ol 


. gs 


Method - 


GEN SCAN 






Start 


1190 








End 


2862 






GI 


none 








Score 


.52 






Exons 


1190. . 1226, 


2702. 


.2862 












Seq. No. 


45071 








Seq. ID 


OJ000251_ 


_09.0406.C12 




Gene No. 


95213 








Strand 


+ 






Start 


4531 








End 


10413 






Name 


OJ000251 09 


.0406. 


C12.ol 


.np 


Method 


AAT/NAP 




f 


Start 


4261- 








End 


10413 




i u 


GI 


7228438 








Score 


3109 




t 

V.H? 


Exons 


4261. .6243, 


7801. 


.7896, 


7981. 


.8394, 8475. .8773, 


8878. .9139, 



\.i 9232.. 9383, 10389.. 10413 

'% GI Descrip. (AP001366) EST C28 952 {C62 945 ) corresponds to a region of the 
lf z predicted gene.; Similar to maize transposon MuDR mudrA protein 

rU isolog (AC003981) [Oryza sativa] 



Seq. No. 


45071 








Seq. ID 


OJ000251_09.0406.C12 


Gene No. 


95213 








Strand 


+ 


Start 


4531 








End 


10413 


Name 


OJ000251 09, 


.0406. 


,C12.o2. 


gs 


Method 


GENSCAN 


Start 


4531 








End 


10390 


GI 


none 








Score 


.72 


Exons 


4531. .6179, 


6202. 


.6311, 


6580. 


.6896, 7381. .7454, 7530. .7896, 




7981. .8203, 


8276. 


.8394, 


8475. 


.8773, 8878. .9139, 9232. .9339, 




9386. .9487, 


9756. 


.10131, 


10173. .10390 




Seq. No. 


45071 








Seq. ID 


OJ000251_09.0406.C12 


Gene No. 


95213 








Strand 


+ 


Start 


4531 








End 


10413 


Name 


OJ000251 09, 


.0406. 


C12.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


5209 








End 


5805 


GI 


none 








Score 


346 


Exons 


5209. .5676, 


5214. 


.5687, 


5734 . 


.5805 




Seq. No. 


45071 








Seq. ID 


OJ000251_09.0406.C12 


Gene No. 


95213 








Strand 


+ 


Start 


4531 








End 


10413 


Name 


OJ000251 09. 


,0406. 


C12.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


5503 








End 


5880 



46317 



GI none Score 181 

Exons 5503. .5652, 5505. .5657, 5506. .5682, 5715. .5774, 5716. .5880, 

5729. .5869 



Seq. No. 45071 Seq. ID 

Gene No. 95213 Strand 

Start 4531 End 

Name OJ000251_09 . 0406 . C12 . ol . gp Method 

Start 7569 End 

GI LIB3433-020-P1-K1-A6 Score 

Exons 7569.. 7611, 9432.. 9818 

GI Descrip. ? 5670155/gb | AF161269 . 1 | AF161269 2.0e-35 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence' 



OJ000251_09.0406.C12 
+ 

10413 
AAT/GAP 
9818 
766 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
•Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



45071 
95213 
4531 

OJ000251_09 . 0406 . C12 . o2 . tw 

7621 

none 



Seq. ID OJ000251_09.0406.C12 



Strand 
End 

Method 

End 

Score 



+ 

10413 

TBLASTX: Wheat 

7803 

92 



7621. .7674, 7635. .7685, 7683. .7802, 7684. .7803 



45072 
95214 
1 

OJ000251_09.04 06.C13.ol.np 
1 

7228438 
1. .405 
(AP0013 
predict 
isolog 



Seq. ID OJ000251_09.0406.C13 

Strand + 

End 1742 

Method AAT/NAP 

End 405 

Score 195 



66) EST C28952 (C62945) corresponds to a region of the 
ed gene.; Similar to maize transposon MuDR mudrA protein 
AC003981) [Oryza sativa] 



Seq. No. 45072 Seq. ID 

Gene No. 95214 Strand 

Start 1 End 

Name OJ000251_09 . 04 06. C13 . ol . gs Method 

Start 85 End 

GI none Score 

Exons 85. .173, 211. .308, 491. .527 



OJ000251_09.0406.C13 
+ 

1742 
GENSCAN 
527 
.46 



Seq. No. 


45072 




Seq. ID 


OJ000251_ 


_09, 


.0406 


.C13 


Gene No. 


95214 




Strand 


+ 








Start 


1 




End 


1742 








Name 


OJ000251 09.0406 


.C13.o2.np 


Method 


AAT/NAP 








Start 


247 




End 


1742 








GI 


5852093 




Score 


78' 








Exons 


247. .353, 1626.. 


1742 












GI Descrip. 


(AL117264) zwhl6 


. 1 [Oryza 


sativa] 










Seq. No. 


45072 




Seq. ID 


OJ000251_ 


_09. 


.0406 


-C13 


Gene No. 


95215 




Strand 










Start 


1844 




End 


2356 








Name 


OJ000251 09.0406 


.C13.o2.gs 


Method 


GENSCAN 








Start 


1844 




End • 


2356 








GI 


none 




Score 


.41 








Exons 


1844. .1906, 2297 


. .2356 













46318 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45073 
95216 
4060 

OJ000251 
4060 
7446442 
4060. .4834, 



_09.0406.C14.ol.np 



4871.. 5095, 5165. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5526, 



OJ000251_ 
+ 

7136 
AAT/NAP 
7136 
678 
6585. .7136 



09.0406.C14 



probable serine/threonine-specif ic protein kinase T14P8.3 (EC 
2.7.1.-) - Arabidopsis thaliana gi | 3193302 | gb | AAC19286 . 1 | 
(AF069298) contains similarity to a protein kinase domain (Pfam: 
pkinase.hmm, score: 166.20) and to legume lectins beta domain 
(Pfam: lectin_legB . hmm, score: 139.32) [Arabidopsis thaliana] 
gi I 7269001 1 emb|CAB80734 . 1 1 (AL161494) contains similarity to a 
prot 





Seer No 


45073 








Seq. ID 


OJ000251 09.0406.C14 




Gene No. 


95216 








Strand 


+ 




Start 


4060 








End 


7136 




Name 


OJ000251 09 


. 0406. 


C14 . o3 


. tm 


Method 


TBLASTX: Maize 




Start 


4191 _ 








End 


4440 




GI 


none 








Score 


189 


fir 


tt v n n 

J— 1 AVI 1 o 


4191 4430 


4264 . 


.4440 








1 5 


■ Li U • 


45073 








Seq. ID 


OJ000251 09.0406.C14 




Gene No. 


95216 








Strand 


+ 


?■: 5 


Start 


4060 








End 


7136 




Name 


OJ000251 09 


. 0406 . 


C14 . o3 


. ts 


Method 


TBLASTX: Soybean 


F 


Start 


4264 ~~ 








End 


4866 


: : 


GI 


none 








Score 


112 






4264 4407 


4501 . 


. *i -J J \J / 


*1 yj *3 *J . 


.4614, 4705. .4797, 4798. .4866 




O C . LNU • 


45073 








Seq. ID 


OJ000251 09.0406.C14 


a. 


Gene No . 


95216 








Strand 


+ 




Start 


4060 








End 


7136 




' Name 


OJ000251 09, 


.0406. 


C14.ol. 


.tc 


Method 


TBLASTX: Cress 




Start 


4717 








End 


7115 


r ~ : 


GI 


none 








Score 


77 




Exons 


4717. .4827, 


5149. 


.5274, 


5328. 


.5489, 5329. .5487, 6576. .6767, 






6755. .6880, 


6756. 


.6986, 


7008. 


.7115 






Seq. No. 


45073 








Seq. ID 


OJ000251_09.0406.C14 




Gene No. 


95216 








Strand 


+ 




Start 


4060 








End 


7136 




Name 


OJ000251 09. 


.0406. 


C14.o2. 


, ts 


Method 


TBLASTX: Soybean 




Start 


5167 








End 


5487 




GI 


none 








Score 


112 




Exons 


5167. .5277, 


5293. 


.5487 










Seq. No. 


45073 








Seq. ID 


OJ000251_09.0406.C14 




Gene No. 


95216 








Strand 


+ 




Start 


4060 








End 


7136 




Name 


OJ000251 09. 


0406. 


C14 .o2. 


tm 


Method 


TBLASTX: Maize 




Start 


5173 








End 


5418 




GI 


none . 








Score 


150 




Exons 


5173. .5319, 


5326. 


.5418, 


5337. 


.5417 





46319 





C /-r M /-s 

oeq. iNo ■ 


flOU / j 






Seq. ID 


OJ000251_09.0406.C14 




Gene No. 


95216 






Strand 


+ 




Start' 


4060 






End 


7136 




Name 


o.tooo?^! oq 


0406 n 4 ol 


fm 

■ LIU 


Method 


TBLASTX: Maize 






R4 ^4 ~~ 






End 


7130 




r*T 


none 






Score 


79 






S4 ^4 * ss?^ 




6^64 

DJD4 • 


.6758, 6710". .6736, 6744.. 6899, 






6Q?1 70^1 


\J ^ _> \J • • U _7 O U , 


700ft 


.7130 






Seq. No. 


45073 






Seq. ID 


OJ000251 09.0406.C14 




Gene No. 


95216 






Strand 


+ 




C-t- a rt 


4 060 

*3 V V V 






End 


7136 




ln dint; 


d.tooo^si oq 


0406 PI 4 ol 


• Lb 


Method 


TBLASTX: Soybean 




o Lai L 


6^78 ~~ 
OJ / o 






End 


6986 




O J. 


i L\ji it; 






Score 


204 




F von q 


6S78 6646 


6S79 6767 


67 S R 


.6874, ,6765.. 6893, 6921.. 6986 




Seq. No. 


45073 






Seq. ID 


OJ000251_09.0406.C14 




Gene No. 


95216 






Strand ■ 


.+ 




Start 


4 060 






End 


7136 




Name 


D.TOOO^SI OQ 


04 06 n 4 ol 

U4 I'D . . L/ X 


■ LW 


Method 


TBLASTX: Wheat 




O LCtX. L 


ODJJ 






End 


6911 




J. 


n on o 






Score 


217 




T7 1 von q 


U U -J J • • U-7XXf 


671 0 6ft74 

U/XU. • DO i 4 








tin 


OC^f IN L> • 


45074 






Seq. ID 


OJ000251_09.0406.C15 




Gene No. 


95217 






Strand 




\ y 


Start 


326 






End 


67 99 




Name 


OJ000251 09. 


0406.C15.ol 


.gs 


Method 


GENSCAN 


Z _ i 


O Lai L 


326 






End 


6799 




ox 


none 






Score 


.58 


T ; : 




326. .370, 1214. .1813, 1898. .2- 


438, 2531 


..2826, 2844. .3070, 






3166. .3482, 


4242. .4344, 


5691. 


.5881, 6323. .6509, 6700.. 6799 




O C • LN W • 


45074 






Seq. ID 


OJ000251_09.0406.C15 




Gene No. 


95217 






Strand 






Start 


326 






End 


6799 




Name 


OJ000251 -09. 


0406.C15.ol, 


.np 


Method 


AAT/NAP 


V=J 

Jt ~- 


O Lai L 


891 






End 


3014 




(zr 


4206204 






Score 


380 


f-3 


P von c: 


891. .978, 12 


84. .1822, 1895. .2422, 2535 


. .3014 




wX UCOLI i 


(AF071527) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


45074 






Seq. ID 


OJ000251_09.0406.C15 




Gene No. 


95218 






Strand 






Start 


8075 






End 


9480 




LN diuc 


OJ000251 09. 


0406.C15.o2. 


.gs 


Method 


GENSCAN 




D l d x L 


8075 






End 


8692 




O X 


none 






Score 


.92 




Exons 


8075. .8294, 


8592. .8692 










Seq. No. 


45074 






Seq. ID 


OJ000251_09.0406.C15 




Gene No. 


95218 






Strand 






Start 


8075 






End 


9480 




Name 


OJ000251 09. 


0406.C15.o2. 


, np 


Method 


AAT/NAP 




Start 


8452 






End 


9480 




GI 


2496862 






Score 


70 



46320 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8452. .8493, 9363. .9480 

HYPOTHETICAL 6,1 KD PROTEIN C03B1.10 IN CHROMOSOME X gi 11072242 
(U40952) C03B1.10 gene product [Caenorhabditis elegans] 



45075 
95219 
9685 

OJ000251 
9685 
7076798 
9685. .9722, 
(AL132975) 



09.0406.C17.ol.np 



Seq. ID 
Strand 
End 

Method ^ 
End 
Score 

12392. .12747, 13141. .13678 
probable serine/threonine-specif ic protein kinase 



OJ000251 
-f- 

13690 
AAT/NAP 
13678 
351 



09.0406.C17 



[Arabidopsis thaliana] 



Seq. No. 45075 Seq. ID 

Gene No. 95219 Strand 

Start 9685 End 

Name OJ000251_09 . 0406 . C17 . o3 . gs Method 

Start 12353 End 

GI none Score 

Exons 12353. .12747, 13141.. 13690 



OJ000251_09.0406.C17 
+ 

13690 

GENSCAN 

13690 



Seq. No. 45075 

Gene No. 95220 

Start * 70 

Name OJ000251_09 . 04 06. C17 . ol . gs 

Start 70 

GI none 

Exons 70.. Ill, 1509.. 1790, 1844.. 

2685. .2896, 4772. .4806 



Seq. ID OJ000251_09.0406.C17 
Strand 

End 4806 
Method GENSCAN 
End ' 4806 

Score ..77 
1993, 2011. .2153, 2503. .2601, 





Seq. No. 


45075 




Seq. ID 


OJ000251_09.04 06.C17 




Gene No. 


95221 




Strand 






Start 


6099 




End 


7849 




Name 


OJ000251 09. 


0406.C17.o2.gs 


Method 


GENSCAN 




Start 


6099 




. End 


7849 




GI 


none 




Score 


.79 




Exons 


6099. . 6500, 


6538.. 6647, 6916 


..6962, 7519.. 7777, 7783.. 7849 




Seq. No. 


45075 




Seq. ID 


OJ000251_09.0406.C17 




Gene No. 


95222 




Strand 






Start 


8333 




End 


8488 




,Name 


OJ000251 09. 


0406.C17.ol.gp 


Method 


AAT/GAP 




Start 


8333 




End 


8488 




GI 


uC-osf lcyplO 


4cl2al 


Score 


210 




Exons 


8333. .8488 










GI Descrip. 


, 5852170/emb 


|AL117265.1|OST17804 3.0e- 


29 Oryza sativa 






indica (GLA4 ) 


genomic DNA, chromosome 4 


, BAC clone: tl7804 1 




Seq. No. 


45075 




Seq. ID 


OJ000251_09.0406.C17 




Gene No. 


95223 




Strand 






Start 


13783 




End 


15156 




Name 


OJ000251 09. 


0406.C17.o4.gs 


Method 


GENSCAN 




Start 


13783; 




End 


15156 




GI 


none 




Score 


.78 




Exons 


13783. .13787 


, 14041. . 14149, 


14222. .14323, 14890. .15156 



46321 



Seq. No. 


45075 






Seq. ID 


OJ000251 


_09.0406 


.C17 


Gene No. 


95224 






Strand 








Start 


16357 






End 


20474 






Name 


OJ000251 09.0406.C17 


.o2.ts 


Method 


TBLASTX: 






Start 


2511 






End 


2823 




GI 


none 






Score 


88 






Exons 


2511. . 


2621, 2513.. 2602, 2672.. 2821, 2683. .2823 






Seq. No. 


45075 






Seq. ID 


OJ000251 


_09.0406 


.C17 


Gene No. 


95224 






Strand 








Start 


16357 






End 


20474 






Name 


OJ000251 09.0406.C17 


.ol.ts 


Method 


TBLASTX: 






Start 


12590 






End 


13672 




GI 


none 






Score 


81 






Exons 


12590. 


.12721, 13139. 


.13294, 


13343. . 13453, 13487 






Sea No 


45075 






Seq. ID 


OJ000251 


U 2? . U f± U D , 


PI 7 
. v^x / 


Gene No. 


95224 






Strand 








Start 


16357 






End 


■20474 






Naiue 


OJ000251 09.0406.C17 


. ol . tc 


Method 


TBLASTX: 


P T~ O C Q 




Start 


12614 






End 


13678 






GI 


none 






Score 


90 






E x o n ^ 

i_J \J 1 1 tj 


12614 . 


.12718, 13139. 


.13288, 


13169. . 13288, 13343 


1 ?67fi 
■ . IjO fO/ 






13354. 


.13551 












ij w VJ . ■ 


45075 






Seq. ID 


OJ000251 


U .7 . U f± U D . 


Pi 7 
. UX / 


Gene No. ' 


95224 






Strand 








Start 


16357 






End 


20474 






Name 


OJ000251 09.0406.C17 


. ol . tm 


Method 


TBLASTX-: i 






Start 


12644 






End 


13672 






GI 


none 






Score 


74 






Exon ^ 


12644 . 


.12748, 13139., 


.13288, 


13178. .13321, 13337 


1^4 £.9 

. . X O 4 , 






13493. 


.13672, 13495., 


. 13620 










Sea No 


45075 






Seq. ID 


OJ000251 




PI 7 


Hanp No 


95224 






Strand 








Start 


16357 






End 


20474 






Name 


OJ000251 09.0406.C17. 


. o5 . gs 


Method 


GENSCAN 






Start 


16357 






End 


20218 






GI 


none 






Score 


.74 






Exon s 


16357. 


.16473, 16563., 


. 16851, 


17182. .17331, 17535 


. . X / f JO f 






17845. 


.18012, 18246., 


,18462, 


18676. . 18876, 18975 








19829. 


.19932, 19956.. 


,20218 










Seq. No. 


45075 ■ 






Seq. ID 


OJ000251_ 




PI 7 
\^ x / 


Gene No . 


95224 






Strand 








Start 


16357 






End 


20474 






Name 


OJ000251 09.0406.C17. 


, o2 . np 


Method 


AAT/NAP 






Start 


17175 






End 


20474 






GI 


5734709 




Score 


144 






Exons 

J-j \y 1 1 l_> 


17175. 


.17202, 17719.. 


17807, 


19829. .20230, 20418 


. .20474 




GI Descrip. 


(AC008075) Contains PF| 00069 


Eukaryotic protein 


kinase domai 




[Arabidopsis thaliana] 










Seq. No. 


45075 






Seq. ID 


OJ000251_ 


_09;0406. 


C17 


Gene No. 


95225 






Strand 








Start 


-20479 






End 


21441 







46322 



Name 

Start 

GI 

Exons 



OJ000251_09.04 06.C17.o2.tm 
20479 
none 
20479. 
20557. 
20663. 
20712. 
20819. 
20842. 
21010. 



,20628, 
.20634, 
.20788, 
.20798, 
.20953, 
.20955, 
.21159, 
21030. .21167, 
21053. .21187, 



21210. 
21222. 
21356. 
21364. 



.21293, 
.21293, 
.21436, 
.21441 



20548. 
20558. 
20682. 
20713. 
20833. 
20848. 
21024 . 
21046. 
21063. 
21216. 
21336. , 
21357. , 



20628, 
20635, 
20792, 
20796, 
20955, 
20958, 
21173, 
21174, 
21191, 
21359, 
21434, 
21434, 



Method TBLASTX 
End 21441 
Score 63 
20554. .20634, 20557 
20559. .20639, 20647 
20686. .20790, 20712 
20714. .20791, 20819 
20834. .20959, 20840 
21002. .21079, 21007 
21025. .21165, 21025 
21046. .21219, 21051 
21188. .21292, 21188 
21216. .21320, 21218 
21355. .21438, 21355 
21358. .21441, 21360 



Maize 



. .20637, 
. .20784, 
. .20795, 
. .20950, 
. .20959, 
. .21159, 
. .21165, 
. .21182, 
. .21319, 
. .21343, 
. .21435, 
. .21437, 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45076 Seq. ID 

95226 Strand 

444 End 

OJ000251_09 . 04 06 . C18 . ol . np Method 

418 End 

4680203 Score 



OJ000251_09.0406.C18 

4478 
AAT/NAP 
4478 
1807 



418. .1313, 1590. .1823, 1983. .3628, 4448. .4478 
(AF114171) TNP2-like protein [Sorghum bicolor] 



45076 
95226 
444 

OJ000251_09.04 06.C18 .ol.gs 

444 

none 



Seq. ID OJ000251_09.0406.C18 
Strand 

End 4478 

Method GEN SCAN 

End 3432 

Score . 67 



444. .958, 1030. .1227, 1814. .1951, 2589. .2895, 3199. .3432 



Seq. No. 45076 

Gene No. 95226 

Start 444 

Name OJ000251_09 . 0406 . CI 8 . ol . tw 

Start 4 98 

GI none 
Exons 



Seq. ID OJ000251_09.0406.C18 
Strand 

End * ' ' 4478 
Method TBLASTX : Wheat 
End 1694 
Score 72 



498. .617, 618. .722, 619. .723, 741. .794, 794. .838, 795. .845, 
860. .979, 861. .989, 862. .981, 986. .1189, 1008. .1145, 1191. .1694, 
1192.. 1662 



Seq. No. 45076 Seq. ID 

Gene No. 95226 Strand 

Start 444 End 

Name ■ OJ000251_09 . 0406 . C18 . o2 . ts Method 

Start 561 End 

GI none Score 

Exons 561.. 809, 565.. 807 



OJ000251_09.0406.C18 
4478 

TBLASTX: Soybean 

809 

93 



Seq. No. 45076 Seq. ID 

Gene No. 95226 Strand 

Start 444 End 

Name OJ000251_09 . 04 06 . C18 . o2 . tc Method 

Start 1038 End 



OJ000251_09.0406.C18 
4478 

TBLASTX: Cress 
1419 



46323 






none 








Score 


4 7 




Exons 


i n^ft i i a s 

IUjO . . X X 4 O , 


104 0 


1 1 pQ 

, . x x 0 , 


1 1 A O 
1 x 4 U . 


.1415, 1192. .1419 




Seq. No. 


45076 • 








Seq. ID 


OJ000251_09.0406 


.C18 


Gene No. 


95226 








Strand 


- 






44 4 

4 4 4 








End 


4478 




Name 


O.T0009S1 HQ 


04 06 


PI ft n1 


. LIU 


Method 


TBLASTX: Maize 






i ^so ~~ 








End 


1655 




yj x 


none 








Score 


78 




TT von Q 


i ^so ifiss 


1 ^6ft 


1 47ft 

. . X 4 'Of 


1 ^6Q 


• 1U J J 






Seq. No. 


45076 








Seq. ID 


OJ000251_09.0406 


.C18 


Gene No. 


95226 








Strand 


- 




Start 


4 4 4 








End 


4478 




lx ailic 


o,tooo9S1 oq 


04 06 


m ft 


. LIU 


Method 


TBLASTX: Maize 




OLdi L 


1 ft 4 ft _ 
x o 4 o 








End 


2072 




GI 


none 








Score 


80 




P von q 

ill A Vw> A 1 o 


1 R4 ft 9079 


1 ft S7 
X O J / • 


9000 










Seq. No. 


45076 








Seq. ID 


OJ000251_09.0406, 


.C18 


Gene No. 


95226 








Strand 


- 




Start 


4 4 4 

4 4 4 








End 


4478 




Name 


n,T0009si oq 


04 06 

. U 4 U O . 


PI ft r> 7 




Method 


TBLASTX: Soybean 




oiai t 


914ft ~ 

c 14 O 








End 


2381 






none 








Score 


74 




Exons 


914ft 9^ft 1 


91 S7 


9 7 S7 


9 9 91 


.2358 






Seq. No. 


45076 








Seq. ID 


OJ000251_09.0406. 


.C18 


Gene No. 


95226 








Strand 






OLal L 


4 4 4 








End 


4478 




Name 


o.tooo9si dq 


04 0 6 
. U 4 U O . 


PI ft n9 


-f-m 
. llll 


Method 


TBLASTX: Maize 




u Lai L 


9917 ~ 

d. A. 1 








End 


2667 




\J X 










Score 


70 






9917 940ft 

Z. Z. X / . it4UO f 


94 S4 


9 SI 0 


9 4 Q1 

Z 4 _7 X . 


.2661, 2536.. 2667 




O " v-^ . LN <^ . 


4 S076 

4 ^ \J f \J 








Seq. ID 


OJ000251_09.0406. 


,C18 


Gene No. 


95226 








Strand .. 






Start 


444 








End 


4478 




Name 


O.T0009S1 0Q 


04 06 

• U4UU . 




• LW 


Method 


TBLASTX: Wheat 




o lai l 


99 S6 _ 








End 


2553 




(IT 

\J X 


none 








Score 


65 




F vnn q 

Hi AUll O 


99S6 940ft 


99 S7 


9 ^fi 9 


9^1 S 


.2410, 2442. .2513, 2457. .2519, 




9470 9 SI 4 


9 S ^0 


9 S S ^ 


9 S ^1 


.2551 






Seq. No. 


45076 








Seq. ID 


OJ000251_09.0406. 


C18 


Gene No. 


95226 








Strand 






Start 


4 4 4 








End 


4478 




Name 


H T000 9 S 1 OQ 


04 0 6 
. U 4 U 0 . 


U 1 o . OX . 


. LC 


Method 


TBLASTX: Cress 




Of- r-+- 


9 S 1 ft ~~ 








End 


2856 




r-T 

w J. 


none 








Score 


93- 




Exons 


9 SI ft 9ft S6 






9 6QQ 


.2836 






Seq. No. 


45076 








Seq. ID 


OJ000251_09.0406. 


C18 


Gene No. 


95226 








Strand 






Start 


444 








End 


4478 




Name 


OJ000251 09. 


0406. 


C18.ol. 


,ts 


Method 


TBLASTX: Soybean 




Start 


2587 








End 


3003 





46324 






none 








Score 


109 




Exons 


op 

ZOO / . . JO; 


Z DU U 


9ft ^ 
. . Z O O J / 


9ft fi^ 
Z 0 Dj . 


.3003, 2876.. 2998 




oeq. in o . 


-J U / O 








Seq. ID 


OJ000251 




Gene No. 


95226 








Strand 






Start 


444 








End 


4478 










PI ft r>9 

. ^/lO . tJZ i 




Method 


TBLASTX: 






9 ^ft 7 _ 
zoo/ 








End 


3282 






none 








Score 


38 




J_j Avjl 1 o 


9Sft7 9797 


964 S 

Z U *± «J 


97^1 


97^1 


.2853, 2747. .2845, 


zooo. .ozoz,, 




9ft 67 ^1 
zoo / • • JJ. 














oeq . ino . 


ft OU / / 








Seq. ID 


OJ000251 


A Q C\ A C\£ r*i Q 


Gene No. 


95227 








Strand 


+ 




Start 


1 








End 


114 




Name 


OJ000251 09. 


0406 


.C19.ol. 


-gp 


Method 


AAT/GAP 




Start 


1 








End 


114 




GI 


7406 1.R1084 








Score 


-169 




Exons 


1..L14 















GI Descrip. ? 1122315/emb | CAA63901 | 7.0e-10 (X94191) heat shock protein 17.0 



[Pennisetum glaucum] 1 





Seq. No. 


45077 










Seq. ID 


OJ000251^ 


_09, 


.0406. 


C19 




Gene No. 


95228 










Strand 


+ 










Start 


566 










End 


1963 








3" S3. 


Name 


OJ000251 09. 


0406 


.C19. 


.ol. 


.gs 


Method 


GENSCAN 










Start 


566 










End. 


1963 










GI 


none 










Score 


. 98 








f 


Exons 


566. .1963 




















L U 


Seq. No. 


45077 










Seq. ID 


OJ000251_ 


_09. 


,0406. 


C19 




Gene No. 


95228 










Strand 


+ 








! (~ 


Start. 


566 










End 


1963 










Name 


OJ000251 09. 


0406 


.C19. 


,ol. 


,np 


Method 


AAT/NAP 










Start 


566 










End 


1959 










GI • 


7228442 










Score 


2367 










Exons 


• 566. .1959 





















GI Descrip. ' (AP001366) EST C28952 (C62945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



Seq. No. 


45077 




Seq. ID 


OJ000251_09.0406 


.C19 


Gene No. 


95229 




Strand 






Start 


1332 




End 


2549 




Name 


OJ000251 09.0406.C19.o2, 


.np 


■Method 


AAT/NAP 




Start 


1332 




End 


2549 




GI 


6721543 




Score 


80 




Exons 


1332. .1375, 2449. .2549 










GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


45077 




Seq. .ID 


OJ000251_09.0406 


.C19 


Gene No. 


95229 




Strand 






Start 


1332 




End 


2549 




Name 


OJ000251 09.0406.C19.ol. 


,tm . 


Method 


TBLASTX: Maize 




Start 


1580 




End 


1954 




GI 


none 




Score 


93 




Exons 


1580. .1708, 1588. .1686, 


1742. 


.1954, 1759. .1953 





46325 



Seq. No. 45077 Seq. ID 

Gene No. 95229 Strand 

Start 1332 End 

Name OJ000251JD9 . 0406 . C19 . o2 . gp Method 

Start 1623 End 

GI 5701669 Score 

Exons 1623.. 1967 

GI Descrip. 54 4 1880/dbj | BAA82378 . 1 | 
corresponds to a region 



OJ000251_09.0406.C19 

2549 
AAT/GAP 
1967 
626 



5.0e-75 (AP000367) EST C28952 (C6294 5) 
of the predicted gene.; Similar to maize 



transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



Seq. No. 45077 Seq. ID OJ000251JD9 . 0406 . C19 

Gene No. 95229 Strand 

Start 1332 End 2549 

Name OJ000251_09 . 0406 . C19 . o3 . gp Method AAT/GAP 

Start 2157 End 2549 

GI 7406_1.R1084 Score 665 ^ • 

Exons 2157.. 2549 

GI Descrip. 1 1122315/emb I CAA63901 | 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] 1 



Seq. No. 45078 Seq. ID 

Gene No. 95230 Strand 

Start 1880 End 

Name OJ000251_09 . 04 06 . C20 . o2 . gs Method 

Start 1880 End 

GI none . Score 

Exons 1880.. 2932 



OJ000251_09.0406.C20 

2932 
GENSCAN 
2932 
1 



Seq. No. 


45078 


Seq. ID 


OJ000251_09.0406, 


.C20 


Gene No. 


95231 


Strand 






Start 


4861 


End 


4995 




Name 


OJ000251 09.0406.C20.o3.gs 


Method 


GENSCAN 




Start 


4861 


End 


4995 




GI 


none 


Score. 


.46 




Exons 


4861.. 4995 








Seq. No. 


45079 


Seq. ID 


OJ000251_09.0406. 


.C22 


Gene No. 


95232 


Strand 


+ 




Start 


187 


End 


995 




Name 


OJ000251 09.0406.C22.ol.gs 


Method 


GENSCAN 




Start 


187 


End 


995 




GI 


none 


Score 


.43 




Exons 


187. .203, 881. .995 . 








Seq. No. 


45079 


Seq. ID 


OJ000251_09.0406. 


.C22 


Gene No. 


95233 


Strand 






Start 


1 


End 


136 




Name 


OJ000251 09.0406.C22.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


136 




GI 


7446442 


Score 


89 




Exons 


1. .136 








GI Descrip. 


probable serine/threonine- 


specific protein kinase T14P8. 


,3 (EC 



2.7.1.-) - Arabidopsis thaliana gi | 3193302 | gb | AAC19286 . 1 | 
(AF069298) contains similarity to- a protein kinase domain (Pfam: 
pkinase . hmm, score: 166.20) and to legume lectins beta domain 

46326 



(Pfam: lectin_legB . hmm, score: 139.32) [Arabidopsis thaliana] 
gi I 7269001 1 emb | CAB80734.il (AL161494) contains similarity to a 
prot 



Seq. No. 45080 Seq. ID 

Gene No. 95234 Strand 

Start 612 End 

Name OJ000251_09 . 0406 . C23 . ol . gs Method 

Start 612 " End 

GI none Score 

Exons 612.. 745, 1100.. 1231 



OJ000251_09.0406.C23 
+ 

1231 
GENSCAN 
1231 
.54 



Seq. No. 45080 Seq. ID 

Gene No. 95235 Strand 

Start 2753 End 

Name OJ000251_09 . 0406 . C23 . ol . np . Method 

Start 2753 End 

GI 59:02445 Score 

Exons 2753.. 4521 

GI Descrip. (AB030283) GAG-POL precursor [Oryza sativa] 



OJ000251_09.0406.C23 
+ 

4521 
AAT/NAP 
4521 
2820 



Seq. No. 45080 Seq'. ID OJ000251_09 . 04 06 . C23 

Gene No. 95236 Strand + 

Start 12028 End 13230 

Name OJ000251_09 . 0406 . C23 . o5 . np Method AAT/NAP 

Start 12028 End 13230 

GI 7486419 Score 98 

Exons 12028. .12248, 12575 .. 13039, 13124 .. 13230 

GI Descrip. hypothetical protein F4D11.90 - Arabidopsis thaliana 

gi|3063699|emb|CAA18590.1| (AL022537) putative protein 
[Arabidopsis thaliana] gi | 7270175 | emb | CAB7 9988 . 1 | (AL161581) 
putative protein kinase [Arabidopsis thaliana] 



Seq. No. 


45080 








Seq. ID 


OJ000251_09.0406, 


.C23 


Gene No. 


95237 








Strand 






Start 


5097 








End 


13047 




Name 


OJ000251 09, 


.0406, 


.C23.o4 


. tm 


Method 


TBLASTX: Maize 




Start * ' 


546 








End 


1159 




GI 


none 








Score 


71 




Exons 


546. .662, 547. .663, 914 


. .1006 


, 915. .995, 1013. .1159 




Seq. No. 


45080 . 








Seq. ID 


OJ000251JD9.0406, 


.C23 


Gene No. 


95237 








Strand 






Start 


5097 








End 


13047 




Name 


OJ000251 09. 


.0406. 


,C23.o4 


. tw 


Method 


TBLASTX: Wheat 




Start 


2051 








End 


2455 




GI 


none 








Score 


335 




Exons 


2051. .2455, 


2197. 


, .2439 










Seq. No. 


45080 








Seq. ID 


OJ000251JD9.0406. 


C23 


Gene No. 


95237 








Strand 






Start 


5097 








End 


13047 




Name 


OJ000251 09. 


,0406. 


C23.o6 


. tm 


Method 


TBLASTX: Maize 




Start 


2329 








End 


2534 




GT 


none 








Score 


187 




Exons 


2329. .2475, 


2330. 


.2506, 


2330. 


.2506, 2376. .2534 





46327 



Seq. No. 45080 Seq. ID 

Gene No. 95237 Strand 

Start 5097 End 

Name OJ000251_09 . 04 06. C23 . ol . tw Method 

Start 2698 End 

GI none Score 

Exons 2698.. 3153, 2699.. 3154 



OJ000251_09.04 06.C23 
13047 

TBLASTX: Wheat 

3154 

474 



Seq. No. 45080 Seq. ID 

Gene No. 95237 Strand 

Start 5097 End 

Name OJ000251_09 . 04 06 . C23 . o3 . ts Method 

Start 2738 End 

GI none Score 

Exons 2738.. 2962, 2966.. 3103 



OJ000251_09. 04.06. C23 
13047 

TBLASTX: Soybean 

3103 

138 



Seq. No. 45080 Seq. ID 

Gene No. 95237 Strand 

Start 5097 End 

Name OJ000251_09 . 0406 . C23 . ol . tm Method 

Start 2828 End 

GI none Score 

Exons 2828.. 3184, 2869.. 3174 



OJ000251_09.0406.C23 
13047 

TBLASTX: Maize 

3184 

361 



Seq. No. 45080 Seq. ID 

Gene No. 95237 Strand 

Start 5097 End 

Name OJ000251_09 . 0406 . C23 . o2 . tm Method 

Start 3212 End 

GI none Score 

Exons 3212.. 3595, 3316.. 3594 



OJ000251_09.04 06.C23 
13047 

TBLASTX: Maize 

3595 

322 



Seq. No. 45080 Seq. ID 

Gene No. 95237 Strand 

Start 5097 End 

Name OJ000251_09 . 04 06 . C23 . o2 . tw Method 

Start 3269. . End 

GI none * Sciore 

Exons 3269.. 3691, 3313.. 3693 



OJ000251_09.0406.C23 
13047 

TBLASTX: Wheat 

3693 

427 



Seq. No. 45080 

Gene. No. 95237 

Start 5097 

Name ' OJ000251_09 . 04 06 . C23 . ol . ts 

Start 3347 

GI none 

Exons 3347.. 3721, 3364.. 3507, 3380." 



Seq. ID 
Strand 
End 

Method 
End 
Score' 
3661, 3544.. 3714 



OJ000251_09.0406.C23 
13047 

TBLASTX : Soybean 
3721 
296 



Seq. No. 45080 Seq. ID 

Gene No. 95237 Strand 

Start 5097 End 

Name OJ000251_09 . 04 06 . C23 . o5 . tw Method 

Start 3698 End 

GI none Score 

Exons 3698.-3979, 3710.. 3805, 3887.. 3982 



OJ000251_09.. 0406. C23 
13047 

TBLASTX: Wheat 

3982 

271 



Seq. No. 



45080 



Seq. ID OJ000251_09.0406.C23 

46328 



Gene No. 95237 

Start 5097 

Name OJ000251_09 . 04 06 . C23 . o2 

Start 3974 

GI none 

Exons 3974.. 4078, 3982.. 4068, 4114.. 4362, 4118.. 4360 



Strand 
End 

. ts Method 
End 
Score 



13047 

TBLASTX : Soybean 
4362 
76 



Seq. No. 45080 

Gene No. 95,237 

Start 5097 

Name OJ000251JD9 . 04 06 . C23 . o3 . tw 

Start 3983 

GI none 

Exons 3983.. 4414, 3988.. 4329 



Seq. ID OJ000251_09.0406.C23 
Strand 

End 13047 

Method TBLASTX : Wheat 

End 4414 

Score 393 



Seq. No. 45080 Seq. ID 

Gene No. 95237 Strand 

Start 5097 ' End 

Name OJ000251_09. 04 06.C23.o5. trrr Method 

Start 4037 End 

GI none Score 

Exons 4037.. 4207, 4211.. 4309 



OJ000251_09.0406.C23 
13047 

TBLASTX: Maize 

4309 

133 



Seq. No. 45080 

Gene No. 95237 

Start 5097 

Name OJ000251_09 . 04 06 . 

Start 4499 

GI none 

Exons 4499.. 4642, 4501, 



C23.o3. tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_09.0406.C23 
13047 

TBLASTX: Maize 

4723 

139 



.4641, 4621. .4722, 4622. .4723 



Seq. No. 45080 Seq. ID 

Gene No. 95237 Strand 

Start 5097 .. End 
Name . OJ000251_09 . 0406 . C23 . 06 . tw Method 

■Start 4526 End 

GI none Score 

Exons ' 4526.. 4705, 4730.. 4777 



OJ000251_09.0406.C23 
13047 

TBLASTX: Wheat 

4777 • 

164 



Seq. No. 45080 
Gene No. 95237 
Start 5097 

Name OJ000251_09 . 04 06 . C23 . o3 . gs 

Start 5097 
GI none 

Exons 5097.. 5548, 5611.. 5715, 

6575. .6672, 6749. .7086, 
9195. .9382, 9687. .10298, 
12928. .13047 



5788 
7125 
11317 



Seq. ID 
Strand 
End 

Method 
End 
Score 

5977, 6052 
7229, • 7444 



OJ000251 09.0406.C23 



13047 
GENSCAN 
13047" 
.75 

6239, 6317. .6544, 
7524, 8656.. 8725, 



11426, 12011. .12275, 



Seq. No. 45080 

Gene No. 95237 

Start 5097 

Name OJ000251_09 . 0406 , 

Start 5109 

GI 6691716 

Exons 5109.. 5548, 5611. 



C23.o2.np 



Seq. ID OJ000251 09.0406.C23 



Strand 
End 

Method 
End " 
Score 



13047 
AAT/NAP 
9384 
1285 



,5723, 5874.. 5977, 6052.. 6239, 6317./6496, 



46329 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name ■ 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6573. .6672, 6749. .6923, 7115. .7241, 9352. .9384 
(AP000492) hypothetical protein [Oryza sativa] 
gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



45080 Seq. ID 

95237 Strand 

5097 End 

OJ000251_09 . 0406 . C23 . o3 . np Method 

7673 End 

4680186 Score 



OJ000251_09.0406.C23 

13047 
AAT/NAP 
11384 
304 



7673.-7775, 8431. .8723, 9227. .9377, 11331. .11384 
(AF111709) unknown [Oryza sativa subsp. indica] 



OJ000251_09.0406.C23 

13047 
AAT/NAP 
10328 
199 



45080 Seq. ID 

95237 Strand 
5097 End 
OJ000251_09.0406.C23.o4 .np Method 
8444 End 
130007 Score 
8444. .8504, 9678. .10328 

ERYTHROAGGLUTINATING PHYTOHEMAGGLUTININ PRECURSOR (PHA-E) 
gi I 81880 Ipir M A22826 phytohemagglutinin precursor, 
erythroagglutinating - kidney bean gi | 1 69337 | gb | AAA33759 . 1 | 
(K03288) phytohemagglutinin prepeptide [Phaseolus vulgaris] 
gi | 758251 | emb | CAA26256 . 1 | (X02408) erythroagglutinating 
phytohemagglutinin [Phaseolus vulgaris] 



45081 Seq. ID 

95238 Strand 
2116 End 
OJ000251_09.04 06.C24 .ol.gp Method 
2116 End 
287149 Score 
2116. .2549 

6041757/gb|AC011806.1|AC011806 1.0e-38 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



OJ000251_09.0406.C24 
+ 

2549 
AAT/GAP 
2549 
808 



Seq. ID 
Strand 
End 

Method 
End 
Score 



10287 
GENSCAN 
10287 
.54 

.4858, 6213.. 6307, 6677. 
,10041, 10237. .10287 



45082 
95239 
2942 

OJ000251_09.0406.C25.ol.gs 
2942 
none 

2942.-3677, 4378. .4606, 4735, 
7427.. 7577, 7673.. 7703, 9933. 

45082 
95239 
2942 

OJ000251_09.0406.C25.ol.np 
3179 
6006372 
3179.. 3414, 5160.. 5190 

(AP000559) hypothetical protein [Oryza sativa] 



OJ000251 09.0406.C25 



, 6704, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_09.0406.C25 

10287 
AAT/NAP 
5190 
170 



46330 




Spa No 


45083 








Seq. ID 


0.10009 M OQ 0A0& C1& 


fjpnp Mo 


95240 








Strand 


-J- 


Start 


253 








End 


5506 


Name 


OJ000251 09 


.0406 


.C26.ol 


. gs 


Method 


GENSCAN 


Start 


253 








End 


4922 


GI 


none 








Score 


4 7 


Exons 


253.. 399, 768.. .1311, 14 


56.. 1693, 2553. 


9694 ?ff97 ?9fif) 




3335. .3532, 


3623 


. .3962, 


4018 


..4168, 411 


HI 4?41 4?R1 4407 




4576. .4702, 


4829 


. .4922 








Seq. No. 


45083 








Seq. ID 


OJ000251_09.0406.C26 


Gene No . 


95240 " 








Strand 


+ 


Start 


253 








End 


5506 


Name 


OJ000251 09 


.0406 


-C26.ol 


.np 


Method 


AAT/NAP 


Start 


599 








End 


5506 


GI 


3777527 








Score ■ 


969 


Exons 


599. . 1505, 


1589. 


.1877, 


2210. , 


,2313, 2380. .2655, 2900. .4175, 




4334 . .4862, 


4962 


. .5051, 


5466, 


. .5506 




GI Descrip. 


(AF053008) 


gag-pol polyprotein [Glycine max] 


Seq. No. 


45083 








Seq. ID 


OJ000251_09.0406.C26 


Gene No. 


95240 








Strand 


+ 


Start 


253 








End 


5506 


Name 


OJ000251 09 


.0406, 


.C26.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


3291 ~ 








End 


3848 


GI 


none 








Score 


114 


Exons 


3291 . . 3500, 


3561, 


. .3848, 


3669. 


,.3842, 3674. .3847 


Seq. No. 


45083 








Seq. ID 


OJ000251_09.0406.C26 


Gene No. 


95240 








Strand 


+ 


Start 


253 








End 


5506 


Name 


OJ000251 09 


.0406. 


.C26.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


3516 








End 


4143 


GI 


none 








Score 


86 


Exons 


3516. .3581, 


3521. 


. .3583, 


3582. 


.4004, 3668. .4003, 4012. .4143 


Seq. No. 


45083 








Seq. ID 


OJ000251_09.0406.C26 


Gene No. 


'95240 








Strand 


+ 


Start 


253 








End 


5506 


Name 


OJ000251 09 


.0406. 


C26.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


3690 ~~ 








End 


4143 


GI 


none 


3707. 






Score 


213 


Exons 


3690 . . 4001, 


, .3913, 


4012. 


'.4143 




Seq. No. 


45083 








Seq. ID 


OJ000251_09. 04 06.C2 6 


Gene No. 


95240 








Strand 


+ 


Start 


253 








End 


5506 


Name 


OJ000251 09 


.0406. 


C26.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


3707 








End 


4142 


GI 


none 








Score 


166 


L~J 11^ 


3707. .3793, 


3708. 


.3998, 


4005. 


.4142, 4006. .4137 


Seq. No. 


45083 








Seq. ID 


OJ000251_09.04 06.C26 


Gene No. 


95240 








Strand 


' + 


Start 


253 








End 


5506 


Name 


OJ000251 09, 


.0406. 


C26.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


4530 








End 


4859 



46331 




GI 


5 509260 

-J »J \J J \J \J 




Score 


31 6 






Pynn ^ 


4530 4R59 4586 4843 












GT Dpsctid 

\J JL» L/ O -I* <J- k-* • 














Seq. No. 


45083 




Seq. ID 


OJ000251 09 


.0406 


.C26 


Gene No. 


95240 




Strand 


+ 






Start 


253 




End 


5506 






Name 


OJ000251 09 0406 C26 o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


4586 — 




End 


4859 






GI 


none 




Score 


79 






Exons 


4586 4675. 4587 4676 


4 656 . 


.4859, 4718. .4840 






Seq. No. 


45083 




Seq. ID 


OJ000251 09, 


.0406 


.C26 


Gene No. 


95240 




Strand 


+ 






Start 


253 




End 


5506 






Name / 


OJ000251 09 0406 C26 o2 


. U1LL 


Method 


TBLASTX: Maize 




Start 


4596 ~~ 

" -J .3 \J 




End 


4 8 6? 






GI 


none 




Score 


£. U 






F.xon 


4596 4862 4596 4853 


4 616 


.4861 








Sea No 


45084 




Seq. ID 


o.Tnnn9si oq 


> U *± U D . 


C71 


Gene No. 


95241 




Strand 


+ ~~ 






Start 


90 




End 


1771 






Name 


OJ000251 09 0406 C27 ol 


.np 


Method 


AAT /NAP 






Start 


90 _ 




End' " 


17 71 






GI 


6539588 

U *J *J Zs *J O O 




Score 


1 R R 

X U .J 






P, von <3 

i-J W vt 1 O 


90 420 1743 1771 












VJ -I- I—' V-f- O *w -L*. X « 


(AP000837} hvnothpt i 1 


protein [Oryza 


. s a t i va J 






Seq. No. 


45084 




Seq. ID 


OJ000251_09. 


.04 06. 


.C27 


Gene No. 


95241 




Strand 


+ 






Start 


90 




End 


1771 






Name 


OJ000251 09 0406 C27 ol 


.gs 


Method 


o Hi IN O ^.riLN 






Start 


183 ~~ 




End 


3 QD 

o _? u 






GI 


none> 




Score 


.5 






Exons 


183 . .390 












Seq. No'. 


45084 




Seq. ID 


OJ000251_09. 


,0406. 


,C27 


Gene No. 


95242 




Strand 


+ 






Start 


3027 




End 


4243 






Name 


OJ000251 09 0406 C27 o3 


.gs 


Method 


GENS CAN 






Start 


3027 ~~ 


End 


4243 






GI 


none 




Score 


.6 






Exon ^ 


3027 3130 3306 • 4243 












Seq. No. 


45084 




Seq. ID 


OJ000251_09. 


0406. 


C27 


Gene No. 


95243 




Strand 








Start 


779 




End 


1376 






Name 


OJ000251 09 0406 C71 n? 


, gs 


Method 


GENSCAN 






Start 


779 ~~ 




End 


1376 






GI 


none 




Score 


.68 






Exons 


779. .1179, 1232. .1376 












Seq. No. 


45085 




Seq..' ID 


OJ000251_09. 


0406. 


C28 


Gene No. 


95244 




Strand 








Start 


264 




End 


1272 






Name 


OJ000251 09.0406.C28.ol. 


, gs 


Method 


GENSCAN 







46332 



Start 


264 






1 ?7? 








GI 


none 






74 










264 411 432 604 


1253 


1272 










kJ> C • 1.N . 


45086 




Seq. ID 






04 04 
■ u *i \j h 


PI 


Gene No. 


95245 




Strand 










Start 


140 




End 


1128 








Name 


OJ000301 03. 0404. CI. 


ol . np 


Method 


AAT /NAP 








Start 


140 




End 


X X \J 








GI 


5042454 




Score 


198 








Exons 


140. .483, 1039. .1128 












GI DescriD . 


(AC007789) putative 


polyprotein [Oryza 


o a. u x v a. j 








Seq. No. 


45086 




Seq. ID 


OJ000301_ 


03 


.0404 


.CI 


Gene No. 


95245 




Strand 










Start 


140 




End 


1128 








Name 


OJ000301 03. 0404. CI. 


ol .gs 


Method 


GENSCAN 








Start 


'247 




End 


1119 








GI 


none 




Score 


.75 








Exons 


247. .349, 367. .398, 


463. . 


510, 1117. .1119 








Seq. No. 


45087 




Seq. ID 


OJ000301_ 


03 


. 0404 


.C2 


Gene No. 


95246 




Strand 










Start 


1 




End 


6240 








Name 


OJ000301 03. 0404. C2. 


ol .np 


Method 


AAT /NAP 








Start 


1 




End 


5025 








GI 


5932553 




Score 


658 








Exons 


1..213, 1848. .1889, 


1981. 


.2032, 2321.. 


2394, 3549 




3598, 





3667. .3748, 3958. .4007, 4086 .. 4128, . 4209 .. 4289, 4377. .4422, 
4515. .4561, 4646. .4711, 4791. .4857, 4940. .5025 



GI Descrip. 


(AC0094 65) putative kinase [Arabidopsis 


: thaliana] 


Seq. No. 


45087 




Seq. ID 


OJ000301_03.0404.C2 


Gene No. 


95246 




Strand 




Start 


1 




End 


6240 


Name 


OJ000301 03.0404.C2.ol. 


gp 


Method 


AAT /GAP 


Start 


200 




End 


681 


GI 


none 




Score 


861 


Exons 


200. .681 








Seq. No. 


45087 




Seq. ID 


OJ000301_03.0404.C2 


Gene No . 


95246 




Strand 




Start 


1 




End 


6240 


Name 


OJ000301 03.0404.C2.ol. 


gs 


Method 


GENSCAN 


Start 


208 




End 


6240 


GI 


none 




Score 


.82 


Exons 


208. .1168, 1242. .1889, 


3549. . 


3598, 4086 


:..4128, 4209. .4355, 




4377. .4422, 4940. .5049, 


5506. 


.5834, 5981. .6240 


Seq. No. 


45087 




Seq. ID 


OJ000301_03.0404.C2 


Gene No. 


95246 




Strand 




Start 


1 




End 


6240 


Name 


OJ000301 03.0404.C2.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


493 




End 


1265 


GI 


hone 




Score 


323 


Exons 


493. .549, 501. .557, 568 


. .966, 


572. .1000 


, 573. .968, 978. .11- 




992. .1144, 1130. .1168, 


1143. . 


1169, 1242 


..1265, 1243. .1263 



46333 



Seq. No. 45087 Seq. ID 

Gene No. 9524 6 Strand 

Start 1 End 

Name OJ000301_03 . 0404 . C2 . o2 . gp Method 

Start 705 End 

GI 2443068 Score 

Exons 705.. 1159 



OJ000301_03.0404.C2 

6240 
AAT/GAP 
1159 
837 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45087 
95246 
1 

OJ000301_03, 

1231 

none 

1231. .1353, 
1377. .1508 



0404 .C2.o2.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_03.0404.C2 
6240 

TBLASTX: Maize 

1508 

113 



1267. .1389, 1343. .1438, 1354. .1506, 1357. .1503, 



□ 



Seq. No. 45087 

Gene No. 95246 ' 

Start 1 

Name OJ000301_03 . 0404 . C2 . o2 . ts 

Start 1860 

GI none 
Exons 



Seq. ID OJ000301_03.0404..C2 
Strand 

End 624 0 

Method TBLASTX : Soybean 

End 4009 

Score 61 



1860. .1889, 1975. .2031, 1982. .2032, 2320. .2394, 2324. .2395, 
3544. .3600, 3549. .3599, 3665. .3757, 3674. .3757, 3955. .4008, 
3956. .4009 



Seq. No. 45087 
Gene No. 95246 
Start 1 

Name OJ000301_03 . 0404 . C2 . ol . tw 

Start 3552 

GI ' none 

Exons 3552.. 3599, 3665.. 3754, 3665. 

4209. .4322, 4210. .4278, 4514, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3757, 3955 
.4549 



OJ000301 03. 0404. C2 



6240 

TBLASTX: Wheat 
4549 
79 

4005, 4078.. 4134, 



Seq. No. '45087 , '■ ' 

Gene No. 95246 
Start 1 

Name OJ000301_03 . 0404 . C2 . o3 . tm 

Start 3552 
GI none 

Exons ■ 3552..3S99, 3661.. 3750, 3665. 

3955. .4005, 4078. .4134, 4209. 
4515. .4562, 4646. .4708, 4650. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000301 03. 0404. C2 



6240 

TBLASTX: Maize 
4708 
84 

3748, 3665.. 3757, 3666. 
4322, 4210.. 4278, 4514. 

4706 . 



.3758, 
,4564, 



Seq. No. 45087 
Gene No. 95246 
Start 1 

Name OJ000301JD3 . 0404 . C2 . ol . tc 

Start 3665 
GI none 

Exons 3665.. 3748, 3665.. 3748, 3672. 

4078. .4134, 4209. .4322, 4514. 
4758. .4859, 4927. .5028, 4934. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000301 03. 0404. C2 



6240 

TBLASTX: Cress 
5028 
70 

3752, 3673.. 3753, 3955.. 4008, 
4564, 4515. .4562, 4640. .4720, 
5026 



46334 



Seq. No. 45087 

Gene No. 95246 

Start 1 

Name OJ000301_03 . 04 04 . C2 . ol . ts 

Start 4096 

GI none 

Exons 4096.. 4134, 4209.. 4280, 4209. 

4514. .4564, 4514. .4555, 4644. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000301 03. 0404. C2 



4819. .4875, 4927. .5040, 4934. .5071 



6240 

TBLASTX : Soybean 
5071 
48 

4292, 4359. .4421, 4375. .4425, 
4712, 4646. .4720, 4785. .4859, 



Seq. No. 45087 Seq. ID OJ000301_03 . 0404 . C2 

Gene No. 95246 Strand • - 

Start 1 End 6240 

Name OJ000301_03 . 0404 . C2 . o3 . gp Method AAT/GAP 

Start 5087 End 5791 

GI uC-osroM202022b08bl Score 708 

Exons 5087.. 5170, 5506.. 5791 

GI Descrip. ' 4314356/gb | AAD15567 | 5.0e-15 (AC006340) putative 

anthocyanidin-3-glucoside rhamnosyltransf erase [Arabidopsis 
thaliana] 1 



Seq. No. 45088 

Gene No. 95247 . 

Start 3272 

Name OJ000301_03 . 04 04 . C3 . ol . gs 

Start 3272 

GI none 

Exons . 3272.. 3679, 3766.. 3903, 4529. 

6112. .6507, 6558. .6875, 7198. 



Seq. ID OJ000301_03.0404 .C3 

Strand + 

End 8003 

Method GENS CAN 

End • 8003 

Score .59 

.4734, 5010. .5025, 5119. .6022, 
.8003 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45088 
95248 
8655 
OJ00030 
8655 
none 
8655. .8 
13881. . 
16711. . 
19110 



l_03.0404.C3.o2.gs 



Seq. ID OJ000301_03.0404.C3 
Strand 

End 19891 
Method GENSCAN 
End 19891 
Score .48 
972,' 9026. . 13166, 13175 134 69, 13578 .. 13788 , 
14135, 14164. .14741, 14 943 .. 1514 4 , 1 6022 .. 1 6078 , 
16804, 16913. .17086, 17372 .. 174 63, 17783 .. 17892 , 
19185, 19281. .19373, 19453. .19891 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



45088 . Seq. ID OJ000301JD3 . 0404 . C3 

95248 Strand 

8655 End 19891 

OJ000301_03 . 04 04 . C3 . ol . np Method AAT/NAP 

8658 End 12915 

7489805 Score 3038 

8658. .12502, 12832. .12915 

polyprotein - maize retrotransposon Cinful-1 
gi|4206306|gb|AAD11615.1| (AF049110) prpol [Zea mays] 



45088 Seq. ID 

95248 Strand 

8 655 End 

OJ000301_03.0404 .C3.o3.ts Method 

9233 End 

none Score 



OJ000301_03.0404 .C3 
19891 

TBLASTX: Soybean 

9592 

62 



46335 



Exons 9233.. 9457, 9240.. 9479, 9464.. 9592, 9465.. 9578 



Seq. No. 


45088 




Seq. ID 


OJ000301 03 0404 


. ^ j 




95248 










Start 


8655 




End 


19891 




Nam© 


OJ000301 03. 0404. C3 


. o4 . tm 


Met h od 


TRLASTX • Ma i ye 
x i— ' J-iiiO J. /\ . rial 




Start 


9248 




End 


9610 




GI 


none 




Score 


229 




Exons 


9248. .9610, 9249. .9518 








Seq. No. 


45088 




Seq. ID 


OJ000301 03 0404 


• \_/ j 


Gene No - 


95248 




55 1 rand 






Start 


8655 




End 


19891 




Name 


OJ000301 03. 0404. C3 . 


. o5 . tw 




TRT.A^TX * Whpaf 
i lj unu »vi ic a i_ 




Start 


9380 




End 


9769 




GI 


none 




Score 


236 




Exons 


9380. .9769 










Seq. No. 


45088 




Seq. ID 


OJ000301 03 0404 


. C3 


Gene No . 


95248 




O J_ all \J. 






Start 


8655 




End 


19891 




Name 


OJ000301 03. 0404. C3 . 


. o5 . tm 


Met" hi oH 

1 1C L11UU 


TRT.A^TX • Ma i 7p 




Start 


9611 




End 


9877 




GI 


none 




Score 


87 




Exons 


9611. .9877, 9612. .9770 








Seq. No. 


45088 




Seq. ID 


OJ000301_03.0404. 






95248 




Strand 






Start 


8655 




End 


19891 




Name 


OJ000301 03. 0404. C3. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


10079 




End 


10511 




GI 


none 




Score 


109 




Exons 


10079. .10510, 10080. 


.10253, 


10296. .10511 




Seq. No. 


45088 




Seq. ID 


OJ000301_03.0404 , 


t c3 


Gene No . 


95248 




Strand 






Start 


8655 




End 


19891 




Name 


OJ00 : 0301 03. 0404. C3. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


10154 




End 


10513 




GI 


none 




Score 


87 




Exons 


10154. .10513, 10155. 


.10502 








Seq. No. 


45088' 




Seq. ID 


OJ000301_03.0404. 




Gene No 


95248 




Strand 






Start 


8655 




End 


19891 




Name 


OJ000301 03. 0404. C3. 


08. tw 


Method 


TBLASTX : Wheat 




Start 


10511 




End 


10720 




GI 


none 




Score 


70 




Exons 


10511. .10702, 10515. 


.10697, 


10571. .10720 




Seq. No. 


45088 




Seq. ID 


OJ000301J33.0404. 


C3 


Gene No. 


95248 




Strand 






Start 


8655 




End 


19891 




Name 


OJ000301 03. 0404. C3. 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


10697 




End 


11161 




GI 


none 




Score 


87 




Exons 


10697. .11161, 11004. 


. 11111 









46336 



Seq. No. 


45088 








95248 






91-3 rt- 


8655 








OJ000301 03. 0404. C3 


n 9 -f- w 


O Lai L 


10787 






GI 


none 






J — 1 ^ 1 1U 


10787'. . 


.11206, 10893 


. .11150 


Seq. No. 


45088 






Gene No . 


95248 








8655 






LN aiUC 


OJ000301 03. 0404. C3 


■ UJ . Ulll 


Start 


10880 






GI 


none 








10880. . 


,11263, 10893 


1 1 1 sn 


Seq. No. 


45088 






Gene No . 


95248 






Start 


8655 






Name 


OJ000301 03. 0404. C3, 


o9 fm 

• \j • L-1LL 


Start 


11291 






GI 


none 






TT von c; 


11291.. 


11647, 11292. 


1 1 £>A ft 


Seq. No. 


45088 






fZpnp No 


95248 






Start 


8655 






Name 


OJ000301 03. 0404. C3, 


i O J. . tw 


Start 


11321 






GI 


none 






pvnri c 

D AUl lo 


11321. . 


11776, 11322. 


1 1 S fid 


Seq. No. 


45088 






Qgne No . 


95248 






Start 


8655 






Name 


OJ000301 03.0404\C3. 


O fi +" \aT 


Start 


11981 






GI 


none 






R von q 


11981. . 


12202, 11982. 


. JL C* \J _) , 


Seq. No. 


45088 






fjpnp Tslo 


95248 






Start 


8655 








OJ000301 03. "0404. C3. 




Start 


13186 






GT 


none 






R v o n q 


13186. . 


13476 




Seq. No. 


45088 






Gene No. 


95248 






Start 


8655 






Name 


OJ000301 03. 0404. C3. 


ol.gp 


Start 


15515 






GI 


13905 1 


.R1084 




Exons 


15515. . 


15627, 15816. 


.16078, 




17372. . 


17463, 17783. 


.17892, 



Seq. ID 

Strand 

End . 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_03.0404 ,C3 
19891 

TBLASTX: Wheat 

11206 

1-97 ■ 



OJ000301J33.0404 .C3 
19891 

TBLASTX: Maize 

11263 

183 



10928. .11239 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_03.0404.C3 
19891 

TBLASTX: Maize 

11648 

202 



OJ000301_03.0404 . C3 
19891 

TBLASTX: Wheat 

11776 

211 



11357. .11752 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_03.0404.C3 
19891 

TBLASTX: Wheat 

12340 

102 



12209. .12340 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_03.0404.C3 
19891 

TBLASTX: Wheat 

13476 

188 



Seq. ID 
Strand 
End 

Method 

End 

Score 
16711. .16804, 
19110. .19184, 



OJ000301 03. 0404. C3 



19891 
AAT/GAP 
19571 
1998 

16913. 



17086, 



19281. . 19373, 



46337 



19453. .19571 

'170031 1.0e-105 (M10594) nodulin 35 [Glycine max]' 



GI Descrip. 

Seq. No. 45088 
Gene No. 95248 
Start 8655 

Name OJ000301JD3 . 0404 . C3 . o2 . ts 

Start 15979 ' 

GI none 

Exons 15979. .16080, 15992 .. 1608 1 , 

16723. .16806, 16724 .. 16807 , 
16910. .17089, 17350. .17469, 
17787. .17894, 19102. .19233, 
19291. .19365, 194 50. .19569, 



Seq. ID OJ000301_03.0404.C3 
Strand 

End 19891 

Method TBLASTX : Soybean 

End 19624 

Score 98 
15993. .1607 9, 15997. .16086, 
16885. .17088, 16909. .1704 6, 
17371. .17466, 17783 178 93, 
19109. .19186, 19278. .19373, 
19451. . 19624 



Seq. No. 45088 
Gene No. 95248 
Start 8655 

Name OJ000301_03 . 04 04 . C3 . ol . tm 

Start 15989 
GI none 

Exons 15989. .16021, 16017 .. 1607 9, 

16723. .16806, 16724 .. 16807 , 

16906. .1704 6, 16910. .17053, 

' 17051. .17089, 17369. . 17467, 

17784 . .17894, 17784 .. 17903, 

19115. .19201, 19117. .19188, 

19450. .19671, 19451. .19672, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

16019 

16724 

16912 

17371 

19102 



OJ000301 03. 0404. C3 



19891 

TBLASTX: Maize 
19758 
93 

16087, 16024. .16080, 
16810, 16729. .16812, 
17052, 17050. .17088, 
17466, 17371. .17469, 
19197, 19106. .19186, 
19260. .19373, 19272 .. 19373, 
19720. . 19758 



Seq. No. 45088 

Gene No. 95248 

Start 8655 

Name OJ000301_03 . 0404 . C3 . o4 . tw 

Start 15993 

GI none 

Exons 15993. .16079, 15995 
' 16712. .16807, 16712 



Seq. ID OJ000301_03.0404.C3 
Strand 

End 19891 
Method TBLASTX : Wheat 
End 17098 
Score 123 
16087, 15997. .16080, 167 11 .. 16806, 
16810, 16910. .17035, 16910 .. 16954 , 



16912. :i7046, 17011. .17091, 17036.. 17098 



Seq. No. 45088 
Gene No. 95248 
Start 8655 

Name OJ000301_03 . 04 04 . C3 . ol . tc 

Start 15995 
GI none 
Exons 15995. .16081, 

16910. .17089, 

17783. .17893, 

19273. .19365, 

19586. .19627 



15996. . 16079, 
16912. .17094, 
17787. '.17894, 
19278. .19373, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
16705. .16806, 
16912. .17088, 
19102. . 19194, 
19450. . 19569, 



OJ000301 03. 0404. C3 



19891 

TBLASTX: Cress 
19627 
83. 

16706. .16807, 
17371. .17469, 
19109. .19189, 
19451. .19555,. 



Seq. No. 45088 Seq. ID 

Gene No. 95248 Strand 

Start 8655 End 

Name OJ000301_03 . 04 04 . C3 . o3 . np Method 

Start 15998 End 

GI 6175090 Score 



OJ000301_03.0404.C3 

1989,1 
AAT/NAP 
19662 ■ 
866 



46338 



Exons 15998. .16078, 16711 16804, 16913 .. 17086, 17372 .. 174 63, 

17783. .17892, 19110 .. 19185, 19281 .. 19373, 19453.. 19662 

GI Descrip. URICASE ( URATE OXIDASE) (NODULIN 35 HOMOLOG) 

gi I 2208944 | emb | CAA72005.il (Y11120) nodulin-35 homologue 
[Arabidopsis thaliana] 



%. 5 



*J O \U > i"l w . 


45089 






\JkJ \J \j \j o u x 


U O . U 4 U H 






95249 




C LI OL l l\JL 










765 




End 


± ± 






Name 


OJ000301 03. 0404. C4. 


ol . gs 


Method 


GENSCAN 






Start 


765 


End 


1125 






GI 


none 




Score 


.75 






F, von ^ 


765. .880, 1071. .1125 












45090 




Seq. ID 


OJ000301 


no c\AC\A 


. Lj 




95250 




Strand 


+ 






o Lai u 


7537 




End 


15917 






NT a TT1 . 


OJ000301 03. 0404. C5. 


o3.gs 


Method 


GENSCAN 






rt- 


7537 




End 


15917 






O -L 


none 




Score 


.73 






UAUll o 


7537. .7627, 7653. .78 


:64, 8571. .8747, 986 


31 . . 10041, 


1UODU . 


1 ACQQ 

. iuoo y 




10693. .10774, 11213. 


.11272, 


11948. .13591, 13691. 


1 

. ij / y z , 






14771. .14846, 15558. 


.15634, 


15900. .15917 








45090 




Seq. ID 


OJ000301_ 


03.0404 




o n o NT 
belle 1NO . 


95250 




Strand 


+ 






O.Ldl L. 


7537 




End 


15917 






LN ctllltr 


OJ000301 03. 0404. C5 . 


o2 . np 


Method 


AAT/NAP 






Cf arf 
O Lai L. 


9938 




End 


15861 






\J J. 


5306274 




Score 


600 






P von q 


9938.. 10032, 10350.. 


10474, 


10662. .10774 


I, 11087.. 


11128," 






11213. .11272, 11948. 


.12026, 


12180. .12533, 12897. 


. 13175, 






13263. .13451, 13479. 


.13591, 


13691. .13799, 14808. 


. 14914, 






15005. .15130, 15304. 


.15364, 


15776. .15861 






V— I J_ C O _L_ _l_ L_/ ■ 


(AC006233) unknown protein 


[Arabidopsis thaliana] 




O C ^ • LN U • 


45090 




Seq. ID 


OJ000301_ 


03.0404 


.C5 




95250 




Strand 


+ 






Start 


7537 




End 


15917 








OJ000301 03. 0404. C5. 


o2.gp 


Method 


AAT/GAP 






Start 


14747 




End 


15527 






GI 


uC-osflM202083a09bl 




Score 


961 






P von q 


14747. .14914, 15005. 


.15130, 


15304.. 15527 








'5306274/gb|AAD42006 


.1IAC006233JL7 4 . Oe 


s-36 (AC006233) unknown 




protein [Arabidopsis 


thaliana] 1 








Seq. No. 


45090 




Seq. ID 


OJ000301_ 


03.0404. 


.C5 


Gene No. 


' 95251 




Strand 








Start 


158 




End 


3059- 






Name 


OJ000301 03. 0404. C5. 


ol . gs 


Method 


GENSCAN 






Start 


158 


End 


3059 






GI 


none 




Score 


.66 






Exons 


158. .472, 1401. .1507 


, 2298. 


.2495, 2729. 


.3059 






Seq. No. 


45090 




Seq. ID 


OJ000-301_ 


03.0404. 


,C5 


Gene No. 


95252 




Strand 








Start 


3715 




End 


5164 







46339 



Name OJ000301_03 . 0404 . C5 . ol .np Method AAT/NAP 

Start 3715 * End 5132 

GI 4314356 Score 832 

Exons 3715.. 5132 

GI Descrip. (AC006340) putative anthocyanidin-3-glucoside 
rhamnosyltransf erase [Arabidopsis thaliana] 



Seq. No. 45090 Seq. ID 

Gene No. 95252 Strand 

Start 3715 End 

Name OJ000301_03 . 04 04 . C5 . ol . gp Method 

Start 4627 End 

GI 4715255 Score 

Exons 4627.. 5164 

GI Descrip. 4 314356/gb I AAD15567 | 5.0e-15 (AC006340) putative 

anthocyanidin-3-glucoside rhamnosyltransf erase [Arabidopsis 
thaliana] 



OJ000301_03.0404 .C5 

5164 
AAT/GAP 
5164 
956 



Seq. No. 


"'45090 








Seq. ID 


OJ000301_03.0404 


.C5 


ucllc L\U • 










Strand 






OLall 


1040/ 








End 


16995 




Name 


UUUUUjUI Uj 


HADA 

, U 4 U 4 


. . 04 . 


till 


Method 


TBLASTX: Maize 




C -|- -a v+- 

olail 


o o n £ 








End 


2350 




CT 
ol 


none 








Score 


36 




TP \r s~\ Y*\ <T"i 

CjXons 


none o *3 n /i 


ZZ\) 1 


OOQQ 

. . ZZyzf f 


Z Z O 1 . 


.2349, 2294. .2350 




Seq. No. 


45090 








Seq. ID 


OJ000301_03.0404 


.C5 


bcilc LNvJ . 










Strand 








1 £.A R 7 
1 Of! D / 








End 


16995 




Name 


UJUUUjUi Uj, 


. u 4 U4 


PC ^ /I 


rc 


Method 


TBLASTX: Cress 






ooaq — 

zzuy 








End 


2454 




PT 


none 








Score 


84 




Exons 


ZZVy . . zoU4 , 


OOQ1 

ZZ o 1 


O "3 A Q 

. . z J4 y , 


zzy4 . 


.2350, 2407. .2454 




Seq. No. 


45090 








Seq. ID 


OJ000301_03.0404, 


.C5 


Gene No. 


95253 








Strand 






Start 


16457 . 








End*-'' • 


16995'- 




Name 


OJ000301 03, 


.0404, 


.C5.ol. 


ts 


Method 


TBLASTX: Soybean • 




Start 


3682 








End 


4770 




GI 


none 








Score 


39 




Exons 


3682. .4122, 


3965. 


. .4075, 


4165. 


.4299, 4175. .4297, 4280. .4318 




4348. .4419, 


4351. 


. .4500, 


4534 . 


.4599, 4645. .4770 . 




Seq. No. 


45090 








Seq. ID 


OJ000301_03.0404, 


.C5 


Gene No. 


95253 








Strand 






Start 


16457 








End 


16995 




Name 


OJ000301 03. 


,0404, 


,C5.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


3835 








End 


4311 




GI 


none 








Score 


85 




Exons 


3835. .4122, 


3950, 


, .4075, 


4165. 


.4311 






Seq. No. 


45090 








Seq. ID 


OJ000301_03.0404. 


,C5 


Gene No. 


95253 








Strand 






Start 


16457 








End 


16995 




Name 


OJ000301 03. 


0404 . 


,C5.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


3922 








End 


4305 




GI 


none 








Score 


104 





46340 



# # 



Exons 


3922. .4122, 3938. .4075, 3940. .4080, 4165. .4305, 


4199. .4300 


Seq. No. 


45090 




Seq. ID 


OJ000301 


_03.0404 


.C5 


Gene No. 


95253 




Strand 










16457 




End 


16995 ■ 






Name 


OJ000301 03. 0404. C5 


. ol . tw 


Method 


TBLASTX: 


Wheat 




Of- a y-f- 


4066 




- End 


4449 






(IT 


none . 




Score 


78 






F von q 


4066. .4122, 4174. .4305, 4175. .4303, 4327. .4449 






Seq. No. 


45090 




Seq. ID 


OJ000301 


_03.0404 


.C5 


Gene No. 


95253 




Strand 








O l_ ClI. I~ 


16457 




End 


16995 






Name 


OJ000301 03. 0404. C5. 


. ol . tm 


Method 


TBLASTX: 


Maize 




o ldi u 


4681 




End 


5076 








none 




Score 


76 






Hi 2\\J1 1 O 


4681. .5076, 4682. .4783, " 486£ 


1 . .5074, 4873. .5076 






Seq. No. 


. 45090 




Seq. ID 


OJ000301 


_03.0404 


.C5' 


Gene No. 


95253 




Strand 








O U Ct J- L, 


16457 




End 


16995 






Name 


OJ000301 03. 0404. C5. 


. o4 . ts 


Method 


TBLASTX: 


Soybean 






4855 




End 


5118 






O J. 


none 




Score 


120 ' 






Hi AU1 1 O 


4855.. -5118, 4868. .5086 










Oclji IN W . 


45090 




Seq. ID 


OJ000301 


_03.0404 


.C5 


o n o Nl o 


95253 




Strand 








Of- a 7-1" 
O Lai L 


16457 




End 


16995 






TO am o 


OJ000301 03. 0404. C5 , 


.o2. ts 


Method 


TBLASTX: 


ooyucdri 




Start 


13049 




End 


15438 






GI 


none 




Score 


52 






P von c; 


13049. .13156, 13268. 


. .13408, 


13300. . 13407, 13325 


. .13591, 






13431. .13553, 13433. 


, .13606, 


13688. . 13795, 13690 


. .13785, 






13691. .13792, 14771. 


, .14917, 


14824 . .14913, 14993 


. .15130, 






14998. ,15129, 15002. 


, .15130, 


15003. .15131, 15004 


. .15132, 






15287. . 15358, 15298. 


. .15438 










udlj • L\KJ • 


45090 




Seq. ID 


OJ000301 


_03.0404 


.C5 


r^pk n ^ KJo 


95253 




Strand 








j Ldi L 


16457 




End 


16995 






Name 


OJ000301 03. 0404. C5. 


,o2.tm 


Method 


TBLASTX:] 


Maize 




Start 


13334 




End 


15453 






GI 


none 




Score 


64 






P von q 


13334. .13426, 13425. 


.13577, 


13430. .13591, 13433 


. .13591, 






13686. .13760, 13688. 


.13795, 


13689. .13799, 13690 


. .13785, 






14771. .14917, 14771. 


.14923, 


14993. .15130, 14997 


. .15131, 






14998. .15132,. 14998. 


.15129, 


15298. .15453 






C qo* N7o 


45090 




Seq. ID 


OJ000301 


_03.0404 


-C5 


Gpne No 


95253 




Strand 








Start 


16457 




End 


16995 






Name 


OJ000301 03. 0404. C5. 


o3 . tc 


Method 


TBLASTX : ( 


Cress 




Start 


13478 




End 


13795 






GI 


none 




Score 


161 






Exons 


13478. .13588, 13481. 


.13606, 


13482. .13589, 13483 


. .13590, 






13691. .13795, 13693. 


.13785 











46341 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45090 
95253 
16457 

OJ000301_03.0404.C5.ol.tc 
14819 



none 

14819. 

15298. 



Seq. ID OJ000301_03.0404.C5 
Strand 

End 16995 

Method TBLASTX: Cress 

End 15360 

Score 139 

14917, 14824. .14919, 14 998 .. 15129, 14 999 .. 15130, 
15360 



Seq. No. 45090 Seq. ID 

Gene No. 95253 Strand 

Start 16457 End 

Name OJ000301_03 . 0404 . C5 . o4 . gs Method 

Start 16457 End 

GI none Score 

Exons 16457. .16936 



OJ000301_03.0404.C5 

16995 
GENSCAN 
16936 
.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip'. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45090 Seq. ID 

95253 Strand 

16457 End 16995 

OJ000301_03 . 0404 . C5 . o3 . np Method AAT/NAP 

16460 End 16995 

4510376 Score 478 
16460. .16995 

(AC007017) unknown protein [Arabidopsis thaliana] 



OJ000301 03. 0404. C5 



45090 
95253 
16457 

OJ000301_03. 0404 .C5.o3.ts 

16460 

none 



Seq. ID OJ000301J)3.0404.C5 
Strand 

End 16995 

Method TBLASTX : Soybean 

End 16993 

Score 66 



164 60. .16564, 164 64. .16565, 16577. .16702, 16581 1664 3, 
16766.. 16993 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



45091 
95254 
1 

OJ000301_03.0404.C6.ol.np 
1 

6671940 
1..317 

(AC016795) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000301_Q3.p404.C6 
Strand 

End 4341 

Method AAT/NAP 

End ■ 317 

Score 186 



45091 Seq. ID 

95254 Strand 
1 End 
OJ000301_03 . 04 04 . C6 . ol . gs Method 
9 End 
none Score 

9. .466, 3233. .3390, 4252. .4341 

45091 
95254 
1 

OJ000301 03.0404.C6.ol.tw 



OJ000301_03.0404 .C6 

4341 
GENSCAN 
4341 
.5 



Seq. ID OJ000301_03.0404.C6 
Strand 

End 4341 

Method TBLASTX : Wheat 



46342 



Start 
GI 

Exons " 



75 

none 

75. .125, 88. .141, 138. .164, 



End 326 
Score 65 
183. .293, 187. .288, 207. .326 



Seq. No. 


45091 








Seq. ID 


OJ000301 03 0404 


. C6 


Gene No. 


95254 








Strand 






Start 


1 








End 


4341 




Name 


OJ000301 


03. 


0404 .C6.ol 


. tc 


Method 


TBLASTX - Cress 




Start 


81 








End 


293 




GI 


none 








Score 






Exons 


81. .158, 


88. 


.159, 184. 


.288, 


186. .293 






Seq. No. 


45091 








Seq. ID 


OJ000301_03.0404 


.C6 


Gene No. 


95254 








Strand 






Start 


1 








End 


4341 




Name 


OJ000301 


_03. 


0404.C6.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


81 








End 


293 




GI 


none 








Score 


117 




Exons 


81. .125, 


138 


..293, 142 


. .288, 


207. .293 







Seq. No. 45092 Seq. ID 

Gene No. 95255 Strand 

Start 1895 End 

Name OJ000301_03 . 0404 . C7 . ol . gp Method 

Start " 1895 End 

GI 63060JL.R1084 Score 

Exons 1895.. 2382 

GI Descrip. • 5803242/dbj | AP000399 . 1 | AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 1 



OJ000301_03.0404 .C7 
+ 

2382 
AAT/GAP 
2382 
862 



Seq. No. 


45092 


Seq. ID 


OJ000301_03.0404 


Gene No. 


95256 


Strand 




Start 


925 


End 


2896 


Name 


OJ000301 03.0404.C7.ol.np 


Method 


AAT/NAP 


Start 


925 


End 


2896 


GI 


7486005 


Score 


311 


Exons 


925. .995, 2422. .2481, 2587. 


. .2896 




GI Descrip. 


hypothetical protein F2206. 


,180 - Arabidopsis thaliana 




gi | 4 886283 |emb|CAB434 36. 1 1 


(AL050300) 


putative protein 




[Arabidopsis thaliana] 






Seq. No. 


45092 


Seq. ID 


OJ000301_03.0404 


Gene No. 


95256 " 


Strand 




Start 


925 


End 


2896 


Name 


OJ000301 03.0404.C7.ol.gs 


Method 


GENSCAN 


Start 


1934 


End 


2896 


GI 


none 


Score 


.54 


Exons 


1934 . .2896 






Seq. No. 


45092 


Seq. ID 


OJ000301_03.0404 


Gene No. 


95256 


Strand 




Start 


925 


End 


2896 


Name 


OJ000301 03.0404.C7.ol.tm 


Method 


TBLASTX: Maize 


Start 


' 2640 


End 


2885 


GI 


none 


Score 


212 


Exons 


2640. .2885, 2690. .2884 







.C7 



46343 



Seq. No. 


45092 


Seq. ID 


OJ000301 


_03.0404 . 


■ C7 


Gene No. 


95256 


Strand 








Start 


925 


End 


2896 






Name 


OJ000301 03.0404.C7.ol.ts 


Method 


TBLASTX* 


Sovbean 




Start 


2667 


End 


2882 




GI 


none 


Score 


138 






Exons 


2667. .2882, 2690. .2881 










Seq. No. 


45092 


Seq. ID 


OJ000301 


_03.0404 . 


,C7 


Gene No. 


95256 


Strand 








Start 


925 


End 


2896 






Name 


OJ000301 03. 0404 .C7 .ol . tc 


Method 


TBLASTX: 


Cres s 




Start 


2676 ~ 


End 


2878 






GI 


none 


Score 


143 






Exons 


2676. .2876, 2690. .2878 










Seq. No. 


45093 


Seq. ID 


OJ000301 


03 . 0404 . 


C8 


Gene No. 


95257 


Strand 


+ 






Start 


3059 


End 


6914 






Name 


OJ000301 03.0404.C8.ol.np 


Method 


AAT/NAP 






Start 


3059 


End 


6793 






GI 


6815109 


Score 


166 






Exons 


3059. .3110, 4262..4444, 6755, 


. .6793 








GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sat i va 1 






Seq. No. 


45093 


Seq. ID 


OJ000301 


03 . 0404 . 


C8 


Gene No. 


95257 


Strand 


+ 






Start 


3059 


End 


6914 






Name 


OJ000301 03.0404.C8.o2.np 


Method 


AAT/NAP 






Start 


4242 


End 


6914 






GI 


6815109 


Score 


174 






Exons 


4242. .4471, 6880. . 6914 










GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sat iva ] 






Seq. No. 


45094 


Seq. ID 


OJ000301 


_03.0404. 


C9 


Gene No. 


95258 


Strand 


+ 






Start 


951 


End 


.7102 






Name 


OJ000301 03.0404.C9.ol.np 


Method 


AAT/NAP 






Start 


951 


End 


7102 






GI 


7228457 


Score 


9386 






Exons 


951.. 1317, 1379.. 3314, 3378.. 


,4212, 4335. .5486, , 


5553. .7102 


GI Descrip. 


(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 


type 





retrotransposon RetroSorl, polyprotein. 
sativa] 



(AF098806) [Oryza' 



Seq. No. 45094 Seq. ID 

Gene No. 95259 Strand 

Start 7267 End 

Name OJ000301_03 . 0404 . C9 . ol . gp Method 

Start 7267 End 

GI 2428323 Score 

Exons 7267.. 7730 

GI Descrip. 5803242/dbj | AP000399 . 1 | AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 



OJ000301_03.0404 .C9 
+ 

7730 
AAT/GAP 
7730 
846 



Seq. No. 
Gene No. 



45094 
95260 



Seq. ID 
Strand 



OJ000301 03. 0404. C9 



46344 




Start 


7741 






End 


11039 




Name ~~ 


OJ000301 03- 


.0404 


.C9.o2.np . 


Method 


AAT /NAP 




Start 


7741 






End 






GI 


5803259 






Score 


5143 




Exons 


7741. .9411, 


9454 


..9682, 9778, 


. . 11039 






GI Descrip. 


(AP000399) hypothetical protein [Oryza 


h3 CI L- -1- V d. J 




Seq. No. 


45094 






Seq. ID 


OJ000301_03.0404 


.C9 


Gene No. 


95261 






Strand 






Start 


11420 






End 


11535 




Name 


OJ000301 03, 


.0404 


.C9.o6.tw 


Method 


TBLASTX: Wheat 




Start 


1605 






End 


1997 




GI 


none 






Score 


58 




Exons 


1605. .1652, 


1659 


..1757, 1664. 


.1756, 1724. .1963, 1740. .1997 


Seq. No. 


45094 






Seq. ID 


OJ000301_03.0404 


.C9 


Gene No. 


95261 






Strand 






Start 


11420 






End 


11535 




Naine 


OJ000301 03. 


,0404, 


.C9.o4.tm 


Method 


TBLASTX: Maize 




Start 


1610 






End 


1895 




GI 


none 






Score 


197 




Exons 


1610. .1894, 


1647, 


. .1895 








Seq. No. 


45094 






Seq. ID 


OJ000301_03.0404 


,C9 


Gene No. 


95261 






Strand 






Start 


11420 






End 


11535 




Name 


OJ000301 03. 


0404. 


.C9.o3. tw 


Method 


TBLASTX: Wheat 




Start 


2735 






End 


3221 




GI 


none 






Score 


401 




Exons 


2735. .2908, 


2736. 


..3221, 2930. 


.3190, 3000. .3194 




Seq. No. 


45094 






Seq. ID 


OJ000301_03.0404 


.C9 


Gene No. 


95261 






Strand 






Start 


11420 






End 


11535 




Name 


OJ000301 03. 


0404. 


,C9.ol.tw 


Method 


TBLASTX: Wheat 




Start 


3386 






End 


3848 




GI 


none 






Score 


576 




Exons 


3386. .3841, 


3387-. 


..3848, 33.87. 


.3842 






Seq. No. 


45094 






Seq. ID 


OJ000301_03.0404 


.C9 


Gene No. 


95261 






Strand 






Start 


11420 






End 


11535 




Name 


OJ000301 03. 


0404 . 


C9.o3. ts 


Method 


TBLASTX: Soybean 




Start 


3426 






End 


3791 




GI 


none 






Score 


117 




Exons 


3426. .3650, 


3657. 


.3791 








Seq. No. 


45094 






Seq. ID 


OJ000301__03.0404 


,C9 


Gene No. 


95261 






Strand 






Start 


11420 






End 


11535 




Name 


OJ000301 03. 


0404. 


C9.ol.tm 


Method 


TBLASTX : Maize 




Start 


3516 






End 


3872 




GI 


none 






Score 


381 




Exons 


3516. .3872, 


3551. 


.3862, 3567. 


.3872 






Seq. No. 


45094 






Seq. ID 


OJ000301_03.0404 , 


.C9 


Gene No. 


95261 






Strand 







46345 



Start 11420 

Name OJ000301_03 . 04 04 .C9.o3. tm 

Start 3899 

GI none 

Exons 3899.. 4264, 3900.. 4283 

Seq. No. 45094 

Gene No. 95261 

Start 11420 

Name OJ000301_03 . 0404 .C9 . o2 . tw ' 

Start 3956 

GI none 

Exons 3956. .4369, 3957. .4376, 8394, 

Seq. No. 45094 

Gene No. 95261 

Start 11420 

Name OJ000301_03 . 0404 .C9 . ol . ts 

Start 4035 

GI none 

Exons 4035.. 4406, 4052. .4195 

Seq. No. 45094 

Gene No. 95261 

Start 11420 

Name OJ000301_03 . 04 04 ,C9.o5. tw 

Start 5031 

GI none 
Exons 



End 

Method 

End 

Scor.e 



11535 

TBLASTX : Maize 

4283 

358 



Seq. ID OJ000301_03.0404 .C9 
Strand 

11535 

TBLASTX: Wheat 
8492 
484 



End 

Method 
End 
Score 
.8492 



Seq. ID OJ000301__03.0404 .C9 
Strand 

End 11535 

Method • TBLASTX : Soybean 

End 4406 ' 

Score 277 



Seq. ID OJ000301_03.0404.C9 
Strand 

End 11535 

Method TBLASTX : Wheat 

End 5465 

Score 236 



5031. .5282, 5031. .5228, 5096. .5272, 5316. .5465, 5325. .5462, 
5327. .5464 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45094 
95261 
11420 

OJ000301_03.0404.C9.o2.ts 
5154 . 
5666795 

5154. .5252, 5328. .5465, 5520. .5720 

4206306 2.0e-10 (AF049110) prpol [Zea mays] 



Seq. ID OJ000301_03.0404 .C9 
Strand 

End 11535 

Method TBLASTX : Soybean 

End 5720 

Score 68 



45094 
95261 
11420 

OJ000301_03.0404.C9.o8.tw 

5468 

none 



45094 
95261 
11420 

OJ000301_03 . 04 04 . C9 . o2 . tm 

5973 

none 

5973. .6296, 6002. .6283 



Seq. ID OJ000301JD3.0404 .C9 
Strand 

End 11535 

Method TBLASTX : Wheat 

End 5780 

Score 192 



5468. .5644, 5499... 5669, 5520. .5780 



Seq. ID OJ000301_03.0404 .C9 
Strand 

End 11535 

Method TBLASTX : Mai ze 

End 6296 

Score 364 • 



Seq. No. 



45094 



Seq. ID OJ000301 03. 0404. C9 



46346 



Gene No. 


95261 








Strand 






Start 


11420 








End 


11535 




Name 


OJ000301 03. 


0404 


. C9 . o4 . 


tw 


Method 


TBLASTX : 


Wheat 


Start 


6110 ~ 








End 


6491 




GI 


none 








Score 


374 




Exons 


6110. . 6166, 


6111 


. . 6491, 


6207. 


.6452, 6212.. 6460 




Seq. No. 


45094 








Seq. ID 


OJ000301 


03 0404 C9 


Gene No. 


95261 








Strand 






Start 


11420 








End 


11535 




Name 


OJ000301 03. 


0404 , 


.C9.o7 . 


tw 


Method 


TBLASTX: 


Wheat 


Start 


6492 








End 


7093 




GI 


none 








Score 


188 




Exons 


6492. . 6710, 


6496. 


. . 6567, 


6497 . 


.6595, 6630. .6689, 


6632 6706. 




6701. .6787, 


6709. 


. . 6774, 


6967. 


.7089, 6968.. 7093 




Seq. No. 


45094 








Seq. ID 


OJ000301 


_03.0404.C9 


Gene No. 


95261 








Strand 






Start 


11420 








End ■ 


11535 




Name 


OJ000301 03. 


0404 . 


■C9.o3. 


OS 


Method 


GEN SCAN 




Start 


11420 ~ 








End 


11535 




GI 


none 








Score 


.58 




Exons 


11420 . . 11535 














Seq'. No. 


45095 








Seq. ID 


OJ000301 


_03. 0404. C10 


Gene No. 


95262 








Strand 


+ 




Start 


1 








End 


154 




Name 


OJ000301 03. 


0404. 


■ClO.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


154 




GI 


6721562 








Score 


83 





Exons 1 . . 154 

GI Descrip. (AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster- 
hypothetical protein. (AF031569) [Oryza sativa] 
gi I 6815087 |dbj IBAA90373.il (AP001081) Similar to Zea mays 
alpha zein gene cluster; hypothetical protein 
sativa] 



22-kDa 
(AF031569) [Oryza 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI' 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



45095 Seq. ID OJ000301_03 . 04 04 . C10 

95263 Strand + 

3317 End 3907 

OJ000301_03. 0404. C10. o3.np Method AAT/NAP 

3317 End 3907 

3790573 Score 176 

3317.. 3606, 3650.. 3907 

(AF078824) RING-H2 finger protein RHA3a [Arabidopsis thaliana] 
gi|4914367|gb|AAD32903.1|AC007584_l (AC007584) putative RING 
zinc finger protein [Arabidopsis thaliana] 



45095 
95264 
5024 

OJ000301_03. 04 04.C10.o2.gs 

5024 

none 

5024. .5158, 
45095 



5996. .6025, 6168. 



Seq. ID OJ000301_03. 0404. C10 
Strand " + 
End 6693 
Method GENSCAN 
End 6693 
Score ■ .69 
.6240, 6614. .6693 

Seq. ID OJ000301 03. 0404. C10 



46347 



Gene No. 95265 Strand 

Start 1 End 4 64 

Name OJ000301_03 . 0404 . CIO . o2 . np Method AAT/NAP 

Start 1 End 4 64 

GI 5922623 Score 69 
Exons 1. .51, 358. .464 

GI Descrip. (AP0004 92) hypothetical protein [Oryza sativa] 

gi I 6016856 | dbj | BAA85199 . 1 1 (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 45095 Seq. ID 

Gene No. 95266 Strand 

Start 3637 End 

Name OJ000301_03 . 0404 . C10 . ol . tm Method 

Start' 3637 End 

GI none Score 

Exons 3637.. 3792, 3638.. 3814 



OJ000301_03. 0404. C10 
3814 

TBLASTX: Maize 

3814 

189 



fil 



Seq. No'. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000301 03.0404. C10 



\j Seq. No. 
I:? Gene No. 
Start 



Name 

Start 

GI 

Exons 



45095 - Seq. ID 

95266 Strand 

3637 End 

OJ000301_03. 0404 .C10. ol.ts Method 

3644 End 

4298640 Score 
3644^.3787, 3655. .3783 
3790575 3.0e-26 (AF078825) RING-H2 finger protein RHA3b 
[Arabidopsis thaliana] 



3814 

TBLASTX: Soybean 

3787 

191 



45095 Seq. ID 

95266 Strand 

3637 End 
OJ000301_03. 0404. C10. ol.tc Method 

3649 End 

none Score 

3649..3777, 3650.. 3790 



OJ000301_03. 0404. C10 
3814 

TBLASTX: Cress 

3790 

200 



Seq. No. . 45096 - Seq. ID 

Gene No. 95267 Strand 

Start 263 End 

Name OJ000301_03 . 04 04 . Cll . ol . gp Method 

Start 263 End 

GI 15881_1.R1084 Score 

Exons '263.. 390, 1274.. 1343, 1469.. 1862, 1977 
GI Descrip. 



OJ000301_03.0404, 
+ ■ 

2048 
AAT/GAP 
2048 
1214 
..2048 



Cll 



'1703108/sp|P53492|ACT2_ARATH 0.0e+00 ACTIN 2/7 

>gi__2129525_pir S71210 actin 2 - Arabidopsis thaliana 

>gi_2129528_pir S68107 actin 7 - Arabidopsis thaliana 

>gi_1049307 (U37281) actin-2 [Arabidopsis thaliana] >gi 
(U27811) actin7 [Arabidopsis thaliana]' 



1943863 



Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 

GI Descrip. 



45096 Seq. ID 

95267 Strand 
263 End 
OJ000301_03.04 04 .Cll.ol.np Method 
1280 End 
3420239 Score 
1280. .1343, 1469. .1862, 1977. .2048 
(AF059484) actin [Gossypium hirsutum] 



OJ000301_03. 0404. Cll 
+ 

2048 

AAT/NAP . 

2048. 

797 



46348 



Seq. No. 45096 Seq. ID 

Gene No. 95267 Strand 

Start 263 End 

Name OJ000301_03 . 0404 . Cll . ol . gs Method 

Start 1287 End 

GI none Score 

Exons 1287.. 1343, 1469.. 1862 



OJ000301_03. 0404. Cll 
+ 

2048 
GENSCAN 
1862 
.72 



Seq. No. 45096 Seq. ID 

Gene No. 95267 Strand 

Start 263 End 

Name OJ000301_03 . 0404 . Cll . ol . ts Method 

Start 1289 End 

GI none Score 

Exons 1289.. 1342, 1296.. 1343, 1461.. 1721, 1461 

1468. .1866, 1469. .1873, 1975. .2001, 1976 

2002. .2046 



OJ000301_03. 0404. Cll 
+ 

2048 

TBLASTX : Soybean 
2048 
85 

1736, 1462. .1866, 
2002, 2001. .2048, 



Seq. No. 45096 
Gene No. 95267 
Start 263 

Name OJ000301_03 . 0404 . Cll . ol . tc 

Start 1295 
GI none 

Exons 1295.. 1339, 1296.. 1343, 1297. 

1462. .1866, 1462. .1866, 1469. 
2001. .2048, 2002. .2046 



Seq. ID OJ00030i_03. 0404. Cll 

Strand + 

End 2048 

Method TBLASTX : Cress 

End 2048 

Score 85 

.1350, 1298. .1345, 1455. .1490, 
.1873, 1975. .2001, 1976. .2002, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

,GI 

Exons 



45096 
95267 
263 

OJ000301_03. 04 04 .Cll. ol.tm 

1295 

none 

1295.. 1342, 1296.. 1343, 1297. 
1461.. 1730, 1462. '.1866, 1468. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1344, 1298 
.1866, 1469 



OJ000301_03. 0404. Cll 
+ 

2048 

TBLASTX: Maize 
2046 
85 

1345, 1455. 



. 1496, 
1873, 1975.. 2001, 



1975.. 2001, 1976.. 2002, 2002. '.2046 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45096 
95267 
263 

OJ000301_03. 04 04 .Cll. ol.tw 

1462 

none 

1462. .1866, 1467. .1727,. 1469. 



Seq. ID OJ000301_03. 0404. Cll 



Strand 
End 

Method 
End 
Score 
.1873 



+ 

2048 

TBLASTX: Wheat 

1873 

139 



Seq. No. 45097 Seq. ID 

Gene No. 95268 Strand 

Start 1 End 

Name OJ000301_03 . 04 04 . C12 . ol . gp Method 

Start 1 End 

GI 15881_1.R1084 Score 

Exons 1..248, 791. .1334 

GI Descrip. ' 1703108/sp | P534 92 | ACT2_ARATH 0.0e+00 ACTIN 2/7 

>gi_2129525_pir S71210 actin 2 - Arabidopsis thaliana 

>gi_2129528_pir S68107 actin 7 - Arabidopsis thaliana 



OJ000301_03.0404 
+ 

1334 
AAT/GAP 
1334 
1556 



C12 



46349 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



>gi_1049307 (U37281) actin-2 [Arabidopsis thaliana] >gi_1943863 
(U27811) actin7 [Arabidopsis thaliana] ' 



45097 ■ Seq. ID 

95268 Strand 
1 End 
OJ000301_03. 04 04 .012. ol.np . Method 
1 End 
113261 Score 
1..248, 791. .853 

ACT IN 7 gi | 71637 | pir | |ATRZ7 actin 7 
gi|20333|emb|CAA33872. 1 | (X158 63 



OJ000301_03.0404 .C12 
+ 

1334 
AAT/NAP 
853 
451 



rice 

actin [Oryza sativa] 



45097 
95268 
1 

OJ000301_03 . 04 04 . C12 . ol . gs 
33 

none 

33. .248, 791. .856 



Seq. ID OJ000301_03.0404.C12 

Strand + 

End 1334 

Method GENSCAN 

End 856 

Score .94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45097 
95269 
1926 
OJ000301 
1863 
267_4 .Rl 
1863. .25 
'122085/ 
>gi_8164 
>gi_8248 
>gi_1362 
>gi_2025 
sativa 
[Oryza s 



_03.0404 .C12.o2.gp 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ000301_ 
+ 

2565 
AAT/GAP 
2565 
1374 



03.0404.C12 



084 
65 

sp| P05203|H3_MAIZE 9.0e-56 HISTONE H3 

l_pir S06250 histone H3 - Arabidopsis thaliana 

2_pir S04099 histone H3 (variant H3R-21) - rice 

194_pir S57626 histone H3 - maize 

l_emb_CAA31969__ (X13678) histone H3 (AA 1-136) [Oryza 
>gi_20253_emb_CAA31970_ (X13680) histone H3 (AA 1-136) 
ativa] >gi_168493 (M36658) histone H3 (H3C3) [Zea may 1 



Seq.* No. 


.45097 










Seq. ID 


OJ000301 


Gene No. 


95269 










Strand 


" + 


Start 


1926 










End 


2565 


Name 


OJ000301 03, 


.0404 


.C12 


.o2 


.gs 


Method 


GENSCAN 


Start 


1926 










End 


2336 


GI 


none 










Score 


.98 


Exons 


1926. .2336 














Seq. No. 


45097 










Seq. ID 


OJ000301 


Gene No. 


95269 










Strand 


+ 


Start 


1926 










End 


2565 


Name 


OJ000301 03. 


,0404, 


.C12 


.o2 


.np 


Method 


AAT/NAP 


Start 


1926 








End .. 


2333 


GI 


122085 










Score 


673 



03.0404 .C12 



Exons 1926.. 2333 

GI Descrip. HISTONE H3 gi | 8164 1 | pir | | S06250 histone H3 - Arabidopsis 

thaliana gi | 824 82 | pir | | S04099 histone H3 (variant H3R-21) - rice 
gi|1362194|pir||S57626 histone H3 - maize gi | 20251 | emb | CAA31969I 
(X13678) histone H3 (AA 1-136) [Oryza sativa] 

gi|20253|emb|CAA31970| (X13680) histone H3 (AA 1-136) [Oryza 
sativa] gi|168493 (M36658) histone H3 (H3C3) [Zea mays] 



46350 





gil 168495 (M13378) h 






Seq. No. 


45097 


Seq. ID 


o.Tono^ni rR nana 




Gene No. 


95270 


Strand 


+ _ 




Start 


2957 


End 


6482 




Name 


OJ000301 03.0404, 


.C12.o3.gp Method 


AAT/GAP 




Start 


2861 


End 


4612 




GI 


34788 1.R1084 


Score 


851 




Exons 


2861. .3191, 3782, 


..3879, 4561. .4612 






GI Descrip. 


•4097561 3.0e-26 


(U64918) ATGP1 [Arabidopsis thaliana] ' 




Seq. No. 


45097 


Seq. ID 


OJ000301 03.0404 


.C12 


Gene No. 


95270 


Strand 


+ 




Start 


2957 


End 


6482 




Name 


OJ000301 03.0404. 


.C12.o3.gs Method 


GENSCAN 




Start 


2957 


End 


6065 




GI 


none 


Score 


.83 




Exons 


2957. .3191, 3713. 


,.3879, 4561. .4674, 5131. .5196, 5429. .5515, 




5955. .6065 








Seq. No. 


45097 


Seq. ID 


OJ000301 03.0404 


.C12 


Gene No 


95270 


Strand 


+ 




Start 


2957 


End 


6482 




Name 


OJ000301 -03.0404 . 


C12.o3.np Method 


AAT/NAP 




Start 


2957 


End 


6039 ' 




GI 


4097579 


Score 


619 




Exons 


2957.. 3007, 3050. 


.3191, 3782. .3879, 4561. .4674, 5131. .5196, 




5429. .5515, 5992. 


.6039 






GI Descrip. 


'(U64922) NTGP1 [Nicotiana tabacum] 






Seq. No. 


45097 


Seq. ID 


OJ000301_03.0404 


.C12 


Gene No. 


95270 


Strand 


+ 




Start' 


2957 


End 


6482 




Name 


OJ000301 03.0404. 


C12.o4.gp Method 


AAT/GAP 




Start 


5436 


End 


6482 




GI 


41947 1.R1084 


Score 


802 




Exons 


543*6. .5'515 f 5992. 


.6079, 6208. .6482 -. 






GI Descrip. 


•4097579 4.0e-14 


(U64 922) NTGP1 [Nicotiana tabacum] 1 




Seq. No. 


45097 


Seq. ID 


OJ000301_03.0404, 


.C12 


Gene No. 


95271 


Strand 






Start 


6720 


. End 


7265 




Name 


OJ000301 03.0404. 


C12.o2.tc ' Method 


TBLASTX: Cress 




Start 


2 


End 


856 




GI 


none 


Score 


66 




Exons 


2. .61, 2. .247, 3. 


.257, 778. .855, 788.. 


856 




Seq. No. 


45097 


Seq. ID 


OJ000301_03.0404, 


,C12 


Gene No. 


95271 


Strand 






Start 


6720 


End 


7265 




Name 


OJ000301 03.0404. 


C12.o2.tw Method 


TBLASTX: Wheat 




Start 


2 


End 


257 




GI 


none 


Score 


191 




Exons 


2. .253, 2. .247, 3 


..257, 9. .251 






Seq. No. 


45097 


Seq. ID 


OJ000301_03.0404. 


C12 


Gene No. 


95271 


Strand 







46351 




utdlL 


D / Z U 








bna 


/zoo 




Name 


UJUUUoUl UJ 


O A C\ A 


.C12.o2 


.ts 


Met:noa 


TBLASTX: Soybean 




Dtdrc 


Z 








Lna 


ooy 




CI 


none 








Score 


A O 6 
4 U 0 




Exons 


Z. . ■ 4 / , . . 


9 R7 


778. .858, 788 


*ft RQ 






Seq. No. 


45097 








Seq. ID 


OJ000301_03.0404, 


.C12 


Gene No. 


95271 








Strand 






O Lai L 


6790 








End 


7265 




LNcULlC 


o.tooo^oi o^ 


04 04 
. U 4 U ft 


.C12.o2 


. tm 


Method 


TBLASTX: Maize 






9 ~ 








End 


883 




ox 


none 








Score 


406 




tr v ^ ti c 


9 94 7 


9 R7 

ZD/, 


350.. 424, 787 


..855, 788. .883 




Seq. No. 


45097 








Se'q. ID 


OJ000301 03.0404\C12 


Gene No. 


95271 








Strand 






O Lai L. 


6790 








End 


7265 . 




Name 


pi.tooo^oi o^ 


04 04 
. U 4 U ft 


P1 9 n1 


. L W 


L v Je L.noa 


i dxjAo i a : wneat 




Q-t- ^ T t- 

OLdlL 


1 R4 o — 








End 






PT 


none 








Score 


R "7 
0 1 






i 1^11 

1J4U , . 1011/ 


1 Q99 


. .2362, 


1926. 


.2306 






Seq. No. 


45097 








Seq. ID 


UJUUUJUx UJ.U4U4. 


, LIZ 


Gene No. 


■ 95271 








Strand 






O Lai L 


67 90 

O / Z. U 








End 


7265 




Name 


UJ UUU jUI uj 


. U 4 U 4 


PI 9 ^1 
. U X Z . OX , 


. LlU 


Method 


qiDT 7\ C TV - Man 7Q 




OLall 


1 Q 9 4 








End 


z Joy 




PT 
oX 


none 








Score 


R /I 6 
3 40 




Exons 


1 Q94 901 6 

X -?Z 4 . . ZUIO/ 


1 Q9R 


. .2359, 


1926. 


.2306 






Seq. No. 


45097 








Seq. ID 


ptooo^oi m r\ a n a 
UJUUUJUx UJ.U4U4. 


LIZ 


Gene No. 


95271 








Strand 






ct-a ri- 

o L a. X L. 


67 90 








End 


7265 




Name 


n tooo^oi o^ 

UuUUUjUI UJ 


0 4 0 4 
. U 4 U 4 


PI 9 n1 
. L- X Z . O X « 




Method 


TBLASTX: Cress 




Of , r t- 
O Lei I. L. 


1 Q9 R _ 
X y £. Zj 








End 


2351 




pt 


none 








Score 


546 






1 Q9 R 9^fi 

-L .7 Z, »J • • l JJO / 


1 Q96 


. .2306, 


2043. - 


.2351 






Seq. No. 


45097 








Seq. ID 


OJ000301_03.0404 . 


C12 


Gene No. 


95271 








Strand 






Start 


6790 
u / z. u 








End 


7265 




Name 


niooo^m o ^ 

UJUUU JUl uj 


o 4 n /i 

. U 4 U 4 


.C12.ol. 


ts 


Method 


TBLASTX: Soybean 




O L a X L 


1 Q9 R _ 








End 


2335 




PT 
\J X 


none 








Score 


546 






1Q9R 9 ^ R 
x :?z o . . Z JJJ, 


1 Q96 
X J z o 


. .2306 










Seq. No. 


45097 








Seq. ID 


OJ000301_03.0404. 


C12 


Gene No. 


''95271 








Strand 






O L a. X L 


67 9 0 

D / Z U 








End 


7265 




Name 


n tooo^o i 

UJ UUU JU x U J , 


O /! n /l 
. U 4 U 4 


.C12.o3. 


tm 


Method 


TBLASTX: Maize 




Cf ar f 


9 P 9 1 — 








End 


3190 




GI 


none 








Score 


35 




Exons 


. 2821. .2862, 


2941 


. .2988, 


2956. . 


,2988,, : 304 3. .318 9, 304 4. .3190 


Seq. No." 


45097 








Seq. ID 


OJ000301_03.0404. 


C12 


Gene No. 


95271 








Strand 






Start 


6720 








End 


7265 





46352 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
' Start 
GI 

Exons 



OJ000301_03. 0404 .C12.o3.tw Method TBLASTX: Wheat 
2941 End 3889 

none Score 61 

2941. .2988, 2950 .. 2988 , -2954 .. 2989, 3046. .3189, 3047. .3190, 
3776. .3889, 3780. .3881, 3781. .3882 



45097 
95271 
6720 

OJ000301_03.04 04.C12.o3.tc 

2957 

none 

2957. .2986, 3046. .3189, 3047. 
3781. .3882, 4558. .4596, 4642. 
5429. .5518, 5431. .5514, 5989. 

45097 
95271 
6720 

OJ000301_03.04 04.C12.o3.ts 

2957 

none 

2957. .2986, 3046. .3189, 3047. 
3781. .3882, 3784. .3882, 4558. 
5129. .5194, 5131. .5196, 5428. 
5431. .5514, 5989. .6045 

45097 
95271 
6720 

OJ000301_03 . 04 04 . C12 . o4 . gs 

6720 

none 

6720. .6730, 7091. .7265 



Seq. ID OJ000301_03.0404 .C12 
Strand 

End 7265 
Method TBLASTX : Cress 
End 6064 
Score 4 4 

.3190, 3777. .3887, 3780. .3881, 
.4674, 5109. .5204, 5131. .5196, 
.6045, 5990. .6064, 5991. .6035 

Seq. ID OJ000301_03.0404.C12 
Strand 

End 7265 

Method - TBLASTX: Soybean 

End 6045 

Score 44 

.3190, 3777. .3881, 3780. .3881, 
.4596, 4642. .4674, 5106, .5204, 
.5511, 5429. .5518, 5430. .5510, 



Seq. ID OJ000301_03.0404.C12 
Strand 

End 7265 

Method GEN SCAN 

End 7265 

Score .6 



03.0404.C13 



45098 ' 
95272 
1 

OJ000301_03.0404 .C13.ol.gp 
1 

29_1.R1084 

1..224, 329. .376, 469. .543, 
1469. .1555, 1683. .1753, 1830. 
2433. .3219, 3306. .3440 
•3913640/sp | 064 421 | F16Q_ORYSA 0. 0e+00 
FRUCTOSE-1, 6-BISPHOSPHATASE, CYTOSOLIC 

(D-FRUCTOSE-1, 6-BISPHOSPHATE 1-PHOSPHOHYDROLASE) (FBPASE) 
>gi_3041775_dbj_BAA25422_ (AB007193) f ructose-1 , 6-bisphosphatase 
[Oryza sativa] ' 



Seq. ID 

Strand 

End 

Method 
End 
Score 
632. .693, 



OJ000301_ 
+ 

3440 
AAT/GAP 
3440 
3538 
802. .868, 



.1895, 2053.. 2139, 



1273. 
2239. 



.1386, 
.2314, 



45098 Seq. ID 

95272 Strand 

1 End 

OJ000301_03 . 04 04 . C13 . ol . gs Method 

66 End 

none Score 



OJ000301_03.0404.C13 
+ 

3440 
GENSCAN 
2540 
.65 



66. .224, 329. .436, 469. .543, 632. .693, 802. .868, 1273. .1386, 



46353 



1777. .1895, 2053. .2314, 2433. .2540 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



L_03.0404.C13.ol.np 



45098 
95272 
1 

OJ000301 
66 

3913640 

66. .224, 329. .376, 469. 
1469. .1555, 1683. .1753, 
2433. .2537 

FRUCTOSE-1, 6-BISPHOSPHATASE, 
( D- FRUCTOSE- 1 , 6-BISPHOSPHATE 
gi|3041775|dbj |BAA25422| 
[Oryza sativa] 



,543, 
1830 



Seq. ID OJ000301_03.0404 .C13 

Strand + 

End 3440 

Method AAT/NAP 

.End 2537 ■ 

Score 1423 

632. .693, 802. .868, 



.1895, 2053.. 2139, 
CYTOSOLIC 

1-PHOSPHOHYDROLASE) 



1273. .1386, 
2239. .2314, 



[ FBPASE) 



(AB007193) fructose-1, 6-bisphosphatase 



Seq. No. 45098 
Gene No. 95273 
Start 2921 

Name OJ000301_03 . 04 04 . C13 . o2 

Start 39 
GI none 

Exons 39.. 224, 89.. 223, 194.. 

467. .544, 632. .694, 632 
1226. .1384, 1272. .1385, 
1469. .1564, 1469. .1555, 
1682. .1759, 1682. .1762, 
2035. .2139, 2045. .2140, 
2244. .2315, 2430. .2537, 



Seq. ID 
Strand 
End ' 
tm Method 
End 
Score 



OJ000301 03.0404.C13 



4333 

TBLASTX: Maize 
2550 
260 

238, 326. .376; 326. .376, 466. .543, 
..688, 633. .695, 799. .873, 800. .871, 
1272. .1388, 1273. .1392, 1456. .1554, 



1473. 
1822. 
2050. 



.1568, 1677, 
.1893,. 1827. 
,2151, 2120. 



2432.. 2539, 2432, 



.1757, 1680. .1754, 

.1895, 1827. .1895, 

.2320, 2242. .2313, 

.2536, 2452.. 2550 



Seq. No. 45098 

Gene No. 95273 

Start 2921 

Name OJ000301_03. 04 04 .C13 ,o2 . tc 

Start 63 

GI none 
Exons 



Seq. ID OJ000301JD3.0404 .C13 
Strand 
End 

Method 
End 
Score 



4333 

TBLASTX: Cress 

1362 

234 



63. .224, 89. .223, 326. . 376, -466.- . 543, 507. .542, 633. .695, 
635. .694, 800. .871, 802. .873, 1273. .1362 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



45098 

95273 

2921 

OJ00030 

69 

none 
69. .224 
800. .87 
1456. .1 
1682. . 1 
2240. .2 



OJ000301 03.0404.C13 



1 03.0404.C13.o2.ts 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

, 69. .224, 89. .232, 326. .376, 
1, 802.. 873, 1207. .1386, 1272. 
554, 1458. .1586, 1469. .1564, 1677. .1757, 1680. .1745, 
762, 1831. .1893, 1833 .. 1895 ,' 202 9 .. 2139, 2045. .2140, 
320, 2248. .2307, 2430. .2540, 2432. .2542 



4333 

TBLASTX: Soybean 
2542 
217 

466. .543,. 632. . 694, 
.1388, 1273. .1392, 



Seq. No. 45098 Seq. ID 

Gene No. 95273 Strand 

Start 2921 End 

Name OJ000301_03 . 04 04 . C13 . o2 . tw Method 

Start 1736 End 

GI none Score 



OJ000301JD3.0404 .C13 
4333 

TBLASTX: Wheat 

2558 

106 



46354 



Exons 



1736. .1762, 1828. .1893, 1833. .1895, 2020. .2127, 2029. .2139, 
2045.. 2140, 2230.. 2307, 2239.. 2313, 2240.. 2320, 2430.. 2534, 
2432. .2551, 2436. .2558, 2437. .2538 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45098 
95273 
2921 

OJ000301_03.0404 .C13.o3. tc 
1828 



OJ000301 03.0404.C13 



none 
1828. 
2051. 
2430. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1893, 1833.. 1895, 2048.. 2137, 2050.. 2133, 2050 
2140, 2238.. 2288, 2238.. 2300, 2239.. 2304, 2240 
2537, 2432.. 2539 



4333 

TBLASTX: Cress 

2539 

99 



.2139, 
,2320, 



Seq. No. 45098 Seq. ID 

Gene No. 95273 Strand 

Start 2921 End 

Name OJ000301_03 . 0404 . C13 . o2 . gs Method 

Start 2921 End 

GI none Score 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000301_03.0404.C13 

4333 
GENSCAN 
4333 
.87 



2921. .2939, 3138. .3219, 3306. .3426, 3519. .3584, 3670. .3777, 
3867. .3932, 4032. .4060, 4207. .4333 



45098 
95273 
2921 

OJ000301_03.0404 .C13.o2.np 

2999 

4033424 

2999. .3035, 3138. .3219, 3306. 
3867. .3932, 4032. .4060, 4207. 



Seq. ID OJ000301_03.0404.C13 
Strand 

End 4333 

Method AAT/NAP 

End 4333 

Score 699 

.3426, 3519. .3584, 3670. .3777, 
.4333 



SOLUBLE INORGANIC PYROPHOSPHATASE (PYROPHOSPHATE 
PHOSPHO-HYDROLASE) (PPASE) gi | 2668746 (AF034947) inorganic 
pyrophosphatase [Zea mays] 



45098 
95273 
2921 

OJ000301_03.0404 .C13.ol.tc 
3008 



OJ000301 03.0404.C13 



Seq. ID 
Strand ■ 
End 

Method 
End 

none Score 
3008. .3052, 3137. .3217, 3303. .3428, 3305. .3430, 3307 
3307. .3453, 3308. .3463, 3514. .3588, 3519. .3587, 3519 
3520. .3588, 3647. .3778, 3668. .3778, 3670. .3780, 3688 
3864. .3932, 3865. .3933, 4029. .4061, 4030. .4062, 4205 
4221. .4295 



4333 

TBLASTX: Cress 

4312 

86 



,3417, 
,3629, 
,3786, 
,4312, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45098 
95273 
2921 

OJ000301_03.0404 .C13.ol. tm 
3014 



OJ000301 03.0404.C13 



none 
3014 . 
3303. 
3523. 
3863. 



.3052, 3137. 

,3428, 3307. 

,3588, 3668. 

,3931, 3864. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3217, 3138. ..3170, 3139.. 3216, 3300 
3453, 3308. .3463, 3517. .3588, 3519 
3778, 3668.. 3778, 3670.. 3792, 3688 
3932, 3865.. 3933, 4029.. 4061, 4030 



4333 

TBLASTX :Maize 

4306 

39 



,3386, 
,3629, 
,3786, 
,4062, 



46355 



4205. .4279, 4205. .4306, 4221. .4289 



Seq. No. 45098 

Gene No. 95273 

Start 2921 

Name OJ000301JD3 . 0404 .C13 . ol . tw 

Start 3014 

GI none 
Exons 



Seq. ID OJ000301_03.0404 .C13 
Strand 
End 

Method 
End 
Score 

3014. .3052, .3137. .3217, 3142. .3219, 3142. .3234, 3306. .3428, 
3307. .3453, 3308. .3463, 3517. .3588, 3519. .3587, 3519. .3590, 
3520. .3588, 3666. .3713, 3668. .3751, 3688. .3750 



4333 

TBLASTX: Wheat 

3751 

80 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45098 
95273 
2921 

OJ000301JD3. 04 04 .C13.ol.ts 
3137 



OJ000301 03.0404.C13 



none 
3137. 
3517. 
3688. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

3217, 3160. .3219, 3307. .3417, 33,07.. 3453, 3308. .3463, 
3588, 3519. .3590, 3520. .3588, 3627. .3761, 3668. .3775, 
3786, 3864. .3932, 3868. .3933, 4205. .4285, 4221. .4286 



4333 

TBLASTX : Soybean 

4286 

54 



Seq. No. 45099 Seq. ID 

Gene No. 95274 Strand 

Start 218 End 

Name OJ000301_03 . 04 04 . C14 . ol . gs Method 

Start 218 End 

GI none Score 

Exons 218.. 529 



OJ000301_03.0404.C14 
529 

GENSCAN 

529 

.73 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45100 Seq. ID OJ000301_02 . 04 04 . CI 

95275 Strand 

462 End 2270 

OJ000301_02. 0404 .Cl.ol.gp Method AAT/GAP 

462 End 2270 

5978_2.R1084 : Score 1409 

462. .1018, 2098. .2270 

, 1173027/sp|P46290|RL31_NICGU 2.0e-43 60S RIBOSOMAL PROTEIN L31 

>gi_915313 (U23784) ribosomal protein L31 [Nicotiana glutinosa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



45100 
95275 
462 

OJ000301_02.04 04 .Cl.ol.tm 

620 

none 



Seq. ID OJ000301_02.0404.C1 
Strand 

End 2270 

Method TBLASTX: Maize 

End 2190 

Score 42 



620. .667, 624. .668, 717. .782, 730. .1020, 730. .1017, 743. .1054, 
791. . 1024,. 2098. .2190, 2098.. 2190 



Seq. No. 45100 Seq. ID 

Gene No. 95275 Strand 

Start 4 62 End 

Name OJ000301_02 . 04 04 . CI . ol . ts Method 

Start 718 End 

GI none Score 
Exons 



OJ000301_02.0404.C1 
2270 

TBLASTX : Soybean 

2159 

225 



718. .1017, 743. .1018, 818. .1018, 856. .1029, 2100. .2159, 
2101. .2154 



46356 



Seq; No. 


45100 


Seq. ID 


OJ000301_02.0404 


.CI 


Gene No. 


95275 


Strand 






Start 


462 


End 


2270 




Name 


OJ000301 02.0404 .CI. ol.tw 


Method 


TBLASTX : Wheat 




Start 


732 


End 


2184 




GI 


none 


Score 


303 




Exons 


732. .848, 734. .1018, 736.. 


,1017, 895.. 


1029, 899. . 1018, 






2100. .2171, 2101. .2172, 2104. .2184 






Seq. No. 


45100 


Seq. ID 


OJ000301_02.0404, 


,C1 


Gene No . 


95275 


Strand 






Start 


462 


End 


2270 




Name 


OJ000301 02.0404.Cl.ol.tc 


Method 


TBLASTX : Cress 




Start 


736 


End 


2159 




GI 


none 


Score 


166 




Exons 


736. .1017, 736. .849, 743.. 


1033, 898.. 


1029, 2103 . .2159 




Seq. No. 


45100 


Seq. ID 


OJ000301_02.0404 , 


,C1 


Gene No. 


95275 


Strand 






Start 


462 


End 


2270 




Name 


OJ000301 02.0404.Cl.ol.np 


Method 


AAT/NAP 




Start 


742 


End 


2189 




GI 


1173027 


Score 


488 




Exons 


742. .1018, 2098. .2189 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



60S RIBOSOMAL PROTEIN L31 gi 1915313 (U23784) ribosomal protein 
L31 [Nicotiana glutinosa] 



45101 
95276 
8562 

OJ000301_02.0404.C2.o4.gs 
8562 
none 



Seq. ID OJ000301_02.0404.C2 



Strand + 
End 14205 
Method GENSCAN 
End 14205 
Score .5 

8562. .8658, 8806. .9090, 9635. .9747, 9969. .10245, 11777 .. 1 1835, 
12243. .12327, 12465 .. 12515, . 12666 .. 12848, 13176 .. 13282 , 







13523. .13754, 14063 


. .14205 






S3? 


Seq. No. 


45101 




Seq. ID 


OJ000301 




Gene No. 


95277 




Strand 






Start 


59 




End 


783 




Name 


OJ000301 02. 0404. C2 


. ol.gs 


Method 


GENSCAN 




Start 


59 




End 


649 




GI 


none 




Score 


.99 




Exons 


59.. 649 










Seq. No. 


45101 




Seq. ID 


OJ000301 




Gene No. 


95277 




Strand 






Start 


59 




End 


783 




Name 


OJ000301 02. 0404. C2 


.ol.gp 


Method 


AAT/GAP 




Start 


202 




End 


783 




GI 


none 




Score 


1080 




Exons 


202. .783 










Seq. No. 


45101 




Seq. ID 


OJ000301 




Gene No. 


95278 




Strand 






Start 


5390 




End 


8398 



46357 





Name 


r^Tnnn^m c\o c\ac\a co rm 

vJJUVJUjUx . Ufl Uh . t^Z . Oc. . yp 


LYie cnoa 


RAT 1 / C Zi D 






Of a vf> 


c o on 










OX 


none 


Score 


7 7 Q 






Exons 


s VQ n sft?^ 










OC^i LN W • 


/si m 




n.TOnn^ni n? oaoa 

uuuuuoui ul • yiui 


CO 




Gene No. 


95278 


Strand 








Start 


5390 


End 


8398 






Name 


OJ000301 02.0404 ,C2.ol;np 


Method 


AAT /NAP 






Cf 3 rt 


5449 


End 


ft ^7 1 

O J) / X 






\j x 


7248409 


Score 


T 97 
II / 








5449. .5677, 8310. .8371 












(AP001389) hypothetical protein [Oryza 


caf i Tra 1 
oa Ll va J 






Seq. No. 


45101 


Seq. ID 


OJ000301_02.0404 


.C2 




Gene No. 


95278 


Strand 








O Lai t 


5390 


End 


8398 






Name 


OJ000301 02.0404 .C2-.o3.gs 


Method 


GENSCAN 






O L CtX L 




End 


8398 






\J X 


none 


Score 


.79 






U 1 von o 


7380. .7534, 7749. .8094, 8099. 


.8256, 8314. .8398 






Seq. No. 


45101 


Seq. ID 


OJ000301_02.0404 


.C2 


!. -J; 


Gene No. 


95279 


Strand 


- 




: ^ 


O Lai L 


13750 


End 


14019 






Name 


OJ000301 02.0404 .C2.o3.gp 


Method 


AAT /GAP 




f n 


Of arf 
O Lai L 


1 "37 SO 


EjIIU 


i a n 1 q 

X *± U X z? 




in 


(IT 
\j x 


3107716 


Score 


523 






Cj A. <w> 1 1 0 


13750. .14019 










O C H • IN L> • 


45101 


Seq. ID 


OJ000301JD2.0404 


PO 
. L^, 


v3 


Gene No. 


95280 


Strand 






: V 


Start 


16057 


End. 


16067 






Name 


OJ000301 02.0404.C2.ol.tm 


Method 


TBLASTX: Maize 




%.«!? 


O L a X L 


J JO 


End 


736 








none 


Score 


76 








338. .388, 339. .392, 459. .650, 


464. . 652, 


640. .657, 701.. 


7 ^ £ 


, 




705. .734 








L -J 


Seq. No. 


45101 


Seq. ID 


OJ000301_02.0404 


.C2 




Gene No. 


95280 


Strand 








Start 


16057 


End 


16067 






Name 


OJ000301 02.0404.C2.ol.tc 


Method 


TBLASTX: Cress 






Of a r +- 
OLClI L 


359 


End . 


641 






GI 


none 


Score 


112 






17 von c 


359.-388, 464. .640, 468. .641 










Seq. No. 


45101 


Seq. ID 


OJ000301_02.0404 


.C2 




Gene No. 


95280 


Strand 








Start 


16057 


End 


16067 






Name 


OJ000301 02.0404.C2.o5.gs 


Method 


GENSCAN 






Start 


16057 


End 


16067 






GI 


none 


Score 


.52 






Exdns 


16057. .16067 










Seq. No. 


45102 


Seq. ID 


OJ000301_02.0404 


.C3 




Gene No. 


95281 


Strand 


+ 





46358 



Start 
Name 
Start 
GI 

Exons 



556 End 12978 

OJ000301_02.0404 .C3.ol.gs Method GENS CAN 

556 End 12978 

none Score .46 

556. .568, 1525. .1585, 3112. .3182, 4428. .4629, 4756. .5047, 
5165. .5265, 5365. .5476, 6312. .6755, 7034. .7405, 7488. .7776, 
9543. .9565, 10051. .1018 9, 10374. .104 83, 10911. .1118 6, 
11294 . .11360, 12307. . 12525, 12675. . 127 99, 12898. .12 978 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45102 
95281 
556 

OJ000301_02.0404 .C3.ol.gp 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7405, 7488. .8133 
, 399015/sp|P31691|ADT_ORYSA 0.0e+00 ADP, ATP CARRIER PROTEIN 
PRECURSOR (ADP/ATP TRANSLOCASE) (ADENINE NUCLEOTIDE 
TRANSLOCATOR) (ANT) >gi_21814 5_dbj_BAA02161_ (D12637) ATP/ADP 
translocator [Oryza sativa] 1 



4922 
455_1.R1084 
4922. .5047, 



OJ000301_02.0404 .C3 
+ 

12978 
AAT/GAP 
8133 
3195 



6256. .6755, 7034, 



02. 0404. C3 



Seq. No. 45102 Seq. ID OJ000301_ 

Gene No. 95281 Strand + 

Start 556 End 12978 

Name OJ000301_02 . 0404 . C3 . ol . np* Method AAT/NAP 

Start 6276 End 7781 , 

GI 399015 . Score 1916 

Exons 6276. .6755, 7034. .7405, 7488. .7781 

GI Descrip. ADP, ATP CARRIER PROTEIN PRECURSOR (ADP/ATP TRANSLOCASE) {ADENINE 
NUCLEOTIDE TRANSLOCATOR) (ANT) gi | 218145 I dbj | BAA02161 | (D12637) 
ATP/ADP translocator [Oryza sativa] 



Seq. No. 


45102 




Seq. ID 


OJ000301_02.0404 


.C3 


Gene No. 


95281 




Strand 


+ 




Start 


556 




End 


12978 




Name 


OJ000301 02. 0404. C3. 


o2 . gp 


Method 


AAT/GAP 




Start 


10642 




End 


11023 




GI 


3061148 




Score 


698 




Exons 


10642. .11023 










Seq." No. 


45102 




Seq. ID 


OJ000301_02.0404 


.C3 


Gene No. 


95281 




Strand 


+ 




Start 


556 




End 


12978 




Name 


OJ000301 02. 0404. C3. 


o2 .np 


Method 


AAT/NAP 




Start 


10934 




End . 


12972 




GI 


6648200 




Score 


645 




Exons 


10934. .11186, 11294. 


. 11360, 


12307. .12525, 12675. .127 99, 






12898. .12972 










GI Descrip. 


(AC013483) putative 


RHO GDP- 


•dissociation inhibitor 1 





[Arabidopsis thaliana] 



Seq. No. 45102 Seq. ID 

Gene No. 95282 Strand 

Start 13903 ' End 

Name OJ000301_02 . 04 04 . C3 . o2 . gs Method 

Start 13903 End 

GI none Score 



OJ000301_02.0404 .C3 
+ 

22393 
GENSCAN 
22393 
.74 



46359 



Exons 



13903. . 13966, 14128 14152, 14 190 .. 14 315, 14 687 14838, 

15052. .15234, 15270. .15411, 16325. .16379, 16560. .16670, 

16779. .16952, 17060 .. 17316, -17429 .. 17600, 18122 18190, 

18270. .18386, 18665 .. 18876, 19053 .. 19211 , 19285 .. 19484 , 

20035. .20126, 20336 .. 20600, 22122.. 22393 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No- 
Gene No. 
Start 
Name 
Start 

*i gi 

Exons 
fit GI Descrip. 



45102 Seq. ID OJ000301 J)2 . 0404 ,C3 

95282 Strand + 

13903 End 22393 

OJ000301_02 . 04 04 . C3 . o3 . np Method AAT/NAP 

17481 End 20406 

7489668 Score 1801 

17481. .17600, 17988. .18026, 18122 .. 18190, 18270 .. 18386, 

18 665. .1887 6, 19053. .19211, 19285. .194 84, 19575. .19741, 

19821. .19917, 20035. .20126, 20336. .20406 

f imbrin/plastin-like protein - wheat (fragment) 

gi I 1575595 | gb | AAC4 9813.il (U67717) f imbrin/plastin-like 

[Triticum aestivum] 



45102 Seq. ID 

95282 Strand 

13903 End 

OJ000301_02 . 04 04 . C3 . o3 . gp Method 

17537 End 

uC-osf Icypl20c07bl Score 



OJ000301_02.0404 .C3 
+ 

22393 
AAT/GAP 
19078 
946 



17537. . 17600, 17988 .. 18026, 18122 .. 18190, 18270 .. 1838 6, 
18665. .1887 6, 19053. .19078 

'1575595 9.0e-89 (U67717) f imbrin/plastin-like [Triticum 
aestivum] 1 



■!f Seq. No. 

Gene No. 

VJ Start 

fc Name 

fi Start 

u GI ■* 

. ^ Exons 



45102 
95283 
20688 

OJ000301_02.0404.C3.o2.tw 
6251 



End 

Method 
End 

none Score 
6251.. 6427, 6268.. 6438, 62691.6436, 6276.. 6437, 6277 
6441. .6512, 6441. .6491, 6446. .6577, 6461. .6691, 6462 
6501. .6692, 6502. .6693 



Seq. ID OJ000301_02.0404 .C3 
Strand 

21025 

TBLASTX: Wheat 
6693 
155 



, 6450, 
6692, 



Seq. No. 45102 
Gene No. 95283 

Start '20688 ' * ' 

Name OJ000301_02 . 04 04 . C3 . ol . tm 

Start 6258 
GI none 

Exons 6258.. 6437, 6270.. 6458, 6430, 

6476.. 6751, 6485.. 6757, 6486, 
7150. .7407, 7191. .7454, 7482. 
7487. .7795, 7781. .7810, 7787. 
7837. .7893, 10611. .10697 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6495, 6435 
.6755, 7010 



OJ000301 02. 0404. C3 



21025 

TBLASTX: Maize 
10697 
230 

6476, 6474. 
7459, 7022. 



.7784, 7482. .7784, 7486. 
.7810, 7795. .7890, 7797. 



.6755, 
,7405, 
.7794, 
.7889, 



Seq. No. 45102 Seq. ID 

Gene No. 95283 Strand 

Start 20688 End 

Name OJ000301_02 . 04 04 . C3 . ol . ts Method 

Start 6276 End 



OJ000301_02.0404 .C3 
21025 

TBLASTX : Soybean 
7787 



46360 



GI 

Exons 



none Score 61 

6276.. 6350, 6378.. 6509, 6464.. 6508, 6515.. 6754, 6516.. 6755, 

6528. .6755, 6605. .6757, 6691. .6756, 7019. .7405, 7022. .7405, 

7153. .7407, 7200. .7418, 7242. .7406, 7465. .7770, 7482. .7784, 

7482. .7787, 7578. .7697 



Sea. No. 


■ 45102 






Seq. ID 


OJ000301_02.0404.C3 


Gene No . 


95283 






Strand 




Start 


20688 






End 


21025 


Name 


OJ000301 02 


0404 .C3.ol.tc 


Method 


TBLASTX: Cress 


Start 


6468 






End 


7784 


GI 


none 






Score 


442 


Exons 


6468. 


6755, 


6473.. 6751, 6474 


..6755, 6605. .6757, 7019. .7231 




7022. 


7231, 


7214. .7405, 7237 


..7401, 7481. .7783, 7482. .7784 




7485. 


7784 








Sea. No 


45102 






Seq. ID 


OJ000301_02.0404 .C3 


Gene No 


95283 






Strand 




Start 


20688 






End 


21025 


Name 


OJ000301 02. 


0404 C3 ol tw 


Method 


TBLASTX: Wheat 


Start 


6714 






End 


8054 


GI 


none 






Score 


75 


Exons 


6714. . 


6755, 


7022.. 7405, 7031 


..7447, 7068. .7454, 7150. .7407 




7179. . 


7460, 


7482.. 7793, 7486 


..7794, 7487. .7795, 7787. .7813 




7795.. 


7860, 


7855.. 7917, 7875 


..7988, 7903.. 7953, 800'4.. '8054 


Sea No 


45102 






Seq. ID 


OJ000301_02.0404.C3 


Gene ' No . 


95283 






Strand 




Start 


20688 






End 


21025 


Name 


OJ000301 02. 


0404.C3;o4.tc 


Method 


TBLASTX: Cress 


Start 


11136 






End 


12524 


GI 


none 






Score 


56 


Exons 


11136. 


.11186, 11291. .11359, 


11293. .11358, 12287. .12406, 




12306. 


. 12410, 12423. .12524, . 


12440. . 12523 


Sea No 


45102 






Seq. ID 


OJ000301_02.0404 ,C3 


Gene No 


95283 






Strand 




Start 


" ; 20688 






End 


21025 


Name 


OJ000301 02. 


0404.C3.o3.tm 


Method 


TBLASTX: Maize 


Start 


12305 






End 


12993 


GI 


none 






Score 


344 


Exons 


12305. 


.12523, 12306. .12524, 


124 62. . 12524, 12660. . 12794, 




12664. 


.12798, 12664 . .12804, 


12726. . 128 


09, 12895. . 12993, 




12895. 


.12975, 12896. .12982, 


12897.. 12992 


Seq. No. 


45102 






Seq. ID 


OJ000301_02.0404 .C3 


Gene No. 


95283 






Strand 




Start 


20688 






End 


21025 


Name 


OJ000301 02. 


0404.C3.o3.tc 


Method 


TBLASTX: Cress 


Start 


12673 






End 


12972 


GI 


none 






Score 


114 


Exons 


12673. 


. 12804 


, 12674. .12799, 


128 95. .12 972, 128 97. .12971 


Seq. No. 


45102 






Seq.,JD 


OJ000301_02.0404.C3 


Gene No. 


95283 






Strand 




Start 


20688 






End 


21025 


Name 


OJ000301 02. 


0404.C3.o2. tc 


Method 


TBLASTX: Cress 



46361 



otart 


1 DJ / X 










none 








Exons 


IDj / I , 


1 £££Q 
, . 1 DDDy , 


1 too X 


. • loD /U, 




17188. 


. .17325, 


17421 


. .17600, 




18119, 


, . 18187, 


18121 


. . 18159, 






1 ft 8 77 

...LOO//, 


1 ft fifiA. 

X O O O *a 


1 ftft 70 
• . X o o / u , 




X _7 X U f . 


> • X _/ ^ X *2 , 


X j X U 0 






1 QS77 


1 Q7 4 1 


1 JO J 






19820, 


. .19912, 


20032 






20327. 


, .20395, 


20335 


90^ftft 


C a /™t M Oi 

oeq. in o . 


45102 








Gene No. 


95283 








Start 


20688 








NT .a mo 


OJ000301 02. 0404. C3 


. vj 4 . LilL 


OldlL 


16580 








P T 


none 








Exons 


16580. 


, .16669, 


16581 


1 £670 




16778. 


, .16822, 


16805 




Seq. No. 


45102 








Gene No. 


95283 








C-l- -a r 4- 
OLdl L 


20688 








Name 


OJ000301 02. 0404. C3 


. Oj . US 


O t a. IT L 


16896 










none 








C v /-\ t"i o 


16896. 


.16961, 


17072 


17^14 
. . X / O X H f 


oeq . JNO . 


45102 








Gene No. 


95283 








Start 


20688 








Name 


OJ000301 02. 0404. C3 


• o 5 • tm 


OLQll 


17131 










none 








TP \r /-\ T^l O 


17131. 


. 17331, 


17171 


. . X / J X H , 




17430. 


. 17522 






Caff KT/->, 


45102 










95283 










20688 








Name 


OJ000301 02. 0404. C3 


. o3 - ts 


Start 


17420 










none 








Exons 


17420. 


.17599, 


17427 


. . 1 / DUU , 




18119. 


.18190, 


18119 


1 Q 0 Pi R 




18647. 


. 18877, 


18651, 


. . xo y u j , 




19048. 


.19110, 


19107, 


1 Qi 


oeq. ln o . 


45102 








bene lno . 


95283 








Qt a rt 


20688 








Name 


OJ000301 02. 0404. C3 . 


. o2. tm 


Start 


18161 








GI 


none 








Exons 


18161. 


.18190, 


18162, 


. .18191, 




18267. 


.18386, 


18269, 


. .18388, 




19046. 


. 19204, 


19047, 


. .19205, 



End 20572 

Score 118 
17138. .17-314, 17171. .17314, 
17429. .17596, 17985. .18035, 
18252. .18386, 18263. .18400, 
18725. .18880, 18726 18878, 
19286. .19486, 19315 .. 19485, 
19651. .19743, 19818 19913, 
20034. .20129, 20054 20128, 
20513. .20572 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_02.0404.C3 
21025 

TBLASTX: Maize 

16961 

145 



Seq. ID OJ000301_02.0404.C3 
Strand 
End 

Method 
End 

.Score 



21025 

TBLASTX: Soybean 

17331 

65 



Seq. ID OJ000301_02.0404.C3 
Strand 

End 21025 

Method TBLASTX : Mai ze 

End 17522 

Score 147 



Seq. ID 
Strand 
End 

Method 
End 
Score 

17985 

18263 

18658 

19108 



OJ000301 02. 0404. C3 



21025 

TBLASTX: Soybean 
19167 
244 

18035, 17987. .18025, 
18388, 18267. .18386, 
18662. .18877, 



18867, 
19167 



Seq. ID 
Strand 
End 

Method 
End 
Score 

18163 

18647 



OJ000301 02. 0404. C3 



21025 

TBLASTX: Maize 
20795 
49 

18192, 18263 
18877, 18658 



19047. .19217, 19048. 



18388, 
18879, 
19224, 



46362 



19243. .19302, 19283 .. 194 83, 19284, 

19321. .19488, 19574 .. 1974 1 , 19574, 

19576. .19743, 19818 .. 19913, 19819. 

20034 . .20129, 20034 .. 20129, 20036. 

20334. .20450, 20370 .. 204 38 , 20435. 

20715. .20795, 20759.. 20794 



.19484, 19286. .19483, 

,19741, 19575. .19742, 

.19872, 19820. . 19912, 

.20131, 20327. .20395, 

,20644, 20513. .20611, 



Seq. No. 45102 

Gene No. 95283 

Start 20688 

Name OJ000301_02 . 0404 . C3 . o2 . ts 

Start 19168 

GI none 

Exons 19168. .19224, 1917 6 .. 19217 , 19272 
19286. .19483, 19315 .. 194 7 6, 19569 



Seq. ID OJ000301_02.0404 .C3 
Strand 

21025 

TBLASTX: Soybean 
19757 
66 

19475, 19284. .19457, 
19613, 19574. .19651, 



End 

Method 
End 
Score 



19574 . .19654, 19577 19741, 19607 .. 19741 , 1964 5 1974 3, 
19650. .19742, 19662.. 19757 



Seq. No. 4'5102 

Gene No. 95283 

Start 20688 

Name OJ000301_02 . 0404 . C3 . o4 . ts 

Start 19814 

GI none 
Exons 



Seq. ID OJ000301 02. 0404. C3 



Strand 
End 

Method 

End 

Score 



21025 

TBLASTX: Soybean 

20395 

80 



19814. .19909, 19818. . 19913, 19820 .. 19912 , 20031 .. 20129, 
20034. .20126, 20054 .. 20131 , 20327.. 20395 



Seq. No. 45102 Seq. ID 

Gene No. 95283 Strand 

Start 20688 End 

Name OJ000301_02 . 0404 . C3 . o4 . gp Method 

Start 20688 End 

GI none Score 

Exons 20688. .21025 



OJ000301_02.0404.C3 

21025 
AAT/GAP 
21025 
485 



Seq. No. 45103 

Gene No. 95284 

Start 1 

Name OJ000301_02 . 0404 . C4 . o3 . np 

Start 1 

GI 7300213 

Exons 1..48, 3018.. 3094, 
9340. .9383, 14414 . 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3230.. 3328, 5625 



OJ000301_02.0404.C4 
+ 

15947 
AAT/NAP 
14940 
77 

5705, 8884. .8924, 



14504, 14588. .14822, 14852. .14940 



GI Descrip. (AE003716) CG5225 gene product [Drosophila melanogaster] 



Seq. No. 45103 Seq. ID 

Gene No. 95284 Strand 

Start . 1 End 

Name OJ0003 ; 01_02 . 0404 . C4 . ol . gs Method 

Start 784 ' End 

GI none Score 

Exons 784.. 928, 2181.. 2236 



OJ00'0301_02.0404.C4 
+ 

15947 
GENSCAN 
2236 
.74 



Seq. No. 45103 Seq. ID 

Gene No. 95284 Strand 

Start 1 End 

Name OJ000301_02 . 0404 . C4 . ol . gp Method 



OJ000301_02.0404.C4 
+ 

15947 
AAT/GAP 



46363 



Start 1080 End 1546 

GI 273_1.R1084 " Score 349 

Exons 1080.. 1334, 1507.. 1546 

GI Descrip. ' 4 17260/sp | Q03200 | LRP_ORYSA 8.0e-41 LIGHT REGULATED PROTEIN 

PRECURSOR >gi_422003_pir S33632 lirl protein - rice 

>gi_20263_emb_CAA48706_ (X68807) light-regulated gene [Oryza 
sativa] ' 



Seq. No. 45103 Seq. ID 

Gene No. 95284 Strand 

Start. 1 *• End 

Name OJ000301_02 . 0404 . C4 . o2 . gp Method 

Start 5519 End 

GI 3761509 Score 

Exons 5519.. 5705, 6000.. 6232 



OJ000301JD2.0404 .C4 
+ 

15947 
AAT/GAP 
6232 
780 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45103 Seq. ID 

95284 Strand 

1 End 

OJ000301_02. 04 04 .C4 .ol.np Method 

5631 End 

6002712 Score 



OJ000301_02.0404.C4 
+ 

15947 
AAT/NAP 
7281 
578 



5631.. 5705, 6000.. 6431, 657-5.. 6829, 6913.. 7281 
(AF133053) S-adenosyl-L-methionine : salicylic acid carboxyl 
methyltransf erase [Clarkia breweri] 



Seq. No. 45103 

Gene No. 95284 

Start 1 

Name OJ000301_02 . 0404 . C4 . o3 . gs 

Start 5631 

GI none 
Exons 



Seq. ID OJ000301 02. 0404. C4 



Strand 
End 

Method 

End 

Score 



15947 
GENSCAN 
10359 
.73 



5631. .5705, 6000. .6431, 6563. .6775, 6913. .7241, 8152. .8255, 
8740. .9410, 10315.. 10359 



Seq. No. 45103 Seq. ID 

Gene No. 95284 Strand 

Start .1 End 

Name OJ000301_02 . 0404 . C4 . o3 . gp Method 

Start 7011 End 

GI none Score 

Exons 7011.. 7590 



OJ000301_02.0404.C4 
+ 

15947 
AAT/GAP 
7590 
1064 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



45103 Seq. ID 

95284 Strand 

1 End 

OJ000301_02. 0404 .C4 . o2 .np Method 

8849 End 

3157923 Score 
8849. . 9446 

(AC002131) F12F1.7 [Arabidopsis thaliana] 



OJ000301_02.0404.C4 
+ 

15947 
AAT/NAP 
9446 
233 



45103 Seq. ID 

95284 Strand 

1 End 

OJ000301_02 . 04 04 . C4 . o5 . gs Method 

12980 End 



OJ000301_02.0404.C4 
+ 

15947 

GENSCAN 

15947 



46364 





none 






Score 


.45 




Exons 


12980. .13112, 14497. . 14582, 


14 606. .1474 9, 15933. .1594 7 




Seq. No. 


45103 






Seq. ID 


OJ000301_02. 0404 


.C4 


Gene No. 


95285 






Strand 


- 






9288 






End 


9520 




Name 


OJ000301 02 


.0404 


.C4 .o4 .gp 


Method 


" AAT/GAP 




O Ldl L 


9288 






End 


9520 






427535 






Score 


384 . 






9288 9520 












Seq. No. 


45103 






Seq. ID 


OJ000301_02.0404 


.C4 


Gene No. 


95286 






Strand 






J Ldl L 


11003 






End 


11414 




Name 


OJ000301 02 


.0404 


.C4 .ol. ts 


Method 


TBLASTX: Soybean 




C-(- r 4- 


5631 






End 


6386 




(IT 


none 






Score 


70 




IjAUI lo 


. 5631. .5705, 


6095 


..6196, 6099 


..6140, 6216. .6386, 6227. .6376 




45103 






Seq. ID 


OJ000301_02.0404 


.C4 


Gene No. 


95286 






Strand 






Start 


11003 






End 


11414 




Name 


OJ000301 02, 


.0404 


•C4.o2.tm 


Method 


TBLASTX: Maize 




OLalU 


5631 






End 


6431 






none 






Score 


99 






5631. .5705, 


6095 


..6160, 6099 


..6140, 6219. .6293, 6224. .6304, 




\J O —> . ■ U *i £ / , 




64 ^1 








Seq. No. 


45103 






Seq. ID 


OJ000301__02,0404 


.C4 


Gene No. 


95286 






Strand 






O Lei J. L. 


11003 






End 


11414 




Name 


OJ000301 02. 


.0404 


.C4 .o2. ts 


Method 


TBLASTX : Soybean 




C ■(- -) -y-+- 

uLalL 


6592 






End 


6981 




o j. 


none 






Score 


161 




TT" v 1 ^ n c; 
£j AU1 lo 


\j *j ./ * » \j i *± f , 


U J J J 


6R 9 Q 6Q1 f) 


. .6981 






Seq. No. 


45103 






Seq. ID 


OJ000301_02.0404 


.C4 


Gene No. 


95286 






Strand 






O L. cLJL L. 


11003 






End 


11414 




N circle 


OJ000301 02, 


,0404, 


.C4 .o3. tm 


Method 


TBLASTX: Maize 




OLal L 


6670 






End, 


6841 




\3 ± 


none 






Score 


183 




JjAuI io 


6670. .6831, 


6671, 


. .6841, 6719 


..6841 






OClj. IN O . 


45103 






Seq. ID 


OJ000301_02.0404, 


.C4 


Gene No. 


95286 






Strand 






Start 


11003 






End 


11414 




Name 


OJ000301 02. 


0404. 


>C4 .ol. tm 


Method 


TBLASTX: Maize 




OLalL 


6915 






End 


7269 






none 






Score 


152 




Exons 


6915. .7016, 


6919. 


,.7047, 6919, 


..7080, 7022. .7048, 7093. .7269, 




7101. .7262 












Seq. No. 


45103 






Seq. ID 


OJ000301_02.0404 . 


■ C4 


Gene No. 


95286 






Strand 






Start 


11003 






End 


11414 




Name 


OJ000301 02. 


0404. 


C4 .o4 .gs 


Method 


GENSCAN 





46365 



Start 
GI 

Exons 



11003 End 11414 

none Score .46 

11003. .11063, 11254. .11414 



£ fa? 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45104 
95287 
56 

OJ000301_02.04 04.C5.ol.gs 
56 

none 



Seq. ID OJ000301_02.0404.C5 
Strand . + 
End 6136 
. Method GENSCAN 
End 5796 
Score .84 

56. .112, 210. .362, 1113. .1579, 1778. .1936, 2019. .2135, 
2267. .2418, 3737. .3831, 3920. .4117, 4397. .4826, 4905. .4989, 
5076.. 5144, 5346.. 5525, 5583.. 5595, 5630.. 5796 



45104 
95287 
56 

OJ000301_02.04 04 .C5.ol.np 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2418, 
.4989, 



OJ000301_02.0404.C5 
+ 



6136 
AAT/NAP 
6114 
1131 
3737. .3855, 
5076. .5144, 



1166 
7485526 

1166. .1579, 2019. .2135, 2264. .2418, 3737. .3855, 3953. .4285, 
4336. .4503, 4573. .4826, 4905. .4989, 5076. .5144, 5346. .5595, 
5931. .6114 

hypothetical protein F15J5.90 - Arabidopsis thaliana 
gi|5816998|emb|CAB53653.1| (AL110123) putative protein 
[Arabidopsis thaliana] gi | 7268 605 | emb | CAB788 14 . 1 | (AL161548) 
putative protein [Arabidopsis thaliana] 



45104 Seq. ID 

95287 Strand 

56 End 

OJ000301_02. 0404 .C5.ol.gp Method 

4010 End 

none Score 
4010. .4457 



OJ000301_02.040'4.C5 
+ 

6136 
AAT/GAP 
4457 
780 



45104 Seq. ID OJ00030.1_02 . 0404 . C5 

95287 Strand + 

56 End 6136 

OJ000301_02 . 0404 '. C5 . o2 . gp Method AAT/GAP 

5447 End 6136 

73393_1.R1084 Score 1025 

5447. .5525, 5668.. 6136 

'2443329/dbj IBAA22374 |. 1.0e-09 (D86122) Mei2-like protein 
[Arabidopsis thaliana] 1 



Seq. No. 45104 Seq. ID 

Gene No. 95288 ' Strand 

Start 7046 End 

Name ■ OJ000301__02 . 0404 . C5 . ol . tc Method 

Start 1133 End 

GI none Score 
Exons 



OJ000301_02.0404.C5 
+ 

8224 

TBLASTX: Cress 

5533 

153 



1133. .1393, 1421. .1579, 1471. .1578, 1766. .1936, 1772. .1942, 

1775. .1936, 2009. .2134, 2019. .2141, 2264. .2413, 2302. .2409, 

4642. .4848, 4743. .4829, 4783. .4830, 4873. .4989, 4904. .4987, 

4906. .4989, 5073. .5144, 5074. .5088, 5075. .5137, 5324. .5518, 

5339. .5377, 5340. .5528, 5343. .5525, 5414. .5533 



46366 



Seq. No. 45104 
Gene No. 95288 
Start 7046 

Name OJ000301_02 . 0404 . C5 . ol . tm 

Start 1450 
GI none 

Exons 1450.. 1545, 1450.. 1593, 1451. 

1773. .1943, 1777. .1938, 1779. 
2019. .2114 



Seq. ID OJ000301_02.0404.C5 

Strand + 

End 8224 

Method TBLASTX : Mai ze 

End 2114 

Score 88 

.1579, 1769. .1936, 1771. .1938, 
.1949, 2015. .2113, 2018. .2113, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45104 
95288 
7046 . 
OJ000301 
1483 
none 
1483. 
1777. 
2272. 



02.0404.C5.o2.ts 



1608, 
1935, 
2343, 



1484. 
2009. 
2303. 



.1579, 
.2134, 
.2425 



Seq. ID OJ000301_02.0404.C5 
Strand + 
End 8224 
Method TBLASTX : Soybean 
End 2425 
Score 123 
1769. .1936, 1769. .1876, 1772. .1921, 
2022. .2138, 2255. .2350, 2264. .2347, 



Seq. No. 
Gene No. 
Start 
Name 
v3 Start 

m gi 

m Exons 



45104 
95288 
7046 

OJ000301 
2115 
none 
2115 
2266 
3919 



02.0404.C5.o5.tm 



2135, 
2418, 
3963, 



2116. 
3735. 
3922. 



.2136, 
.3830, 
.3963 



2118, 
3737, 



Seq. ID OJ000301_02.0404.C5 

Strand + 

End 8224 

Method TBLASTX : Mai ze 

End 3963 

Score 35 

.2141, 2264. .2416, 2266. .2421, 
.3832, 3738.. 3830, 3917.. 3961, 



U Seq. No. 45104 Seq. ID 

fU Gene No. 95288 Strand 

s Start 704 6 End 

Name OJ000301J32 . 0404 . C5 . o2 . tm Method 

:i Start 4 087 End 

^ GI none Score 

Exons 4087. .4332, '4089. .4322 



OJ000301_02.0404.C5 
+ 

8224 

TBLASTX: Maize 

4332 

342 



Seq. No. 45104 
Gene No. 95288 
Start 7046 

Name OJ000301_02 . 04 04 . C5 . ol . ts 

Start 4386 
GI none 

Exons 4386. .4475, 4387 4470, 4503 . 

4873. .4989, 4906. .4989, 5073. 
5345. .5518, 5419. .5532 



Seq. ID OJ000301_02.0404.C5 

Strand + 

End 8224 

Method TBLASTX : Soybean 

End 5558 

Score 90 

.4664, 4513. .4848, 4743. .4829, 
.5144, 5075. .5128, 5343. .5558, 



Seq. No. 45104 Seq. ID 

Gene No. 95288 Strand 

Start 7046 End 

Name OJ000301JD2 . 04 04 . C5 . o3 . tm Method 

Start 4573 End 

GI none Score 

Exons 4573.. 4797, 4578.. 4796 



OJ000301_02.0404 .C5 
+ 

8224 

TBLASTX: Maize 

4797 

312 



46367 



Qpn Mo 


4 SI 04 

*a *J i U *± 




Seq. ID 


OJ000301_02.0404 .C5 


Gene No. 


95288 




Strand 


+ 


Start 


7046 




End 


8224 


Naiue 


0.7000301 0404 o4 


tm 


Method 


TBLASTX: Maize 


Start 


4797 ~~ 




End 


5539 


GI 


none 




Score 


63 


J_l V*^ 1 1 o 


4797 4829 4798 4848 


4873. 


.4989, 4906. .4989, 5073. .5144, 




5075 5140. 5343 5525. 


5343. 


.5534, 5351. .5539, 5354. .5527 


Seq. No. 


45104 




Seq. ID 


OJ000301 02.0404.C5 


Gene No. 


95288 




Strand 


+ — 


Start . 


7046 




End 


8224 


Name 


OJ000301 02 0404 P5 o? 


y & 


Method 


GENSCAN 


Start 


704 6 ~ 




End 


8224 


GI 


none 




Score 


. 94 


Rxon s 

L~i \w/ 1U 


7046 7417 8093 8224 








.Seq. No. 


45105 




Seq. ID 


OJ000301 02 0404 C6 


Gene No. 


95289 




Strand 


+ ~ 


Start 


347 




End 


1487 


Name 


0,7000301 02 0404 C6 ol 




Method 


GENSCAN 


Start 


347 _ 




End 


1487 


GI 


none 




Score 


.73 


Rxnn c; 


347 402 1166 1487 








Seq. No. 


45106 




Seq. ID 


OJ000301_02.0404 . C7 


Gene No. 


95290 




Strand 


+ 


Start 


975 




End 


2390 


Name 


OJ000301 02 0404 C7 ol 




Method 


GENSCAN 


Start 


975 _ 




End 


2390 


GI 


none 




Score 


.5 


F.xon s 


975 2390 








Seq. No. 


45106 




Seq. ID 


OJ000301_02.0404.C7 




95291 




Strand 


+ 


Start 


5167 




End 


14238 


Name 


OJ000301 02.0404.C7.o3. 


gs 


• .Method 


GENSCAN 


Start 


5167 




End 


14238 


GI 


none 




Score 


.75 


F. von <=; 


5167. .5510, 6239. .6293, 


6410. 


.6613, 7043. .7300, 7722. .7877, 




7988. .8299, 8387. .8474, 


8647. 


.8795, 8982. .9183, 9922. .10111, 




10218. .10545, 11816. .11915, 12170 .. 12418, 12771 .. 1304 6, 




13999.. 14238 








Serr No 


45106 




Seq. ID 


OJ000301JD2.0404.C7 


fipnp No 


95291 




Strand 


+ 


Start 


5167 




End 


14238 


Name 


OJ000301 02.0404.C7.o2. 


np 


Method 


AAT/NAP 


Start 


6222 




End 


9554 


GI 


7485328 




Score 


1129 


Exons 


6222. .6293, 6410. .6604, 


7004. 


.7300, 7413. .7628, 7722. .7877, 




7988. .8299, 8387. .8474, 


9460. 


. 9554 




GI Descrip.- 


hypothetical protein F10M23.100 - Arabidopsis thaliana 




gi | 4 4 55199 | emb | CAB36522 


.11 (AL035440) 


putative protein 




[Arabidopsis thaliana] 


gi I 7269528 lembl 


CAB79531.1 | (AL161565) 



putative protein [Arabidopsis thaliana] 



46368 



Seq. No. 


45106 


Seq. ID 


OJ000301_02.0404 


.C7 


Gene No. 


95291 


Strand 


+ 




Start 


D 1 D / 


End 


1 A O "2 O 




Name 


OJUUUJU1 . U4 U4 . C / . Ol . gp 


Method 


AAT / GAP 




Start 




End 


1 A "3 1 O 

1U 31Z 




GI 


none 


Score 


"ICQ 

/JO 




Exons 


y yzo . . iu jiz 








beq. INO. 




Seq. ID 


OJ000301_02.0404 




Gene^ t No . 


QCOQ1 

y y i 


Strand 


+ 




Start ' 


5167 


End 


14238 




Name 


OJ000301_02 . 0404.. C7 . o3 . np 


Method 


AAT /NAP 




CM i v-+- 


i n^nt; 

IUjUD 


End 


13042 






4 o o / d y / 


Score 


550 




Exons 


IUjUD . . LUDhD f llolO . . IiyiO/ 


12170. .12227, 12312. . 12473, 














GI Descrip. 


l/\uuuoyoij puLative protein 


phosphatase [Arabidopsis thaliana] 


Seq. No. 


45106 


Seq. ID 


OJ00030.1_02.0404 


. C 7 


Gene No. 


95292 


Strand 






btar z 


TOCC 

OZDO 


End 


4742 




Name 


a TnAnom r*o a /i a /i r^T ^ o 

(jjuuuoUI uz . U4 U4 . u / . oz . gs 


Method 


GENSCAN 




Start 


o o c <c 


End 


4742 




GI 


none 


Score 


.43 




Exons 


OOCi "3 "3 "I "3 1 A CC. "3 R /I A yl ACQ 


..4374, 4448. .4742 




Seq. No. 


45106 


Seq. ID 


OJ000301_02.0404, 


.C7 


Gene No. 


95293 


Strand 






Start 


12791 


End 


13326 




Name 


OJ000301 02.0404.C7.o2.tm 


Method 


TBLASTX: Maize 




Start 


894 


End 


1372 




GI 


none 


Score 


444 




Exons 


894. .1247, 897. .1133, 901. .1203, 902.. 


1204, 1192.. 1281, 






1192.. 1365, 1200.. 1355, 1268 


. . 1372 






Seq. No. 


45106 


Seq. ID 


OJ000301JD2.0404, 


.C7 


Gene No. 


95293 


Strand 






otart 


12791 


End . 


13326 




Name 


OJ000301 02.0404.C7.o2.ts 


Method 


TBLASTX: Soybean 




otart 


900 


End 


1184 




Vjl 


none 


Score 


173 




Exons 


900. .1061, 900. .1040, 1064. . 


1144, 1065 


. . 1184 




beq. Mo. 


45106 


Seq. ID 


OJ000301_02.0404. 


.C7 


Gene No. 


95293 


Strand 






Start 


12791 


End 


13326 




Name 


OJ000301 02.0404.C7.o3.tc 


Method 


TBLASTX: Cress 




Start 


6100 


End 


7195 




bl 


none 


Score 


50 




Exons 


6100.. 6165, 62S2..6293, 6392 


..6598, 6407. .6604, 7021. .7101, 




7043.. 7102, 7097.. 7195, 7117 


. .7188 






Seq. No. 


45106 


Seq. ID 


OJ000301_02.0404 , 


,C7 


Gene No. 


95293 * 


Strand 






Start 


12791 


End 


13326 




Name 


OJ000301 02.0404.C7.o3.ts 


Method 


TBLASTX: Soybean 




Start 


6249 


End 


7099 





46369 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

6249.. 6293, 6392.. 6526, 6406. 
7021. .7098, 7043. .7099 

45106 
95293 
12791 

OJ000301_02 .0404 .C7.o3. tm 

6256 

none 

6256.. 6291, 6257.. 6292, 6392. 
6478. .6612 



Score 54 

.6531, 6414.. 6527, 6533.. 6601, 



OJ000301_02.0404.C7 
13326 

TBLASTX: Maize 

6612 

49 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6604, 6407. .6598, 6408. .6599, 



Seq. No. 45106 

Gene No. 95293 

Start 12791 

Name OJ000301_02 . 0404 . C7 . ol . tw 

Start 7060 

GI none ;■- 

Exons 7060. .7248, 7061. .7249, 7410. 



OJ000301_02.0404 .C7 
13326 

TBLASTX: Wheat 
7604 
220 

.7604, 7410. .7580, 7412. .7594 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 45106 

Gene No. 95293 

Start 12791 " 

15 Name OJ000301J32 . 04 04 . C7 . ol . tm 

□ Start 7070 

f f| GI none 

l-il Exons 7070. 

Vf 7719. 

^ 7 995. 

ly 8 646. 



.7249, 
.7877, 
.8294, 
.8759, 
9126. .9212, 



7072. 
7719. 
8342. 
8650. 
9196. 



.7248, 
.7877, 
.8473, 
.8796, 
.9321, 



7237. 
7978. 
8358. 
8979. 
9247. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7299, 7410 
.8259, 7979 
.8474, 8384 
.9242, 8981 
.9318 



OJ000301 02. 0404. C7 



13326 

TBLASTX: Maize 
9321 
209 

7640, 7412.. 7615, 
8299, 7985. .8293, 
8473, 8645. .8797, 
9121, 9120.. 9248, 



Seq. No. 45106 

Gene No.. 95293 

Start 12791 

Name OJ000301_02 . 04 04 . C7 . ol . ts 

Start 7130 

GI none 

Exons 7130.. 7201, 7410.. 7640, 7412. 

7978.. 8160, 7979.. 8302, 7985. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000301 02. 0404. C7 



13326 

TBLASTX: Soybean 
8302 
72 

7621, 7719. .7877, 7719. .7877, 
8302 



Seq. No. 


45106 






Gene No. 


95293 






Start 


12791 






Name 


OJ000301 02 


.0404 


.C7.o2. 


Start 


7410 






GI 


none 






Exons 


7410. .7640, 


7411 


. .7620, 


Seq. No. 


.45106 






Gene No. 


95293 






Start 


12791 






Name 


OJ000301 02 


.0404 


C7.ol. 


Start 


7836 






GI 


none 






Exons 


7836. .7877, 


7978 


.8160, 



Seq. ID OJ000301_02.0404.C7 
Strand 

End 13326 

tc Method TBLASTX : Cress 

End 7826 

Score 194 
7412. .7630, 7713. .7802, 7719. .7826 

Seq. ID OJ000301_02.0404 .C7 
Strand 

End 13326 

tc Method TBLASTX : Cress 

End 8299 

Score 4 7 
7979. .8299, 7985. .8293 



46370 





. Seq. No. 


45106 






Seq. ID 


OJ000301_02.0404 


.C7 




Gene No. 


95293 






Strand 








Start 


12791 






End 


13326 






Name 


OJ000301 02. 0404. CI. 


o4 t c 


Method 


TBLASTX: Cress 






Start 


10305 






End 


11881 






GI 


none 






Score 


122 






Exons 


10305. . 


10391, 10327. 


. . 10395, 


10441. .10545, 104 94. .10520, 








11807. . 


11881 












Seq. No. 


45106 






Seq. ID 


OJ000301_02.0404 


.C7 




C^fanp No 


95293 






Strand 








Start 


12791 






End ■ 


13326 






Name 


OJ000301 02. 0404. CI, 


. o4 . tm 


Method 


TBLASTX: Maize 






Start 


10305 






End 


10553 






GI 


none 






Score 


135 






JL-J W 1 1 O 


10305. . 


10415, 10327. 


10419, 


10423. .10551, 10494.. 10553 






cprr No 


45106 






Seq. ID 


OJ000301_02.0404 


. C7 




Gene No. 


95293 






Strand 








Start 


12791 






End 


13326 






Name 


OJ000301 02. 0404. CI. 


. o4 . t s 


Method 


TBLASTX: Soybean 






Start 


10305 






End 


13063 






GI 


none 






Score 


117 






F 1 von q 

J_i A Ul 1 o 


10305. . 


10397, 10327. 


. 10398 , 


104 05. . 1054 5, 11789. . 11902, 








11801. . 


11914, 12139, 


12228 , 


12168. .12227, 12307. .12423, 




z 1 ! 




12309. . 


12419, 12782. 


.12817, 


12869. .13063 






Spa No 


45106 






Seq. ID 


OJ000301_02.0404 


CI 






95293 






Strand 






hj 


Start 


12791 






End 


13326 






Name 


OJ000301 02. 0404. CI. 


o5 . tm 


Method 


TBLASTX: Maize 




?■'! c 


Start 


11801 






End 


13084 






GI 


none 






Score 


151 






F.xon 

i_j /i \_/ 1 1 O 


11801. . 


11920, 11810. 


. 11905, 


12139. .12228, 12168. .12230, 




is a 3 




12168. . 


12227, 12307. 


. 124 17, 


12309. . 12422, 12309. . 12416, 




^- J 




12356. . 


12418, 12770. 


. 12820, 


12771. .12E 


S24, 12824. . 12991, 








12844 . . 


12990, 12846. 


. 12992, 


12877. .12 993, 13016. .13084, 




! -= 




13016. . 


13075 












Seq. No. 


45106 






Seq. ID 


OJ000301_02.0404 


.C7 




Gene No . 


95293 






Strand 








Start 


12791 






End 


13326 






Name 


OJ000301 02. 0404. CI. 


o 0 nn 


Method 


AAT/GAP 






Start 


12791 






End 


13326 






GI 


none 






Score 


1031 






P, von ^ 


12791. . 


13326 












Seq. No. 


45107 






Seq. ID 


OJ000301_0.2.0404, 


.C8 




Gene No. 


95294 






Strand 


+ 






Start 


1 






End 


382 






Name 


OJ000301 02. 0404. C8. 


ol . np 


Method 


AAT/NAP 






Start 


1 






End 


382 






GI 


3157929 






Score 


258 






Exons 


1. .382 














GI Descrip. 


(AC002131) Contains 


similarity to hypothetical protein gb|Z97336 



from A. thaliana. [Arabidopsis thaliana] 



46371 



Seq. No. 


45107 


Gene No . 


95295 


Start 


2689 


Name 


OJ000301 


Start 


4 


GI 


none 


Exons 


4 . . 240, 


Seq. No. 


45107 


Gene No. 


95295 


Start 


2689 


Name 


OJ000301 


Start 


4 


GI 


none 


Exons 


4. .108, , 



Seq. ID OJ000301_02. 0404.C8 

Strand + 

End 3381 

Method TBLASTX : Cress 

End 382 

Score 208 



Seq. ID OJ000301 02. 0404. C8 



5. .109, 149. .382, 151 



Strand 
End 

Method 
End 
Score 
. .381 



+ 

3381 

TBLASTX: Maize 

382 

105 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45107 
95295 
2689 

OJ000301_02. 0404 .C8 .ol.ts 
4 

none 

4.. 108, 5.. 109, 149.. 382, 313.. 372 



Seq. ID OJ000301 02. 0404. C8 



Strand 
End 

Method 
End 
Score 



45107 Seq. ID 

95295 Strand 

2 68 9 End 

OJ000301_02 . 0404 . C8 . o2 . gs Method 

2689 End 

none Score 

2689. .2830, 2940. .3366 



+ 

3381 

TBLASTX: Soybean 

382 

108 



OJ000301_02.0404.C8 
+ 

3381 
GENSCAN 
3366 
.49 



Seq. No. 45107 Seq. ID OJ000301_02 . 04 04 . C8 

Gene No. 95295 Strand + 

Start t 2689 End 3381 

Name ' OJ000301_02 . 0404 . C8 . o2 . np Method AAT/NAP 

Start 2879 End 3381 

GI 7487145 Score 133 

Exons 2879.. 3381 

GI Descrip. hypothetical protein T18E12.13 - Arabidopsis thaliana 

gi|3548810|gb|AAC34482.1| (AC005313) putative chloroplast 
nucleoid DNA-binding protein [Arabidopsis thaliana] 



Seq. No. 


45107 








Seq. ID 


OJ000301_02.0404 


.C8 


Gene No. 


95295 








Strand 


+ 




Start 


2689 








End 


3381 




Name 


" OJ000301 02. 


.0404 


.C8.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


3154 








End 


3361 




GI 


none 








Score 


252 




Exons 


3154. .3345, 


3155 


. .3361 










Seq. No. 


45108 








Seq. ID 


OJ000301 02.0404, 


.C9 


Gene No. 


95296 








Strand 


« +- 




Start 


1 








End 


• 585 




Name 


OJ000301 02. 


,0404 


.C9.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


585 





46372 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7489168 Score 328 

1. .585 

nucleoid DNA-binding protein cnd41, chloroplast - common tobacco 
gi|2541876|dbj IBAA22813.il (D26015) CND41, chloroplast nucleoid 
DNA binding protein [Nicotiana tabacum] 



45108 Seq. ID 

95296 Strand 

1 End 

OJ000301_02.0404 .C9.ol.gs Method 

55 End 

none Score 
55. .585 



OJ000301_02.0404 .C9 
+ 

585 

GENSCAN 
585 
. 92 



Seq. No. 45108 Seq. ID 

Gene No. 95297 Strand 

Start 2293 End 

Name OJ000301_02 . 0404 . C9 . ol . gp Method 

Start 2293 End 

GI none Score 

Exons 2293.-2655 



OJ000301_02.0404.C9 

2655 
AAT/GAP 
2655 
688 



Seq. No. 
f=« Gene No. 
4j Start 
yf Name 
CTf Start 
fU GI • 



45108 
95298 
2585 

OJ000301_02.04 04 .C9.o2.gs 

2585 

none 



Seq. ID OJ000301_02.0404 .C9 
Strand 

End 6255 

Method GENSCAN 

End 6255 

Score .68 



2585. .3479, 3526. .3847, 3939. .4027, 5706. .5788, 6070. .6255 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



45108 Seq. ID OJ000301_02 . 0404 . C9 

95298 Strand 

2585 End 6255 

OJ000301_02 . 04 04 . C9 . o2 . np Method AAT/NAP 

2585 End 4110 

7489168 Score 747 

2585.. 3850, 3939.. 4110 

nucleoid DNA-binding protein cnd41, chloroplast - common tobacco 
gi|2541876|dbj IBAA22813.il (D26015) CND41, chloroplast nucleoid 
DNA binding protein [Nicotiana tabacum] 

45108 Seq. ID OJ000301J32 . 0404 . C9 

95298 Strand 

2585 End 6255 

OJ000301_02 . 0404 . C9 . o2 . gp Method AAT/GAP 

2713 End 3116 

LIB3434-057-P1-K1-A4 Score 719 

2713. .3116 

, 2541876/dbj IBAA22813I 2 . Oe-19 ' (D26015) CND41, chloroplast 
nucleoid DNA binding protein [Nicotiana tabacum] 1 



45108 Seq. ID 

95298 Strand 

2585 End 

OJ000301_02.0404.C9.o3.gp Method 

3272 End 

LIB3434-041-P1-K1-D5 Score 



OJ000301_02.0404.C9 

6255 
AAT/GAP 
3489 
329 



46373 



F* von q 


3272. .3489 








ul J-/ G O v., J LLJ ■ 


'3953471 2.0e-28 (AC002328) 




r A v>3 V\ i si /~\ r~\ oio 4- V^i 1 t 

I rtX dlJlQOpo 1 o LUci-Ll 


Seq. No. 


45108 




Seq. ID 


OJ000301_02.0404 


Gene No. 


95298 




Strand . 




Start 


2585 




End 


6255 


Name 


OJ000301 02. 0404. C9 


. o4 . gp 


Mot" h nH 


AAT /HAP 


Start 


3692 




End 




GI 


427617 




S core 


802 


Exons 


. ,3692. .4094 








Sea No 


' 45108 




Seq. ID 


OJ000301_02.0404 


Gene No . 


95299 




Strand 




Start 


7609 




End 


16565 


Name 


OJ000301 02. 0404. C9 


. o3 . gs 


Method 


GENSCAN 


Start 


7609 




End 


16565 


GI 


none 




Score 


.7 


Exons 


7609. .7734,- 7800. .7937, 8386 


..8449, 9811. .10006, 10284. 




10590. . 10865, 11231 


. .11416, 


11645. .11685, 12052. .12246, 




12543. .12945, 13381 


. .13855, 


15100. . 15204, 16546. .16565 


Spa No 


45108 




Seq. ID 


OJ000301_02.0404 


UC11C 


95299 




Strand 




o u a i. u 


7609 




End 


16565 


Name 


OJ000301 02. 0404. C9 


o3.np 


Method 


- AAT /NAP 


Start 


9811 




End 


13824 


GI 


3953478 




Score 


2128 


P, von <3 


9811. .10049, 10257. 


10512, 10638. .10865, 11026 11 130, 




11231. .11685, 12052 


.12246, 


12543. .12945, 1338 1 13659, 




13721. . 13824 








GI npqrrin 


(AC002328) F2202.23 


[Arabidopsis thaliana] 


Sea No 


45108 




Seq. ID 


OJ000301_02.0404 




95300 




Strand 




Start 


17612 




End 


194 4.9 


Name 


OJ000301 02. 0404. C9 


o2. ts 


Method 


TBLASTX: Soybean 


Start 


1 




End 


3647 


GI 


none 




Score 


75 


Rvnnq 


1..81, 82. .231, 219. 


.290, 220. .315, 319. .453, 348. .419, 




463. .549, 465. .548, 


2595.. 2714, 2603. 


2713, 2720.. 2992, 




2727. .2951, 2939. .3028, 2951 


..3025, 3120. .3284, 3125. .3; 




3287.. 3385, 3297.. 3386, 3453 


..3491, 3504. .3647 


Seq. No. 


45108 




Seq. ID 


OJ000301_02.0404 


Gene No. 


95300 




Strand 




Start 


17612 




End 


19449 


Name 


OJ000301 02. 0404. C9. 


06 . tm 


Method 


TBLASTX: Maize 


Start 


1 




End 


3355 


GI 


none 




Score 


84 


l—i jtV \_/ J. 1 O 


1..99, 3125. .3280, 3126. .327 


8, 3287. .3355 


Seq. No. 


45108 




Seq. ID 


OJ000301_02.0404 


Gene No. 


95300 




Strand 




Start 


17612 




End 


19449 


Name 


OJ000301 02.0404..C9. 


ol . tm 


Method 


TBLASTX: Maize 


Start 


181 




End 


2989 


GI 


none 




Score 


158 



10512, 



46374 



F von c; 




343.. 549, 433.. 555, 2586. 


.2876, 




260^ ?ft?fi 9784 98SR 98^8 


.2984, 2838. .2876, 2846. .2989 


ij . Li W • 


45108 


Seq. ID 


OJ000301_02.0404 


.C9 


Gene No. 


95300 


Strand 


- 




Start 


17612 


End 


19449 




Name 


OJ000301 02 0404 C9 ol tc 


Method 


TBLASTX: Cress 




Start 


208 ~ 


End 


2962 




GI 


none 


Score 


119 




Exons 


208 315, 319 450 342 449 


463. .555, 


, 465. .551, 2603. 


.2713, 




2720 2962, 2727 2951 2729 


.2962 






Seq. No. 


45108 


Seq. ID 


OJ000301_02.0404 


.C9 


Gene No. 


95300 


Strand 






Start 


17612 


End 


19449 




Name 


OJ000301 02 0404 C9 o3 tc 


Method 


TBLASTX: Cress 




Start 


3158 ~~ 


End 


3641 




GI 


none 


Score 


119 




Exons 


3158. 3286, 3281 3364, 3459 


.3503, 3504.. 3641 




Seq. No. 


45108 


Seq. ID 


OJ000301_02.0404 


.C9 


Gene No. 


95300 


Strand 






Start 


17612 


End 


19449 




Name 


OJ000301 02 0404 C9 o4 tm 


Method 


TBLASTX: Maize 




Start 


3453 ~~ 


End 


3845 




GI 


none 


Score 


99 




Pvnn <=; 

1—1 A \-/ 1 1 O 


3453 3641 34S6 3602 34S7 


.3636, 3696. .3773, 3744. .3845, 




3775 3840 








Seq/ No. 


45108 


Seq. ID 


OJ000301_02.0404 


.C9 


Gene No. 


95300 


Strand 






Start 


17612 


End 


19449 




Name 


OJ000301 02.0404.C9.o2.tc 


Method 


TBLASTX: Cress 




Start 


9810 


End 


10515 




GI 


none 


Score 


113 - 




Exons 


9810. .10052, 9883. .9993, 10354 10515, 


10361. . 10501 




Seq. No. . 


45108 


Seq. ID 


OJ000301__02.0404 , 


.C9 


Gene No. 


95300 


Strand 






Start 


17612 


End 


19449 




Name 


OJ000301 02.0404 .C9.o5.ts 


Method 


TBLASTX: Soybean 




Start 


9825 


End 


9993 




GI 


none 


Score 


75 




Exons 


9825.. 9992, 9831.. 9983, 9832.. 


,9993 






Seq. No. 


45108 


Seq. ID 


OJ000301_02.0404, 


,C9 




95300 


Strand 






Start 


17612 


End 


19449 




Name 


OJ000301 02.0404 .C9.o5.tm 


Method 


TBLASTX: Maize 




Start 


9858 


End 


10862 




GI 


none 


Score 


190 




Exons 


9858. .10040, 9859. .10053, 10326. .104 57, 


10335. . 10430, 






1034 3. .10516, 1034 5. .10515, 10367. .10519, 10623. .10712, 






10637. .10681, 10677. .10862 








Seq. No. 


45108 


Seq. ID 


OJ000301_02.0404 . 


,C9 


Gene No. 


95300 


Strand 







46375 



Start 17612 

Name OJ000301JD2 . 0404 . C9 . ol . ts 

Start 10761 

GI 5342530 

Exons 10761. .10865, 10813 .. 10866, 
11027. .11128, 11231. .11482, 

GI Descrip. 3953478 4.0e-59 (AC002328) 

Seq. No. 45108 

Gene No. 95300 

Start 17612 

Name OJ000301_02 . 0404 . C9 . o2 . tm 

Start 11059 

GI none 

Exons 11059. .11130, 11060 .. 11131 , 
11280. .11489, 11336.. 11491 



End 19449 
Method TBLASTX : Soybean 
End 11483 
Score 84 
10996. .11127, 11024. .11131, 
11334. .11483 
F2202.23 [Arabidopsis thaliana] 

Seq. ID OJ000301_02.0404 .C9 
Strand 

End 19449 

Method TBLASTX : Mai ze 

End 11491 

Score 66 
11231. .114 91, 11237. .11287, 



Seq. No. 45108 

Gene No. 95300 

Start 17612 

Name OJ000301_02 . 0404 . C9 . ol . tw 

Start 11460 

GI none 

Exons 11460. .11699, 114 60 .. 11699, 114 62 .. 11707 , 12077 .. 12220 , 
12078.. 12221 



Seq. ID OJ000301_02.0404.C9 
Strand 

End 19449 

Method TBLASTX : Wheat 

End 12221 

Score . 233 



Seq. No. 45108 

Gene No. 95300 

Start 17612 

Name OJ000301_02 . 0404 . C9 . o4 . ts 

Start 11579 

GI none 

Exons 11579. .11692, 11 619 .. 11690, 
12110. .12262 



Seq. ID OJ000301_02.0404.C9 
Strand 

End 19449 

Method TBLASTX : Soybean 

• End 12262 

Score 74 
12053. .12256, 12054 12251 , 



Seq. No. 45108 

Gene No. 95300 

Start 17612 

Name OJ000301_02 . 0404 . C9 . o3 . tm 

Start 12055 

GI none 

Exons 12055. .12117, 12056 12247 , 

Seq. No. 45108 

Gene No. 95300 

Start 17612 

Name OJ000301_02 . 04 04 . C9 . o3 . ts 

Start 12665 

GI none 

Exons 12665. .12754, 12667 .. 12939, 

Seq. No. 45108 

Gene No. 95300 

Start 17612 

Name OJ000301_02 . 0404 . C9 . o4 . gs 

Start 17612 

GI * none 



Seq. ID OJ000301_02.0404.C9 
Strand 

End 19449 

Method TBLASTX : Mai ze 

End 12248 

Score 272 
12057. .12248 

Seq. ID OJ000301_02.0404.C9 
Strand 

End 19449 

Method TBLASTX : Soybean 

End 13476 

Score Hi 
12685. .12933, 13378. .1347 6 

Seq. ID OJ000301_02.0404.C9 
Strand 

End 19449 

Method GENSCAN 

End 19449 

Score .58 



46376 



Exons 17612. . 17824, 18052 .. 18142, 18289 .. 18518 , 19388.. 19449 



Seq. No. 45109 Seq. ID 

Gene No. 95301 • Strand 

Start 1123 End 

Name OJ000301_02 . 0404 . CIO . ol . gs Method 

Start 1123 End 

GI none Score 

Exons 1123.. 1222, 4207.. 5483 



OJ000301_02. 0404. C10 
+ 

6042 
GEN SCAN 
5483 
.96 



Seq. No. 45109 Seq. ID OJ000301_02 . 04 04 . C10 

Gene No. 95301 Strand + 

Start 1123 End 6042 

Name OJ000301_02 . 04 04 . C10 . ol . np Method AAT/NAP 

Start 3022 End 5480 

GI 7489168 Score 699 

Exons 3022.. 3046, 4300.. 5480 

GI Descrip. nucleoid DNA-binding protein cnd41, chloroplast - common tobacco 
gi|2541876|dbj IBAA22813.il (D26015) CND41, chloroplast nucleoid 
DNA binding protein [Nicotiana tabacum] 



Seq. No. 45109 Seq. ID 

Gene No. 95301 Strand 

Start . 1123 End 

Name - OJ000301_02 . 04 04 . C10 . ol . gp Method 

Start 4689 End 

GI . 61812_1.R1084 . Score 

Exons 4689.. 5021 

GI Descrip. ' 254 1876/dbj | BAA22813 | 7.0e-14 (D26015) CND41, chloroplast 
nucleoid DNA binding protein [Nicotiana tabacum] ' 



OJ000301_02 . 0404 . C10 

+ 

6042 
AAT/GAP 
5021 
653 



Seq. No. 


45109 








Seq. ID 


OJ000301_02 . 04 04 . C10 


Gene No. 


95301 








Strand 


+ 


Start 


1123 








End 


6042 


Name 


OJ000301 02 


.0404. 


C10.o2, 


.gp 


Method 


AAT/GAP 


Start 


5330 








End 


6042 


GI 


none 








Score 


1328 


Exons 


5330. .6042 












Seq. No. 


45109 








Seq. ID 


OJ000301JD2. 0404 .C10 


Gene No. 


95302 








Strand 




Start 


6848 








End 


7086 


Name 


OJ000301 02 


.0404. 


ClO.ol, 


. tm 


Method 


TBLASTX: Maize 


Start 


1082 








End 


4994 


GI 


none 








Score 


93 


Exons 


1082. .1129, 


1135. 


.1200, 


1139. 


.1198, 4221. .4382, 4223. .4369, 




4427. .4939, 


4431. 


. 4994 









Seq. No. 45109 Seq. ID 

Gene No. 95302 Strand 

Start 6848 End 

Name OJ000301_02 . 0404 . C10 . ol . ts Method 

Start ■ 4430 End 

GI none Score 
Exons 



OJ000301 02. 0404. C10 



4430. .4585, 4431. 
4800. .4937, 4811. 
5292.. 5339, 5378. 



.4703, 4683. .4796, 
,4939, 4998. .5246, 
.5479, 5394. .5477 



7086 

TBLASTX: Soybean 
5479 
229 

4730. .4789, 4800. .4940, 
5054. .5242, 5268. .5375, 



46377 




Seq. No. 


45109 




Seq. ID 


OJ000301 


_02.0404 , 


.C10 


Gene No . 


95302 




Strand 








Start 


6848 




End 


7086 






Name 


OJ000301 02 


0404 no ol tr 


Method 


TBLASTX: 


Cress 




Start 


4445 ~ 




End 


4850 






GI 


none 




Score 


139 






Exons 


4445 . .4567, 


4446 4565. 4575 


..4682, 4710. .4850 






Seq. No. 


45109 




Seq. ID 


OJ000301 


_02.-0404. 


C10 


Gene No. 


95302 




Strand 








Start 


6848 




End 


7086 






Name 


OJ000301 02 


0404 C10 o2 tr 


Method 


TBLASTX: 


Or e s s 




Start 


5115 _ 




End 


5480 






GI 


none 




Score 


111 






Exons 


5115 5246, 


5120 5245 5265 


..5375, 5378. .5479, 


J JO J . • J fi 


i fin 


Seq. -No. 


45109 








_02.0404. 


C10 


Gene 1 No . 


95302 




Strand 








Start 


6848 




End 


7086 






Name 


OJ000301 02 


0404 C10 o2 tm 


Method 


TBLASTX: 


L v lCt-L 




Start 


5225 ~ 




End 


5482 






GI * 


none 




Score 


367 






R von s 


5225 5482 


\J • • »J *± O U 










Seq. No. 


45109 




Seq. ID 


OJ000301 


_02.0404. 


C10 


Gene No . 


95302 




Strand 








Start 


6848 




End 


7086 






Name 


OJ000301 02 


0404 C10 o2 as 


Method 


GENSCAN 






Start 


6848 ~ 




End 


7086 






GI 


none 




Score 


.65 






Exon s 


6848 7086 












Seq. No. 


45110 




Seq. ID 


OJ000301 


_08.0407. 


CI 


Gene No . 


95303 




Strand •' 


5 + 






Start 


4 917 




End 


5334 






Name 


OJ000301 08 


0407 CI o2 an 


. Method 


AAT/GAP 






Start 


4 917 _ 




End 


5334 . 






GI 


none 




Score 


812 






Exons 


4917 5334 












Seq. No. 


45110 




Seq. ID 


OJ000301_ 


Oft 0407 


PI 


Gene No. 


95304 




Strand 


+ 






Start 


6801 




End 


6875 






Name 


OJ000301 08. 


0407.Cl.o3.gp 


Method 


AAT/GAP 






Start 


6801 




End 


6875 






GI 


557 1.R1084 




Score 


68 






Exons 


6801. .6875 












GI npsrri d 


, 576771/gb|U16256|OSU16256 0. 


0e+00 Oryza sativa 


r 1 An£s CD 1 

tone on.1 






sucrose-regulated mRNA, 3 ?, -end sequence 1 






Seq. No. 


45110 




Seq. ID 


OJ000301_ 


_08.0407. 


CI 


Gene No . 


95305 




Strand 


+ 






Start 


14885 




End 


15727 






Name 


OJ000301 08. 


0407.Cl.o4.gs 


Method 


GENSCAN 






Start 


14885 




End 


15727 






GI 


none 




Score 


.54 







46378 



Exons 



14885. .14984, 15231. .15727 



Seq. No. 45110 

Gene No. 95306 

Start 1 

Name OJ000301_08 . 0407 . CI . ol . np 

Start 1 

GI 6691210 

Exons 1..374, 475.. 621, 2975.. 3195, 3314.. 3620, 5177 
5920. .6200, 6307. .6455, 7668*.. 7883, 7994. .8246 

GI Descrip. (AC007508) F1K23.15 [Arabidopsis thaliana] 



Seq. ID OJ000301_08.0407.C1 
Strand 

15613 
AAT/NAP 
8246 
1205 



End 

Method 

End 

Score 



,5426, 



Seq. No. 45110 Seq. ID 

Gene No. 95306 Strand 

Start 1 End 

Name OJ000301_08 . 0407 . CI . ol . gs Method 

Start 475 End 

GI none Score 

Exons 475.. 609 



OJ000301_08.0407.C1 

15613 
GENSCAN 
609 
.68 



Seq. No. 45110 Seq'. ID 

Gene No. 95306 Strand 

Start 1 End 

Name OJ000301_08 . 04 07 . CI . o2 . gs Method 

Start * 2846 End 

GI none Score 

Exons 2846.. 3187 



OJ000301_08.0407.C1 

15613 
GENSCAN 
3187 
.97 



Seq. No. 45110 

Gene No. 95306 

Start 1 

Name OJ000301_08 . 04 07 . CI . o3 . gs 

Start 3265 

GI none 

Exons 3265.. 3742, 3931.. 4055, 5165. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_08.0407.C1 

15613 
GENSCAN 
14507 
.78 ■ 



.5427, 5924. .6214, 7665. .8475, 



84 81. .8638, 12236. .12350, 13258. . 13375, 13480. . 13604, 
1418 6. .1424 7, 14 351. .14507 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45110 Seq. ID OJ000301_08 . 0407 . CI 

95306 Strand 

1 End 15613 

OJ000301_08.0407.Cl.o4.gp Method AAT/GAP 

7664 End 8343 

36179_1.R1084 Score 967 

7664.. 7883, 7994.. 8343 

' 4 31437 8/gb | AAD15588 | 9.0e-18 (AC006232) putative lipase 
[Arabidopsis thaliana] >gi_53062 62_gb_AAD4 1994 . 1_AC006233_5 
(AC006233) putative lipase* [Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45110 Seq. ID 

95306 "Strand 
1 End 
OJ000301_08 . 0407 . CI . o5 . gp Method 
11983 . End 

28557_1.R1084 Score 

11983. . 12350, 13258. .13375, 13480 

14351. . 14519, 15003. .15032, 15289 



OJ000301 08. 0407. CI 



15613 
AAT/GAP 
15337 
1611 

13604, 14186. . 14247, 
15337 



46379 



GI Descrip. ' 126896/sp | P1778 3 | MDHM_CITVU 6.0e-95 MALATE "DEHYDROGENASE, 

MITOCHONDRIAL PRECURSOR >gi_31 9831_pir DEPUMW malate 

dehydrogenase (EC 1.1.1.37) precursor, mitochondrial - 
watermelon >gi_18297_emb_CAA~35239_ (X17362) precursor protein 
(AA -27 to 320) [Citrullus lanatus] ' 



OJ000301 08. 0407. CI 



Seq. No. 45110 Seq.- ID 

Gene No. 95306 Strand 

Start 1 End 

Name OJ000301_08 . 0407 . CI . o2 . np Method 

Start 12213 End 

GI 126896 Score 

Exons 12213. .12350, 13258 .. 13375 , 134 80 .. 13604 , 14186 .. 14247, 

14351. .14519, 15003. .15190, 15296 

GI Descrip. MALATE DEHYDROGENASE, MITOCHONDRIAL PRECURSOR 

gi I 319831 1 pir | | DEPUMW malate dehydrogenase (EC 1.1.1.37) 
precursor, mitochondrial - watermelon gi 1 182 97 | emb | CAA35239 . 1 | 
(X17362) precursor protein (AA -27 to 320) [Citrullus lanatus] 



15613 
AAT/NAP 
15556 
1135 
13604, 14186. 
15556 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45110 Seq. ID OJ000301_08 . 04 07 . CI 

95306 Strand 

1 End 15613 

OJ000301_08 . 0407 . CI . o7 . gp Method AAT/GAP 

15086 End 15613 

4009_2.R1084 Score 779 

15086. . 15190, 15296.. 15613 

, 5929964/gb|AAD56659.1| 5.0e-85 (AF180335) malate dehydrogenase 
[Glycine max] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45110 
95306 
1 

OJ000301_08.04 07.Cl.o6.gp 
15087 

4009_2.R1084 
15087. . 15190, 15296.. 15559 

, 5929964/gb|AAD56659.1| 5.0e-85 (AF180335) malate dehydrogenase' 
[Glycine max] 1 



Seq. ID OJ000301_08.0407.C1 
Strand 

End 15613 

Method AAT/GAP 

End 15559 

Score 671 



Seq. No. 45110 

Gene No. 95307 • 

Start 16599 

Name OJ000301_08 . 0407 .CI . ol . tm 

Start 180 

GI none 
Exons 



Seq. ID OJ000301_08.0407.C1 
Strand 

End 22248 

Method TBLASTX: Maize 

End 8165 

Score 179 



180. .392, 181. .375, 473. .526, 474. .623, 475. .624, 478. .624, 
593. .625, 2931. .3089, 2954. .3193, 2972. .3181, 3015. .3194, 
3315. .3404, 3316. .3396, 3397. .3477, 3398. .3469, 3403. .3477, 
.5429, 5922.. 6209, 5923.. 6201, 5928. .6215, 
.6442, 6307. .6456, 6310. .6456, 6410. .6463, 
.7746, 7663. .7746, 7753. .7884, 7754. .7903, 



5114. .5428, 5115. 
6305.. 6358, 6305. 
7635. .7730, 7663. 



7971. .8075, 7996. .8076, 8088. .8165, 8089. .8163 



Seq. No. 45110 Seq. ID 

Gene No. 95307 Strand 

Start 16599 End 

Name OJ000301 08 . 04 07 . CI . o2 . ts Method 



OJ000301_08 . 0407 .CI 
22248 

TBLASTX: Soybean 



46380 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

.Start 

"GI 

Exons 



180 End 6459 

none Score 4 6 

180. .260, 181. .255, 264. .398, 307. .399, 478. .627, 5958. .6080, 
5959.. 6081, 6090.. 6224, 6121.. 6225, 6310.. 6459 



45110 
95307 ' 
16599 

OJ000301_08 . 0407 . CI . o2 . tc 
180 
none 



Seq. ID OJ000301JD8.0407.C1 
Strand 

22248 

TBLASTX: Cress 
8162 
51 



End 

Method 
End 
Score 

180. .395, 210. .350, 214 . . 399, . 4 64 . . 586, 478. .621, 2987. .3166, 
3149. .3193, 3315. .3386, 3316. .3387, 3412. .3465, 3413. .3460, 
5225. .5416, 5922. .6221, 5964. .6215, 5968. .6225, 6310. .6453, 
7750. .7824, 7837. .7884, 7965. .8066, 7996. .8076, 8112. .8162, 
8119. .8148 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45110 
95307 
16599 

OJ000301_08 . 0407 . CI . o3 . ts 
3062 



OJ000301 08. 0407. CI 



none 
3062. 
3419. 
7983. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

3127, 3155. .3193, 3315. .3413, 3316. .3414, 3418. .3474, 
3460, 7750. .7815, 7754. .7816, 7819. .7884, 7847. .7885, 
8075, 7996. .8073, 8104. .8148, 8106. .8162 



22248 

TBLASTX : Soybean 

8162 

100 



45110 
95307 
16599 

OJ000301_08.0407.Cl.o2.tw 
12050 



OJ000301 08. 0407. CI 



none 
12050 
12215 
13255 
13477. .13515 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

12094, 12052. . 12099, 12099 .. 12116, 12195 .. 12218, 
12352, 12218. .12352, 12307 .. 12372, 13234 .. 13374 , 
13374, 13256. .13375, 13256 .. 13375, 13473 .. 13517, 



22248 

TBLASTX: Wheat 

13517 

66 



Seq. No. 45110 
Gene No. 95307 
Start 16599 

Name OJ000301_08 . 0407 . CI . o2 . tm 

Start 12097 
GI none 

Exons 12097. .12138, 12219 .. 12371 , 

13256. .13387, 134 72 .. 13606, 

13482. .13607, 13535 .. 13612 , 

14187. . 14249, 14352 .. 14 519, 

15008. .15031, 15087. .15134, 

15294. .15467, 15299 .. 154 96, 

Seq. No. 45110 

Gene No. 95307 

Start 16599 

Name OJ000301_08 . 04 07 . CI . ol . tc 

Start 12205 

GI none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000301 08. 0407. CI 



22248 

TBLASTX: Maize 
15550 
89 

12225. .12353, 13255. .13374, 
134 77. .13605, 13479 .. 13616, 
14184. .1424 3, 14186 .. 1424 8, 
14353. .14520, 15003. .15032, 
15089. .15190, 15089. .15190, 
1538 6. .15523, 15422. .15550 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_08.0407.C1 
22248 

TBLASTX: Cress 

15476 

96 



46381 



Exons 



12205. .12300, 12210. . 12371, 12225 12353, 13255 .. 13374 , 

13256. .13372, 134 79 13583, 134 80 13581 , 14 18 6 .. 14251, 

14190. . 14252, 14355. .14519, 14356 .. 14520, 15002 .. 15031, 

15003. .15032, 15087. .15134, 15089 .. 15196, 15296 .. 15472 , 
15309. .15476 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45110 
95307 
16599 

OJ00G301_08 . 04 07 . Cl\ ol . ts 
13262 



OJ000301 08. 0407. CI 



none 
13262, 
13479. 
14334 . 
15089. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

13372, 13264. .13374, 13473 .. 13577 , 13477 .. 13569, 
13583, 13480. .13578, 14 18 6 .. 14251 , 14 190 .. 14252, 
14519, 14350. .14520, 15003 .. 15032 , 15087 .. 15134 , 
15196, 15296. .15457, 15312.. 15458 



22248 

TBLASTX : Soybean 

15458 ' 

150 



O t; L£ . LN Vj . 


45110 








95307 








16599 






Name 


OJ000301 08. 0407. CI 


. ol . tw 


Start 


15087 








none 






Exons 


15087. 


.15134, 15089, 


. . ± d ± yyj , 


O C . IN VJ . 


45110 








95307 






oldlL 


16599 






Name 


OJ000301 08. 0407. CI, 


• Oo • qp 


OLdl l 


16257 






GI 


3548929 




Exons 


16257. 


.16778, 16844, 


. .16918, 


oeq . no . 


45110 






Gene No. 


95307 






Start 


16599 






Name 


OJ000301: 08. 0407. CI. 


. 63. tm 


Start 


16586 






GI 


none 






Exons 


16586. 


.16663, 16597. 


, .16662, 




16674. 


.16739, 16676. 


. .16741, 




16838. 


.16927, 16847, 


. .16921, 




17191. 


.17301, 17385, 


. .17471, 




18100. 


.18246, 18237. 


, . 18311, 


Seq. No. 


45110 






Gene No. 


95307 






Start 


16599 






Name 


OJ000301 08. 0407. CI. 


,o5.gs .. 


Start 


16599 




GI 


none 






Exons 


16599. 


.16778, 16844. 


, .16918, 




18102. 


.18322, 18482. 


, .18556, 




20504. 


.20658, 21382. 


, .21488, 


Seq. No. 


45110 






Gene No. 


95307 







Seq. ID OJ000301_08.0407.C1 
Strand 
End 

Method 
End 
Score 



22248 

TBLASTX: Wheat 

15538 

69 



Seq. ID OJ000301_08.0407.C1 
Strand 

End 22248 

Method AAT/GAP 

End 17470 

Score 1352 



Seq. ID 
Strand 
End 

Method 
End 
Score 

16602 

16751 

17184 

17388 

18238 



OJ000301 08. 0407. CI 



22248 

TBLASTX: Maize 
18548 
67 

16670, 16659. . 16739, 
16777, 16806. .16919, 
17300, 17187. .17300, 
17468, 18099. .18254, 
18318, 18456. .18548 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_08.0407.C1 

22248 
GENSCAN 
22248 
. 94 



Seq. ID OJ000301_08.0407.C1 
Strand 



46382 




Start 


16599 


End 


22248 








Name 


OJ000301 08.0407.Cl.o3.np 


Method 


AAT/NAP 








Start 


16602 


End 


18296 








GI 


5103840 


Score 


224 








Exons 


16602. . 16763, 16844 .. 16918, 17187 .. 17329, 18099 


. .18296 




GI Descrip. 


(AC007591) F9L1.38 [Arabidopsis thaliana] 








Seq. No. 


45111 


Seq. ID 


OJ000301_ 


_08. 


,0407, 


,C2 


Gene No. 


95308 


Strand 


+ 








Start 


2553 


End 


4540 








Name 


OJ000301_08 . 04 07 . C2 . o2 . gs 


Method 


GENSCAN 








Start 


2553 


End 


4540 








GI 


none 


Score 


.46 








Exons 


2553. . 2681, 4058 . . 4540 












Seq. No. 


45111 


Seq. ID 


OJ000301_ 


_08. 


0407 . 


,C2 


Gene No. 


95309 


Strand 


+ 








Start 


5971 


End • 


6102 








Name 


OJ000301 08.0407.C2.o3.gs' 


Method 


GENSCAN 








Start 


5971 


End 


6102 








GI 


none 


Score 


.87 








Exons 


5971. . 6102 












Seq. No. 


45111 


Seq. ID 


OJ000301_ 


_08. 


0407. 


C2 


Gene No. 


95310 


Strand 


+ 








Start 


6781 


End 


12036 








Name 


OJ000301 0-8. 0407. C2.o4.gs 


Method 


GENSCAN 








Start 


6781- 


End 


12036 








GI 


none 


Score 


.85 








Exons 


6781. .7488, 7581. .7697, 11388 11477, 


11727. .11937, 


11990. 


Seq. No. 


45111 


Seq. ID 


OJ000301_ 


08. 


0407. 


C2 


Gene No. 


95311 


Strand 


+ 








Start 


14855 


End 


. 17623 








Name 


OJ000301 08.0407.C2.o6.gs 


Method 


GENSCAN 








Start 


14855 


End 


17623 








GI . 


none 


Score 


.75 








Exons 


14855. .14916, 15229 .. 15708, 15892 .. 15960, 17491. 


, .17623 




Seq. No. 


45111 


Seq. ID 


OJ000301_ 


_08. 


0407. 


C2 


Gene No. 


95312 


Strand 










Start 


6939 


End 


13920 








Name 


OJ000301 08.0407.C2.ol.np 


Method 


AAT/NAP 








Start 


6939 


End 


13671 








GI 


5803263 


Score 


580 








Exons 


6939. .7020, 11883. .11962, 


12454 . . 13671 










GI Descrip. 


(AP000399) similar to serine/threonine 


-specific 


protein 


kii 




PK10 precursor (AL021811) 


[Oryza sativa] 








Seq. No. 


45111 


Seq. ID 


OJ000301_ 


08. 


0407. 


C2 


Gene No. 


95312 


Strand 










Start 


6939 


End 


13920 








Name 


OJ000301 08.0407.C2.o5.gs 


Method 


GENSCAN 








Start 


. 12400 


End 


13920 








GI 


•none 


Score 


.88 








Exons 


12400. .13920 













46383 



Seq. No. 45111 Seq. ID 

Gene No. 95313 Strand 

Start 19432 End 

Name OJ000301_08 . 04 07 . C2 . o3 . tm Method 

Start 6973 End 

GI none Score 

Exons 6973.. 7239 



OJ000301_08.0407.C2 
20275 

TBLASTX: Maize 

7239 

209 



Seq. No. 45111 Seq. ID 

Gene No. 95313 Strand 

Start 19432 End 

Name OJ000301_08 . 04 07 . C2 . o2 . ts Method 

Start 6976 End 

GI none Score 

Exons 6976.. 7230 



OJ000301_08.0407.C2 
20275 

TBLASTX : Soybean 

7230 

207 



Seq. No. 45111 

Gene No. 95313 

Start • 19432 

Name OJ000301_08 . 0407 . C2 . ol . ts 

Start 12487 

GI none 

Exons 12487. . 12564, 12 637 .. 12666, 
1284 5. .13048, 1314 4. .13323, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

12760 

13151 



12828, 
13321 



OJ000301_08.0407.C2 
20275 

TBLASTX: Soybean 

13323 

78 

12844 . . 13068, 



Seq. No. 45111 Seq. ID 

Gene No. 95313 Strand 

Start 19432 End 

Name OJ000301J38 . 04 07 . C2 . ol . tc Method 

Start ' : 12763 End 

GI none Score 

Exons 12763. .12840, 12772 .. 12828 , 12836 .. 12985, 12844 

13141. .13299, 13150. .13326, 13181.. 13321 



OJ000301 08. 0407. C2 



20275 

TBLASTX: Cress 
13326 
40 

13062, 



Seq. No. 45111 

Gene No. 95313 

Start 19432 

Name OJ000301_08 . 0407 . C2 . 

Start 12763 

GI none, 

Exons 12763. .12828, 12764, 
13138. .13326 



o2.tm 



Seq. ID 

Strand 

End ' 

Method 

End 

Score 



OJ000301 08. 0407. C2 



20275 . 
TBLASTX: 
13326 ■ 
41 



Maize 



.12829, 12844. .13062, 12845 13063, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45111 
95313 
19432 

OJ000301_08.0407 .C2.ol.tw 

12769 

none 



Seq. ID OJ000301_08.0407.C2 
Strand 
End 

Method 
End 
Score 



20275 

TBLASTX: Wheat 

13068 

89 



127 69. .12828, 12833. . 12 985, 12835. . 13068 



Seq. No. 45111 Seq. ID 

Gene No. 95313 .... . Strand 

Start 19432 ~ End 

Name OJ000301_08 . 0407 . C2 . ol . tm Method 

Start 18489 End 

GI none Score 



OJ000301J38.0407.C2 
20275 

TBLASTX: Maize 

20080 

84 



46384 




Exons 


1 Q/IQQ 1QC:CL'7 IQAQCk 1 QC/I Q 


18500. .18556, 18629. 


1 Q 7 0 £ 
. 1 0 / U O , 






lODJfl. .lo / / 1 , lo Oft U . . J.O / 3 0, 


18828. .18965, 18828. 


. i o y do , 






1 OQ-30 1 OQCf: 1 QQylC 9000R 


19947. .20021, 19988. 


9 0047 






90044 9 0 0 7 9 0 0 4 ^ 900P.0 










Seq. No. 


45111 


Seq. ID 


OJ000301_ 


08.0407 


.C2 


Gene No. 


95313 


Strand 








u Lai L 


1 Q4 ^9 


End 


20275 






lNa.Il.lt; 


O.TOOO^OI Ofl 0407 P9 n7 cs<* 


Method 


GENSCAN 








1 Q4 ^9 ~~ 


End 


20275 






ril 




Score 


.63 








1Q4^9 1Q4ft8 1 QfiQfi IQftSO 


20110. .20275 






Qorr Mo 


45112 


Seq. ID 


OJ000301 


Oft 0407 




Gene No. 


95314 


Strand 


+ 






Start 


1 


End 


4551 








OJ000301 08.0407.C3.ol.np 


Method 


AAT/NAP 








1 


End 


4551 








7339707 


Score 


58 






Exons 


1..111, 1002. .1224, 1824. .1954, 2974.. 


3145, 4524 


4 R M 




P. T Ho G /"* T~ 1 T~"\ 

ol UcotXip. 


(AP001539) hypothetical protein [Oryza 


sativa] 






oeq. in o . 


45112 


Seq. ID 


OJ000301_ 


08.0407 


.C3 


Gene No. 


95314 


Strand 


+ 






Start 


1 


End 


4551 






Name 


OJ000301 08.0407.C3.ol.gs 


Method 


GENSCAN 








529 


End 


3385 






PT 


none 


Score - 


.56 






Exons 


529. .748, 1027. .1190, 1272.. 


1292, 1806 


..I860, 2091. .2259, 




2884.. 2995, 3088.. 3232, 3306 


. .3385 








Seq. No. 


45112 


Seq. ID 


OJ000301_ 


08.0407 


.C3 


Gene No. 


95315 


Strand 


+ 






Start 


4851 


End 


7801 






Name 


OJ000301 08.0407.C3.o2.np 


, Method 


AAT/NAP 






Start 


4851 


End 


7801 






GI ^ 


5042463 


Score 


129 






Exons. 


4851. .4871, 6078. .6268, 6926 


..7081, 7134. .7234, 


7736. .7! 


301 



GI Descrip. (AC007789) unknown protein [Oryza sativa] 



Seq. No. 


45112 








Seq. ID 


OJ000301_08.0407 


.C3 


Gene No. 


95316 








Strand 






Start 


5783 








End 


11733 




Name 


OJ000301 08. 


0407, 


.C3.o2. 


gs 


Method 


GENSCAN 




Start 


. 5783 






End 


11619 




GI 


none 








Score 


.44 




Exons 


5783. .5921, 


6204 , 


. .6262, 


7518. 


.7832, 8118. .8325, 9086. .9 


196, 




9466. . 9565, 


9709, 


. .9830, 


9946. 


.10013, 


11434 . .11619 




Seq. No. 


45112 








Seq. ID 


OJ000301_08.0407 


.C3 


Gene No. 


95316 








Strand 






Start 


5783 








End 


11733 




Name 


OJ000301 08. 


0407, 


.C3.o3. 


np 


Method 


AAT/NAP 




Start 


11421^ 






End 


11733 




GI 


6539588 








Score 


215 




Exons 


11421. .11733 















GI Descrip. (AP000837) hypothetical protein [Oryza sativa] 



46385 




Seq. No. 


45112 


Seq. ID 


OJ000301_08.0407.C3 


Gpnp No 


95317 


JUL Cll l\JL 




Start 


13650 




1 a n fi a 


Name 






I Dijrlo 1 A . DOyiJcan 


Start 


13638 ~~ 


End 


1 4 fift 4 

X *i U O *1 


GI 


none 


Score 


i J X 


Exons 


13638 13898 13935 14084 






Seq. No. 


45112 


Seq. ID 


OJ000301_08.. 0407.C3 


Gene No. 


95317 


Strand 




Start 


13650 


End 


14084 


Name 


OJ000301 08.0407.C3.o4.np 


Method 


AAT/NAP 


Start 


13650 


End 


14084 


GI 


6630685 


Score 


489 


Exons 


13650. .14084 






GI Descrip. 


(AP000969) Similar to copia- 


-type pol polyprotein. (AF105716) 



[Oryza sativa] 





Seq. No. 


45112 




Seq. ID 


OJ000301JD8.0407 






Gene No 


95317 




Strand 








Start 


13650 




End 


14084 






Name 


OJ000101 08 0407 P3 




Method 


TBLASTX: Cress 






Start 


13668 _ 




End 


14033 




■- ~H 


GI 


none 




Score 


84 




t-a? 
ff= 


Exons 


13668. .13913, 13902, 


. .14033 










Seq. No. 


45112 




Seq. ID 


OJ000301_08.0407 


.C3 




Gene No. 


95317 




Strand 








Start 


13650 




End 


14084 






Name 


OJ000301 08. 0407. C3. 


. ol . tm 


Method 


TBLASTX: Maize 




: 


Start 


13668 




End 


14084 






GI 


none 




, Score 


268 






Exons 


13668. .14084, 13678. 


. . 14082 










Seq. No. 


45112 




Seq., JED 


OJ000301_08.0407 


.C3 




Gene No. . 


95317 




■ Strand 








Start 


13650 




End 


14084 






Name 


OJ000301 08. 0407. C3. 


.ol. tw 


Method 


TBLASTX: Wheat 




: ,s 


Start 


13713 




End 


14081 






GI 


none 




Score 


87 






Exons 


13713. .13904, 13713. 


, .13889, 


13908... 14081 






Seq. No. 


45113 




Seq. ID 


OJ000301_08.0407 


.C4 




Gene No. 


95318 




Strand 








Start 


1 




End 


842 






Name 


OJ000301 08. 0407. C4. 


ol . np 


Method 


AAT/NAP 






Start 


1 




End 


842 






GI 


3777527 




Score 


343 






Exons 


1..373, 533.-842 











GI Descrip. (AF053008) gag-pol polyprotein [Glycine max] 



Seq. No. 45113 Seq. ID OJ000301JD8.. 04 07 . C4 

Gene No. 95318 Strand 

Start 1 End 842 

Name OJ000301 J)8 . 04 07 .C4 . ol . tm Method TBLASTX: Maize 

Start 558 End 842 



46386 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 
558. .710, 705. .842, 706. .840 



45114 
95319 
6579 

OJ000301_08.04 07 .C6.o2.gs 

6579 

none 

6579.-6846, 7385. .7692, 7835. 
9040. .9168, 9296. .9499, 9804. 

45114 
95319 
6579 

OJ000301_08.0407 .C6.ol.np 
6582 
5103847 
6582. .6846, 
9804. .10004 



79 



Seq. ID OJ000301_08.0407.C6 

Strand + 

End 10928 

Method GENSCAN 

End 10928 

Score .66 

.7925, 8241.. 8390, 8439.. 8551, ' 
.10004, 10896. .10928 



Seq. ID 
Strand 
End 

Method 
End 
Score 
,8551, 



OJ000301_ 
+ 

10928 
AAT/NAP 
10258 
1565 
9040. .9168, 



08. 0407. C6 



9296. .9499, 



7385.. 7692, 7835 
10139. .10258 

(AC007591) Contains PF| 00561 alpha/beta hydrolase fold 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45114 Seq. ID 

95320 ' Strand 

13420 End 

OJ000301_08 .04 07.C6.o4.gs Method 

13420 End 

none Score 

13420. .13537, 14676. .14710 



OJ000301_08.0407.C6 
+ 

14710 
GENSCAN 
14710 
.81 



45114 Seq. ID OJ000301_08 . 04 07 . C6 

95321 Strand + 

25608 End 28585 

OJ000301_08.0407.C6.o3.np Method AAT/NAP 

25608 End 28512 

4996894 Score 68 

25608. .25658, 28 166 .. 28211, 28393.. 28512 

(AF065164) hyperpolarization-activated, cyclic nucleotide-gated 
channel 2 [Homo sapiens] 



45114 Seq. ID 

95321 Strand 

25608 End 
OJ000301_08.0407.C6.o6.gs . Method 

28322 End 

none Score 
28322. .28585 



OJ000301_08.0407.C6 
+ 

28585 
GENSCAN 
28585 
.72 



Seq. No. 45114 . Seq. ID 

Gene No. 95322 Strand 

Start 29201 End 

Name OJ000301_08 . 0407 . C6 . o2 . gp Method 

Start 29201 End 

GI 'LIB3477-003-P1-K1-E9 Score 

Exons 29201. .29292 

GI Descrip. ' 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 



OJ000301_08.0407.C6 
+ 

29292 
AAT/GAP 
29292 
140 



46387 



S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 45114 Seq. ID 

Gene No. 95323 Strand 

Start 11547 End 

Name OJ000301_08 . 0407 . C6 . o3 . gs Method 

Start 11547 End 

GI none Score 

Exons 11547. .11900 



OJ000301_08.0407.C6 

11900 
GENSCAN 
11900 
.56 



Seq. No. 45114 Seq. ID 

Gene No. 95324 Strand 

Start 15975 End 25308 

Name OJ000301JD8 . 0407 . C6 . o5 . gs Method GENSCAN 

Start 15975 End 25305 

GI none Score .77 

Exons 15975. .16064, 16562 .. 16781, 16891 .. 16913, 17004 

17747. .17828, 17986 .. 18080, 18242 .. 18 628 , 19463 

20732. .20807, 20905 21102 , 21993 .. 22148 , 22533 

22936.-22993, 23173 .. 23538 , 25001.. 25305 



OJ000301 08. 0407. C6 



, 17112, 
,20384, 
,22850, 



Seq. No. 45114 

Gene No. 95324 

Start 15975 

Name OJ000301_08 . 0407 . C6 . o2 . np 

Start 19465 

GI • 7110220 

Exons 19465. .19963, 20000 .. 20384 , 
21530. .21728, 21802 .. 21833, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
20732. .20807, 
21993. .22091, 



OJ000301 08. 0407. C6 



25308 
AAT/NAP 
25308 
3270 

20905. 



.21102, 



22187. .22432, 



22533. .22850, 22 936 .. 22 993, 23173 .. 23538 , 25001 .. 25141, 
25229. .25308 

GI Descrip. (AF207745) AKTl-like potassium channel [Triticum aestivum] 



Seq. No. 45114 Seq. ID OJ000301_08 . 04 07 . C6 

Gene No. 95324 Strand 

Start 15975 -* ' „ End 25308 ' 

Name OJ000301_08 . 0407 . C6 . 61 . gp Method AAT/GAP 

Start 19854 End 21106 

GI 21576_1.R1084 Score 1527 

Exons 19854. .20384, 20732 .. 20807, 20905.. 21106 

GI Descrip. ' 5670155/gb | AF161269 . 1 | AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 



Seq. No. 


45114 








Seq. ID 


OJ000301_08.0407 


.C6 


Gene No. 


95325 








Strand 






Start 


29668 








End 


29752 




Name 


OJ000301 08, 


.0407, 


.C6.06. 


tm 


Method 


TBLASTX: Maize 




Start 


7354 








End 


7578 




GI 


none 








Score 


210 




Exons 


7354. .7578, 


7356, 


. .7577 










Seq. No. 


45114 








Seq. ID 


OJ000301_08.0407. 


..C6 


Gene No. 


95325 








Strand 






Start 


29668 








End 


29752 




Name 


OJ000301 08, 


.0407. 


,C6.o5. 


ts 


Method 


TBLASTX: Soybean 




Start 


7512 








End 


7700 





4 6388 




P T 


none 




Score 


917 
Zl / 




Exons 


7512. .7700, 7513. .7695 








Seq. No. 


45114 




Seq. ID 


OJ000301_08.0407 


.C6 


Gene No. 


95325 




Strand 






Q+- a rf 


29668 




End 


29752 




Name 


OJ000301 08. 0407. C6 


. o4 . ts 


Method 


TBLASTX : Soybean 






8231 




End 


8563 




PT 


. none 




Score 


63 . _ 




Exons 


8231. .8296, 8242.. 8358, 8401 


..8559, 8402.. 8563 




Seq. No. 


45114 




Seq. ID 


OJ000301JD8.0407 


.C6 


Gene No. 


95325 




Strand 






O Lai U 


29668 




End 


29752 




Name 


OJ000301 08. 0407. C6 


o3 . tc 


Method 


TBLASTX: Cress 




O Lai. L 


8344 




End 


8572 




pr 


none 




Score 


125 




Ej AUi 1 CJ 


8344. .8553, 8401. .8532, 8402 


. .8572 






o c q • in cj . 


45114 




Seq. ID 


OJ000301_08.0407 


.C6 


Gene No-. 


95325 




Strand 






Start 


29668 




End 


29752 




Name 


OJ000301 08. 0407. C6 


o5 . tm 


Method 


TBLASTX: Maize 




Q LalT L. 


8421 




End 


9118 




PT 


none 




Score 


226 




Exons 


8421. .8564, 8422. .8565, 8423 


..8563, 9037.. 9096, 9039.. 9095 




9098. .9118 










Seq. No. 


45114 




Seq. ID 


OJ000301._08.0407 


.C6 


Gene No. 


95325 




Strand 








29668 




End 


29752 




Name 


OJ000301 08. 0407. C6 


o3. ts 


Method 


TBLASTX : Soybean 




Cf 3 y-4- 

oLarL 


9305 




End 


9881 




PT 


none 




Score 


273 




Exons 


9305.;. 9499, 9328.. 9492, 9804 


. .9881 






o e q . ln o . 


45114 




Seq. ID 


OJ000301_08.0407 


.C6 


bene lno . 


95325 




Strand 






O Lalt 


29668 




End 


29752 




Name 


OJ000301 08. 0407. C6 


ol . tm 


Method 


TBLASTX: Maize 




Start 


19485 




End 


20946 




GI 


none 




Score 


134 






19485. .19553, 19492. 


. 19668, 


19492. .19665, 19657. .19707, 






19658. .19699, 19736. 


. 19936, 


19753. .19935, 19996. .20208, 






20006. .20386, 20011. 


.20385, 


20092. .20265, 20720. .20806, 






20733. .20828, 20734. 


.20808, 


20741. .20836, 20900 .. 2094 4 , 






20905. .20946 










o e q . no. 


45114 




Seq. ID 


OJ00.0301_08.0407 


.C6 


bene lno . 


95325 




Strand 






Start 


29668 




End 


29752 




Name 


OJ000301 08. 0407. C6. 


ol. tc 


Method 


TBLASTX: Cress 




Start 


19498 




End 


25095 




GI 


none 




Score 


90 




Exons 


19498. .19581, 21536. 


.21694,^ 


21536. .21703, 21993 .. 22091 , 






22000. .22089, 22131. 


.22325, 


22184 . .22327, 22328 .. 224 32 , 






22329. .22433, 22524. 


.22859, 


22539. .22850, 22543 .. 22851, 





46389 





999^0 ?^nni 999^1 


90QQC 


22939. .23001, 23275 23541, 






20077 9^S40 94964 










OCLJi IN {J ■ 


45114 




Seq. ID 


OJ000301_08.0407 






95^95 
y »j j j 




Strand 






Start 


29668 




End 


29752 




Name 


OJ000301 08. 0407. C6. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


20107 




End 


21682 . 




VJ 1 


none 




Score 


93 






20107 20268 20203 


20385 


20258. .20392, 20730 20807 , • 






20731 20808 20900 


2107 3 


20905. .21075, 21530 .. 21 682 , 






21537 21680 










Seq. No. 


45114 




Seq. ID 


OJ000301_08.0407 


.C6 


Gene No. 


95325 




Strand 






Start 


29668 




End 


29752 




Name 


OJ000301 08 0407 C6 




Method 


TBLASTX: Cress 




Start 


20140 ~~ 




End 


21093 




GJ 


none 




Score 


129 




DAWl Jo 


20140 20364 20900 


2107 6 


20905. .21093 




Cp/f Kin 


4 51 1 4 




Seq. ID 


OJ000301_08.0407 


* ^0 


Gene No. 


95325 




Strand 






Start 


29668 




End 


29752 




Name 


0.70003(11 08 0407 Cf> 


O ^ f~ TTI 


Method 


TBLASTX: Maize 




^ rt- 


90946 ™~ 
u _? *± u 




End 


21722 




riT 
ox 


n on o 




Score 


193 




DAUilo 


9094 6 91107 90947 


91111 
. X X X X , 


20948. .21112, 21527. .21721, 






915^4 91799 












45114 




Seq. ID 


OJ000301_08.0407 


r£ 
. ^0 


Gene No. 


95325 




Strand 






Start 


29668 




End 


29752 




Name 


OJ000301 08 0407 C6 


0 1 • t w 


Method 


TBLASTX: Wheat 




Start 


21539 _ 




End 


22108 




GI 


none 




Score 


240 






21 539 21727 21 54 0 


9179ft 


21540. .21731, 21805. .21834, 






21808 21834 21983 


. 22108 , 


21993. .22091 




Seq. No. 


45114 




Seq. ID 


OJ000301_08.0407 


.C6 


Gene No. 


95325 




Strand ■ 






Start 


29668 




End 


29752 




IN CliUC 


O.TOOO^OI OR 0407 P6 


O ft fm 
(JO. t — ILL 


Method 


TBLASTX: Maize • 




O L. CI -L l_ 


91 975 _ 




End 


22318 




GI 


none 




Score 


93 




R von q 


91 975 990ftfi 99000 


990ft ^ 


22187. .22318 




O C ^ * LN KJ . 


4 5114 

*± J X X *i 




Seq. ID 


OJ000301_08.0407 




Gene No. 


95325 




Strand 






Start 


29668 




End 


29752 




Name 


OJ000301 08. 0407. C6. 


ol . ts 


Method 


TBLASTX: Soybean 




Start 


22020 




End 


22668 




GI 


none 




Score 


72 




Exons 


22020. .22085, 22020. 


.22091, 


22021. .22089, 22131 .. 22433, 






22184. .22432, 22533. 


.22667, 


22537. .22668 




Seq. No. 


45114 




Seq. ID 


OJ000301_08.0407 


.C6 



46390 




Gene No. 


95325 




Strand 












End . 


29752 




Name 


UUUUUjUI UO.UfiU/.^O 




Method 


TBLASTX: Maize 










End 


22692 






none 




Score 


181 




Exons 


99^9R 994^9 99R94 


. . Z Z O .7 J- , 


22543. .22692, 22570.. 22692 




Seq. No. 


45114 




Seq. ID 


OJ000301_08.0407 


■ C6 


Gene No. 


95325 




Strand 






O L. Qi C 


99668 




End 


29752 






o.ionn^oi or 0407 


• U D • L, o 


Method 


TBLASTX: Soybean 




OLCll L 


9966R _ 

UUO 




End 


22856 






I lvji 1" 




Score 


47 






9966R 99794 9966Q 


99704 


22722. .22856, 22726. .22854 




Seq. No. 


45114 




Seq. ID 


OJ000301_08.0407 


.C6 


Gene No. 


95325 




Strand 






u Ldi. L 


U v O 




End 


29752 






o.tooo^oi or 0407 r6 


/I 

. 04 . till 


Method 


TBLASTX: Maize 






996Q9 ~" 




End 


23375 






none 




Score 


126 




Exons 


996Q9 99RRQ 99fiQ^ 


99R M 


22930. .23001, 23277.. 23375 




O C q . IN \J . 


4 R T 1 4 

4 Jill 




Seq. ID 


OJ000301_08.0407 




Gene No. 


95325 




Strand 






Start 


29668 




End 


29752 




LNctlUC 


o.tooo^oi or 0407 r6 




Method 


TBLASTX: Wheat 






99Q^0 ~ 




End 


23481 






none 




Score 


48 




Exons 


99Q^0 99QQR 9^1^^ 


O TO -3/1 
. . Z OZ >3 ft , 


23165. .23374, 23217 .. 23396, 






9^9R6 9^R7 9^*376 


9?4R0 


23377. .23481, 23380. .23481 




o tr • ln tj . 


4 R 1 1 4 




Seq. ID 


OJ000301_08.0407 


n £ 


Gene No . 


95325 




Strand 






Start 


29668 




End 


29752 




Name 


OJ000301 08. 0407. C6. 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


. 23376 




End 


25272 . 




GI 


none 




Score 


128 




Exons 


23376. .23513, 23376, 


. .23513, 


23377. .23514, 23377 23514 , 






23378. .23518, 24973, 


. .25134, 


25013. .25102, 2508 6 25121 , 





25255. .25272 



Seq. No. 45114 Seq. ID OJ000301_08 . 0407 . C6 

Gene No. 95325 Strand 

Start 29668 End 29752 

Name OJ000301_08 . 04 07 . C6 . o3 . gp Method AAT/GAP 

Start 29668 End 29752 

GI LIB3477-003-P1-K1-E9 Score 151 

Exons 29668.. 29752 

GI Descrip. ' 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 45115 

Gene No. 95326 

Start 2103 

Name OJ000301_08 . 04 07 . C7 . ol . gs 



Seq. ID OJ000301_08.0407.C7 

Strand + 

End 3187 

Method GENSCAN 



46391 



C 4- -j 


oi no 


iii no 


jlo / 








C1T 
o± ■ 


none 


Score 










CjAUI 1 0 


^.J-UO. . 1 -? J/ X U *s • .oxo/ 












Seq. No. 


45115 


Seq. ID 


OJ000301 


08. 


.0407 


.C7 


Gene No. 


95327 


Strand 


+ 








Start 


3968 


FnH 


4 90*3 

*± £. \J O 








Name 




L it; L llvJCi 


(^FMQr' AM 


- 






Start 


*J Zf \J V 




A 90 "3 
H £ U J 








GI 


none 


^ O O T*0 


7 








DAUl 1 D 


"3968 4108 41 c iQ 420*3 












Qpn No 


45115 


Seq. ID 


n tooo^oi 

KJO UUU Jul 


oa 


04 07 


pi 


Gene No. 


95328 


Strand 










Start 


6367 


End 


8040 








Name 


OJ000301 08.0407.C7.ol.np 


Method 


A AT /MA P 








Start 


6367 


End 


P040 

O U u 








GI 


6907086 


Score 










F" von <3 


6367.. 6816, 7047.. 7199, 7258.. 8*040 












(AP001129) hypothetical protein [Oryza 


sat i va J 








Qf^ri Mo 


45115 


Seq. ID 


UJUUUjUI 


OQ 
Uo . 


U4l U / . 


. L / 


Gene No 


95329 


Strand 










Start 


8123 


End 


8314 








Name 


OJ000301 08.0407.C7.o2.gp 


Method 


AAT/GAP 








O U d J. L. 


8123 


End 


8314 








r;T 

O -L 


5667165 


Score 


364 










8123. .8314 














5670155/gb|AF161269. 1 IAF1612 69 4 ,0e-8 6 


Oryza sativa subsp. 




japonica BAC clone 34K24, 


complete sequence 










45115 


Seq. ID 


OJ000301_ 


08. 


0407. 


C7 


Gene No. 


95330 


Strand 










Start 


8747 


End 


9701 








Name 


OJ000301 08.0407.C7.o2.np 


Method 


AAT/NAP 








OLal L 


8747 


End 


9701 








GI 


4680186 


Score 


189 








pvnn s 

i— 1 HO 


8747.. 9162, 9639. .'9701 














(AF111709) unknown [Oryza 


sativa subsp, 


, indica] 








Seq. No. 


45116 


Seq. ID 


OJ000301_ 


08. 


0407. 


C9 


Gene No. 


95331 


Strand 


+ 








Start 


44 


End 


527 








Name 


OJ000301 08.0407.C9.ol.gs 


Method 


GENSCAN 








O Ldi. L 


44 


End 


527 








GI 


none 


Score 


.76 








F von q 


44. .110, 400. .527 












Q^rr Mo 


45116 


Seq. ID 


OJ000301_ 


08. 


0407. 


C9 


Gene No . 


95332 


Strand 










Start 


1 


End 


489 








Name 


OJ000301 08.0407.C9.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


489 








GI 


7489803 


Score 


181 








Exons 


1. .489 












GI Descrip. 


pol protein homolog - maize retrotransposon Opie 


-2 







gi|3645899|gb|AAC49502.1| (U68408) 5' end not determined 



46392 



experimentally [Zea mays] 

Seq. No. 45117 

Gene No. ■ 95333 

Start 212 

Name OJ000221_03 . 0403 . C2 . ol . tm 

Start 1 

GI none 
Exons 



Seq. ID OJ000221_03.0403.C2 
Strand 

End 7034 

Method TBLASTX : Mai ze 

End 4696 . 

Score 180 



1..237, 2. .184, 262. .318, 263. .313, 631. .759, 633. .761, 
633. .758, 738. .809, 740. .814, 742. .816, 757. .816, 920. .973, 
974. .1120, 1008. .1121, 1008. .1121, 3058. .3135, 3065. .3136, 
3065. .3139, 3066. .3182, 3067. .3141, 3919. .4008, 3920. .4009, 
3921. .4010, 3921. .4055, 3922. .4017, 4068. .4226, 4084. .4224, 
4087. .4227, 4088. .4225, 4592. .4696, 4593. .4685, 4597. .4686, 
4598. .4687 



Seq. No. 45117 

Gene No. 95333 

Start 212 

Name OJ000221_03 . 0403 . C2 . ol . gs 

Start 212 

GI none 
Exons 



OJ000221 03. 0403. C2 



Seq. ID 

Strand 

End 7034 
Method GENSCAN 
End 7034 
Score .78 

212. .224, 264. .310, 633. .835, 925. .1118, 2341. .2526, 3066. .3139 
3924. .4011, 4085. .4224, 4598. .4684, 5368. .5481, 5572. .5694, 
5744.. 5865, 5905.. 6114, 6968.. 7034 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45117 Seq. ID 

95333 Strand 

212 End 

OJ000221_03 . 0403 . C2 . ol . np Method 

600 End 

4263821 Score 



OJ000221 03. 0403. C2 



7034 
AAT/NAP 
6082 
823 

.4011, 4085. 



4224, 



600. .835, 934. .1118, 3066. .3139, 3924 
5333. .5481, 5572. .5655, 5744. .5841, 5905. .6082 
(AC006067) hypothetical protein [Arabidopsis thaliana] 



45117 • Seq. ID 

95333 Strand 

212 End 

OJ000221_03.0403.C2.ol.gp Method 

730 End 

LIB3432-012-P1-K1-G5 Score 
730.. 835, 925. .1118, 3066. .3139, 3924. 



OJ000221_03.0403.C2 

7034 
AAT/GAP 
4032 
828 
.4032 



' 4263821/gb | AAD154 64 | 2.0e-16 (AC006067) hypothetical protein 
[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



45117 
95333 
212 

OJ000221_03. 0403.C2.ol.tc 

3921 

none 

3921. .4016, 3921. .4082, 4081. 
4592.. 4696, 4593.. "4700, 5365. 

45117 
95333 



Seq. ID 

Strand 
End 

Method 
End 
Score 



OJ000221 03. 0403. C2 



7034 

TBLASTX: Cress 
5458 
68 

.4227, 4087. .4224, 4125. .4229, 
.5457, 5369.. 5458 



Seq. ID OJ000221_03.0403.C2 
Strand 



'46393 



C3 



o Lai L 


919 






T?n^ 




Name 


otooo991 03 


U4UJ . . Ol . 


iw- 


full /«v +- \*\ 

we Lfioa 


TUT Zi CTV « TX7K a ts +- 


o LaiL 


3 991 ~ 






cjna 


A 1 A Q 
ft 1 fi y 




n on o 
nunc 






Score 


1 


P 1 von q 


3991 4043 


3999 403ft 


3993 


4 07 9 4 


054 41 4Q 40£Q A 1 A Q 


O C ^ • LN \J ■ 


4 5117 






c Arr t n 

jci^ . x u 


D.T000991 03 0403 P9 


fZe^Tnct No 
UCllC IN u ■ 


95333 
^ j j 






Strand 




Start 


212 






End 


7034 


Name 


OJ000221 03. 


0403.C2.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


3921 






End 


6086 


(IT 


n on ^ 
nunc 






Score 


47 


F! yon 


3991 4 019 


3999 3996 


4 0ft 1 


.4227, 4 


084. .4224, 4124. .4225, 




4599 470? 


S365 5394 


*j o o y . 


.5496, 5530. .5658, 5573. .5656, 




5744 


5745 5810 


5906 


.6085, 5925.. 6086 


Spa No 


45117 






Seq. ID 


OJ000221_03.0403.C2 


Hpnp Mo 


'95333 

_7 J J J J 






Strand 




Start 


212 






End 


7034 


Name 


OJ000221 03. 


0403.C2.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


54 37 






End 


6005 


(IT 


n on o 
nunc 






Score 


79 


P v o n q 


5437 R49fi 


5437 549(1 


S4 4 9 

J *i *1 ^ • 


.5495, 5530. .5658, 5531. .5656, 




5744 SftOfi 


5745 5R1 9 


57 9fi 


.5819, 5906. .5959, 5907. .6005, 




5Q7n fioo^ 












4 5117 






Seq. ID 


OJ000221_03.0403.C2 




95333 






Strand 




Start 


212 






End 


7034 


Name 


OJ000221 03. 


0403.C2.o2. 


gp 


Method 


■ AAT/GAP 


Start 


5732 






End 


6150 


GI 


3061057 






Score 


544 


Exons 


5732. .5820, 


5905. .6150 








GI Descrip. 


4263821/gb|AAD15464| 2. 


Oe-16 


(AC006067) hypothetical protei: 




[Arabidopsis 


thaliana] 











Seq. No. 


45118 




Seq. ID 


OJ000221_ 


_03.0403.C3 


\J 


Gene No. 


95334 




Strand 








Start 


445 




End 


1780 






Name 


OJ000221 03.0403.C3.ol. 


gs 


Method 


GENSCAN 




h a? 


Start 


445 




End 


1780 






GI 


none 




Score 


.52 






Exons 


445. .536, 1613. .1780 












Seq. No. 


45119 




Seq. ID 


OJ000221_ 


_03.0403.C4 




Gene No. 


95335 




Strand 


+ 






Start 


1344 




End 


5659 






Name 


OJ000221 03.0403.C4.ol. 


np 


Method 


AAT/NAP 






Start 


1344 




End 


5659 






GI 


7106508 




Score 


129 






Exons 


1344. .1374, 2932. .3230, 


3284 . 


.3381, 3458. .3556, 


5633. .5659 




GI Descrip. 


(AP001278) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


45119 




Seq. ID 


OJ000221_ 


_03.0403.C4 




Gene No. 


95335 




Strand 


+ 






Start 


1344 




End 


5659 






Name 


OJ000221 03.0403.C4.ol. 


gp 


Method 


AAT/GAP 





46394 





O 4 > v- 4- 

otart 


d u y j 


End 


5540 




bl 


uo-osticypi / jdUodi 


. Score 


892 




Exons 










GI Descrip. 


4 z d Joz 1 /go | aaui o4 b4 i z.ue- lb 


(AC006067) hypothetical protein 






LHiaDiaopsis unaiianaj 








Seq. No. 


45120 


Seq. ID 


(JJUUUZZ1 Uo.U4UJ.Cb 




Gene No. 


95336 


Strand 


+ 






61 


End 


O "7 "7 Q 
Z / / O 




Name 


OJ000221 03.0403.C5.ol.gs 


Method 






C+- y~f- 


61 


End 


2778 




C T 


none 


Score 


.95 




I* 1 V S~\ T"\ C 

CjXOhS 


61.. 91, 1222.. 1283, 1931.. 2133, 2363. 


. Z 4 DZ , Z OU / . . Z / / O 




Seq. No. 


45120 


Seq. ID 


UJUUUZZ1 Uo.U4Uo.L3 




Gene No. 


95336 


Strand 


+ 




Of a T-+- 


61 


End 


otto 

Z / / 8 




Name 


OJ000221 03.0403.C5.ol.gp 


Method 


PJ\ 1 / bAr 






1221 


End 


1 A £L 1 
14 Dl 




PT 


2428749 


Score 


Z H O 




17* v y*\ r*\ 

.Lxons 


1221. .1283, 1370. .1461 








beq. wo. 


45120 


Seq. ID 


OJ000221_03.0403.C5 






95337 


Strand 


+ 




Start 


1180.1 


End 


12045 


-pi. 


Name 


OJ000221 '03.0403.C5.o3.gp . 


Method 


AAT/GAP 




OtdlL 


11801 


End 


12045 




bl 


8022 1.R1084 


Score 


322 




Exons 


11801. .12045 








GI Descrip . 


■ 50914 96/dbj | AB023482 . 2 | AB023482 3.0e- 


-37 Oryza sativa genomic 


SJ 




DNA, chromosome 6, clone P0680A03, complete sequence' 


I hi 


oeq. no . 


45120 


Seq. ID 


OJ000221_03.0403.C5 




Gene No. 


95338 


Strand 






Start 


3622 


End 


8323 




Name 


OJ000221 03.0403.C5.o2.gs 


Method 


GENS CAN 


Li ■ 




3622 


End 


.8323 . ' 




ol 


none 


Score 


.87 




Exons 


3622. .3730, 4229. .4317, 4411.. 


.4620, 4700. .4829, 4914. .5084, 






5920. .6042, 6134.. 6238, 6975.. 


.7744, 8192. .8323 




oeq . no . 


45120 


Seq. ID 


OJ000221_03.0403.C5 




bene no . 


' 95338 


Strand 






Start 


3622 


End 


8323 




Name 


OJ000221 03.0403.C5.ol.np 


Method 


AAT/NAP 




Ct- a rf 
O l ax U 


4296 


End 


7651 






2505874 


Score 


1339 




Exons 


4296. .4620, 4700. .4829, 4914.. 


5084, 5920. .6042, 6134. .6238, 






6975. .7369, 7483.. 7651 








GI Descrip. 


(Y1277.6) putative kinase [Arabidopsis 


thaliana] 




Seq. No.. 


45120 


Seq. ID 


OJ000221_03.0403.C5 




Gene No. 


95338 


Strand 






Start 


3622 


End 


8323 




Name 


OJ000221 03.0403.C5.o2.gp 


Method 


AAT/GAP 




Start 


4503 


End 


6013 




GI 


20801 1.R1084 


Score 


933 



46395 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4503. .4620, 4700. .4829, 4914. .5084, 5920. .6013' 
, 2505874/emb|CAA73303| 1.0e-75 (Y12776) putative kinase 
[Arabidopsis thaliana] ' 



45120 
95339 
13517 

OJ000221_03.0403.C5.ol.tm 
4126 
none 

4126. .4191, 4146 
4392. .4559, 4411 
4697. .4828, 4907 
4961.. 5083, 4972 



Seq. ID OJ000221_03.0403.C5 
Strand 

End 17525. 
• Method TBLASTX: Maize 
End 6038 
Score 50 
4190, 4225. .4293, 4232. .4294, 4297. .4317, 
4623, 4426. .4623, 4695. .4826, 4697. .4828, 
4975, 4908. .4982, 4911. .4982, 4932. .5057, 
5085, 4979. .5086, 5904. .6038, 5904. .6038 



Seq. No. 45120 

Gene No. 95339 

Start 13517 

Name OJ000221_03 . 0403 . C5 . ol . tc 

Start 4411 

GI none 
Exons 



Seq. ID OJ000221_03.0403.C5 
Strand 
End 

Method 
End 
Score 



17525 

TBLASTX: Cress 

4817 

74 



4411. .4623, 4457. .4519, 4700. .4816, 4701. .4817 



fl Seq. No. 45120 

"I Gene No. 95339 

It Start 13517 

y - Name ■ OJ000221_03 . 0403 . C5 . ol . 

?y Start 4420 

p GI none 

|j Exons 4420. .4476, 4453.. 4632, 
4748.. 4831, 4907.. 5083, 

I* 5905. .6045, 5927.. 6046, 

- Seq. No. 45120 

fj Gene No. 95339 

ij Start 13517 

sT Name OJ000221_03 . 0403 . C5 . ol . 

?;1 Z Start ' 4 697' 

GI none 

□ Exons 4697. .4828, 4725. .4820, 

Seq. No. 45120 

Gene No. 95339 

Start 13517 

Name OJ000221_03 . 04 03 . C5 . o2 . 

Start 4907 

GI none 

Exons 4907.. 5083, 4908.. 5057, 
5957. .6046, 6133. .6240, 

Seq. No. . 45120 

Gene No. 95339 

Start 13517 

Name OJ000221_03 . 04 03 . C5 . o3 . 

Start 6133 

GI none 

Exons 6133.. 6240, 6133.. 6240, 



Seq. ID OJ000221_03.0403.C5 
Strand 

End 17525 
ts Method TBLASTX: Soybean 

End 6273 

Score 107 
4453. .4623, 4695. .4829, 4697. .4828, 
4908. .5057, 4916. .5083, 5904. .6044, 
5928. .6047, 6133. .6273, 6134. .6241 

Seq. ID OJ000,221_03.0403.C5 
Strand 

End 17525 

tw Method ...TBLASTX : Wheat 

End 5083 
Score 51 
4907. .5083, 4914. .5057, 4979. .5077 

Seq. ID OJ000221_03.0403.C5 
Strand 

End 17525 

tc Method TBLASTX : Cress 

End 6241 

Score 143 
5904. .6044, 5922. .6047, 5941. .6045, 
6140. .6241 

Seq. ID OJ000221_03.0403.C5 
Strand 

End 17525 

tm Method TBLASTX : Maize 

End 7208 

Score 107 
6134. .6241, 6964. .7095, 6965. .7132, 



46396 



6974. .7147, 6981. .7154, 7113. .7148, 7160. .7195, 7161. .7208 



Qprr NO 


45120 




Seq. ID 


UUUUUt*. J. 






Hpno Ma 

IJC11C L V \_/ . 


95339 




Strand 








Start 


13517 




End 


1 7 S 

X f J C. J 






Name 


OJ000221 03. 0403. C5 


. o3 . tc 


Method 


J. DJj/lO J. /\ • 


Cress 




Start 


6968 




End 


7220 






GI 


none 




Score 


IIS 

X X J 






Exons 


6968.. 7126, 6974.. 7180, 7122.. 7220 








Seq. No. 


45120 




Seq. ID 


0,100099 1 








95339 




Strand 








Start 


13517 




End 


1 7 R 

X f «J *J 






Name 


OJ000221 03. 0403. C5 


. o3 . ts 


Method 


TRT.A^TY * 

i. D XxfT-O 1 A . 






Start 


6977 




End 


7 1 4 7 




GI 


none 




Score 


99 






1—1 LU 


6977. .7147 












Seq. No. 


45120 




Seq-. ID 


OJ000221 


_03.0403. 


.C5 


Gene No. 


95339 




Strand 








Start 


13517 




End 


17525 






Name 


OJ000221 03. 0403. C5. 


. o4 . qp 


Method 


AAT/GAP 






9t 3 rt- 


13504 




End 


14308 






O J. 


24037 1.R1084 




Score 


636 






P.vnn 1 ? 

i_j v/i HO 


13504. .13646, 14023, 


. .14123, 


14208. . 14308 








•3702338 1.0e-38 (AC005397) 


unknown protein [Arabidopsis 




thaliana] 1 












Seq. No. 


45120 




Seq. ID 


OJ000221 


_03.0403. 


C5 


Gene No. 


95339 




Strand 








Start 


13517 




End 


17525 






Name 


OJ000221 03. 0403. C5. 


, o4 . gs 


Method 


GENSCAN 






Start 


13517 




End 


17482 






GI 


none 




Score 


.61 - 






I~J ./V W 1 IO 


13517. . 13646, 14023. 


, .14123, 


14208. .14330, 15334 


. .15457, 






15809. .15950, 16028. 


, . 16173, 


16677. .16779, 16901 


. .16962, 






17015. . 17085, 17366. 


, . 17482 










Seq. No. 


45120 




Seq. ID 


OJ000221 


J)3.0403. 


C5 




95339 




Strand 








Start 


13517 




End 


17525 






Name 


OJ000221 03. 0403. C5. 


o2 . np 


Method 


AAT/NAP 






Start 


13520 




End ' 


16935 






GI 


3702338 




Score 


817 








13520. .13646, 14023. 


. 14123, 


14208. .14330, 14435 


. . 14549, 






14628. .14712, 15019. 


.15059, 


15141. .15187, 15334 


. .15411, 






15516. .15575, 15670. 


.15723, 


15874. .15950, 16028 


. .16183, 






' 16909. . 16935 












GI Descrip. 


(AC005397) unknown protein 


[Arabidopsis 


; thaliana] 




Seq. No. 


45120 




Seq. ID 


OJ000221_ 


_03.0403. 


C5 


Gene No. 


95339 




Strand 








Start 


13517 




End 


17525 






Name 


OJ000221 03. 0403. C5. 


o2. ts 


Method 


TBLASTX: Soybean 




Start 


14044 




End 


14659 






GI 


none 




Score 


69 






Exons 


14044 . . 14124, 14046. 


. 14123, 


14205. . 1428 


5, 14205 


. .14327, 





46397 



14206. .14322, 14435 14548 , 14439 14570, 14 4 69 14570, 
14606.. 14659 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45120 Seq. ID 

95339 Strand 

13517 End 

OJ00022 1_03 . 0403 . C5 . o2 . tm Method 

14046 End 

none Score 



OJ000221_03.0403.C5 
17525 

TBLASTX: Maize 

14583 

70 



1404 6. .14123, 1404 7. .14124, 14047. .14124, 14 079. . 1412 6, 
14205. .14333, 14205. . 14 330, 14206. . 14 34 0, 14 206. .14 331, 
14432. .14575, 14433 .. 14558 , 14434. .14583 



45120 
95339 
13517 

OJ000221_03.0403.C5.o5.gp 
15010 

LIB3474-010-P1-K1-H10 
15010. .15187, 15334. .15411, 
'3702338 2.0e-15 (AC005397) 
thaliana] 1 



Seq. ID 

Strand 

End 

Method 
End 

Score ... 



OJ000221_03.0403.C5 

17525 
AAT/GAP 
15591 
538 



15516. .15591 

unknown protein [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons" 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45120 Seq. ID 

95339 Strand 
13517 End 
OJ000221_03 . 0403 . C5 . 06 . gp Method 
16652 " End 
4681_1.R1084 Score 
16652. .17085, 17366.. 17525 

' 2 632252/emb | CAA73067 | 4 . Oe- 
[Sorghum bicolor] ' 

45121 Seq. ID 

95340 Strand 
8898 End 
OJ000221_03.0403.C6.o2.gs Method 
8898 ' End 
none Score 
8898.. 9216, 9286. .9365 



OJ000221_03.0403.C5 

17525 
AAT/GAP 
17525 
925 



18 (Y12464) serine/threonine kinase 



OJ000221_03.0403.C6 
+ 

9378 

GENSCAN . . 

9365 

.62 



.Seq- No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45121 Seq. ID 

95340 Strand 

8898 End 

OJ000221_03. 0403.C6.o2.np Method 

9080 End 

5870598 Score 
9080.. 9213, 9319.. 9378 

(Y14809) beta-carotene hydroxylase [Lycopersicon esculentum] 



OJ000221_03.0403.C6 
+ 

9378 
AAT/NAP 
9378 
190 



45121 
95341 
1 

OJ000221_03. 04 03.C6.ol.gp 
1 

4681 1.R1084 



Seq. ID OJ000221_03.0403.C6 
Strand 

End 8206 

Method AAT/GAP 

End ' 1445 

Score 1013 



1..66, 176. .463, 733. .902, 1335. .1445 



46398 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 2632252/emb | CAA73067 | 4.0e-18 (Y12464) serine/threonine kinase 
[Sorghum bicolor] 1 



45121 
95341 
1 

OJ000221_03.04 03.C6.ol.np 

r 

6692106 



Seq. ID OJ000221_03.0403.C6 
Strand 

End 8206 

Method AAT/NAP 

End 2839 

Score 525 

1.-47, 176. .492, 729. .952, 1357. .1397, 1556. .1629, 1714. .1813, 
1948.. 2114, 2221.. 2305, 2762.. 2839 
(AC007764) F22C12.25 [Arabidopsis thaliana] 



45121 
95341 
1 

OJ000221_03 . 04 03 . C6 . ol . tm 
175 



OJ000221 03. 0403. C6 



.8206 

TBLASTX: Maize 

2870 

75 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
175. .222, 175. .216, 177. .248, 205. .465, 341. .472, 342. .464, 
343.-465, 365.-487, 723. .809, 731. .802, 733.-822, 808. .906, 
809. .922, 810. .908, 1323. .1421, 1336. .1449, 1339. .1425, 
1545. .1637, 1560. .1631, 1565. .1639, 1713. .1793, 1714. .1815, 
1715.. 1837, 2031.. 2117, 2035.. 2115, 2036.. 2119, 2201.. 2302, 
2206.. 2307, 2216.. 2278, 2223.. 2312, 2754.. 2870, 2762.. 2839 



45121 
95341 
1 

OJ000221_03.04 03.C6.ol.gs 

176 

none 



Seq. ID OJ000221_03.0403.C6 
Strand 

End 8206 

Method GENSCAN 

End 8206 

Score . 68 

1650, 1714. .1841, 



176. .463, 733. .902, 1335. .1425, 1563. 
2035. .2114, 2221. .2305, 2762. .2894, 6691. .6866, 7096. .7452, 
7959. .8041, 8077. .8206 



Seq. ; ^o; ' 


45121 








Seq. ID 


OJ000221 


_03.0403.C6 


Gene No. 


95342 








Strand 






Start 


9104 








End 


9378 




Name 


OJ000221 03. 


.0403. 


C6.ol. 


tc 


Method 


TBLASTX : 


Cress 


Start 


9104 








End 


9377 




GI 


none 








Score 


147 




Exons 


9104 . .9223, 


9105. 


.9218, 


9320. 


.9376, 9321.. 9377 




Seq. No. 


45121 








Seq. ID 


OJ000221 


_03.0403.C6 


Gene No. 


95342 








Strand 






Start 


9104 








End 


9378 




Name 


OJ000221 03, 


,0403. 


C6.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


9104 








End 


9378 




GI 


none 








Score 


162 




Exons 


9104 . .9217, 


9105. 


.9218, 


9268. 


.9378, 9305. .9376, 


9312. . 9377 


Seq. No. 


45122 








Seq. ID 


OJ000221 


_03.0403.C7 


Gene No. 


95343 








" Strand 


+ 




Start 


1 








End 


1785 




Name 


OJ000221 03. 


,0403. 


C7.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


1773 





46399 



GI 


5870600 


Score 


554 






i— in V_/l I o 


1..157, 1091. .1216, 1340. .1396, 1696.. 


1773 






GI Dpsfrio 

J- 1^ O \wT -L. -1- k-' * 


(Y14810) beta-carotene hydroxylase [Lycopersicon esculentum] 


Seq. No. 


45122 


Seq. ID 


OJ000221_03. 


.04*03. 


,C7 


Gene No. 


95343 


Strand 


+ 






Start 


1 


End 


1785 






Name 


OJ000221 03.0403.C7.ol.gs 


Method 


GENSCAN 






Start 


14 


End 


1785 






GI 


none 


Score 


. 98 






Exons 


14. .157, 1091. .1216, 1340. .1396, 1696. 


.1785 






Seq. No. 


45122 


Seq. ID 


OJ000221_03. 


0403. 


C7 


Gene No. 


95344 


Strand 


+ 






Start 


2980 


End 


4658 






Name 


OJ000221 03.0403.C7.o2.gs 


Method 


GENSCAN 






Start 


2980 


End 


4502 






GI 


none 


Score 


.69 






Exons 


2980.. 3441, 3575.. 3775, 4167 


. .4502 








Seq. No. 


45122 


Seq. ID 


OJ000221_03. 


0403. 


C7 


Gene No. 


95344 


Strand 


+ 






Start 


2980 


End 


4658 






Name 


GJ000221 03.0403.C7.o2.gp 


Method 


AAT/GAP 






Start 


3123 


End 


4658 






GI 


904 1.R1084 


Score 


1911 






Exons 

l_j \y 1 1 0 


3123.. 3441, 3575.. 3775, 4167. 


. .4658 








GI Descrip . 


'3777600 1.0e-131 (AF095708) 


SOS ribosomal protein 


L5 [Oryza 




sativa] ' 










Sea No 


45122 


Seq. ID 


OJ000221_03. 


0403. 


C7 


Gene No. 


95344 


Strand 


+ 






Start 


2980 


End 


4658 






Name 


OJ000221 03.0403.C7.o2.np 


Method 


AAT/NAP 






Start 


3136 


End 


4499 






GI 


3777600 - 


Score 


1356 






Exons 


3136. .3441, 3575. .3775, 4167 


. .4499 








GI Descrip. 


(AF095708) 50S ribosomal protein L5 [Oryza ■ sativa] 






Seq. No . 


45122 


Seq. ID 


OJ000221_03. 


0403. 


C7 


Gene No. 


95345 


Strand 


+ 






Start 


4722 


End 


5133 






Name 


OJ000221 03.0403.C7.o3.gp 


Method 


AAT/GAP 






Start 


4722 


End 


5133 






GI 


37628 1.R1084 


Score 


737 






Exons 

1+J \y 1 1 k^J 


4722. .5133 










GI Descrip . 


•3738338 6.0e-ll (AC005170) ] 


putative polygalacturonase 






[Arabidopsis thaliana] 1 










Seq. No. 


45122 


Seq. ID 


OJ000221_03. 


0403. 


C7 


Gene No. 


95346 


Strand 


+ 






Start 


12457 


End 


15997 






Name 


OJ000221 03.0403.C7.o5.gs 


Method 


GENSCAN 






Start 


12457 


End 


15997 






GI 


none 


Score 


.5 






Exons 


12457. .12491, 12541 .. 12912, : 


13268. .13287, 13996 .. 14450, 





15827. .15997 



46400 





Seq. No. 


45122 


Seq. ID 


OJ000221_03.0403.C7 




Qgiie j^o b 


95347 


U l~ J_ Gil 






Start 


1677 


End 


2023 




Name 


OJ000221 03 0403 C7 ol an 




aat /nap 




Start 


1677 ~~ 


End 


2023 




GI 


none 


Score 


\J -J ^3 




Exons 


1677 . . 2023 








Seq. No. 


45122 


Seq. ID 


OJ000221_03.0403.C7 




Gene No. 


95348 


Strand 






Start 


4833 


End 


8792 




Name 


OJ000221 03.0403.C7.o3.np 


Method 


AAT /NAP 




Start 


4827 


End 


8792 




GI 


6850840 


Score 


1262 




Exons 


4827. .5515, 5614. .5684, 578 


10. .5954, 6067. .6187, 7341. .7565, 






8676. .8792 








GI Descrip. 


(AL132962) putative protein [Arabidopsis- thaliana] 




Seq. No. 


45122 


Seq. ID 


OJ000221_03.0403.C7 




Gene No. 




Strand 






Start 


4833 


End 


8792 




Name 


OJ000221 03.0403.C7.o3.gs 


Method 


GENS CAN 




Start 


4833 


End 


7779 


S3 


GI 


none 


Score 


.9 


fft 


IT von 


4833. .5515, 5614. .5774, 578 


0..5954, 6067. .6187, 7341. .7643, 


f J 




7756. .7779 






rl 


Seq. No. 


45122 


Seq. ID 


OJ000221_03.0403.C7 




Gene No. 




Strand 






Start 


4833 


End 


8792 




Name 


OJ000221 03.0403.C7.o4.gp 


Method 


AAT /GAP 


; is? 


Start 


5445 


End 


6215 


3: 


GI 


uC-osflcyp08 6g06bl 


Score 


779 




Exons 


5445. .5515, 5614. .5684, 578 


0..5954, 6067. .6215 


^ E 


GI Descrip. 


'3738338 9.0e-52 (AC005170) 


putative polygalacturonase 






[Arabidopsis thaliana] 1 








Seq. No. 


45122 


Seq. ID 


OJ000221_03.0403.C7 




Gene No. 


95348 


Strand 




f-i 
s,. 


Start 


4833 


End 


8792 




Name 


OJ000221 03.0403.C7.o5.gp 


Method 


AAT /GAP 




Start 


7466 


End 


7998 




GI 


none 


Score 


805 




Exons 


7466. .7643, 7756. .7998 








Seq. No. 


45122 


Seq. ID 


OJ000221_03.0403.C7 




Gene No. 


95349 


Strand 






Start 


17752 


End 


18657 . 




Name 


OJ000221 03.0403.C7.o3.tm 


Method 


TBLASTX*: Maize 




Start 


1 


End 


1398 




GI 


none 


Score 


275 




Exons 


1..165, 2. .157, 1090. .1212, 


1091. .1219 


, 1094. .1216, 1337. .1396, 






1337. .1396, 1339. .1398 








Seq. No. 


45122 


Seq. ID 


OJ000221_03.0403.C7 




Gene No. 


95349 


Strand 





46401 



Start 
Name 
Start 
GI 

Exons 



17752 

OJ000221_03. 0403.C7.o3.ts 
1 

none 

■1..165, 2. .157, 1090. .1218, 
1351. .1401 



End 18657 
Method TBLASTX : Soybean 
End 1401 
Score 260 
1091. .1219, 1337. .1396, 1337. .1396, 



Seq. No. 45122 

Gene No. 95349 

Start 17752 

Name OJ000221_03 . 04 03 . C7 . o4 . tc 

Start 5 

GI none 

Exons 5. .157, 7. .165, 1090. .1218, 
1342. .1398 



Seq. ID OJ000221_03.0403.C7 
Strand 
End 

Method 
End 
Score 
1091. .1219, 



18657 

TBLASTX: Cress 

1398 

239 

1337. .1396, 1342, 



1398, 



Seq. No. 45122 

Gene No. . 95349 

Start 17752 

Name OJ000221_03 . 0403 . C7 . o5 . tm 

Start 3109 

GI none 

Exons 3109.. 3198, 3135.. 3194, 3294, 
3355. .3453, 3572. .3613, 3574, 



Seq. ID 
Strand 
End - 
Method 
End 
Score 

.3443, 3324 
,3609 



OJ000221 03. 0403. C7 



18657 

TBLASTX: Maize 
3613 
77 

,3443, 3325. .3444, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45122 
95349 
17752 

OJ000221_03.04 03.C7.o2.tc 

3324 

none 

3324. .3443, 3325. .3444, 3551, 
4166. .4351, 4167. .4421, 4431. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000221 03. 0403. C7 



18657 

TBLASTX: Cress 
4504 
116 

3793, 3563. .3664, 3574. .3780, 
4502, 4445. .4504 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45122 
95349 
17752 

OJ000221_03.0403.C7 .o2.ts 

3324 

none 

3324. .3443, 3325. .3444, 3349. 
3574. .3807, 4164. .4475, 4167. 

45122 
95349 
17752 

OJ000221_03.04 03.C7.o2.tm 

3616 

none 

3616. .3807, 3617. .3778, 3625. 
4169. .4492, 4562. .4603 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000221 03. 0403. C7 



18657 

TBLASTX: Soybean 
4502 
134 

3444, 3572. .3793, 3572. .3604, 
4496, 4181. .4495, 4479. .4502 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000221_03.0403.C7 
18657 

TBLASTX: Maize 

4603 

211 



,3792, 4164. .4496, 4167. .4487, 



Seq. No. 45122 Seq. ID 

Gene No. 95349 Strand 

Start 17752 End 

Name OJ00022 1_03 . 04 03 . C7 . o4 . tm ' Method 

Start 4833 End 



OJ000221_03.0403.C7 
18657 

TBLASTX: Maize 
5009 



46402 




(IT 
\3 X 


none 








Score 


0 *5"7 

1 J / 


F von c; 


4ft^^ sooq 


4 ft "34 
fi O O 4 


S001 








Seq. No. 


45122 








Seq. ID 


OJ000221_03.0403.C7 


Gene No. 


95349 
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otooo99i o^ 040^ pr 

UUUUUZZl UJ.UftUO.bO 


. 04 . tS 


Method 


TBLASTX : Soybean 






9^Q1 A ~ 




End 


24345 




p t 


none 




Score 


315 




Exons 


9^Q1 4 94^4^ 9^Q61 


94104 

. . Z fl J. U 4 / 


24141. .24311 




Seq. No. 


45123 




Seq. - ID 


OJ000221_03.0403. 


,C8 


Gene No. 


95357 




Strand 












' End 


31333 




Name 


pi~rooo99i o^ 040^ pr 


.ob. tm 


Method 


TBLASTX: Maize 




C 4- a r*f 


9 4 fl 1 9 — 




End 


24456 




P T 


none 




Score 


274 




iitXorio 


94019 94966 9401 ^ 

Z4Ult . . Z fl Z O O , Z.4U1 J < 


9 4 9 67 

• • Z 1 Z D / , 


24048. .2421 


34, 24288. .24419, 






949RQ 944^9 944^0 


9 4 4^6 
» . Z fl fl 3 D 








Seq. No. 


45123 




Seq. ID 


OJ000221_03.0403. 


■ C8 


bene wo . 


• Q c; o c 7 




Strand 








9 67 64 
Z 0 / Ofl 




End 


31333 •:■ - 




Name 


01000991 o^ 04 0^ pa 


nQ ft., 


Method 


TBLASTX: Wheat 




Cf a r-+- 
OLdl L 


94 9 Q4 ~~ 

Z ft Z " ft 




End 


24580 




± 


none 




Score 


270 




TP \7 /"V 


949Q4 94^71 949QR 
Z1Z!?4 . . / I, Z *iZ ? J , 


9 4^76 
. . Z fl Z) ' O , 


24304 . .24579, 24482. .24580 




Seql No. 


45123 




Seq. ID 


OJ000221J33.0403. 


,C8 




J J / 




Strand 






o I. air l 


9 67 64 
■ ZO / DI 




End 


31333 




Name 


Pi 7000991 0^ 04m PR 


/^6 f c 
,OD. Lb 


Method 


TBLASTX : Soybean 




Cf -3 r f 

o car t 


9 4 R7 1 _ 

Z4 J / 1 , 




End 


24959 




pt 

o J. 


none 




Score 


86 




IT 1 v /~\ e? 


94^71 9467R 94R7Q 
Z4 J / 1 . • Z ft O / D , Z1 D f J . 


94QCQ 
. . Z fl ^ o ;? , 


24715. .24957 




Seq. No. 


45123 




Seq. ID 


OJ000221__03.0403. 


,C8 




QC o c 7 
" J J J / 




Strand 






Cf a vf 


9 67 64 
ZD / DI 




End 


31333 




Name 


01000991 0^ 040^ PR 
UUUUUZZ1 Uj.U4Uj.bO. 


. Oj . tW 


Method 


TBLASTX: Wheat 




Cf a -rf 

o car t 


z fi o o u 




End 


25002 




pt 

bl 


none 




Score 


415 




Exons 


94 c >ft0 9^009 94 c iftR 
Z fl O 0 U . . ZjUUZ, Z4O00 . 


94 QQ9 
, . Z fl y :?Z 








Seq. No. 


45123 




Seq. ID 


OJ000221_03.0403. 


C8 


Gene No. 


95357 




Strand 






Start 


26764 




End 


31333 




Name 


OJ000221 03. 0403. C8'. 


olO. tm 


Method 


TBLASTX: Maize 




Start 


24633 




End 


24906 




GI 


none 




Score 


121 




Exons 


24633. .24803, 24643. 


.24804, 


24808. .24906, 24840. .24905 





46410 




Seq. No. 


4 5123 


■i* - 


Seq. ID 


OJ000221_03.0403 


.C8 


UCllC ViKJ • 


QS?^ * 




Oil ClI 1U 






O LctX L 


967 64 




FnH 


?i ??? 




KT ^ TTl o 


0.7000991 0? 040? PR 


ol 1 1" w 
• (J X. X ■ LW 


Mot - oH 


TDT 7\ QTY . Whoaf 
I D±jf\0 ± A . Wllcal. 






2S018 — 




FnH 


9 R?1 7 




GI 


none 




OL.UI \Z 


1 ?4 

X J *i 




Pyrin c: 


2S018 251S2 2S177 


2R?1 7 








Seq. No. 


45123 




Seq. ID 


OJ000221_03.0403 


.C8 


"JCliC LN iw" . 


95357 




Strand 






oiai L 


267 64 




End 


31333 




1NCL1UC 


D.T000221 0? 040? PR 


■ o4 . tm 


Method 


TBLASTX: Maize 




o L. a i. L- 


2 c i?1 4 ~~ 

J J J. *1 




End 


25677 




GI 


none 




Score 


445 






2 R?1 4 2^62^ 2S?1 *i 


2^6?R 


25629. .25676, 25630.. 25677 




Seq. No. 


45123 




Seq. ID 


OJ000221_03.0403 


.C8 


OCI1C IN (J. 






Strand 






O f- 3 r +- 
oiai l 


267 64 




End 


31333 




Mama 


D.T000221 0? 040? PR 


■ 04 . tW 


Method 


TBLASTX: Wheat 




OLdL L 


9S?90 "~ 




End 


25709 






none 




Score 


419 






9R?90 9S6?1 9^?91 


2 R707 


25516. .25707, 25662. .25709 




Seq. No. 


45123 




Seq. ID 


OJ000221_03.0403 


.C8 


Gene No. 


95357 




Strand 






Start 


26764 




End 


31333 




Name 


O.7000991 0? 040? PR 


ol 9 fm 


Method 


TBLASTX: Maize 




O L- Cl J. U 


9S77Q _ 




End 


26052 




GI 


none 




Score 


91 






2S77Q 9SRR6 9S7R0 


9SR7R 


258 69. .2594 3, 25873. .25956, 






9SQ66 960S9 










Seq. No. 


45123 




Seq. ID 


OJ000221_03.0403 


.C8 


Gene No. 


95357 




Strand 






Start 


267 64 




End 


31333 




Name 


O.T00 09 21 0? 04 0? PR 


. ob . tw 


Method 


TBLASTX: Wheat 




Start 


2SR22 ~" 




End 


26436 




GI 


•pi c\n o 




Score 


272 




F! von ^ 


2SR22 261 00 2 c iR42 


9 S Q?1 


25983. .260! 


34, 26155. .26313, 






262QQ 264?6 










Seq. No. 


45123 




Seq. ID 


OJ000221J)3.0403, 


.C8 


f^ci n p> Mo 


y +j j +j f 




Strand 






o Lai i_ 


2 67 64 




End 


31333 






O.T000221 0? 040? PR 




Method 


TBLASTX: Maize 




OLal L 


2 61 64 ~~ 




End 


26397 




GI 


n on o 




Score 


152 




F von q 


26164 26?1 6 262QR 


9 6?Q6 


26296.. 26397 




Seq. No. 


45123 




Seq. ID 


OJ000221_03.0403. 


.C8 


Gene No. 


95357 




Strand 






Start 


26764 




End 


31333 




Name 


OJ000221 03. 0403. C8. 


. o7 . gs 


Method 


GENSCAN 




Start 


26764 




End 


31142 




GI 


none 




Score 


.71 





46411 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26764. .27212, 27285.-27389, 274 62 .. 27651 , 27727 .. 27914 , 
27989.-28347, 28 429 28586, 28805 .. 29728 31131 3114 2 



45123 Seq. ID 

95357 Strand 
26764 End 
OJ000221_03 . 0403 . C8 . o3 . np Method 
2 67 67 End 
6691716 Score 

26767. .27212, 27285 .. 274 01, 

28061. .28347, 28429 .. 28607, 



OJ000221_03.0403.C8 

31333 
AAT/NAP 
29689 
2331 



27552. .27651, 27727 .. 27915 , 
28805. .29689 
(AP000492) hypothetical protein [Oryza sativa] 
gil 6691717 | dbj |BAA89397.1| (AP000570) hypothetical protein 
[Oryza sativa] 



45123 Seq. ID 

95357 Strand 

26764 End 
OJ000221JD3 . 0403 . C8 . olO . tw Method 

29279 End 

none Score 
29279. .-29569 



OJ000221_03.0403.C8 
31333 

TBLASTX: Wheat 

29569 

209 



£3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



p Seq. No. 

\.j Gene No. 

t l Start 

r ^ Name 

■•^ Start 

□ GI 

[;3 Exons 



45123 Seq. ID OJ000221_03 . 04 03 . C8 

95357 Strand 

26764 End- 31333 

OJ000221_03 . 0403 . C8 . 08 . gp Method AAT/GAP 

31025 End 31333 

5816559 Score 1 525 

31025. .31333 

4680178/gb|AF111709.1 IAF111709 1.0e-108 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



45124 Seq. ID 

95358 Strand 

195 End 

OJ000221_03 . 0403 . C9 . ol . gs Method 

195 End 

none Score 

195. .255, 1719. .1837, 2814. .3017, 3034, 
4602. .5026 



OJ000221_03.0403.C9 
+ 

5026 
GENSCAN 
5026 
.53 

.3141, 3878. .3936, 



Seq. No. 45125 Seq. ID OJ000221 

Gene No. 95359 Strand + 

Start 3238 . End 4636 

Name OJ000221_03 . 04 03 . C10 . o2 . gs Method GENSCAN 

Start 3238 End 4489 

GI none Score . . 82 

Exons 3238.. 4122, 4268.. 4489 



03. 0403. C10 



Seq. No. 45125 Seq. ID OJ000221 

Gene No. 95359 Strand + 

Start 3238 End 4636 

Name OJ000221_03 . 0403 . C10 . o2 . np Method AAT/NAP . 

Start 3238 End 4131 

GI 5902448 Score 1501 



03. 0403. C10 



46412 



Exons 



3238. .4131 



ill 
fll 



OX L/C O O X X J^J • 




\j x x j 


r Or* \/ *7 a 


sativa] 








Seq. No. 


45125 








Seq. ID 


OJ000221 03. 


0403 


.C10 


Gene No. 


95359 








Strand 








Start 


3238 








End 


4 636 






Name 


OJ000221 03 


. 0403 


.C10 . o3 


.np 


Method 


AAT /NAP 






Start 


4211 _ 








End 


4636 






GI 


5902447 








Score 


310 






tt von 


4211 4636 
















Dp qrrin 


(AB030283 ) 


orf 4 


[ Ory za 


sativa] 








Seq. No. 


45125 








Seq. ID 


OJ000221_03. 


0403 


.C10 


Gene No. 


95360 








Strand 








Start 


1 








End 


4301 






Name 


OJ000221 03 


.0403 


.ClO.ol 


.np 


Method 


AAT /NAP 






Start 










End 


4301 






GI 


5902444 








Score 


2544 








1 . . 69, 924 . 


.2897 


, 4281. 


.4301 










vj -L L/ c; o *w J- x £j * 


( AB030283 ) 


GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


45125 








Seq. ID 


OJ000221_03. 


0403 


.C10 


(Zpnp No 


95360 








Strand 








O l_ CI X u 


1 
x 








End 


4301 










.0403 


.ClO.ol 


.gs 


Method 


GENSCAN 






u Lai L 


_? j _? 








End 


2887 






O X 


nnn o 








Score 


.42 






LiAUiliJ . 


Zf ^> * • 11 JJ; 


1211. 


.1680, 


1835. . 


,2673, 2714. .2887 






Seq. No. 


45125 








Seq. ID 


OJ000221_03. 


0403 


.C10 


flpnp Mo 


95360 








Strand 








Start 


1 








End 


4301 






Name 


OJ000221 03 


.0403 


.ClO.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1572 ~~ 








End 


1990 






GI 


none 








Score 


95 






p, von s 


1 5'7 2 17 09 


1759 


. .1989, 


1763. 


.1990 








Seq. No. 


45125 








Seq. ID 


OJ0002"21_03. 


0403, 


.C10 


Gene No 


95360 








Strand 








Start 


1 








End 


4301 






Name 


OJ000221 03 


.0403 


.C10.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


3331 _ 








End 


3648 






GI 


none 








Score 


221 






P. v o n 

uau no 


3331 3648 


3498 


. .3647 












Seq. No. 


45126 








Seq. ID 


OJ000221_03. 


0403, 


.Cll 


Gene No. 


95361 








Strand 


+ 






Start 


1 








End 


1184 






Name 


OJ000221 03 


.0403 


.Cll.ol 


.np . 


Method 


AAT /NAP 






Start 


1 








End 


1184 






GI 


6691716 








Score 


955 






Exons 


1..223, 298 


. .400, 


, 550.. 


663, 737.. 1184 








GI Descrip. 


(AP000492) ] 


hypothetical 


protein [Oryza 


sativa] 







gi I 6691717 I dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 



45126 



Seq. ID OJ000221_03. 0403. Cll 



46413 



Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



95361 Strand + 

1 * End 1184 

OJ000221_03 . 0403 . Cll . ol . gs Method GENSCAN 

23 End 1147 

none Score .83 
23. .175, 298. .487, 737. .1147 



45127 
95362 
93 

OJ000221_03.0403.C12.ol .gs 
93 

none 

93. .906, 1080. .1426, 1526. .1629, 2057. .3156, 3253. .3655, 
3725. .4010, 4578. .4670 



Seq. ID OJ000221_03.0403.C12 
Strand 

End 5063 

Method GENSCAN 

End 4 67 0 

Score . 61 



45127 
95362 
93 

OJ000221_03.0403.C12.ol.np 
96 

5902445 
96. .3173 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ000221_03.0403.C12 
Strand 

End 5063 

Method AAT/NAP 

End 3173 

Score 4851 



45127 
95362 
93 

OJ000221_03.04 03.C12.o3.tw 

105 

none 



Seq. ID OJ000221_03.0403.C12 
Strand 

End 5063 

Method TBLASTX : Wheat 

End 719 

Score 7 6 



105. .236, 228. .719, 436. .558, 613. .699 



45127 
95362 
93 

OJ000221_03.0403.C12.o4.tm 

144 

none 



Seq. ID OJ000221_03.0403.C12 
Strand 

End 5063 

Method TBLASTX : Mai ze 

End 407 

Score 87 



144. .245, 172. .246, 225. .407, 226. .285 



45127 
95362 
93 

OJ000221_03.04 03.C12.o5.tm 

489 

none 



Seq.. ID OJ000221_03.0403.C12 

Strand ' - 

End 5063 

Method TBLASTX : Mai ze 

End 7 62 

Score 45 



489. .575, 585. .668, 598. .672, 655. .762, 663. .761 



45127 
95362 
93 

OJ000221_03.0403.C12.o5.tw 

834 

none 



Seq. ID OJ000221_03.0403.C12 
Strand 

End 5063 

Method TBLASTX : Wheat 

End 1220 

Score 73 



834. .1025, 834. .1091, 910. .1086, 1067. .1219, 1071. .1220 



46414 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45127 
95362 
93 

OJ000221_03/04 03.C12.ol- tm 

864 

none 



Seq. ID OJ000221_03.0403.C12 

Strand - 

End 5063 

Method TBLASTX : Mai ze 

End 1219 

Score 128 



8 64. .911, 903. .107 6, 904. .1086, 1067. .1219, 1071. .1205 



45127 
95362 
93 

OJ000221_03. 0403.C12.o7.tw 

1400 

none 

1400. .1663, 1460. .1630, 1524, 



Seq. ID OJ000221_03.0403.C12 
Strand 

End 5063 

Method TBLASTX : Wheat 

End 1663 

Score 59 
.1658 



Seq. No. 45127 

Gene No. 95362 

Start 93 

Name OJ000221_03 . 04 03 . C12 . o2 . ts 

Start . 1566 

GI none 
Exons 



Seq. ID OJ000221_03.0403.C12 
Strand 

End 5063 

Method TBLASTX : Soybean 

End 1953 

Score 121 



1566. .1814, 1568. .1810, 1737. .1817, 1849. .1953, 1850. .1945 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45127 
95362 
93 

OJ000221_03.0403.C12.o4.tw 

1664 * ■ 

none 



Seq. ID OJ000221_03.0403.C12 
Strand 

End 5063 

Method TBLASTX : Wheat 

End 2091 

Score 120 



1664. .1810, 1665. .1811, 1670. .1822, 1834. .2091, 1841. .2074 



45127 
95362 
93 

OJ000221_03.0403.C12.o2.tm 

2067 

none 



Seq. ID OJ000221_03.0403.C12 
Strand 

End 5063 

Method TBLASTX: Maize 

End ..2511 

Score * 128 



2067. .2093, 2091. .2234, 2256. .2510, 2256. .2510, 2257. .2511 



45127 
95362 
93 

OJ000221_03.0403.C12.ol . ts 

2178 

none 



Seq. ID OJ000221_03.0403.C12 
Strand 

End 5063 

Method TBLASTX : Soybean 

End 2570 

Score 103 



2178. .2570, 2247. .2546, 2419. .2562 



Seq. No. 45127 

Gene No. 95362 

Start 93 

Name OJ000221_03 . 04 03 . C12 . o2 . tw 

Start 2233 

GI none 

Exons 2233.. 2613, 2238.. 2657 



Seq. ID OJ000221_03.0403.C12 
Strand 

End 5063 

Method TBLASTX : Wheat 

End it ■ 2657 

Score ' 263 



Seq. No. 



45127 



Seq. ID OJ000221 03.0403.C12 



46415 




Gene No. 


95362 








Strand 
















- Lnu 


jUdj 




Name 




0 4 0 ^ 


. L/X^ . OJ 


. LIU 


Method 


i oixRo i a . Maize 






91 AO ~ 








TT n rl v ■ 






PT 


none 








Score 


1 R R 
±03 




F 1 von c; 


9749 ^DQR 


2752 


^0S7 










Seq. No. 


45127 








Seq. ID 


OJ000221_03.0403 


.C12 


Gene No. 


95362 








Strand 






O Lai L 


93 








Hi 1 1U 


JUDJ 




LNO.IUC 


0.7000991 


040^ 

. U4UJ 


PI 9 n1 
. \* L4, • OX 


. L W 




1 DLir\o 1 a . wneau 




O Lai L 


9779 ~ 










^99ft 
JZZO 




yj x 


none 








Score 


97 R 




LiAvlliJ 


9779 1991 


977 ^ 


^99ft 










Seq. No. 


45127 • 








Seq. ID 


OJ000221_03.0403 


.C12 


Gene No. 


95362 








Strand 






Start 


93 








Hi 1 1 Li 






Mamo 
ln chug 




040^ 


p.i 9 
i^IZ.Oj 


. IS 




1 DbHo 1 a . ooyoean 




J Lul L 


o J 










?i ftp 






none 








Score 


i ^4 






9fl9^ 9QR7 


9 Q64 

Z3D1 , 


?1 ftp 










Seq. No. 


45127 








Seq. ID 


OJ000221_03.0403 


.C12 


Gene No. 


95362 








Strand 






O L. d. J- u 










End 


5063 




Name 


O T00099 1 0^ 


040^ 


pi 9 ^ £ 

, LIZ . OO , 


. LW 


Method 


TBLASTX: Wheat 






"39 9 p ~~ 








End 


3905 




PT 
OX 


none 








Score 


161' 




Hi A(_>1 1 0 




^ 4 4 P 
O 4 4 0 . 


. . O 0 0 ft , 




.3680, 3729. .3905 




O • Ln L/ . 


4 R 1 97 








Seq. ID 


OJ000221_03.0403 


pi 9 

.Liz 


Gene No. 


95362 








Strand 






Start 


93 








End 


5063 




Name 


OJ000221 • 03 


.0403. 


,C12.o2. 


.np 


Method 


AAT/NAP 




Cf art 

O Lul L 


3240 








End 


4003 




GI 


5902444 








Score 


1114 






3240. .4003 














ox UcaLlip ( 


(AB030283) GAG-POL precursor 


[Oryza sativa] 






45127 








Seq. ID 


OJ000221_03.0403 


. Li Z 


Gene No. 


95362 








Strand 






Start 


93 








End 


5063 




Name 


OJ000221 03, 


.0403. 


C12.o3. 


,np 


Method 


AAT/NAP 




OLdi L 


4170 








End 


5063 




\J X 


6983857 








Score 


410 




Hi 1 o 


4170. .4470, 


4533. 


.4603, 


4635. 


.5063 






OX UcjLII^i 


(AP001168) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


45128 








Seq. ID 


OJ000221_03.0403, 


.C13 


Gene No. 


95363 








Strand 


+ 




Start 


8544 








End 


8787 




Name 


OJ000221 03. 


.0403. 


C13.o3. 


np 


Method 


AAT/NAP 




Start 


8544 








End 


8787 




GI 


4584355 








Score 


191 





Exons 8544.. 8787 

GI Descrip. (AC006420) Ac-like transposase [Arabidopsis thaliana] 

464.16 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000221 03.0403.C13 



5211 
AAT/NAP 
5211 
: 193 



Seq. No. . 45128- 
Gene No. 95364 
Start 1 

Name OJ000221_03 . 04 03 . C13 . o2 . np 

Start 1 
GI 5922631 

Exons 1.-.19, 2723.. 2895/ 5183.. 5211 

GI Descrip. (AP000492) ESTs C26347 (C12145 

region of the predicted gene. 

retrotransposon Cinful-1. (AF049110) [Oryza sativa] 

gi I 6016864 |dbj |BAA85207.1| (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



,AU078074 (C12145) correspond to a 
similar to prpol; Zea mays 





Seq. No. 


45128 


Seq. ID 


OJ000221 01 0401 




Gene No. 


95364 


Strand 






Start 


1 


End 


5211 




Name 


OJ000221 03.0403.C13.ol.gs 


Method 


GENSCAN 




Start 


32 


End 


4159 




GI 


none 


Score 


. 75 




Exons 


32. .478, 1725. .1882, 2725.. 


2925, 3720. 


1810 4096 41 SQ 




Seq. No. 


45128 


Seq. ID 


ojooo??i oi 0401 


Si* 


Gene No. 


95364 


Strand 






Start 


1 


End 


5211 




Name 


OJ000221 03.0403.C13.ol.np 


Method 


AAT/NAP 




Start 


424 


End 


1862 




GI 


6907088 


Score 


1079 




Exons 


424. .815, 1312. .1549, 1725. 


. 1862 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


: e£ 


Seq. No. 


45128 


Seq. ID 


OJ000221_03.0403 




Gene No. 


95365 


Strand 






Start 


5639 


End 


7691 




Name 


OJ000221 03-.0403.C13.o2.gs- 


Method 


GENSCAN 


r ~* 


Start 


5639 


End 


7691 




GI 


none 


.Score 


.99 


tJ 


Exons 


5639. .5695, 6968. .7245, 7388. .7691 






Seq. No. 


45128 


Seq. ID 


OJ000221JD3.0403 




Gene No. 


95366 


Strand 






Start 


9083 


End 


9857 




Name 


OJ000221 03.0403.C13.ol.tm 


Method 


TBLASTX: Maize 




Start 


7381 


End 


7650 




GI 


none 


Score 


95 



Exons 7381.. 7470, 7386.. 7478, 7566.. 7649, 7567.. 7650 



Seq. No. 45128 Seq. ID 

Gene No. 95366 Strand 

Start 9083 End 

Name OJ000221 JD3 . 04 03 . CI 3 . o3 . gs Method 

Start 9083 ■ End 

GI none Score 

Exons 9083.. 9088, 9340.. 9501, 9627.. 9857 



OJ000221_03.0403.C13 

9857 
GENSCAN 
9857 
.75 



46417 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000221_03.0403.C14 
+ 

3524 
GENSCAN 
3163 
.71 



45129 Seq. ID 

95367 Strand 

61 End 
OJ000221_03 . 0403 . C14 . ol . gs Method 

61 End 

none Score 

61.. 331, 1602.. 1683, 2737.. 3163 

45129 Seq. ID 

95367 Strand 
61 End 
OJ000221_03 . 04 03 . C14 . ol . np Method 
94 End 
6358788 Score 
94. .196, 310. .331, 1449. .1505, 1602. .1683, 2314. .2409, 
2518. .2642, 2737. .2755, 2843. .2977, 3014. .3070 
(AC010852) unknown protein [Arabidopsis thaliana] 



OJ000221_03.0403.C14 
+ 

3524 
AAT/NAP 
3070 
838 



45129 
95367 
61 

OJ000221_03.0403.C14 .ol.gp 
1538 

29167_1.R1084 

1538.. 1592, 1619.. 1683, 2314 
'3451072/emb|CAA204 68 .1 
[Arabidopsis thaliana] 1 



Seq. ID OJ000221_03.0403.C14 
Strand + 
End 3524 
Method AAT/GAP 
End 3524 
Score 1727 

.2409, 2518. .2642, 2843. .3524' 
2.0e-35 (AL031326) putative protein 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45129 
95368 
3695 

OJ000221_03.0403.C14.o2.gs 

3695 

none 

3695.". 3782, 4118. .4228, 4657. 
8558. .8678, 8878. .9213 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000221_03.0403.C14 

9213 
GENSCAN 
9213 
. 68 



,4790, 5040. .5171, 5708. .5901, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45129 Seq. ID OJ000221_03 . 0403 . C14 

95368 ' Strand . - 

3695 End 9213 

OJ000221_03. 04 03.C14 .o2.gp Method AAT/GAP 

4234 End 9036 

40_1.R1084 Score 2406 

4234. .4547, 4657. .4790, 5040. .5171, 5708. .5901, 8558. ,9036 

, 4887620/dbj IBAA77823.il 1.0e-104 (AB007629) homeoboxgene 

[Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



45129 
95368 
3695 

OJ000221_03. 0403.C14 .o2.np 
4656 
4887620 
4656. .4790, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000221_03.0403.C14 

9213 
AAT/NAP 
8684 
941 



5040.. 5171, 5708.. 5901, 8558..8'684 



(AB007629) homeobox gene [Oryza sativa] 

45129 Seq. ID OJ000221 03.0403.C14 



46418 



Gene No. 95369 Strand 

Start 9187 , End 9660 

Name OJ000221_03 . 0403 . C14 . o3 . gp Method AAT/GAP 

Start 9187 End 9660 

GI none Score 908 

Exons 9187.. 9660 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45129 Seq. ID 

95370 Strand 

11325 End 

OJ000221_03.0403.C14 .ol.tc Method 

93 End 

none Score 



OJ000221_03.0403.C14 
12794 

TBLASTX : Cress 

2409 

128 



93. .194, 94. .195, 1438. .1506, 1448. .1507, 1449. .1508, 
1450. .1509, 1599. .1685, 1600. .1686, 2311. .2409, 2313. .2408 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45129 Seq. ID 

95370 : Strand 

11325 - End 

OJ000221_03.0403.C14 .ol. ts Method 

100 End 

none Score 



OJ000221_03.0403.C14 
12794 * 

TBLASTX: Soybean 

3065 

114 

1507, 1441.. 1509, 



100. .195, 102. .194, 1423. .1506, 1424. 

1599. .1685, 1600. .1686, 2311. .2409, 2313. .2408, 2327. .2410, 

2517. .2639, 2518. .2643, 2521. .2643, 2717. .2755, 2837. .'2887, 

2839. .2919, 2887. .2976, 2896. .2955, 2897. .3064, 2898. .3065 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45129 - Seq. ID 

95370 Strand 

11325 End 

OJ000221_03.04 03.C14 .o2.tm Method 

2587 End 

none Score 



OJ000221_03.0403.C14 
12794 

TBLASTX: Maize 

3165 

76 



2587. .2637, 2589. .2639, 2591. .2644, 2738. .2755, 2835. .3014, 
2839. .2952, 2940. .3071, 2948. .3016, 3014. .3058, 3055. .3102, 
3065. .3115, 3067. .3153, 3082 .. 3165, '3124 .. 3147 



Seq. No. 45129 

Gene No. 95370 

Start 11325 

Name OJ000221_03 . 04 03 . CI 4 . ol . tm 

Start 4620 

GI none 

Exons 4620.. 4790, 4654.. 4761, 4655. 

5040. .5174, '5707. .5766, '5708. 



Seq. ID OJ000221_03. 0403.C14 
Strand 

End 12794 

Method TBLASTX : Mai ze 

End 5887 

Score 143 
.4792, 5038. .5175, 5038. .5172, 
.5857, 5747. .5878, 5849. .5887 



Seq. No. 45129 
Gene No. 95370 
Start 11325 

Name OJ000221_03 . 0403 . C14 . ol . tw 

Start .4647 
GI none 

Exons 4647.. 4790, 4681.. 4761, 4692 

5040.. 5174, 5708.. 5791, 5777 



Seq. ID OJ000221_03.0403.C14 
Strand 

End ■ 12794 

Method TBLASTX : Wheat 

End 5815 

Score 82 
.4790, 4830. .4859, 4996. .5175, 
.5815 



Seq. No. 
.Gene No. 



45129 
95370 



Seq. ID OJ000221_03.0403.C14 
Strand 



46419 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11325 End 

OJ000221_03.0403.C14 . o2 . tc Method 

4 656 End 

none Score 



12794 

TBLASTX: Cress 

9079 

98 



4656. .4790, 4693. .4761, 4993. .5175, 5040. .5174, 5708. .5800, 
5849. .5905, 8556. .8672, 8568. .8678, 8935;. 9078, 8960. .9079 



45129 
95370 
11325 

OJ000221_03.04 03.C14 .o3.ts 

4656 

none 

4656. .4697, 4683. .4790, 4690. 
5040. .5174, 5708. .5812 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000221_03.0403.C14 
12794 

TBLASTX: Soybean 

5812 

112 



.4761, 4692. .4787, 5038. .5175, 





Seq. No. 


45129 




Seq. ID 


OJ000221 


__03.0403 


.C14 




Gene No. 


95370. 




Strand 












11325 




End 


12794 








Name 


OJ000221 03.0403.C14. 


,o2. ts 


Method 


TBLASTX : 


Soybean 






otar l 


5849 




End 


9082 








none 




Score 


69 








Exons 


5849.. 5905, 8556.. 8678, 8557 


..8679, 8860. .9081, 


8879. . 9082 




>~> CT • IM U t 


45129 




Seq. ID 


OJ000221 


_03.0403, 


.C14 




Gene No. 


95370 




Strand 










Start 


11325 




End 


12794 








Name 


OJ000221 03.0403.C14. 


o3 . gs 


Method 


GENSCAN 








Start 


11325 




End 


12794 








GI 


none 




Score 


.93 






31 


Exons 


11325. .11470, 12755. . 


12794 












Seq. No. 


45130 




Seq. ID 


OJ000221 


_03.0403< 


.C15 




Gene No. 


95371 




Strand 










Start 


714 




End 


1282 








Name 


OJ000221 03.0403.C15. 


ol .gs 


Method 


GENSCAN 








Start 


714 




End 


■1282 








GI 


none 




Score 


.49 








Exons 


714. .830, 1181. .1282 














Seq. No. 


45131 




Seq. ID 


OJ000221 


_03.0403. 


.C17 




Gene No. 


95372 




Strand 


+ 








Start 


11532 




End ' 


15326 








Name 


OJ000221 03.0403.C17. 


o4 .np 


Method 


AAT/NAP 








Start 


11532 




End 


14770 








GI 


5852093 




Score 


79 








Exons 


11532. .11572, 12924.. 


13023, 


13895. .13938, 14744 


. . 14770 





GI Descrip. (AL117264) zwhl6.1 [Oryza sativa] 



Seq. No. 45131 Seq. ID 

Gene No. 95372 Strand 

Start 11532 End 

Name OJ000221_03 .04 03. C17 . 06 . np Method 

Start 13811 ' End 

GI 2226370 Score 

Exons 13811. .13832, 15046.. 15281 

GI Descrip. (AF005359) RNA-binding protein [Nicotiana glutinosa] 



OJ000221_03.0403.C17 
+ 

15326 
AAT/NAP 
15281 
85 



46420 



'Seq. No. 45131 ' Seq. ID 

Gene No. * 95*372 ' Strand-.- 

Start ' 11532 End 

Name OJ000221_03 . 0403 . C17 . o4 . gs Method 

Start 14 970 . _ End 

GI none Score 

Exons 14970. . 15016, 15053.. 15326 



OJ000221_03.0403.C17 

+ . ■ 

1532 6 " 

GENSCAN 

15326 • 

.61 



Seq. No". 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

■GI Descrip. 



45131 
95373 
1 

OJ000221 
1 

7486584 

1. .21, 362. 

1942. .2115, 



OJ000221 03.0403.C17 



Seq. ID _ 
Strand 

End 2553 
Method AAT/NAP 
End 2457 
Score 1089 
661. .723, 844. .1023, 1425. .1529, 1610. .1732, 
.2238, 2284. .2457 
hypothetical protein F7H19.90 - Arabidopsis thaliana 
gi|3292816|emb|CAA19806.1| (AL031018) putative fizzy-related 
protein [Arabidopsis- thaliana] gi I 7269138 | emb | CAB79246. 1 1 
(AL161558) putative fizzy-related protein [Arabidopsis thaliana] 



03.0403.C17.ol.np 



.560, 
2161, 



Seq. No. 


'45131 




Seq. ID 


OJ000221_03.0403 


. C17 


Gene No . 


95373 




Strand 








1 




.End 


2553 




Name 


OJ000221 03.0403.C17.ol, 


.gs 


Method 


GENSCAN 




Start 


366 




End 


2553 




01 


none 




Score 


. 9 




Exons 


366. .560, 661. .723, 844, 


..1023, 1610.. 


1732, 1942. .2553 




Seq. No. 


45131 




Seq. ID 


OJ000221_03.0403, 


.C17 


Gene No. 


95374 




Strand 






Start 


3511 




End 


7393 




Name 


OJ000221 03.0403.C17.o2, 


.gs 


Method 


GENSCAN 




Start 


3511 




End 


7345 




GI 


none 




Score 


.55 




Exons-. 


. 3 5.1.1 . , 3 6.7-3 , 6065.^6256 ,, 


6343 


L.. 63.93, 6980. . 7345 




Seq. No. 


45131 




Seq. ID 


OJ000221_03.0403, 


.CI 7 


Gene No. 


95374 




Strand 






Start 


3511 




End 


7393 




Name 


OJ000221 03.0403.C17.o2, 


,np 


Method 


AAT/NAP 




Start 


5912 




End 


7338 




GI 


7019667 




Score 


195 




Exons 


. 5912. .6305, .6981. .7235, 


7266 


i. .7338 






GI Descrip. 


(AL132954) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


45131 




Seq. ID 


OJ000221_03.0403. 


.C17 


Gene No. 


95374 




Strand 






Start 


3511 




End 


7393 




Name 


OJ000221 03.-0403.C17.ol. 


,gp 


Method 


AAT/GAP 




Start 


7186 




End 


7393 




GI 


5003363 




Score 


357 




"Exons 


7186.. 7393 










Seq. No. 


45131 




Seq. ID 


OJ000221_03.0403. 


.C17 


Gene No. 


95375 




Strand 







46421 



Start 
Name 
Start 
GI 

Exons. 



8835 

OJ000221_03.0403.C17.ol, 
361 v . 
none 

361.. 558, 363..S63, 365. 
660. .734, 662. .742, 841. 
1393. .1530, 1422. .1532, 



End 15464 
ts Method TBLASTX : Soybean 
' End 1624 

Score 99 J \ 
.475, 366. .551, 469. .555, 658. .726, 
.1023, 842. .1018, 1363. .1530, 
1422.. 1532, 15*98.. 1624 



Seq. No. 45131 

Gene No. 95375 

Start 8835 

Name OJ000221_03 .04 03. C17 . o2 . 

Start 361 

GI none 

Exons 361.. 555, 363.. 560, 364. 

841. .921, 923. .970 



tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000221_03..04 03.C17 
15464 

TBLASTX: Maize 

970 

213 



.555, 664. .726, 665. .724, 841. .936, 



Seq. No. 45131 

Gene No. 95375 

Start 8835 

Name OJ000221_03 . 0403 . C17 . o5 

Start 1422 

GI none 

Exons • 1422.. 1532, 1429.. 1530, 



Seq. ID OJ000.221_03.0403.C17 

Strand - ' ' 

End 15464 

,tm Method TBLASTX : Maize 

End 1727 

Score 65 
1598. .1642, 1649. .1726, 1659. .1727 



in 



Seq. No. 45131. 

Gene No. 95375 : 

Start 88.35 

Name OJ000221_03 . 0403 . C17 . o2 , 

Start 5907 

GI none 

Exons 5907.. 6053, 5908.. 6060, 



Seq. ID OJ000221_03.0403.C17 
Strand 

15464 

TBLASTX: Wheat 
6060 
124 



End 

tw Method 
End 
Score 

5908. .6060 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



45131 
95375 
8835 

OJ000221_03.0403.C17.o3 
5908 • • t 

none 

5908. .6108, 5911. .6096, 



End 

, tm Method 
' End; 
Score 
5958. .6098 



Seq. ID OJ000221_03.0403.C17 
Strand 

15464 

TBLASTX: Maize • 
6108 
161 



Seq. No. 45131 

Gene No. 95375 

Start 8835 

Name, OJ000221_03 . 04 03 . C17 . o4 , 

Start 6963 

GI none 

Exons 6963.. 7139, 6980.. 7138, 
7251. .7265, 7376. .7435 



Seq. ID OJ000221_03.0403.C17 

Strand - 

End 15464 

tm Method TBLASTX : Maize 

End 7435 

Score 152 
7044. .7139, 7240. .7317, 7250. .7348, 



Seq. No. 45131 Seq. ID 

Gene No. 95375 Strand 

Start 8835 End 15464 

Name OJ000221_03 . 0403 . C17 . o2 . gp- - .Method AAT/GAP • 

Start 8748 End 11530 

GI 714_1.R1084 Score 921 

Exons 8748.. 8897, 9009.. 9122, 9205.. 9357, 11447.. 11530 



OJ000221 03.0403.C17 



4-6422 



GI Desc.rip. 1 1174162 2.0e-75 (U44976) ubiquitin-conjugating enzyme 
[Arabidopsis thaliana] >gi_3746915 (AF091106) E2 
ubiquitin-conjugating-like enzyme [Arabidopsis thaliana] 1 





Seq. No. 


45131 






Seq. ID 


OJ000221_03.0403.C17 




uene jno . 


3JJ / J 






Strand 






otart 


QQOC 
OOJJ 






End - 


15464 - 




Name 


pi innnoo i n ^ 


0403.C17.ol 


. tm 


Method 


TBLASTX : Maize 




btart 


o / o / 






End 


11709 




r* t 


none 






Score 


49 




Exons 


O / 0 / . . ooZZ , 


8787. .8822, 


8822. 


.8908, 8832. .8909, 8833. .8898, 






Qnm qi o 1 ? 
yuu / . . yi-ij, 


9007. . 9120, 


9009. 


.9122, 9187. .9357, 9198. .9359, 






none; q *3 ^7 


9206. .9358, 


11446 


. .11502, 


11447. .11536, 






11447. .11536 


i, 11611. .11709 








beq . wo . 


4 D 1 J 1 






Seq. ID 


OJ000221_03.0403.C17 




Gene No . 


QCOTC 

yj j / j 






Strand 






O +- v- 4- 

otart 


OOJJ 






End 


15464 




Name 


UJUUU^Zl U J . 


0403.C17.ol, 


.tc 


Method " 


- TBLASTX: Cress 




otart 


oolo 






End 


11709 




Cjl 


none 






Score 


64 




Exons 


QQ1Q QQQQ 

ooij. .o o y y / 


8835. .8900, 


8839. 


.8898, 9007. .9120, 9009. .9122, 






yuio. .yizo, 


9208. .9357, 


9218. 


.9358, 9230. .9358, 114 47 .. 11536, 






11448. .11537 


, 11641.. 11709 






; 1 


beq. no. 


45131 






Seq. ID 


OJ000221_03.0403.C17 




Gene No. 


95375 . 






Strand 




fij 


S tart 


8835 






End 


15464 




Name 


OJ000221 03. 


0403.C17.o2. 


.ts 


Method 


TBLASTX: Soybean 




CM i v 4- 

b car t: 


8835 






End 


11700 






none 






Score 


69 




Exons 


8835. .8909, 


8845. .8898, 


9007. 


.9123, 9007. .9120, 9009. .9122, 


L" 




9205. .9357, 


9209. .9358, 


9221. 


.9358, 11447. . 11536, 11448. .11552 






11611. .11700 










beq. no. 


45131 






Seq. ID 


OJ000221_03.0403.C17 




Gene No . 


95375 






Strand 








8835 ■ 






End 


-15464 


vJ 


Name 


OJ000221 03. 


0403.C17.o3. 


.gs 


Method 


GENSCAN 


S J 


b car t 


8835 






End 


13448 




bl 


none 






Score 


.8 




Exons 


8835. .8897, 


9009. .9122, 


9205. 


.9357, 11411. .11530, 13443. .13448 




beq. no. 


45131 






Seq. ID 


OJ000221_03.0403.C17 




Gene No . 


95375 






Strand 






Start 


8835 






End 


15464 




Name 


. OJ000221 03. 


0403.C17.ol. 


, tw 


Method 


TBLASTX: Wheat 




Start 


" 8836 






End 


11703 




GI 


none 






Score 


88 ' 




Exons 


8836. .8898, 


8838. .8909, 


8980. 


.9120, 9007.. 9123, 9009.. 9122, 






9205. . 9357, 


9208. .9357, 


9212. 


.9358, 9213. .9359, 1144 6 .. 11505, 






11447. .11533 


, 11447. .11536, 11448. .11537, 11641. .11703 




Seq. No. 


• 45131 






Seq. ID 


OJ000221_03.0403.C17- 




Gene No. 


95375 






Strand 






Start 


8835 






End 


15464 




Name 


OJ000221 03. 


0403.C17.o3. 


np 


Method 


AAT/NAP 



46423 



Start 8838 End 11709 

GI 1174162 Score 692 

Exons 8838. .8897, -9009". .9122, 9205. .9357, 114 47 . . 1 1530 , 11641. .11709 

GI Descrip. (U44976)" ubiquitin-conjugating enzyme [Arabidopsis thaliana] 
gi I 3746915 (AF091106) E2 ubiquitin-conj ugating-like enzyme 
[Arabidopsis thaliana] gi | 6729530 I emb | CAB67 615 .1 1 (AL132977) E2 
- ubiquitin-conjugating-like' enzyme Ahus5 [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Narr\e 

Start 

GI 

Exons 

GI Descrip. 

Seq. .No. 
Gene" No. 
Start ■ 
Name 
Start 
GI 

Exons 

GI Descrip. 



45131 Seq. ID 

95375 Strand 

8835 End 

OJ000221 J)3 . 0403 . C17 . o5 . np Method 

12244 End 

5852093 Score 



OJ000221_03.0403.C17 

15464 
AAT/NAP 
15464 ■ 
58 



12244. .12266, 13039 .. 13110, 13982 .. 14 08 6, 15386.. 15464 
(AL117264) zwhl6.1 [Oryza sativa] 



45132 
95376 
1 

OJ000251_40 . 0303 . CI . ol . np 
1 

6907088 
1..214, 714. .1111 

(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ000251_40.0303.C1 

Strand' +' * " 

End 1209 

Method AAT/NAP 

End 1111 

Score 835 



Seq.' No. 45132 Seq. ID 

Gene No. 95376 Strand 

Start 1 End 

Name OJ000251_40 . 0303 . CI . ol . gs Method 

Start 845 End 

GI none Score 

Exons 845.. 901, 1057.. 1209 



OJ000251_40.0303.C1 
+ 

1209 
GENSCAN 
1209 
.94 



Seq. No. 


45133 


Seq. ID 


OJ000251_ 


40, 


.0303, 


.C4 


" : '4 Gene No. 


95377 


Strand 










U Start . 


372 


End 


782 








, ~z Name 


•OJ000251 40.-.0303.C4 .ol.gs 


Method 


GENSCAN ' 








*i Start 


372 


End 


782 










none 


Score 


.62 








*^ Exons 


372. .479, 771. .782 












Seq. No. 


45134 


Seq. ID 


OJ000251_ 


40. 


.0303, 


,C5 


Gene No. 


95378 


Strand 


+ 








Start 


180 


End 


675 








Name 


OJ000251 40.0303.C5.ol.np 


Method 


AAT/NAP 








Start 


180 


End 


675 








GI 


7339719 


Score 


133 








Exons 


180. .244, 551. .675 












GI Descrip. 


(AP001539) hypothetical protein [Oryza 


sativa] 








Seq. No. 


45135. 


Seq. ID 


OJ000251_ 


40. 


0303. 


,C9 


Gene No. 


95379 


Strand 


+ 








Start 


1696 • 


End- 


1797 








Name 


• OJ000251 40. 0303. C9. ol.gs 


Method 


GENSCAN 








Start 


1696 


End 


1797 








GI 


none 


Score 


.56 









46424 




Exons 


x o y o . . i / y ./ 












beg. JNO. 




Seq. ID 


OJUUUzol 


4 0 


. 0303 


. C9 


Gene No. 


95380 ..-> 


- Strand 










Start 


812 


End 


2179 








Name 


n.Tnnn? c ii ah n^n^ pq ni no 

UU U VJ U Z J X ■ *^ U • U J U.J >^!7.>UxiI 1 L> 


ixieunoa 










o car r_ 


Die 




z x / y 








PT 
oX 


JO OZUOfi 


Score 


/ D 








Cj Awl lb 


pi o pqc; 91Rzl 9 1 7 Q 












p_ T Hr> c r*y i r\ 
uJ. Ucbtlip. 


^mxjxx f £\jh ) zwnuuu / . x njryza 


sat i. va J 










Seq. No. 


45136 


Seq. ID 


OJ000251 


_4 0 


.0303, 


.C10 


Gene No. 


95381 


Strand 


+ 








O Lai L 


9P)ft 9 


CjTLQ. 


9 A 1 1 
Z H X X 








Name 


p>Tnnn9 c >i ztn n^n^ pin n9 rrc 


Method 


P T? M C P 7\ M 








C-l- a y+- 
O t aiTL. 


9P.P9 ~~ 
zuoz 


zjIio. 


Z fi X X 










none 


Score 










Exon s 


9DR9 9/111 












Seq. No. 


45136 


Seq. ID 


OJ000251_ 


_40 


.0303. 


,C10 


Gene No. 


95382 


Strand 










Q-l- -a r-+- 

OT- aXVT. 


zl 9 Q 

fl Z .7 


kna 


Q9 1 

y z x 








Name 


piTnnn9Ri pi n a1 
UJUUUz Dl 4 U . U-5U O . k^X u . ox . gs 


Method 










C4-3 v+- 


Zl 9 Q 
41 Z y 


bna 


yzi 










none 


Score 










Exons 


AOQ CTl *7 A *7 QOI 

4 z y . . do / f / h t , . yz x 












Seq. No. 


45136 


Seq. ID 


OJ000251_ 


40 


.0303. 


. C10 


Gene No. 


95383 


Strand 












^^zl zl 
.3 o *i ft 




c a /r i 

jU ox 








Name 


ujuuuzox ^u.uouo.tiu.Oj.gs 


Method 










OLalL 






DUbl 








PT 
oX 


none 


Score 


. OZ 








Exons 


T^Zl^l 1A£1 "3Q£M /I9/1Q /I pin 


. . oUol 










oeq. in o . 


zi m 

t OlOD 


oeq. id 


UJ UUUzo 1 


4 U , 


n o n *3 


C1U 


VJCIiC IN \J , 


'95383 


Strand 










Start 


3344 • "' • 


' End ' 


5061 ' 








Name 


OJ000251 40.0303.C10.o2.gp 


Method 


AAT/GAP 








O <_ a i. u 


4086 


End 


4170 








P,T 
oX 


5003295 


Score 


136 








Exons 


4086. .4170 












PT riDGpr i n 
w X UtSot^X X^J • 


2914703 6. 0e-09 (AC003974) unknown protein [Arabidopsis 






thaliana] 












Seq. No. 


45137 


Seq. ID 


OJ000251_ 


40, 


.0303^ 


Cll 


Gene No.' 


95384 


Strand 










Of-, t-4- 


1 


End 


622 








Name 


OJ000251 40.0303.Cll.ol.gp 


Method 


AAT/GAP 








OLaLL 


1 


End 


622* 








GI 


426661 


Score 


591 








Exons 


1..106, 258. .329, 458.-622 












Seq. No; 


45137 


Seq. ID 


OJ000251_ 


40. 


0303. 


Cll 


Gene No. 


95384 


Strand 










Start 


1 


End 


622 








Name 


OJ000251 40.0303.Cll.ol.gs 


Method 


GENSCAN 









46425 




C 4- -a r-4- 


/ICQ 
4J 0 






c; c; r 
jjj 






none 




Score 


. yy 




Exons 


KO c c c 
4 JO . . JJJ 










Seq. No. 


45138 




Seq. ID 


OJ000251_40.0303 


.C14 


Gene No. 


95385 




Strand 






Start 


182 






714 

/ X 4 




Name 


o.Tnon^M 4D rnrn' n 4 ni 

VUUUUil Jl 4 U • UJUJ.V_'X4 t Ul « 






1 DLno ± A . LYia 1Z6 




JUai L 








61 R 
Ol J 




O J. 






Score 


1 1 R 
11 J 






ift? 367 i qo ?6i am 


ROft 

, . JUO / 


RS6 61 R 

JJO. • DlJ 






Seq. No. 


45138 




Seq. ID 


OJ000251_40.0303 


.C14 


Gene No. 


95385 




Strand 






9t a rt 


X o 






714 
/ 1 4 






n.Tnnn?si dn D3D3 rid ni 


f w 

L. W 


i v Jc c noo 


i tDLt£\o i a . wnea c 






33? — - 
J J ^ 






7 14 

/ 1 4 






lliJliC 




otuic 


i n 3 

1 U J 




F!vr>n <=? 


332 505 4 69 * 5 3 4--- ^.550 


714 


SSS 609 

J J J . ■ V \J ^ 


Sft Q 70R • 

/ JO-?.. / UJ 




Seq. No. 


45139 




Seq. ID 


OJ000251_40.0303 


.C15 


Gene No. 


95386 




Strand 






O L. a. i- U 


ft 67 




HiiHJ 


1 697 
1DZ / 




Name 


o.Tnnn?si an n^n^ n r 

UUUUU^ Jl 4U . UjUj . L13 . OI . 


gs 


\A /~\ 4"~ 


PFMCPAM 




OLalL 


ft 67 ^ ' * 
DO / 




iLna 


1 coi 
1 DZ / 




riT 


none 




Score 


.00 




Exons 


ft67 Q1 ^ 1d41 1697 
OD / • • -7XO/ 14 4 1. . 1DZ / 










Con M/^i 


4 m 4 n 
f± j i *± u 




oeq . i jj 


UJUUU^jx 4U.Ujuj 


.■Lib 


nio n TsJo 


95387 




Strand ■ 


4- ~~ 




Start 


392 




End 


476 




Name 


OJ000251 40.0303;C16.ol. 


gp 


Method 


AAT/GAP 




Start 


3Q9 

J .7 ^ 




End 


476 






37 6064 0 

J f OUD4U 




Score 


102 






3Q9 476 












4 1 7 64 90 /HH-i 1 RAA^71 67 1 9 

IX / D4lU / UJJ J | Dnn J / X.v / | ci. • 


Oe-ll 


(AB008097) cytochrome P450 




f Z\ rahi Hrmc "i q f h a 1 i anal 
Lniauiuu^Joio Liiaxxaila J 






* ' *■ ■ * • ■ 




Seq." No. 


45140 




Seq. ID 


OJ000251_40.0303. 


.C16 


Gene No. 


95388 




Strand 


+ 




J L CIX L. 


674 




End 


774 






n,~rooo9Si dn 0303 n 6 ^i 


gs 


Method 


GENSCAN 




Cfarf 


674 _ 

O / 4 


End 


774 






none 




Score 


.56 




EiAUllO 


674 77d 

. O / 4 • . f / 4 










Cp n Ha 


4 R 1 4 n 




Seq. ID 


OJ000251_40.0303. 


,C16 


Cpnp No 


95389 




Strand 


+ 




Start 


2128 




End 


2295 




Name 


OJ000251 40.0303.C16.o2. 


gp 


Method 


AAT/GAP 




Start 


2128 


End 


2295 




GI 


87968 1.R1084 




Score 


310 




Exons 


2128. .2295 










GI Descrip;. 


M176420/dbj IBAA37167 | 2 


.Oe-ll 


(AB008097) cytochrome P450 . 




[Arabidopsis thaliana] ' 










Seq. No. 


45141 




Seq. ID 


OJ000251_40.0303. 


C17" 



46426 






Gene No. 


95390 






Strand 


+ 








0 Lai t 


1 Ofi 






FnH 

Hi 1 1U 


1 7ft 
x / 0 








Name 


n T0009 si 


4 0 0 "30 "3 f17 


. 0 1 . gs 


N A x-s 4- \-k f\/"A 

LYie LflOQ. 


C F M Q C Zi KT 










x w u 






EjI 1U 


1 79 
X / 0 










n on o 
nunc 






CpA ■vo 


4 Q 










106 . .178 
















Seq. No. 


45142 






Seq. ID 


OJ000251_40, 


,0303. 


C19 




Gene No. 


95391 






Strand 


+ 








Start 


18 






End 


98 








Name 


OJ000251 


40 0303 C19 


0 1 n q 
> j- • y 0 




O J_i IN O V^rtXN 








O Lai U 


18 

X 0 






FnH 












none 








1 








P, y n n *=; 


18 . . 98 
















Seq. No. 


45143 






Seq. ID 


OJ000251_40. 


,0303. 


C20 




Gene No. 


■95392 






Strand 










Start 


■ 32 






End 


319 








NT a mo 


0^0009 SI 


_40i0303.C20. 


. ol . tm 


Mo i*h aH 


TBLASTX: Maize 






O L. O.X I. 








FnH 


"31 Q 








O J. 








S core 


94 








LAUil O 


"39 1 97 


122. .319, 132. .284 












Seq. No. 


45144 






Seq. ID 


n.70009S1 40 


0303. 


C21 




Gene No. 


95393 






Strand 


-J_ 








Qf art 


78S ' * 






FnH 

Hti 1U 


971 S 








Name 


o.tooo9 s 1 


_40.0303.C21. 


ol . gs 




OpMOpAVI 
oHjLNOLriiN 






Hi 




7R S ~ 






FnH 


97 1 S 






?■■;=? 


yj x 


n on o 






Score 


.7 






: : : 


F vAn 0 


7R S QS9 


1511. .1631, 


1764. 


. X O .7 O , 


..2137, 2200. 


.2715 


i3 


Seq. No. 


45145 






Seq. ID 


n 700 0 9 S 1 40 


0303. 


C22 


: =r 


Gene No. 


95394 






Strand 


+ ~~ 










S9 






FnH 


172 








IN Clillt. 


o.tooo9si 


_40.0303.C22. 


ol . gs 


Mo +* Vi oH 


GENSCAN 








OLai L 


S Q ~ 






FnH 


172 








GI 


none 






Q 00 y*o 


.61 






: 


i_j i\ (^J 1 ID 


59 . .172 














L.J: 


Seq. No. 


45146 






Seq. ID 


OJ000251_40. 


0303. 


C24 




Gene No. 


95395 






Strand 


+ 








Start 


15 






FnH 


447 








Name 


o.tooo9si 


40.0303. C24. 


ol . gs 


1Y1C LIIOU 


GENSCAN 










IS ~ 

X .J 






FnH 
Hi icj. 


447 








GI 


n on 0 






S co re 


.86 








F von q 


1 s 9 9 s 

X .J • • iL -J f 


389. .447 














Seq. No. 


45146 






Seq. ID 


OJ000251_40. 


0303. 


C24 




Gene No. 


95396 






Strand 










Q+- ^ r +- 


74 S 






FnH 


3416 








Name 


0,70009 S 1 


40.0303.C24. 


o2 . gs 


LYie tnoa 


GENSCAN 








Start 


745 






. End 


3416 








GI 


none 






Score 


.71 . 








Exons 


745. .879, 


1845. .2024", 


2651. 


■/283 6, 2 953 


. .2969,' 3214. 


.3416 






Seq. No. 


45147 






Seq. ID 


OJ000251_40. 


0303. 


C25 




Gene No. 


95397 






Strand 


+ 







46427 





Z ZU 


Lna 






Name 


ujuuuzdi 4 u . uou j . cz o . 01 . gs 


Method 


GENSCAN 




C 4- -i 4- 

o tar c 


O O A 

ZzU 


T7 -J 

bna 


net 

yob 




p t 


none 


Score 






IT 1 v ^\ c 


oon ttq T^t; Oct; 








Seq. No. 


45148 


• Seq. ID 


OJ000251__40 


.0303.C26 


Gene No. 


95398 


Strand 








X X 


Hjna 


4^4 
f± J H 




Name 


piTOnno^i 4 n o^o^ p9£ «i /-to 


Method 








1 1 

_L X 


LJlU 


4 J H 




P T 


none 


Score 


on 




tr 1 v /~\ t~\ o 


11 A 14 








jctj. IN O . 


4 R 1 4 Q 
*i D x 4 r? 


beq . 1 u 


Pi TA A A OR1 /I A 
UJ UUU^Ol 4 U 


. UjUj. LjU 


Gene No. 


95399 


Strand 






Start 


241 


End 


5867 




Name 


otooo9M 40 o^ot^p^o ^1 rro 

uuuuu^ ji tU . u ju j.;-LjU . 01 . gs 


Method 


p t? w c p a m 




OLaLl. 


9 4 1 _ ' * ■ 

Z fi X 




A C\0 A 




P T 
ul 


none 


Score 


. 01 






941 9Q4 1711 1 041 91 cc 
Z f± X . * z.yH f 1/11. . 104 / , Zl j j 


. . Z Z 04 , Zjjj 


9 ^ Q*7 OQCO 


"3 A c: *7 




jU /4 1 . JlOO, J7D / . . 4UZ4 








oeq. in 0 . 


45149 


Seq. ID 


OJ000251_40 


A T A T r> *5 A 

. U0U0 . C JU 


Gene No. 


95399 


Strand 






Start 


241 


End 


5867 




Name 


OJ000251 40.0303.C30.ol.np 


Method 


' AAT/NAP 






1016 


End 


5867 




P T 


5306245 


Score 


39 






1016. .1125, 1935. .2044, 2561. .2965, 3079. .3153, 58- 


4 / . .000/ 


GI Descrip. 


(AC006438) unknown protein 


[Arabidopsis thaliana] 




0 e CJ . IN O . 


45150 


Seq. ID 


OJ000251_40 


A O A "3 POO 




95400 


Strand 


+ 




Start 


1 


End 


472 




Name 


OJ000251 40.0303.C32.ol.np 


Method 


AAT/NAP 




Cf a vt- 


1 


End 


469 






" 6006375 


Score ' 


540 ' 




L 1 /-\ 


1. .469 








ol UcbOIip . 


(AP000559) Similar to 0RF3 


protein - rice tungro bacilliform 




virus &RTU0RFS_2 (C40785) 


[Oryza sativa] 




Seq. No. 


45150 


Seq. ID 


OJ000251_40 


.0303. C32 


Gene No. 


95400 


Strand 


+ 




O H d.r L 


1 


End 


472 




Name 


OJ000251 40.0303. C32.ol.gs 


Method 


GENSCAN 




oUaiT. 


320 


End 


472 




P T 
1 


none . 


Score 


. 65 




Exons 


320. .472 








beq . 1N0 . 


45151 


Seq. ID 


OJ000251_40, 


.0303. C33 


Gene No. 


95401 " 


Strand 


+ 




Start 


174 


End 


316 




Name 


OJ000251 40.0303.C33.ol.np 


Method 


AAT/NAP 




Start 


174 


End 


316 




GI 


7340868 


Score 


48 




Exons 


174. .316 









46428 



GI Descrip. 



(AP001551) hypothetical protein [Oryza sativa] 



Seq. No. 


45152 


Seq. ID 


OJ000251_40.0303.C35 


flpnp Mo 


95402 


Strand 


+' 


OLalL 


i 

X 


End 


1423 


IN CUllC 


O.T0009M 40 0303 r3S n1 nn 


Method 


AAT/NAP 


O Lai L 


1 ~ 


End 


1423 


GT 

\J J- 


4512705 


Score 


123 




1 370 1252 1423 






GI Descrip. 


(AC006569) putative protein 


kinase [Arabidopsis thaliana]. 




4 5152 


Seq. ID 


OJ000251 40.0303.C35 


f?pnp Mo 

uCllC INU t 


95402 


Strand 


+ 


Cf 3 r-t- 
uLai l 


i 

X 


End 


1423 


in ante 


OJ0002 51 40 0303 C35 ol i-«s 


Method 


TBLASTX: Soybean 


Start 


9 ~~ 


End 


445 


O X 


none 


Score 


188 


Exons 


9.'. 173, 23. .172, 297. .425, 


T'lo 4 4 R 

J JO • • 44 J 




Q Mo 

O C ^ * L\ W . 


45152 


Seq. ID 


OJ000251_40.0303.C35 


UCUC LN L> • 


QS4 09 


Strand 


+ 


OLdlL 


1 
X 


End 


1423 


IN aiuc 


O.T0009S1 40 0303 P3S ol rrc 


Method 


GENSCAN 


O Lai L 


193 ~~ 

X Z. J 


End 


999. 


OX 


none 


Score 


.88 


Exons 


123. .463, 903. .999 






Oprr Mo 


4 M R9 

4 JI J£. 


Seq. ID 


OJ000251_40.0303.C35 


flan q Mo 


9^409 


Strand 


+ 


O Lai L 


1 
X 


End 


1423 


LN aiuc 


O.T0009M 40 0303 P3 c i ol 


Method 


TBLASTX: Maize 


ulalL 


1 40 ~ 

X *i VJ 


End 


487 


O -L 


n on p> 


Score 


447 


Cj AUl lo 


140 4ft7 141 470 

X t iVJ..10/, 111 • i 4 |U 






Seq. No. 


45152 


Seq. ID 


OJ000251_40.0303.C35 


Gene No. 


95402 


Strand 


+ 


j Lai L. 


X ':■ 


-End 


1423 


Name 


n,T0009 c i1 40 0303 P3R ol rro 


Method 


AAT/GAP 


Cf art" 


4 Q9 ~~ 


End 


850 


GI 


703ft ft 1 R10ft4 


Score 


682 


l—j *\ 1 1 iD 


492 W50 








1 4 1 7 64 90 /Hhi 1 RZVZ\371 67 1 9 Oo- 


-11 (AB008097) cytochrome P450' 




[Arabidopsis thaliana] ' 






Seq . No . 


4 5153 


Seq. ID 


OJ000251_40.0303.C36 


Cpnp Mo 


QS4 03 


Strand 


+ 


O Lai. L 


1991 

X £. Z. X 


End 


1335 


Name 


OJ000251 40. 0303.C36.ol.gs 


Method 


GENSCAN 


Start 


1221 


End 


1335 


GI 


none 


Score 


.8 


Exons 


1221. . 1335 






.Seq'. No. 


45154 


Seq." ID 


OJ000251_40.0303.C37 


Gene' No. 


95404 


Strand 




Start 


339 


End 


625 


Name 


OJ000251 40.0303.C37.ol.gs 


Method 


GENSCAN 



4 6429 



Start 339 

GI none 

Exons 339.. 385, 580.. 625 

Seq. No. 45154 

Gene No. 95405 

Start 2286 

Name OJ000251_40 . 0303 . C37 . ol . gp 

Start 1900 

GI 2280715 

Exons 1900.. 2311 



End 625 
•Score .95 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_40.0303.C37 

2738 
AAT/GAP 
2311 
820 



Seq. No. 45154 Seq. ID 

Gene No. 95405 Strand 

Start 2286 End 

Name OJ000251_40 . 0303 . C37 . o2 . gs Method 

Start 2286 End 

GI none Score 
Exons . • 2286. . 2738 



OJ000251_40.0303.C37 

2738 
GENSCAN 
2738 
.66. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000251 40.0303.C38 



45155 Seq. ID 

95406 Strand 
1 End 
OJ000251_40.0303.C38.ol.np Method 
1 End 
7488224 Score 
1..179, 266. .665, 739. .890 
probable zinc finger protein T10P11.4 
gi|3892045|gb|AAC78253.1|AAC78253 (AC002330) putative zinc 
finger protein [Arabidopsis thaliana] gi | 72 69752 | emb | CAB77752 . 1 | 
(AL1614 95) putative zinc finger protein [Arabidopsis thaliana] 



890 

AAT/NAP 

890 

715 

- Arabidopsis thaliana 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45155 
95406 
1 

OJ000251_40 . 0303 . C38 . ol . gs 
98 

none 

98. .260, 266. .665, 739. .838 

45155 
95406 
1 

OJ000251_4 0.0303.C38 .ol.tc 

143 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_40.0303.C38 
8 90 

GENSCAN 
838 ' 
.77 



Seq. ID OJ000251_40.0303.C38 
Strand 
End 

Method 
End 
Score 



890 

TBLASTX: Cress 

666 

120 



143. .181, 271. .372, 278. .373, 365. .514, 370.. 498, 490. .588, 
491. .547, 544. .588, 557. .589, 583. .666, 584. .664 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45155 
95406 
1 

OJ000251_40.0303.C38.ol.tm 

143 

none 



Seq. ID OJ000251_40.0303.C38 
Strand 

End 8 90 

Method TBLASTX : Mai ze 

End ... 812 

Score 52 



143. .181, 143. .181, 271. .507, 278. .508, 487. .666, 515. .667, 
729. .812 



46430 



Seq. No. 


45155 




Seq. ID 


OJ000251_40.0303.C38 


Gene No . 


yo4 Ub 




Strand 




Start 


1 




End 


8 90 . ln \ 


Name 


UJUUUZOl 4 U . U JUo . Loo . Ol 


. ts 


Method 


mnT 7\ C""P V . 0 » - W a _ « 

TBLASTX : Soybean 


C 4- v- 4- 


Zoo 






OZO 




none 




Score 


ZZ 1 


Exons 


zoo..4yo, zo/..d14, 4yu 


CO A 

. . OZ4 , 


A Q 1 /roc 
4 y 1 . . bZO 




Seq. No. 


45156 




Seq. ID 


OJ000251_40.0303.C41 


Gene No. 


95407 




Strand 




0 4- -a v-+- 
Olait 


1009 




End 


1 Q "7 A 
1 O / 4 


Name 


OJ000251 40.0303.C41.ol 


.np 


Method 


AAT/NAP 


0 car l 


579 




End 


lo / 4 




4680341 • 




Score 


C H d 
0/0 




579. .633, 941. .1304, 1363. .1446, 1472.. 


1 cci 1 0 / 1 1 on A 


GI Descrip . 


(Aci^ofio / ) nypotneticai 


protein [Oryza 


sativa subsp. indica] 


oeq. no. 


flOlOD 




Seq. ID 


OJUOUzol 4U.U3Uo.C41 


Gene No. 






Strand 




Start 


1 n n q 
1 u u y 




End 


1874 


Name 


OJ000251 40 0303 C41 ol 


. tw 


Method 


TBLASTX : Wheat 


0 tart 


615 




End 


lOoz 




none 




Score 


A O 

4 Z 


Exons 


615. . 659, -643.'. 702, 664 


. . 690, 


816. .887, 


oit 001 01*7 0 m 

ol/.-.oyl, ol/..oy7, 




821. .895, 885. .944, 886 


. .945, 


892. . 984, 


oc/i into nc 0 i n n c 

yo4..iuoz, yob . . 1UUO 




959. . 1051 








Seq. No. 


45156 




Seq. ID 


OJ000251_40.0303.C41 


Gene No . 


95407 




Strand 




bt art 


1009 




End 


18 /4 


Name 


OJ000251 40.0303.C41.ol 


. gs 


Method 


GENSCAN 


Cf 1 v~ -f- 

btart 


1009 




End 


"1 T C *3 


C T 


none 




Score 


O 

. 0 0 


Exons 


1009. .1195, 1219. .1460, 


1532. 


.1753 




Spo No 


45157' 




Seq. ID 


OJ000251_4 0.0303.C4 5 


Gene No. 


95408 * 




Strand 


+ " • 


Start 


2129 




End 


12099 


Name 


OJ000251 40.0303.C45.ol, 


.np 


Method 


AAT/NAP 


Start 


2129 




End 


7001 


GI 


7489397 




Score 


651 


Exons 


2129. .2156, 5818. .7001 








GI Descrip. 


NBS-LRR type resistance 


protein - barley (fragment) 



gi I 27 92210 | gb | AAB96980 . 1 1 
protein [Hordeum vulgare] 



(AF032683) NBS-LRR type resistance 



Seq. No. 45157 

Gene No. 95408 

Start 2129 

Name OJ000251_4 0 . 0303 . C4 5 . o2 . np 

Start 5082 

GI 748945.4 

Exons 5082.. 7627 

GI Descrip. bacterial blight-resistance 
gi I 2943742 | dbj | BAA25068 . 1 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_ 
4- 

12099 
AAT/NAP 
7627 
769 



40. 0303.C45 



protein Xal - 
(AB002266) XA1 



rice 

[Oryza sativa] 



46431 



Seq. No. 


45157 


Seq. ID 


OJ000251 40.0303.C45 


Gene No. 


95408 


Strand 


+ 




O +. _ „ J_ 

btart 




End 


12099 




Name 


OJUUU^Ol 4 U . 0303 . C4 0 . Oo . gs 


Method 


GENSCAN 




Start 




End 


12099 






none 


Score 


.55 




Exons 


1 O /I "7/1T7 QTQO ncni Q Q O C: 


,10141, 10331. .10551, 11882.. 12099 


oeq . jno . 


/I CI C*! 


Seq. ID 


OJ000251 40.0303.C45 


Gene No . 


95408 


Strand 


+ 






2129 


End 


12099 




Name 


OJ000251 40.0303.C45.o3.np 


Method 


AAT/NAP 




Cf 3 r-|- 

oiiari- 


9894 


End 


10739 




GI 


6069646 


Score 


452 




Exons 


9894. . 10739 








GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase 


(AC005315) 




[Oryza sativa] gi | 6907112 | dbj | BAA90639 


.11 (AP001129) 


Similar to 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic 


sequence, 




putative non-LTR retroelement 


reverse 


transcriptase . 


(AC006248) 




[Oryza sativa] 








Seq. No. 


45157 


Seq. ID 


OJ000251 40.0303.C45 


Gene No. 


95409 


Strand 


+ 




Start 


18813 


End 


22650 




Name 


OJ000251 40.0303.C45.o5.np ■ 


Method 


AAT/NAP 




Start 


18813 


End 


22650 




GI 


7489454 


Score 


866 





Exons 18813. .19633, 19707 .. 21998 , 22547.. 22650 

GI Descrip. bacterial blight-resistance protein Xal - rice 

gi I 2943742 |dbj |BAA25068.1| (AB002266) XA1 [Oryza sativa] 



Seq. No. 
Gene No. 
Start ... 
Name 
Start 
GI 

Exons 

GI Descrip. 



45157 Seq. ID 

95410 Strand 
27692 End 
OJ000251_4 0 . 0303 .C4 5 . 06 . np Method 
27692. End 
74 8 9397 , ' Score 

27692.. 28876 

NBS-LRR type • resistance protein - barley (fragment) 

gi (2792210 I gb|AAB96980. 1| (AF032683) NBS-LRR type resistance 

protein [Hordeum vulgare] 



OJ000251_40.0303.C45 
+ 

28876 
AAT/NAP 
28876 
709 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

GI Descrip. 



45157 Seq. ID 

95411 Strand 

29444 End 

OJ000251_40 . 0303 . C45 . o3 . gp Method 

29444 End 

63917_1.R1084 Score 
29444. .29938 

' 4 521193/dbj | ABO 134 50. 1 1 ABO 134 50 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene' 



OJ000251_40.0303.C45 
+ 

29938 
AAT/GAP 
29938 
945 



Seq. No. 
Gene No. 
Start 
Name 
Start 



45157 Seq. ID 

95412 Strand 

30619 End 

OJ000251_4 0.0303.C4 5.o4 . gp Method 

30619 End 



OJ000251_40.0303.C45 

+ " 

30999 

AAT/GAP 

30999 



46432 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



LIB3434-043-P1-K1-D5 Score 477 

30619.. 30999 

, 5670155/gb|AF161269. 1 IAF161269 4.0e-86 Oryza sativa subsp, 
japonica BAC clone 34K24, complete sequence 1 



40.0303.C45 



45157 Seq. ID OJ000251 

95413 Strand + 

35401 End 36836 

OJ000251_40 . 0303 . C4 5 . o9 . np Method AAT/NAP 
35401 End 368.36 

6907088 Score 1099 

35401. .35538, 357 14 35951 , 36451. .36836 
(AP001129) hypothetical protein [Oryza sativa] 



45157 Seq. ID OJ000251_40 . 0303 . C45 

95413 Strand + 

35401 End 36836 

OJ000251_40.0303.C45.o5.gp Method AAT/GAP 

36212 " End 36409 

5667165 Score 322 

36212.. 36409 

5670155/gb| AF161269. 1 IAF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45157 
95414 
36821 

OJ000251_4 0.0303.C4 5.ol0.np 

36821 

5734635 



Seq. PD OJ000251_40.0303.C45 

Strand + 

End 37697 

Method AAT/NAP 

End 37697 

Score 237 



36821. .36925, 36979 .. 37355, 37555.. 37697 
(AP000391) hypothetical protein [Oryza sativa] 



45157 Seq. ID 

95415 Strand 

7 0 End 
OJ000251_40 . 0303 . C4 5 . ol . gs . Method 

70 , End 

none Score 
70. .240, 295. .504 



OJ000251_40. 0303.C45 
504 

GENS CAN 

50.4 

.97 



Seq. No. 45157 Seq. ID OJ000251_40 . 0303 . C45 

Gene No. 95415 Strand - 

Start 70 End 504 

Name OJ000251_40 . 0303 . C4 5 . ol . gp Method AAT/GAP 

Start 295 End 398 

GI 956_1.R1084 Score 187 

Exons 295.. 398 

GI Descrip. ' 58154 10/gb | AAD52659 . 1 | AF177392JL 0.0e+00 (AF177392) blast and 
wounding induced mitogen-activated protein kinase [Oryza 
sativa] 1 



Seq. No. 45157 Seq. ID 

Gene No.- 95416 •' ■' ' Strand 

Start 1081 End 

Name OJ000251_4 0 . 0303 . C45 . o2 . gp Method 

Start 867 End 



OJ000251_40.0303.C45 
2823 

AAT/GAP - 
934 



46433 



GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



LIB3477-003-P1-K1-E9 Score 83 

867. .934 

'2498586/sp|Q40638|MPOl_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S-l PRECURSOR (ORY S I)' >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 • 



45157 
95416 
1081 

OJ000251_40.0303.C45.o2.gs 

1081 

none 



Seq. ID OJ000251_40.0303.C45 
Strand 

End 2823 

Method GENSCAN 

End 2823 

Score .55 



1081. .1155, 1277. .1343, 1474. .1615, 2328. .2503, 2606. .2823 



45157 



Seq. ID OJ000251_40.0303.C45 



95417 Strand 
11749 End 12566 

OJ00-0251_40.0303.C45.o4.np Method AAT/NAP 
11749 ' End * 12566 

6069646 Score 412 

11749. .12566 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi I 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. ■ (AC006248) 
[Oryza sativa] 



45157 
95418 
32934 

OJ000251_40.0303.C4 5.o3.tm 

6027 

none 

6027. .6119, 



Seq.- ID 
Strand 
End 

Method 
End 
Score 



OJ000251 40.0303.C45 



6162.. 6320, 6173 
20014. .20157, 20015. .20161, 27856 
27910. .28008, 28040 .. 28198, 28060 



33733 

TBLASTX: Maize 
28198 
89 

6316, 19822. . 19878, 19874, 
27912, 27908. .28009, 
28197 



,19975, 



45157 
95418 
32934 

OJ000251_40.0303.C45.o2.tm 
6438 
none 

6438. .6764, 64 61 6688, 6864 
20618. .20668, 28322 .. 28642, 28333 
28739. .28783 



Seq. ID '^QJ000251_40.0303.C45 
Strand -" 
End 33733 
Method TBLASTX : Maize 
End 28783 
Score 214 

6908, 20279. .20572, 20299 .. 20574 , 
28620, 28649. .28705, 



Seq. No. 45157 

Gene No. 95418 

Start 32934 

Name ' OJ000251_40 . 0303 . C45 . ol . ts 

Start 6474 

GI none 
Exons 



Seq. ID OJ000251_40.0303.C45 
Strand 

End 33733 

Method TBLASTX : Soybean 

End 28813 

Score 234 



6474.. 6782, 6864. ..6938, 20315 .. 2068 6, 2834 9 28705 , 
28351. .28566, 28739.. 28813 



Seq. No. 



45157 



Seq. ID OJ000251_40.0303.C45 



46434 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



95418 Strand 

32934 End 

OJ000251_4 0 . 0303 . C45 . ol . tm Method 

10205 End 

none Score 



33733 

TBL&STX: Maize 

33509 

197 



10205. .10258, 10274. .104 80, 10278. .10481, 10506. .10622, 
11857. .11943, 11989. .12219, 12110 .. 12220, 12229 .. 12393, 
33053. .33079, 33147 .. 33509, 33313 .. 33474 , 33324. .33509 



Seq. No. 45157 

Gene No. 95418 

Start 32934 

Name OJ000251_40 . 0303 . C4 5 . ol . tw 

Start 10320 

GI none 

Exons 10320. .10457, 10512 .. 10724 , 
33038. .33079, 33192. .33347 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251 -40.0303.C45 



33733 
TBLASTX : 
33347 
143 



Wheat 



11851. . 11925, 12031. .12168, 



Seq. No. 

Gene No. 

Start 

Name 

Start 
□ GI 
i_3 Exons 

GI Descrip. 



45157 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251 40.0303.C45 



33733 
AAT/NAP 
33733 
445 



95418 
32934 

OJ000251_4 0 . 0303 . C45 . 08 . np 
32934 
6069646 
32934. .33733 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] .gi | 69071 12 | dbj | BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 


45158 




Seq. ID 


OJ000251_ 


40.0303.C46 


Gene No. 


95419 




Strand 


+ 




Start 


444 




End 


1199 




Name 


OJ000251 40.0303.C46.ol. 


.gs 


Method 


GENSCAN 




Start 


444 




End 


1199 




GI 


none 




Score 


.53 




Exons 


444.. .680/ 989. .1093, 1161. . 


1199 






Seq. No. 


45158 




Seq. ID 


OJ000251_ 


40.0303.C46 


Gene No. 


95420 




Strand 


+ 




Start 


1632 




End 


3448 




Name 


OJ000251 40.0303.C46.ol- 


.np 


Method 


AAT/NAP 




Start 


1632 




End 


3448 




GI 


6907086 




Score 


1160. 




Exons 


1632. .2408, 2468. .2702, 


292 


8. .2994, 311 


.8. .3252, 


3354 . .3448 


GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


45159 




Seq. ID 


OJ000251_ 


40.0303.C47 


Gene No. 


95421 




Strand 


+ 




Start 


1765 




End 


4869 




Name 


OJ000251 40.0303.C47.ol, 


.np 


Method 


AAT/NAP 




Start 


1765 




End 


4869' 




GI 


7489454 




Score 


709 




Exons 


1765. .2588, 2652. .4021, 


4835. .4869 






GI Descrip. 


bacterial blight-resistance 


protein Xal 


. - rice 






gi|2943742 | dbj IBAA25068. 


■ 11 


(AB002266) XA1 [Oryza 


sativa] 



46435 




Seq. No. 


45159 






Seq. ID 


OJ000251_40. 


0303. 


.C47 










Strand . 


+ 






OLdit 


1 7 £ R 
J. / DO 






End ■ 


4869 






Name 




UjUj. Ufi / . OX 


. gs 


Method 


GEN SCAN 








1 777 
_L / / / 






' End 


4031 








none 






Score 


.5 








1777 99 


oo£R 97 7 c:. 


jIUj. 


.3375, 3472. .4031 






Seq. No. 


45159 






Seq. ID 


OJ000251_40. 


0303 , 


, C47 


Gene No. 


95421 






Strand 


+ 






Start 


1765 






End 


4869 






Name 


OJ000251 40. 


0303.C47.o2. 


.np 


Method 


AAT/NAP 






Start 


2598 






End 


3776 






GI 


7489397 






Score 


686 






Exons 


2598. .3776 














GI Descrip. 


NBS-LRR type 


resistance 


protein- barley (fragment) 







gi|2792210|gb|AAB96980.1| (AF032BB3) NBS-LRR type resistance 
protein [Horde urn vulgare] 



o e q . wo. 


ft D X D J 








Seq. ID 


OJ000251_40.0303.C47 


bene ino . 


Q^d 91 








Strand 


+ 




1 TCC 
J. / DO 








End 


4869 


Name 




. UjUj , 




. LIU 


Method 


TBLASTX: Maize 


Of a r-4- 
OLdil 


07C7 

Z / D f 








End 


3098 


(1 T 


none 








Score 


67 


Exons 


2757. .2873, 


2759, 


. .2815, 


2766. 


.2912, 2951. .3094, 2952. .3098 


o e q . in o . 


45159 








Seq. ID 


OJ000251_40.0303.C47 


UCllc 1NO . 


95421 








Strand 


+ 


o car t 


1765 








End 


4869 " 


Name 


OJ000251 40 


.0303. 


,C47.o2, 


. tm • 


Method 


TBLASTX: Maize 


Start 


3222 








End 


3671 


GI 


none 








Score 


203 


Exons 


3222. .3509, 


3227. 


. .3511, 


3552. 


.3605, 3639.. 3671 


Seq. No. 


* 45159 








Seq. ID 


OJ000251_40.0303.C47 


Gene No. 


95421 " * 








Strand 


+ 


Start 


1765 








End 


4869 


Name 


OJ000251 40 


.0303. 


.C47.ol. 


. ts 


Method 


TBLASTX: Soybean 


Start 


3249 








End 


3680 


GI 


none. 








Score 


282 


Exons 


3249. .3611, 


3639, 


. .3680 








Seq. No. 


45160 








Seq. ID 


OJ000251_40.0303.C48 


Gene No. 


95422 








Strand 


+ 


Start 


1 








End 


1246 


Name 


OJ000251 40 


.0303. 


,C48.ol. 


np 


Method • 


AAT/NAP 


Start 


1 








End .. 


1246 


GI 


4586028 








Score 


748 


Exons 


1. .28, 261. 


. 1246 










GI Descrip. 


(AC007109) putative retroelement pol polyprotein [Arabidops: 




thaliana] 












Seq. No. 


45160 








Seq. ID 


OJ000251 40.0303.C48 


Gene No. 


95422 








Strand 


+ 


Start 


1 








End 


1246 



46436 



Name 


UdUUUzDX 4 U . UjUJ . L4 o . Oi . gs 


Me tnoa 




o tar t 


1 m 
1U / 


Lna 


Xz4 X 


P T 

LjX 


none 


Score 


*7 A 

. / 4 


Exons 


1 C\1 ceo too lOyll 
1U / . ..jjj, / JO . . XZ4 X 






oeq. in o . 


zis i 

4 JlDU 


oeq . x u 


oinnnoci" ac\ n^n^ caq 

UJUUU^Ol 4U.UJUJ.L,4o 


Gene No. 


95422 


Strand 




Start 


1 


End 


1246 


Name 






i oXirio i a . ooyuean 


o t art 


A 1 fi ~~ 
ft X D 


_nu 


y x x 


P T 


c c n QO fin 
j ju ou 


Score 


1 flQ 
X U O 


Exons 


4 1 fi Rfifi CL yl O fiQ/l COO Q1 1 

4 x c> . . o 00 , 04 0 . . 074, o o z . . y x x , 


H ACS QQO 

/ 4 u . . o y z 




bl UcSCIip. 








Seq. No. 


45160 


Seq. ID 


OJ000251_40.0303.C48 


Gene No. 


95422 


Strand 


+ 




X 




1 9 zl fi 
X Z H O 


Name 


UJ UUUZ01 . 4U.UJUJ.L.40.0X.L.C 


Method 


i dXj/\o ia : Lress 


o t. a r i. 


^^n ~~ 




p n n 

OUU 


P T 


none 


Score 


00 


IT 1 r*\ O 

Lxons 


^"^n ^fiQ qoi *7 Q 1 coo onn 
0 J U . . ODo, 001 . . /OX/ JoZ . .OUU 






Seq. No. 


45160 


Seq. ID 


OJ000251_40.0303.C48 


Gene No. ■ . 


95422 


Strand 


+ 


OLGll 


X 


End 


•1246 


Name 


UUUUUZDX 4 U . U JU J . o . OX . tW 


Method 


TBLASTX: Wheat 


otart 


o / o 


End 


•1127 


p t 

(aX 


none 


Score 


296 


T7* 'v /**\ t"i 

oxons 


RIP fiQA c;p9 Q9fi 740 QRH 
O / O . . D34, 30Z..yZ0, /4U..00U, 


915. .1127, 996. .1127 


Seq. No. 


45160 


Seq. ID 


OJ000251_40.0303.C48 


Gene No. 


95422 


Strand 


+ 




i 

X 


End 


1246 


Name 


UJUUUZ01 4 U . U jU j . C4 o . ox . tm 


Method 


TBLASTX: Maize 


o car t 


R P 1 
3 0 1 


End 


1013 


p t 

LjX 


none 


Score 


357 -•• 




RP.1 fi*7fi SR9 1 m ^ 1 AC\ QH1 
JOl . . D / D/ JOZ . . 1U1 j/ /fiU..yUX 






oeq . ino . 


45161 


Seq. ID 


OJ000251_40.0303.C49 


Gene No. 


95423 


Strand 


+ 


Start 


537 


End 


9714 


Name 


OJ000251 40.0303.C49.ol.gs 


Method 


GENSCAN 




537 


End 


9550 


P T 
LjX 


none 


Score 


.74 




537. .714, 1219.. 1456, 27 98 .. 3330 , 6436 . 


..6707, 6810. .6940, 




7145. .7244, 7474. .7691, 8192. 


.8478, 8560. .8730, 8821. .9550 


oeq . no . 


45161 


Seq. ID 


OJ000251__40.0303.C49 


Gene No. 


95423 


Strand 


+ 


Start 


537 


End 


9714 


Name 


OJ000251 40.0303. C49.ol.gp 


Method 


AAT/GAP 


Start 


6820 


End 


8245 


GI 


uC-osrocyp012bllbl 


Score 


918 


Exons ■ 


6820. .6940, 7145. .7244, 7474. 


.7691, 8192. .8245 


GI Descrip. 


1 4102839 8.0e-32 (AF016713) LeOPTl [Lycopersicon esculentum; 


Seq. No. 


45161 


Seq. ID 


OJ000251_40.0303.C49 



46437 



Gene No. 


95423 


Strand 


+ 




Start 


537 


End 


9714 




Name 


OJ000251 40.0303.C49.ol.np 


Method 


AAT/NAP 




Start 


7102 


End 


9624 






4102839 


Score 


1320 




Exons 


7102. .7244, 7474. .7691, 8192. 


.8730, 8821. .9624 




GI Descrip. 


(AF016713) LeOPTl [Lycopersicon esculentum] 




beq. no. 


45161 


Seq. ID 


OJ000251 


_4 U . U JUo . C4 3 


bene ino . 


95423 


Strand 


+ 




Start 


537 


End 


9714 




Name 


OJ000251 40.0303.C49.o2.gp 


Method 


AAT/GAP 




o car u 


8473 


End 


9023 






LIB3432-028-P1-K1-G9 


Score 


877 




Exons 


8473. .8730, 8821. .9023 








(ji uescrip. 


'4322327/gb|AAD16016| 1.0e-33 


(AF080545) peptide transporter 




[Nepenthes alata] ' 








beq. no. 


45161' 


Seq. ID 


OJ000251 


40 . 0303 . C49 




95423 


Strand 


+ 




Start 


537 


End 


9714 




Name 


OJ000251 40.0303.C49.o3.gp 


Method 


AAT/GAP 




C -1 1 


9049 


End 


9714 




bl 


12563 2.R1084 


Score 


1245 




Exons 


9049. . 9714 








GI Descrip. 


' 4 521193/dbj | AB0134 50 .1 1 AB0134 50 3^.0e- 


40 Oryza 


sativa DNA, 




similar sequence to. Pib gene' 








Seq. No. 


45161 


Seq. ID 


OJ000251 


_40.0303.C49 


Gene No. 


95424 


Strand 


+ 




btdit 


10068 


End 


10356 




Name 


OJ000251 40.0303.C49.o2.gs 


Method 


GENSCAN 




Start 


10068 


End 


10356 




C T 


none 


Score 


.69 




Exons 


10068. .1014 8, 10156. .10356 








beq. NO. 


45161 


Seq. ID 


OJ000251 


_40.0303.C49 


Cono Ma 
btrlltr Inw . 


95425 


Strand 


+ 




Start 


10662 


End 


10767 




Name 


OJ000251 40.0303.C49.o4.gp 


Method 


AAT/GAP 




o car c 


10662 


End 


10767 






5816518 


Score 


155 




Exons 


10662. . 10767 








GI Descrip. 


• 4521193/dbj IAB013450. 1 IAB013450 3.0e-40 Oryza sativa DNA, 




' similar sequence to Pib gene 








beq. no. 


45161 


Seq. ID 


OJ000251 


_40.0303.C49 


Gene No . 


95426 


Strand 






Start 


12951 


End 


21670 




Name 


OJ000251 40.0303.C49.o2.tc 


Method 


TBLASTX : i 


Cress- 


Start 


7136 


End 


9629 




GI 


none 


Score 


107 




Exons 


-.7136. .7252, 7141.. 7248, 7470. 


.7664, 7472. .7663, 


8248. .8502, 




8249.. 8725, 8557. .8601, 8852. 


.9175, 8884. .8949, 


9001. .919-5, 




9274. .9309, 9278. .9532, 9361. 


.9558, 9523. .9621, 


9537. .9629 


Seq. No. 


45161 


Seq. ID 


OJ000251 


_40.0303.C49 



46438 




Gene No. 


95426 






Strand 




Start 


12951 






End 


21670 


Name 


OJ000251_40 . 


0303 


.C49.o3. tw 


Method 


TBLASTX: Wheat' 


Start 


7142 






End 


7616 


GI 


none 






Score 


144 


Exons 


7142 . . 7252, 


7147 


. . 7248, 7158 . 


.7262, 7470.. 7616, 7472. .7612 


Seq. No. 


45161 






Seq. ID 


OJ000251_40.0303.C49 


Gene No. 


95426 






Strand 




Start 


12951 






End 


21670 


Name 


OJ000251_40 . 


0303 


. C4 9.o3. tm 


Method 


TBLASTX : Maize 


Start 


7156 






End 


7696 


GI 


none 






Score 


95 


Exons 


7156. .7248, 


7157 , 


. . 7255, 7439. 


.7696, 7470.. 7670 


Seq. No. 


45161 






Seq. ID 


OJ000251_40.0303.C49 


Gene No. 


95426 






Strand 




Start 


12951 






End' 


21670 


Name - 


OJ000251 40. 


0303 . 


. C4 9 . ol . ts 


Method 


TBLASTX : Soybean 


Start 


7470 






End 


9466 


GI 


none 






Score 


132 


Exons 


7470 . .7682, 


7517 , 


. .7681, 8258 . 


.8719, 82 


87. .8502, 8837. .9031, 




8915 . . 9046, 


9034 , 


. . 9195, 9044 . 


.9172, 9278. .9466 


Seq. No. 


45161. 






Seq. ID 


OJ000251_40.0303.C49 


Gene No. 


95426 ■ 






. Strand 




Start 


12951 






End 


21670 


Name 


OJ000251_40. 


0303. 


.C49.ol. tm 


Method 


TBLASTX: Maize 


Start 


8269 






End 


9627 


GI 


none 






Score 


151 


Exons 


8269. . 8391, 


8279. 


. .8416, 8383 . 


.8448, 8453. .8731, 8455. .8502, 




8846. . 9175, 


8884 . 


. . 8949, 9001 . 


.9195, 9274. .9531, 9278. .9532, 




9523 . . 9627 , 


9537 . 


. . 9626 






Seq. No. 


45161 






Seq. ID 


OJ000251_40.0303.C49 


Gene No. 


95426 






Strand 




Start 


12951 






End . 


21670 


Name 


OJ000251 40. 


0303 , 


, C4 9.o2.tw * 


Method 


TBLASTX: Wheat 


Start 


9287 






End 


9594 


GI 


none 






Score 


257 


Exons 


9287 . . 9532, 


9290 . 


, . 9367, 9295 . 


.9594 




Seq. No. 


45161 






Seq. ID 


OJ000251_40.0303.C49 


Gene No . 


95426 






Strand 




Start 


12951 






End 


21670 


Name 


OJ000251 40. 


0303. 


,C4 9.o2.np 


Method 


AAT/NAP 


Start 


12951 






End 


21155 


GI 


7106512 






Score 


1646 


Exons 


..12951. .13338 


, 13406. .13578, 13626 .. 14 608, 14712 .. 14757, 




'15282. .15470 


, 18916. .19057, 21122.. 21155 


\jL UcSCiip, 


(AP001278) EST C98429 (E0138 ) 


corresponds to a region of the 




predicted gene.; 


hypothetical 


protein 


[Oryza sativa] 


Seq. No. 


•45161 






Seq. ID 


OJ000251_40.0303.C49 


Gene No. 


95426 






Strand 




Start 


12951 






End 


21670 


Name 


OJ000251 40. 


0303. 


C4 9.o3.np 


Method 


AAT/NAP 



46439 




Start 18781 End 21670 

GI 3355308 Score 705 

Exons 18781. .19284, 19588 20302 , 21627.. 21670 

GI Descrip. (AJ009695) wall-associated kinase 4 [Arabidopsis thaliana] 



Seq. No. 45161 

Gene No. 95426 

Start 12951 

Name OJ000251_40. 0303.C49.o2. tm 

Start 18928 

GI none 
Exons 



Seq. ID OJ000251_40.0303.C49 
Strand ■ - 
End 

Method 
End 
Score 



21670 

TBLASTX: Maize 

20169 

170 



18928. .19296, 1914 8 .. 19297 , 19588 .. 19791 , 19589 .. 19777 , 
19813. .20013, 19829.. 20053, 20000.. 20116, 20020 .. 20169" 





O rt r~t VT rt 

oeq. no. 


■ 45161 






Seq. ID 


OJ000251 


4 U . U jU j 


. C4 3 




Gene No . 


95426 






Strand 










otarc 


12951 






End ■ 


21670 








Name 


OJ000251 40.0303.C49 


— 1 4- rt 

. 0 1 . t.c 


Method 


TBLASTX: 


Cress 






btart 


18 9,4^9 






End 


20131 








GI 


none 






Score 


54 








Exons 


18949. 


.19296, 18962. 


.19117, 


19154. .19309, 19588 


. . 19797, 








19589. 


.19780, 19810. 




19829. .20011, 20012 










20029. 


.20121 












i _jj 


C 1 rt rt" . \1 rt 

beq. jno. 


45161 






Seq. ID 


OJ000251 


4U . 0 30 o 


. C4 9 


f 'fs 


Gene No. 


95426 






Strand 










C" +- -> +- 

otart 


12951 






End 


21670 






Hi 


Name 


OJ0002 


51_40.0303.C49 


rt O 4- rt 

. ol . ts 


Method 


TBLASTX: 


Soybean 






Start 


19120 






End 


20199 






GI 


none 






Score 


104 








Exons 


19120. 


.19296, 19172. 


.19297, 


19588. .19779, 19810 


. .19956, 




: br 




19829. 


.19963, 20029. 


.20121, 


20030. .20095, 20131 


. .20199 






Seq. .No. 


45161 






Seq. ID 


OJ000251 


_40.0303 


.C49 




Gene No. 


95426 






Strand 










Start 


12951 






End 


21670 








Name 


- OJ000251 40.0303.C49 


. ol . tw 


Method 


TBLASTX: 


Wheat 






Start 


19738 






End 


20106 








GI 


none 






Score 


130 








Exons 


19738. 


.19803, 19813. 


.20013, 


19823. .2001 


.4, 20029 


. .20106 






Seq. No. 


45162 






Seq. ID 


OJ000251 


__.40.Q303 


.C50 




Gene No. 


95427 






Strand 


+ 








Start 


3859 






End 


5452 








Name 


OJ000251 40.0303.C50, 


. o3.np 


Method 


AAT/NAP 








Start 


3859 






End 


5452 








GI 


6630696 




Score 


2731 








Exons 


3859. . 


5452 













GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU07 6106 ( E20423 ) correspond to a 
reqion of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. . 45162 Seq. ID 

Gene No. 95427 ■ Strand 

Start 3859 End 

Name OJ000251_4 0 . 0303 . C50 . ol . gp Method 

Start 3901 End 



OJ000251_40.0303.C50 
+ 

5452 

AAT/GAP 

4789 



46440 




C T 


101595 1.R1084 \ 






Score 


1439 


Exons 


*3 Q fl 1 A RQQ 
. • 4 j y j f 


4715, 


. .4789 








ui uescnp. 


1 in ah nat: q 

jU4 / UOD J . 


Oe-15 


(AF058825) 


contains 


similarity to 






related POL 


polyproteins [Arabidopsis thaliana] ' 


064. IN O • 


45162 








Seq. ID 


OJ000251_4 0.0303.C50 


Gene No. 


95428 








Strand 




Start 


1 ^4 R 








End 


327 6 


Name 


o,Tnnn9si an 


.0303, 


.CSO.ol 


.np 


Method 


AAT/NAP 


OLaiL 


1 ^4ft _ 

1 J *5 O 








End 


3276 


0 X 


sa 0^9 f=;n 








Score 


268 


L ' « r-» 

ijXons 


1 ?48 9001 


2321. 


, .2509, 


3215 


. .3276 




^2 x 0 v* 1 t^v 
yj ± UtroCXip. 




similar to wakl gene (AJ009696) [Oryza sativa] 


Seq. No. 


45162 








Seq. ID 


OJ000251_40.0303.C50 


Gene No. 


9S49Q 
? jit j 








Strand 




O L. a X (_ 


J X O J 








End 


5452 


Name 


rj-TDDD^SI 4D 


. U j U j . 


,t3U . ox 


. TLW 


Method 


TBLASTX: Wheat 


uLdlL 


T7 S? ' _ 








End 


4150 ' 




none 








Score 


128 




"37 S^ si 

J ' JJ. . JO Jl, 


3754. 


.3888, 


3865 


..4149, 3939. .4130, 3968. .4150 


Seq. No. 


45162 








Seq. ID 


OJ000251_40.0303.C50 


Gene No. 


QS4 9 Q 
y J 4 c. y 








Strand 






SI ^"3 
J X J J 








End 


5452 


Name 


HTDnn^si 4n 


. U jU j . 


pen 


. tin 


Method 


TBLASTX : Maize 




JUUI 








End 


4209 




none 








Score 


318 




j jui 1 ■ 4 y f 


3948. 


.4130, 


4001 


..4144, 4030. .4206 


Seq. No. 


45162 








Seq. ID 


OJ000251_4 0. 0303.C50 


Gene No. 


QS4 9Q 
y j 1 c y 








Strand 




O Lai L 


SI H 

J X J J 








End 


5452 


Name 


O,Tn009Sl 40 

VJUUUUZ.JX 4U 


. V jU j . 


pen ^ t 
LOU . Ol 




Method 


TBLASTX: Maize 




47^0 ~~ 








End 


5004 


O X 


none 








Score 


391 


Ej AvJI lb 


a 7 t n snn9 

4 / Ju . . JUU^f 


4731. 


.5003, 


4731 


..5003, 4732. .5004, 4732. .5004 


Seq. No. 


45162 








Seq. ID 


OJ000251_40.0303.C50 


Gene No. 


9S499 








Strand 






SI ^7 
Ji j j 








End 


5452 


Name 




.0303. 


CSO.ol 


. ts 


Method 


TBLASTX: Soybean 


0 LaX L 


SD4 fl ~~ 








End ; 


5428. 


P T 


tiutic 








Score 


80 


Exon s 


S04 ft S1 Q7 

JUIO . . Jl j / / 


5180. 


.5428 








Seq. No. 


45162 








Seq. ID 


OJ000251_40.0303.C50 


Gene No. 


QS4 9 Q 
y j *i c* y 








Strand 




OldLL 


CI 

J X J J 








End 


5452 


Name 


n Tonn 9 m a n 


.0303. 


C50.o3 


.gs 


Method 


GENSCAN 


Of avf 


5133 






End 


5264 


GI 


none 








Score 


. 97 


Exons 


5133. .5264 












Seq. No. 


45162 








Seq. ID 


OJ000251_40 . 0303 . C50 


Gene No. 


95429 








Strand 




Start 


5133 








End 


5452 



46441 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000251_40 . 0303 . C50 . o2 . tw Method 

5293 End 

none Score 
5293. .5451, 5294. .5452 



TBLASTX : Wheat 

5452 

242 



45163 Seq. ID 

95430 Strand 
1 End 
OJ000251_4 0 . 0303 .C51.ol.np Method 
1 End 
6630696 Score 
1..806 

(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E204 23 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



OJ000251_40.0303.C51 
+ 

806 

AAT/NAP 

806 

1383 



45163 
95430 

1 • ■ 

OJ000251_4 0 . 0303 . C51.ol.gs 
17 

none 
17. .731 



Seq. ID OJ000251_40.0303.C51 

Strand + 

End .806 ' 

Method GEN SCAN 

End 731 

Score .53 



Seq,. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



.45163 Seq. ID 

95430 Strand 

1 End 
OJ000251_4 0 . 0303 . C51 . o2 . tw Method 

38 End 

none Score 

38. .292, 39. .287, 103. .288, 110. .292 



45163 
95430 
1 

OJ000251_4 0.0303.C51.ol.ts 
212 

5509260' 

212. .676, 307. .468, 499. .531 



45163 
95430 - 
1 

OJ000251_40 . 0303 . C51 . ol . tc 

305 

none 

305. .565, 307. .477 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_40.0303.C51 
+ 

806 

TBLASTX: Wheat 

292 

316 



OJ000251_40.0303.C51 
+ 

806 

TBLASTX : Soybean 

676 

380 



OJ000251_40.0303.C51 
+ 

806 

TBLASTX: Cress 

565 

291 



Seq. No. 45163 

Gene No. 95430 

Start 1 

Name OJ000251_4 0 . 0303 . C51 . ol . tm 

Start 346 

GI none 
Exons 



Seq. ID OJ000251_40.0303.C51 

Strand + 

End 806 

Method TBLASTX : Mai ze 

End 7 93 

Score 34 9 



346. .477, 347. .793, 482. .562, 598. .70* 



46442 




Seq. No. 


45163 


Seq. ID 


OJ000251_40.0303.C51 


Gene No. 


95430 


Strand 


+ 


otart 


1 
± 


kna 


q n £ 

o U D 


Name 


o innnoRi /in n^n*} r*^i /^i f , t 
UJUUUZ j1 . UJUj . LjI . Ol . tW 


Method 


i oLiAo i a : wnea l . 


Of 3 v f- 


o/i — 
f 


U 1 r> H 


q n 

OUJ 


C T 


none 


Score 


jUO 


Exons 


1A1 £Q1 'Z&A S^l £ft£ ADR 






uctj. IN O . 


A £>A 
H D 1 D H 


c.o/T t n 
oeq . ± u 


UJUUUZDl H u . U JU J . {->DZ 


Con o Wo 


95431 


Strand 


+ ~ 


Of a v-f- 


1 


End 


1189 


Name 


OJ000251 40.0303.C52.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


720 




6630696 


Score 


1166 


Exons 


1. .720 






bi Ucscrip. 


(AP000969) ESTs D22114 (C10364 ) , AU07 6106 ( E20423 ) correspond 




region of the predicted gene. 


; Similar 


u.o retrovirus reiatei 




polyprotein from transposon Tnt 1-94. 


^irxuy/oj [uryza sativ< 


Seq. No. 


45164 


Seq. ID 


OJ000251_40.0303.C52 


Gene No. 


95431 


Strand 






1 


End 


x i o y 


Name 


OJ000251 40.0303.C52.ol.tm 


Method 


TOT 7\ CTY . M^n' — ^ 

loLAolAIMaize 


OLdlt 


1 


End 


0 4 




none 


Score 


Z 1 D . 


Exons 


1 . . ZD Z f Z . . ZD D / O . . £ 04 






Seq. No. 


45164 


Seq. ID 


OJ000251_40.0303.C52 


Gene No. 


95431 


Strand 


+ 


C -f- d v-+- 


1 


End 


1 1 QQ 

1 1 0 y 


Name 


OJ000251 40.0303.C52.ol.ts 


Method 


1 dLAo 1 a : boyoean 


Of y-f 

O Lai L 


98 


End 


A 1 0 

H 1 Z 


C T 


none 


Score 


1 1 Q 
1 1 0 


TP \r /~\ tt% o 


98. .229, 104. .229, 247. .348, 


248. .472 




Seq. No. 


45164 


Seq. ID 


OJ000251_40.0303.C52 


Gene No. 


954 31 


. Strand 


+ 




1 


"End 


1189 


Name 


OJ000251 40.0303.C52.ol.tw 


Method 


TBLASTX: Wheat 




110 


End 


585 




none 


Score 


105 


Exons 


110. .184, 111. .170, 115. .183, 


199. .585, 


200. .583, 205. .585 


Seq. No. 


45164 


Seq. ID 


OJ000251_40.0303.C52 


Gene No. 


95431 


Strand 


+ 


oT-aiL 


1 


End 


1189 


Name 


OJ000251 40-0303. C52.ol.gs 


Method 


GENSCAN 


Q+- 3 y+- 


. 383 


End 


970 




none 


Score 


.81 


Exons 


383. .673, 869. .970 






Seq. No. 


45164 


Seq. ID 


OJ000251_40.0303.C52 


Gene No. 


95431 


Strand 


+ 


Start 


; 1 


End 


1189 


Name 


OJ000251 40.0303.C52.o2.tm 


Method 


TBLASTX: Maize 


Start 


595- 


End 


917 


GI 


none 


Score 


108 



4 64 4 3 



Exons 



595. .705, 596. .706, 723. .827, 730. .834, 733, 
892. . 915 



J19, 873. .917, 



Seq. No. 45164 Seq. ID 

Gene No. 95431 Strand 

Start • 1 End 
Name ; OJ000251_40 . 0303 . C52 . o2 . tw Method 

Start 861' End 

GI none Score 
Exons 



861. .905, 931. .999, 933. .1001, 1013. .1177, 1013 
1021. .1179 



OJ000251_40.0303.C52 
+ 

1189 

TBLASTX : Wheat 

1189 

36 

1189, 



Seq. No. 45165 Seq. ID 

Gene No. 95432 Strand 

Start 2736 End 

Name OJ000251_4 0 . 0303 . C53 . ol . gs Method 

Start 2736 End 

GI none . Score 
Exons • 2736..2876 



OJ000251_40.0303.C53 

2876 
GEN SCAN 
2876 
.76 



Seq. No. 45166 Seq. ID 

Gene No. 954 33 Strand 

Start 253 End 

Name OJ000251_40 . 0303 . C54 . ol . gs Method 

Start 253 End 

GI none Score 

Exons 253.'. 368, 2137.. 2516 



OJ000251_40.0303.C54 
+ 

2516 
GENSCAN 
2516 
. 66 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45166 Seq. ID 

95433 Strand 
253 End 
OJ000251_40.0303.C54 .ol.gp Method 
2152 End 
uC-osflcyp098cl0bl Score 
2152. .2434 

, 1888550/gb|U89895|OSU89895 4.0e-36 Oryza sativa . 
pathogenesis-related protein class 1 (PR-1) gene, complete cds ? 



OJ000251_40.0303.C54 
+ 

2516 
AAT/GAP 
2434 
425 



45166 
95434 
2477 

OJ000251_40.0303.C54 .ol.tm 

1344 

none 

1344. .1487, 1472..1543, 2328. 
2520. .2549 



Seq. ID OJ000251_40.0303.C54 

Strand + 

End 2562 

Method TBLASTX : Mai ze 

End 2549 

Score 52 

.2480, 2342. .2467, 2505. .2549, 



Seq. No. 45166 

Gene No. 95434 

Start 2477 

Name OJ000251_40 . 0303 . C54 . ol . tc 

Start 2337 

GI none 

Exons " 2337.. 2477, 2342.. 2467 

Seq. No. 45166 

Gene No. 95434 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ000251_40.0303.C54 
+ 

2562 

TBLASTX: Cress 

2477 

208 



OJ000251_40.0303.C54 
+ 



46444 





9477 




9 Rfi9 


Name 


nTnnn9M ac\ n^n^ ps4 oi i-c 




l dlltlo i a . ooyucan 


q+- -a v+- 


c JJ / 




<L D D D 




none 


q oo 


907 
z. \j f 




9^7 9477 9^49 944D 9^0^ 


i 9 SSS 




Can Mo 


*i J X u u 




n.T0009 c ii 40 n^n^ rs4 


(Tipnp No 


95434 - 


Strand 


+ ' "~ 


Start 


2477 


End 


2562 


Name 


OJ000251 40.0303.C54.o2.gp 


- Method 


AAT/GAP 


q+- a rt 


2477 


End 


2562 


riT 

\J A. 




Score 


125 


Hi A i 1 o 


9 All ~~ 9S69 

Z. *3 / / ■ • (11. JUt, 






Ol !_/ C O i_ • 




12 (AL021767) hypothetical prot 










Seq. No. 


45167 


Seq. ID 


OJ000251 40.0303.C55 


Gene No. 


95435 


Strand 


+ 


Cf 3 rt 


42 


End 


' 1849 


Ma mp 




Method 


GENSCAN 


C-t- -s >-f- 

OLdL L 


4 9 ~~ 


End 


709 


OX 




Score 


.86 




49 9^7 49fl 4QS Sft7 7DQ 






C o rr Nlo 


45167 


Seq. ID 


OJ000251_40.0303.C55 


uCJIC INI^ii. 


95435 


Strand 


+ 


Start 


42 


End 


1849 


Name 


OJ000251 40.0303.C55.ol.gp 


Method 


AAT/GAP 


OLdl I 


428 


End 


1354 


O T 


20096 1.R1084 


' Score 


364 


U 1 v o n c 


428. .495, 587. .673, 1249. .1354 






, 2853097/emb|CAA16913 | 2 . Oe- 


12 (AL021767) hypothetical prot< 




[Schizosaccharomyces pombe] 1 






C &rr Mo 


45167 


Seq. ID 


OJ000251_40.0303.C55 


{^pnp Mo 


95435 


Strand 


+ 


Start 


42 


End 


1849 


Name 


■ OJ000251 40.0303.C55.o2.gp 


Method 


AAT/GAP ' 




1240 


End 


1849 




20096 1.R1084 ' 


Score 


935 


P 1 von q 


1240. .1849 








, 2853097/emb|CAA16913 | 2 . Oe- 


12 (AL021767) hypothetical proti 




[Schizosaccharomyces pombe] ' 






OC4. IN O . 


45167 


Seq. ID 


OJ000251_40.0303.C55 


flpinp Mo 


95435 


Strand 


+ 


Start 


42 


End 


1849 


Name 


OJ000251 40.0303.C55.o3.gp 


Method 


AAT/GAP 


O Lai 0 


1249 


End 


1849 




20096 1.R1084 


Score 


935 


Exons 


1249. .1849 






GI Descrip. 


, 2853097/emb|CAA16913| 2 . Oe- 


12 (AL0217 67) hypothetical prot< 




. [Schizosaccharomyces pombe] ' 






Seq. No. 


45167 


Seq. ID 


OJ000251_40 . 0303 .C55 


Gene No. 


95436 


Strand 




Start 


1576 


End 


1794 



46445 



Name 

Start 

GI 

Exons 



OJ000251_40 . 0303 . C55 . ol . tc Method TBLASTX : Cress 

153 End 1303 

none Score 95 

153. .239, 423.-494, 427. .495, 585. .665, 586. .672, 587. 

1247.. 1303 



,673, 



Seq. No. 45167 

Gene No. 95436 

Start 1576 

Name OJ000251_40 . 0303 . C55 . ol . tm 

Start 153 

GI none 
Exons 



Seq. ID OJ000251_40.0303.C55 
Strand 

End 1794 

Method TBLASTX : Mai ze 

End 1376 

Score 106 



153. .239, 155. .238, 175. .294, 423. .494, 427. .495, 429. 
585. .671, 586. .672, 587. .673, 1247. .1303, 1248. .1304, 
1249. .1305, 1317. .1376, 1319. .1363 



,497, 



Seq. No. 45167 Seq. ID 

Gene No. 95436 Strand 

Start 1576 End 

Name OJ000251_40 . 0303 . C55 . ol . ts Method 

Start 153 - End 

GI none Score 
Exons 



OJ000251_40.0303.C55 
1794 

TBLASTX : Soybean 

1307 

104 



153. .239, 155. .238, 426. .494, 427. .495, 428. .499, 584. .670, 
586. .672, 587. .673, 1248. .1307, 1249. .1302 



Seq. No. 45167 Seq. ID 

Gene No. 954 36 _ Strand 

Start 1576 End 

Name OJ000251_40 . 0303 . C55 . o2 . gs Method 

Start 1576 End 

GI none Score 

Exons 1576. . 1794 



OJ000251_4 0.0303.C55 

1794 
GENSCAN 
1794 
.55 



Seq. No. 45168 Seq. ID 

Gene No. 95437 Strand 

Start 91 End 

Name OJ000251_40 . 0303 . C58_. ol ,-gp Method 

Start 91 • End 

GI 16490_1.R1084 Score 

Exons 91. . 147 

GI Descrip. 1 4584525/emb | CAB40756 . 1 | 7.0e-38 (AL049607) protein phosphatase 

2C-like protein [Arabidopsis thaliana] ' 



OJ000251_4 0.0303.C58 
147 

AAT/GAP 

147 

89 



Seq. No. 


45168 












Seq. ID 


OJ000251 


_4 0 


.0303 


.C58 


Gene No. 


95438 












Strand 


+• 








Start 


532 












End 


743 








Name' 


OJ000251 


_40. 


,0303, 


.C58, 


.ol 


.gs 


Method 


GENSCAN 








Start 


532 












End 


743 








GI 


none 












Score 










Exons 


532. .743 






















Seq. No. 


45169 












Seq. ID 


OJ000251 


_4 0 


.0303 


.C61 


Gene No. 


95439 












Strand 


+ 








Start 


880 * 












End 


1711 








Name 


OJ000251 


40. 


,0303. 


.C61, 


.ol 


.gs 


Method 


GENSCAN 








Start 


880 












End 


1616 








GI 


none 












Score 


.59 









46446 



Exons 



880. .1123, 1478. .1519, 1573. .1616 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45169 Seq. ID OJ000251 

95439 Strand + 

880 - * End 1711 

OJ000251_40. 0303. C61.ol. rip Method. AAT/NAP 

1387 End 1711 

140291 Score 378 
1387. .1711 
HYPOTHETICAL 
hypothetical 



40.0303.C61 



21.5 KD 
protein 



PROTEIN (ORF 185) gi | 8254 1 | pir | | S05116 
185 - rice chloroplast 
gi|11997|emb|CAA33958| (X15901) ORF185 [Oryza sativa] 
gi I 226618 Iprf M 1603356AQ ORF 185 [Oryza sativa] 



Seq. No. 45169 Seq. ID 

Gene No. 95440 Strand 

Start 1 End 

Name OJ000251_40 . 0303 . C61 . ol . gp Method 

Start 1 ' End 

GI none Score 

Exons 1..90 



OJ000251_40.0303.C61 
90 

AAT/GAP 

■90 

143 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45169 
95441 
1443 

OJ000251_40. 0303.C61.ol.tc 

1443 

none 



Seq. ID. OJ000251_40.0303.C61 
Strand 
End 

Method 
End 
Score 



1698 

TBLASTX: Cress 

1698- 

230 



1443. .1682, 1446. .1685, 1447. .1689, 1456. .1698 



45169 
95441 
1443 

OJ000251_4 0.0303.C61.ol.tm 

1542 

none 

1542. .1574, 1542. .1574, 1543. 
1560. .1685, 1561. .1689 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_40.0303.C61 
1698 

TBLASTX: Maize 

1689 

41 



,1575, 1553, .1687, 1560. .1688, 



tj Seq. No. 


45170 


Seq. ID 


OJ000251_40.0303.C62 


[3 Gene No. 


95442 


Strand 




Start 


1 


End 


112 


Name 


OJ000251 40/0303. C62.ol.gp- 


Method 


AAT/GAP 


Start 


1 


End 


112 


GI 


87968 1.R1084 


Score 


184 


Exons 


1. .112 






GI Descrip. 


'4176420/dbj |BAA37167| 2 . Oe- 


•11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] 1 






Seq. No. 


45170 


Seq. ID 


OJ000251_4 0 . 0303 . C62 


Gene No. 


95443 


Strand 




Start 


50 


End 


682 


Name 


OJ000251 40.0303.C62.ol.np 


Method 


AAT/NAP 


Start 


50 


End 


682 


GI 


7486210 


Score 


190 


Exons 


50. .369, 595. .682 






GI Descrip. 


hypothetical protein F26P21. 


160 - Arabidopsis thaliana 



46447 



gi|3688185|emb|CAA21213.1| (AL031804) putative protein 
[Arabidopsis thaliana] gi | 7270251 | emb | CAB80021 . 1 | (AL161582) 
putative protein [Arabidopsis. thaliana] 



Seq. No. 45170 Seq. ID 

Gene No. 95443 Strand 

Start 50 End ■ 

Name OJ000251_40 . 0303 . C62 . ol . gs Method 

Start 68 End 

GI none Score 

Exons 68.. 424 



OJ000251_40.0303.C62 
682 

GENSCAN 

424 

.42 



Seq. No. 45170 Seq. ID 

Gene No. 95443 Strand 

Start 50 End 

Name OJ000251_40 . 0303 . C62 . ol . tm Method 

Start 221 End 

GI none Score 
Exons ■• ' 221. .364, -222. .335 



Seq. No. 45171 
Gene No. 95444 
Start 1 

Name OJ000251_40 . 0303 . C71 . ol . np 

Start -1 

GI ' 7487529 

Exons 1..232 

GI Descrip. hypothetical protein T29H11 
gi | 4 678351 | emb | CAB4 1161.1 | 
[Arabidopsis thaliana] 



OJ000251_40.0303.C62 
682 

TBLASTX: Maize 

364 

120 



Seq. ID OJ000251_40.0303.C71 

Strand + 

End 248 

Method AAT/NAP 

End 232 

Score 158 

.110 - Arabidopsis thaliana 
(AL049659) putative protein 



Seq. No. 45171 Seq. ID 

Gene No. 95444 Strand 

Start 1 End 

Name OJ000251_40 . 0303 . C71 . ol . tm Method 

Start 1 End 

GI none Score 

Exons 1..234, 9.. 248, 132.. 242 



OJ000251_40.0303.C71 
+ 

248 

TBLASTX: Maize 
248 

2-76 



Seq. No. 45172 

Gene No. 95445 

Start 1 

Name OJ000251_40 . 0303 . C72 . ol . np 

Start 1 

GI 7489454 

Exons 1..126, 179.. 629 

GI Descrip. bacterial blight-resistance 
gi | 2943742 | dbj | BAA25068 . 1 | 



Seq. ID OJ000251_40.0303.C72 

Strand + 

End 62 9 

Method AAT/NAP 

End 629 

Score 203 

protein Xal - rice 
(AB002266) XA1 [Oryza sativa] 



Seq. No. 45172 Seq. ID 

Gene No. 954 4 5 Strand 

Start 1 End 

Name OJ000251_4 0 . 0303 . C72 . ol . gs Method 

Start 51 End 

GI none Score 

Exons 51.. 629 



OJ000251_40.0303.C72 
+ 

629 

GENSCAN 

629 

.89 



46448 






Seq. No. 


45172 


Seq. ID 


OJ000251_40 


.0303 


.C72 




Gene No. 


95446 


Strand 


+ 














6m ? 








Name 


n.Tnnn^M 4n n?n? cio ni 




7\ 7\ T /PA D 










'nDI 7 _ 
Jul / 




R S 9 ^ 








GI 


none 




y *j j 








J_j v*/ 1 1 O 


5017 5525 












Seq. No,:/. 


45172 


Seq. ID 


OJ000251_40 


.0303 


.C72 




Gene No. 


95446 


Strand 


+ 








Start 


5095 


End 


6M ? 








Name 


OJ000251 40 0?0? C72 o? aq 


L JC L11UU 


\J Ej IN O 'wrt.LN 








Start 


5095 ~~ 


End 


6S1 ? 








GI 


none 




Q4 










5095 6513 












Sea No 


45172 


Seq. ID 


OJ000251_40 


.0303, 






Gene No. 


95447 


Strand 


+ 








Start 


7555 


End'" 


13193 








Name 


OJ000251 40.0303.C72.o3.gs 


Method 


GENSCAN 








O U Cl-L L, 


7555 


End 


13193 








ox 


none 


Score 


.85 








TT 1 von q 


7555. .7 925, 10103. .1014 8, 10804. .10880 


, 11271. .11354, 




i.-S 




1140? 11466 116?? 11R9? 

1 1 1 U J i . ill UUj J.1UJJ • • 1 1 O ^ ^ / 


11944. .13193 






Q 


O " . IN » 


4 517? 


Seq. ID 


OJ000251 40 


n ?n ? 




i,. . 


Gene No. 


954 47 


Strand 


+ 








Start 


7 S S R 


End 


13193 








Name 


OJ000251 40.0303.C72.o2.np 


Method 


AAT/NAP 






: t s 


OLCLJ. L 


12053 


End 


13185 








(IT 


6056194 


Score 


466 










12053. .13185 










\ y 

5- 




(AC009400) unknown protein 


[Arabidopsis thaliana] 








Seq. No. 


45172 


Seq. ID 


OJ000251_40, 


.0303, 


,C72 




Gene No. 


95448 


Strand 










Start 


6302 


End 


6856 






r - 


Name 


OJ000251 40.0303.C72.o2.gp 


Method 


AAT/GAP 








Start 


6302 


End 


6856 








GI 


none 


Score 


997 








Exon s 


6302.. 6856 












Seq. No. 


45172 


Seq. ID 


OJ000251_40. 


.0303. 


C72 




Gene No. 


95449 


Strand 










Start 


11171 


End 


11833 








Name 


OJ000251 40.0303.C72-.o3.gp 


Method 


AAT/GAP 








Start 


11171 


End 


11833 








GI 


4714647 


Score 


1159 










11171. .11833 












Cpn Kin 


45172 


Seq. ID 


OJ000251_40. 


.0303. 


pin 




Gene No. 


95450^ 


Strand 










Start 


.. 14036 


End • 


14759 








Name 


OJ000251 40.0303.C72.o4.gp 


Method 


AAT/GAP 








■**Start 


14036 


End 


14759 








GI 


23698 1.R1084 


Score 


1382 








Exons 


14036. .14759 











46449 




VJ X UCJ V_r J. X k-S • 


'3337367 4.0e-29 (AC004481) 


hypothetical protein [Arabidops. 




tha 1 i ana 1 1 










Con NO 


4 5172 




Seq. ID 


OJ000251_40.0303. 




jripnp No 


95451 




Strand 






Start 


16439 




End 


19501 




Name 


OJ000251 40 0303 C72 


o 1 tm 


Method 


TBLASTX: Maize 




Start 


11717 _ 




End 


13127 




GI 


none 




Score 


80 




Exons 


11717 11806 12047 

X X / X r . • J. J. U U U ^ 1. \J *l 1 . 


. 12220 , 


12048. . 12233, 12263 .. 124 30 , 






12264 12659 12351 


. 12470, 


12458. .12583, 12705 .. 13124 , 






12717 13127 










Seq. No. 


45172 




Seq. ID 


OJ000251_40.0303. 


C72 


Gene No. 


95451 




Strand 






Start 


16439 




End 


19501 




Name 


OJ000251 40 0303 C72 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


12075 _ 




End 


12626 




GI 


none 




Score 


51 




Exons 


12075 12173 12267 


. 12626, 


12281. .12373, 12422 . '. 12514 




Seq. No. 


45172 




Seq. ID 


OJ000251_40.0303. 


C72 


Gene No. 


95451 




Strand 






Start 


x O *i J ^ 




End 


19501 




Name 


o.inon^^i 40 mn3 P7? 


nl 1- c; 

• KJ X . l_ O 


Method 


TBLASTX: Soybean 




Start 


1 2970 ~~ 

J. 1 KJ 




End 


12923 




GI 


none 




Score 


258 




Exons 


12270 12626 12675 

X Z. Z. / \J • * ±jL U / X Z. U / -J. 


1 2923 


12761.. 12922 




Seq. No. 


45172 




Seq. ID 


OJ000251_40.0303. 


C72 


Gene No. 


95451 




Strand 






Start 


16439 




End 


19501 




Name 


OJ000251 40 0303 C72 


ol t* w 

♦ V-/ X . U W 


Method 


TBLASTX: Wheat 




Start 


12764 _ 




End 


12997 




GI 


none 




Score 


379 




Exons 


12764 12997 12765 


12995 


12869. .12997 




Seq. No. 


45172 




Seq. ID 


OJ000251_40.0303. 


C72 


Gene No. 


95451 




Strand ' 






Start 


16439 




End 


19501 




Name 


OJ000251 40 0303 C72 




Method 


TBLASTX: Cress 




Start 


12780 ~~ 




End 


13178 




GI 


none 




Score 


109 




Exons 


12780 12923 12782 


1 2928 


12924 .. 13178, 12981. .13178 




Seq. No. 


45172 




Seq. ID 


OJ000251_40.0303. 


C72 


Gene No. 


95451 




Strand 






Start 


16439 




End 


' 19501 




Name 


O.T000?S1 40 0^0T C10 


A 

. o4 . gs 


Method 


GENSCAN 




Start 


1 64 *3Q ~~ 

X U *J _7 




End 


19400 




GI 


none 




Score 


.59 




Exons 


16439. .16495, 17524. 


. 17610, 


17699. . 17G 


117, 18700. . 18938, 






19336. .19400 










Seq. No. 


45172 




Seq. ID 


OJ000251_40.0303. 


C72 


Gene No. 


95451 




Strand 






Start 


16439 




End 


19501 





46450 




Name OJ000251_40 . 0303 . C72 . o3 . np Method AAT/NAP 

Start 17488 End 19501 

GI 7485468 Score 363 

Exons 17488. .17610, - 17699. .17.817, 18700 .. 18938 , 19041 .. 19085, 

19345. .19501 

GI Descrip. hypothetical protein F13P17.20 - Arabidopsis thaliana - 

gil 3337367 | gb | AAC27412 . 1| (AC004481) hypothetical protein 
[Arabidopsis thaliana] 



Seq. No. 45172 

Gene No. 95451 

Start 16439 

Name OJ000251_40 . 0303 . C72 . o4 

Start 17494 

GI none 

Exons 17494. . 17613, 17524.. 17 
17739. . 17819 

Seq. No. ' 45172 

Gene No. 95451 

Start 16439- 

Name OJ000251_40 . 0303 . C72 . o2 

Start 17533 

GI none 

Exons 17533. . 17613, 17534.. 17 
17703. . 17819 

Seq. No. 45172 

Gene No. 95451 

Start 16439 

Name OJ000251_40 . 0303 . C72 . o2 

Start 17705 

GI none 

Exons 17705. . 17818, 18695.. 18 



Seq. ID OJ000251_40.0303.C72 
Strand 

End 19501 
.tc Method TBLASTX : Cress 

End . 17819 

Score 58 
607, 17699. . 17818, 17702 .. 178 15, 

Seq. ID OJ000251_*0-.0303'.C72 
Strand 

End 19501 

. ts Method TBLASTX: Soybean 

End. 17819 

Score 60 
611, 17699. .17815, 17 699 .. 178 18 , 



Seq. ID OJ000251_40.0303.C72 
Strand 

End 19501 

.tm Method TBLASTX: Maize 

End 18956 

Score 126 
940, 18720.. 18956 



Seq. No - . 

Gene No.' 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 
Gene No. 
Start 
Name 
Start 



45172 
95451 
16439 

OJ000251_40 . 0303 . C72 . o2 . tc 
18698 
none 

18698. .18955, 18699. . 18971, 19338. .19421 



Seq. ID OJ000251_40.0303.C72 
Strand 
End 

Method 
End 
Score 



19501 

TBLASTX: Cress 
19421 
108 



45173 Seq. ID 

95452 Strand 

1 End 

OJ000251_40 . 0303 . C73 . o4 . np Method 

1 End 

4680183 Score 



OJ000251_40.0303.C73 
+ 

10171 
AAT/NAP 
10171 
203 



1..54, 9403. .9471, 10080. .10171 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



45173 Seq. ID 

95452 Strand 

1 End 

OJ000251_40.0303.C73.o2.np Method 

3235 End 



OJ000251_40.0303.C73 

+ ' 

10171 

AAT/NAP 

5650 



46451 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6735317 Score 509 

3235. .3250, 4430. .4513, 4559. .5650 

(AL137080) putative protein [Arabidopsis thaliana] 



45173 ■ Seq. ID 

95452 Strand 
1 End 
OJ000251_40.0303.C73.ol.gp Method 
3735 End 
uC-osflcypl58dl2bl Score 
3735. .3882, 4212. .4268, 4401. .4575 

T 4680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 



OJ000251_4 0. 0303.C73 
+ 

10171 
AAT/GAP 
4575 
656 



45173 
95452 
■1 

OJ000251_4 0.0303.C7 3.o2.gs 
3747 
none 

374.7. .3882, 
6352. .6802 



Seq. ID OJ000251_40.0303.C73 

Strand '+ 

End 10171 

Method GENSCAN 

End 6802 

Score .92 
4212. .4268, 4401. .5260, 5326. .5600, 5938. .6153, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45173 Seq. ID 

95452 Strand 

1 End 

OJ000251_4 0 . 0303 . C73 . o3 . np Method 

4498 End 

1946363 Score 



OJ000251_4 0. 0303.C73 
+ 

10171 
AAT/NAP 
6796 
302 



4498. .4570, 5161. .5265, 6444. .6796 

(U93215) putative glycine-rich protein [Arabidopsis thaliana] 



45173 Seq. ID 

95453 Strand 
10535 End 
OJ000251_40.0303.C73.o2.gp Method 
10535 End 
1631463 Score 
10535. .10607 

4680178/gb|AF111709. 1 IAF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



OJ000251_40.0303.C73 
+ 

10607 
AAT/GAP 
10607- 
81 



45173 
95454 
1 

OJ000251_4 0.0303.C73.ol.np 



OJ000251 40.0303.C73 



Seq. ID 
Strand 

End 1001 
Method AAT/NAP 
1 End 1001 

6692734 Score 476 

1..368, 768. .1001 

(AC012679) putative integral membrane protein [Arabidopsis 
thaliana] 



Seq. No. 
Gene No. 
Start 



45173 
95455 
8222 



Seq. ID 

Strand 

End 



OJ000251 40.0303.C73 



10049 



46452 



Name 

Start 

GI 

Exons 



OJ000251_40. 0303.C7 3.o3. tm Method 

3 End 

none Score 
3.. 368, 55.. '396 



TBLASTX: Maize 

396 

184 



Seq. No. 45173 Seq. ID 

Gene No. 95455 Strand" 

Start 8222 End ■ 

Name OJ000251_4 0 . 0303 .C73 . o2 . ts Method 

Start 15 End 

GI none Score 

Exons 15.. 368, 133.. 372, 765.. 950 



OJ000251_40.0303.C73 
10049 

TBLASTX: Soybean 

950 

132 



Seq. No. 45173 

Gene No. 95455 

Start 8222 

Name OJ000251_40 . 0303 . C73 . ol .'tc 

Start 24 
GI - *. . • none 

Exons ' 24. .368, 55.-366, 765. .947, 



Seq. ID OJ000251_40.0303.C73 



Strand 
End 

Method 
End 
Score 
769. .939 



10049 

TBLASTX: Cress 

947 - 

218 



Seq. No. 45173 Seq. ID 

Gene No. 954 55 Strand 

Start 8222 End 

Name OJ000251_40 . 0303 . C73 . o4 . tm Method 

Start 765 End 

GI none Score 

Exons 765.. 944, 766.. 912 



OJ000251_40.0303.C73 
10049 

TBLASTX: Maize 

944 

130 



Seq. No. 45173 

Gene No. 95455 

Start 8222 

Name OJ000251_40 . 0303 .C73 . o2 . tc 

Start 4448 

GI none 

Exons 4448.. 4525, 4595.. 4660, 4691. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5035, 4726.. 5034 



OJ000251_40.0303.C73 
10049 

TBLASTX: Cress 
5035 
58 



Seq. No. 45173 Seq. ID 

Gene No. 95455 Strand 

Start 8222 End 

Name OJ000251_40 . 0303 . C73 . ol . tm Method 

Start 4682 End - 

GI none Score 

Exons 4682. .5161, 4756. .5031, 4970. .5053 



OJ000251_4 0. 0303-.C73 
10049 

TBLASTX: Maize 

5161 

415 



Seq. No. 


45173 








Seq. ID 


OJ000251_40.0303, 


.C73 


Gene No. 


95455 








Strand 






Start 


8222 








End 


10049 




Name - 


OJ000251 40. 


.0303. 


.C73.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


4691 








End 


5340 




GI 


none 








Score 


302 




Exons 


4691. .5107, 


4726. 


. .5034, 


5266. 


.5340 






Seq. No. 


45173 • 








Seq. ID 


OJ000251_40.0303. 


.C73 


Gene No. 


95455 








Strand 






Start 


8222 








End 


10049 




Name 


OJ000251 40, 


,0303. 


,C73.o2 


. tm 


Method 


TBLASTX: Maize 





46453 





^9 fi£ 








OOUi 




P7 


none 






Score 


jUI 




Exons . 


JluD . . J DU1 , 


S977 










Seq. No. 


45173 






Seq. ID 


OJ000251_40.0303. 


C73 


Gene No. 


95455 






Strand 






u Lai L 


8222 






End 


1 0D4 Q 

X \J \J *± z? 




Name 


0.70009^1 4fi 




P7 "3 fr 


Mo 1" h aH 


TRT QQTY • free c 




o Lai c 


S9fifi ~ 








S Sft 
J JO o 






none 






OLUI c 


7 n 




Li AUl lO 


R9fifi ^40 


J J u o 


SSft 6 

. . J JO u 








Seq. No. 


45173 






Seq. ID 


OJ000251_40.0303. 


C73 


Gene No. 


95455 






Strand 






Start 


8222 






End 


1004 9 




Name 




. 0303 


P7^ nl hw 


Mp 1~ h p»H 


l OlinO I /\ . Wiled. L 




Start 


5301 ~~ 






End 


*J U VJ J. 






none 






S core 


960 
^. u u 






J 1 • • .J J *i U , 




S601 








Seq. No. 


45173 






. Seq. ID 


OJ000251_40.0303. 


C73 


Gene No. 


95455 






Strand 






o Lai u 


ft 99 9 






End 


10049 - 




Name 


n,Tnnri9^i dn 

UuUUUt Jl *± u 




. ^ / O . Uj ■ (jo 


Method 


GENSCAN 




Of- = -rf- 


ft 999 _ 






End 


. 10049 




CI 


none 






Score 


.44 




LiAUllo 


ft999 ft?74 


ft 77 Q 


ft Q1 D Q1 ft ^ 


.9301, 9959. .10049 




Seq. No. 


45174 






Seq. ID 


OJ000251_47.0320. 


CI 


Gene No. 


95456 






Strand 


+ 




O Lai L 


1164 






End 


7919 




Name 


UUUUUi JI *i / 




PI n9 rr c 


Method 


GENSCAN 




O Lai L 


1164 ~ 

IIU1 






End 


7919 




CT 

O J. 


nunc 






Score . 


.55 






1 1 64 9Sftfi 






.3638, 5494. .7187, 7263. .7919 


Sea No 


45174 






Seq. ID 


OJ000251_47.0320. 


CI 


Gene No. 


95456 ■ ' " 






Strand 


+ 




Start 


1164 - 






End 


7919 




Name 


OJ000251 47 


.0320, 


.Cl.o2.np 


Method 


AAT/NAP 




Start 


5498 






End 


7910 




GI 


7228457 






Score 


1593 




Exons 


" 5498.. 7071/ 


7126, 


..7910 









GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 45174 

Gene No. 95457 

Start 9417 

Name OJ000251_47 . 0320 . CI . o4 . np 

Start 9417 

GI 7523517 

Exons 9417.. 9747, 11092.. 11171 

GI Descrip. (AP001633) hypothetical protein [Oryza sativa] 



Seq. ID OJ000251_47.0320.C1 

Strand + 

End 11171 

Method AAT/NAP 

End 11171 

Score 158 



Seq. No. 



45174 



Seq. ID OJ000251 47. 0320. CI 



46454 



Gene No. 95458 Strand + 

Start 12646 End 12780 

Name OJ000251_47 . 0320 . CI . o2 . gp Method AAT/GAP. 

Start 12646 ' End 12780 

GI " LIB3431-047-P1-K1-D10 Score 207 

Exons 12646.. 12780 

GI Descrip. 1 4512667/gb | AAD21721 . 1 | 8.0e-22 (AC006931) putative MAP kinase 
[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45174 Seq. ID 

95459 Strand 
7219 End 
OJ000251_47. 0320.Cl.o3.np Method 
7219 End 
6721558 Score 
7219. .7434, 8030. .8167, 8868. .8967 
(AP001073) hypothetical protein [Oryza sativa] 



OJ000251_47.0320.C1 

11501 
AAT/NAP 
8967 
226 



gi | 6815083 | dbj | BAA90369. 1 
[Oryza sativa] 



(AP001081) hypothetical protein 



Seq. No. 45174 Seq. ID 

Gene No. 95459 Strand 

Start 7219 End 11501 

Name OJ000251_47 . 0320 . CI . o5 . np Method AAT/NAP 

Start 8179 End 11501 

GI 6721512 Score 67 

Exons 8179. .8210, 9778. .9886, 11480. .11501 
GI Descrip. (AP001072) hypothetical protein [Oryza sativa] 



OJ000251 47. 0320. CI 





Seq. No. 


45174 








Seq. ID 


OJ000251_47.0320.C1 




Gene No. 


95460 








Strand 






Start 


11877 








End 


12077 




Name 


OJ000251 47, 


.0320, 


.Cl.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


5547 








End 


5939 




GI 


none 








Score 


58 


'"4 

s , 


Exons 


5547. .5591, 


5592, 


. .5705, 


5603. 


.5653, 5664. .5939, 5711. .5938 




Seq. No. 


45174 








Seq. ID 


■ OJ000251_47.0320.C1 




Gene No. 


95460 








Strand 






Start 


11877 








End 


12077 




Name 


OJ000251 47, 


.0320. 


.Cl.o2. 


tm " 


Method 


TBLASTX: Maize 




Start 


5586 








End 


5825 




GI' 


none 








Score 


203 




Exons 


5586. .5825 














Seq. No. 


45174 








Seq. ID 


OJ000251_47.0320.C1 




Gene No. , 


95460 








Strand 






Start 


11877 








End 


12077 




Name 


OJ000251 47. 


.0320. 


,Cl.o2. 


tw 


Method 


TBLASTX : Wheat 




Start 


6570 








End 


7025 




GI 


none 








Score 


148 




Exons 


6570. . 6752, 


6578. 


, .6751, 


6789. 


.7025, .6791. .6907, 6795. .7010, 






6950. .7015 














Seq. No. 


45174 








Seq. ID 


OJ000251_47.0320.C1 




Gene No. 


95460 








Strand 






Start 


11877 








End 


12077 



46455 





Name 


/-\ Trtrt aoc i < i noon i _*i j 

OJ000251 4 7 . 0320 . CI . ol . tw 


Method 


TBLASTX : Wheat 






Start 


7217 


End 


7673 






GI 


none 


Score 


C A 1 - 

541 w 






Exons 


/4I/../0/2, 721a. ./o/3 










Seq. No. 


45174 


Seq. ID 


OJ000251_47.0320 


.CI 




Gene No. 


95460 


'Strand 








btart 


I 1 Q "7 "7 

I I 0 / / 


hno 


i o n n n 
1ZU / / 






Name 


UJUUUZDl 4 / . UJzU.Ll.Ol. tS 


Method 


TBLAbTX : Soybean 






C -4- -\ v4- 

b tar u 


/ZD / 


T-> _] 

End 


TOO 






bl 


none 


Score 


lUo 






Exons 


1 £D 1 . . / 4 o 1 , / 4 oo . . / 0 2<£ 










Seq. No. 


45174 


Seq. ID 


OJ000251_47.0320 


.CI 




Gene No. 


95460 


Strand 








otart 


llo / / 




1ZU / / 






Name 


OJUUU2bl 4 / . 0320 . CI . ol . tm 


Method 


TBLASTX : Maize 






btart 


/J4 / 


End . 


/ /Uo 






bl 


none 


Score 


411 






Exons 


1 oh I . . / / Uj, / 4 Ul . . / b4 y , / 4 uy . 


H H f\ O 

. / /Uz 








Seq. No. 


45174 


Seq. ID 


OJ000251_47.0320 


.CI 




Gene No. 


95460 


Strand 








Start 


llo / / 


End 


12U / / 






Name 


ATnnnoci /i~7 noon ^ i _ a a- , „ 
UJUUUzol 4 / . U32U . CI . o4 . tw. 


H It i_ 1_ _ _] 

Method - 


TBLASTX : wheat 




U « 


Start 


/ O / 4 


End 


7 910 




f i | 


bl 


none 


Score 


O /IT 

24 / 






Exons 


/o/4. . / y iu 








*'~ 


Seq. No. 


4ol /4 


Seq. ID 


OJ000251 47.0320 


. CI 




Gene No . 


95460 


Strand 








Start 


11877 


End 


12077 






Name 


OJ000251 47.0320.Cl.ol.gp 


Method 


AAT/GAP 






otart 


11877 


End 


12077 




" ; ~ 


bl 


2227 1.R1084 


Score 


301 






Exons 


11877. .12077 








pi 


GI Descrip. 


' 6006355/dbj | AP000559 . 1 | AP000559 2 . Oe- 


•56 Oryza sativa genomic 






DNA, chromosome 6, clone : P04 93C11 ' 






f i 


Seq. No. 


45175 


Seq. ID 


OJ000251_47.0320 


.C2 




Gene No . 


95461 


Strand 


+ 






Start 


11907 


End 


14547 






Name 


OJ000251 47.0320. C2.o4.gp 


Method 


AAT/GAP 






Start 


11907 


End 


14547 






bl 


964 1.R1084 


Score 


2483 






Exons 


11907. .11964, 12073. .12128, 13360. .14547 






GI Descrip. 


• 38508 16/emb | CAA77132. 1 1 1 . Oe 


-109 (Y18348) U2 snRNP auxiliary 






factor, small subunit' [Oryza 


sativa] 1 








Seq. No. 


45175 


Seq. ID 


OJ000251_47.0320 


.C2 




Gene No. 


95461 


Strand 


+. 






Start 


11907 


End 


14547 






Name 


OJ000251 47.0320.C2.ol.np 


Method 


AAT/NAP 






Start 


13391 


End 


14293 






GI 


3850816 


Score 


1651 






Exons 


13391. .14293 









GI Descrip. (Y18348) U2 snRNP auxiliary factor, small subunit [Oryza sativa] 



46456 



Seq. No. 45175 Seq. ID OJ000251 

Gene No. 954 61 Strand + 

Start 11907-.. " ' End 14547 

Name ' OJ000251_47 . 0320 . C2 . o4 . gs Method GENSCAN 

Start 13391 End 14305 

GI none Score .97 

Exons 13391.. 14305 



47. 0320. C2 



Seq. No. 45175 Seq. ID 

Gene No. - 95462 Strand 

Start 21081 End 

Name OJ000251_47 . 0320 . C2 . o5 . gp Method 

Start 19979 End 

GI 4715001 Score 

Exons 19979.. 20695 



OJ000251_47.0320.C2 
+ 

23744 
AAT/GAP 
20695 
1377 



Seq. No. 45.175 . Seq. ID 

Gene No. 954 62 Strand 

Start 21081 End 

Name 0 J000251_4 7 . 0320 . C2 . 06 . gp Method 

Start 21029 End 

GI none Score 

Exons 21029. .21588 



OJ000251_47.0320.C2 
+ 

23744 
AAT/GAP 
21588 
1100 



Seq. No. 45175 

Gene No." 954 62 

Start 21081 

Name OJ000251_4 7 . 0320 . C2 . o7 . gs 

Start 21081 

GI none 

Exons 21081. .21828, 22011 22351 , 
23598. .23744 



Seq. ID OJ000251_47.0320.C2 

Strand + 

End 23744 

Method GENSCAN 

End 23744 

Score . 9 
23001. .23096, 23175 .. 23330, 



Seq. No. 45175 > Seq. ID 

Gene No. 95463 ■ Strand 

Start ■ 23670 End 

Name OJ000251_47 . 0320 . C2 . o7 . gp Method 

Start 23670 End 

GI 4715002 Score 

Exons 23670. .24093 



OJ000251_47.0320.C2 
+ 

24093 
AAT/GAP 
24093 
781 



Seq. No. 45175 Seq. ID 

Gene No. 954 64 Strand 

Start 1 End 

Name OJ000251_47 . 0320 . C2 . ol . gp Method 

Start 1 End 

GI none Score 

Exons 1. . 256 



OJ000251_47.0320.C2 
256 

AAT/GAP 

256 

442 



Seq. No. 45175 

Gene No. 95465 

Start 263 

Name ■ OJ000251_4 7 . 0320 . C2 . ol . gs 

Start 263 

GI none 

Exons 263.. 464, 1514.. 1667, 4869. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_47.0320.C2 

8179 
GENSCAN 
8179 
.59 



,5113, 5190.. 5597, 6779.. 6883, 



46457 







7ft4Q fil 7Q 










Seq. No. 


45175 




Seq. ID 


OJ000251 


_47.0320. 


,C2 


Gene -No. 


95465 




Strand 








Start 


263 




End 


8179 






Name 


OJ000251 47 


0320 C2 o2 an 




AAT /GAP 






Start 


44 81 ~~ 




End 


4 940 






GI 


none 




Score 


855 






Pv on q 


4481 . .4940 












Seq. No. 


45175 




Seq. ID 


OJ000251 


_47.0320. 


C2 


Gene No. 


95465 




Strand 








Start 


263 




End 


8179 






Name 


OJ000251 47 


0320 C2 o3 crn 


Mp t" h cir\ 


AAT /HAP 






Start 


6776 ~ 




End 


8032 








none 




Score 








F.x on •=? 


6776 6883. 


7283 7392. 7849 


.8032 








Seq. No. 


45175 




Seq. ID 


OJ00025T 


_47.0320. 


C2 


Gene No. 


95466 




Strand 








Start 


9045 




End 


10670 






Name 


O.TOOOPSI 47 


0320 P2 n2 rr^ 




GENSCAN 






9f art 


904 S ~ 

^ VJ *a .J 




End 


10670 






rij 


■ none 






.47 






Rvnn ^ 

J_j V«/ 1 1 u 


9045 9461. 


9546 9846 10224 


10384 , 


10434.. 10670 




Seq. No. 


45175 




Seq. ID 


OJ000251 


J7.0320. 


C2 


Gene No. 


95467 




Strand 








Start 


11972 




End 


12472 






Name 


OJ000251 47. 


0320.C2.o3.gs 




GENSCAN 






Start 


11972 




End 


12472 






GI 


none 




Score 


.98 






Rxon ^ 

i_l llu 


11972. .12341, 12414. .12472 










Seq. No. 


45175 




Seq. ID 


OJ000251_ 


_47.0320. 


C2 


Gene No. 


95468 




Strand 








Start 


15425 




End 


16925 






Name 


OJ000251 47. 


0320.C2.o5.gs 


Mot* Vi nH 
lit; liiuu 


GENSCAN 






Start 


15425 






16925 






GI 


none 




Q /-^ /-s -K- <Ci 


.59 






J_j 11^ 


15425. .15523, 16848.. 16925 










Seq. No . 


45175 




Seq. ID 


OJ000251_ 


J7.0320. 


C2 


Gene No. 


95469 




Strand 








Start 


18755 




FnH 

Hil 1U 


18963 






Name 


OJ000251 47. 


0320.C2.o6.gs 


Mo f" h nH 
rue l. iiuLi 


GENSCAN 






Start 


18755 




FnH 


' 18963 






GI 


none 




OOUIC 


.73 






UAL/HO 


18755. .18785 


, 18842.., 18963 










Seq. No. 


45175 




Seq. ID 


OJ000251_ 


_47.0320. 


C2 


Gene No. 


95470 




Strand 








Start 


24826 




End 


26249 






Name 


OJ000251 47. 


0320.C2.o2.tm 


Method 


TBLASTX: Maize 




Start 


9131 




End 


9810 






GI 


none 




Score 


449 






Exons 


9131. .9334, 


9138.. 9410, 9395. 


.9418, 9477. .9506, 


9486. .9806, 



46458 






9594 9809 9727 9810 








Seq. No. 


45175 


Seq. ID 


OJ000251_47.0320 


.C2 


Gene No. 


95470 


■ Strand 






Start 


24826 


End "V 


26249 




Name 


OJ000251 47.0320 C2 o3 ts 


Method 


TBLASTX: Soybean 




Start 


9138 ~~ 


End 


. 9410 




GI 


none 


Score 


155 




Exons 


9138.. 9269, "9194.. 9271, 929C 


I..9334, 9291. .9410 




Seq. No. 


45175 


Seq. ID 


OJ000251_47.0320 


.C2 


Gene No. 


95470 


Strand 






Start 


24826 


End 


26249 




Name 


OJ000251 47.0320 C2.o3 tc 


Method 


TBLASTX: Cress 




Start 


9138 ~ 


End 


9803 




GI 


none 


Score 


145 




Exons 


9138. .9269, 9194. .9271, 9291 


...9410, 9633. .9716, 9717. .9803 


Seq. No; 


45175 ■{ 


Seq. ID 


OJ000251_47.0320 


.C2 


Gene No. 


95470 


Strand 






Start 


24826 


End 


26249 




Name 


OJ000251 47.0320.C2.ol.ts 


Method 


TBLASTX: Soybean 




Start 


13378 ~~ 


End 


13947 




GI 


none 


Score 


74 




Exons 

J—J 1 1 


13378 13509. 13386 13751, 


13391. .13945, 13391. .13753, 






13660 13917. 13681 13947. 


13785. .13925, 13802. .13942 




Seq. No. 


45175 


Seq. ID 


OJ000251_47.0320, 


. C2 


Gene No. 


95470 


Strand 






Start 


24826 


End 


26249 




Name 


OJ000251 47 0320 C2 ol tc 


Method 


TBLASTX: Cress 




Start 


13381 ~~ 


End 


13696 




GI 


none 


Score 


94 




Exons 


13381.. 13572, 133 90.. 13587, 


13391. .13696, 13605. .13694 




Seq. No. 


45175 


Seq. ID 


OJ000251_47.0320. 


.C2 


Gene No. 


95470 


Strand 






Start 


24826 


End 


26249 




Name 


OJ000251 47 . 0320 .C2 . ol . tm 


Method 


TBLASTX: Maize 




Start 


13391 ~~ 


End 


14301 




GI 


none 


Score 


885 




Exons 


13391 .. 13945. 13391 13942 


13608. .13979, 1378 6 .. 1394 7 , 






14225 14293, 14226. 14297. 


14226. .14294, 14227. .14 301 




Seq. No. 


45175 


Seq. ID 


OJ000251_47.0320. 


,C2 


Gene No. 


95470 


Strand 






Start 


24826 


End 


26249 




Name 


OJ000251 47 0320 C2 ol tw 


Method 


TBLASTX: Wheat 




Start 


13522 7 


End 


13912 




GI 


none 


Score 


658 




Exons 


13522 13587, 13526 13912 


13526. .13912 




Seq. No. 


45175 


Seq. ID 


OJ000251_47.0320. 


C2, 


Gene>^o . - 


95470 


Strand 






Start 


24826 


End 


26249 




Name 


OJ000251 47.0320.C2.o3.tw 


Method 


TBLASTX: Wheat 




Start 


15414 


End 


26083 





46459 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



none 
15414. 



Score 181 
15494, 25919. .26083, 25921.. 26082 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251 47. 0320. C2 



45175 
95470 
24826 

OJ000251_47 . 0320 . C2 . o4 . tm 
21075 
none 

21075. .21113, 21115. .21534, 21115 .. 2154 6, 21529 .. 21630, 
21547. .21627 



26249 

TBLASTX: Maize 

21630 

42 



Seq. No. 45175 

Gene No. 95470 

Start 24826 

Name OJ000251_4 7 . 0320 . C2 , 

Start 21669 

GI none 

Exons 21669. .21782,' 21777, 

22040. .22138, 22163. 
22990. .23049, 23035. 
23174 . .23305, 23287. 
23597. .23761, 23598. 
23964 . .24002, 23969. 



o5 . tm 



.21827, 
.22204, 
.23130, 
.23331, 
.23765, 
.24013, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251 47. 0320. C2 



26249 

TBLASTX: Maize 
24060 
65. 

21783. .21827, 21784 .'. 21834 , 
22211. .22351, 22213 2234 7 , 
23043. .23096, 23172 .. 23300, 
23297. .23332, 23594 .. 23761 , 
23877. .23909, 23885 .. 23908 , 
24010. .24060 



Seq. No. 45175 Seq. ID OJ000251_4 7 . 0320 . C2 

Gene No. 95470 Strand 

Start 24826 End 26249 

Name OJ000251_47 . 0320 . C2 . 08 . gp Method AAT/GAP 

Start 24668 End 26249 

GI 68292_1.R1084 Score 1882 

Exons 24668. .25261, 25865.. 26249 

GI Descrip. * 303742/dbj | BAA02112 | 1.0e-102 (D12544) GTP-binding protein 

[Pisum sativum] >gi_738936_prf 2001457D GTP-binding protein 

[Pisum sativum] ' 



Seq. No. 


45175 








Seq. ID 


OJ000251 


_47.0320, 


.C2 


Gene No. 


• ■ 95470 








Strand 








Start 


'24826 








End 


26249 






Name 


OJ000251 47. 


0320. C2 


.o2. ts 


Method 


TBLASTX : 


Soybean 




Start 


24800 








End 


26080 




GI 


none 








Score 


207 






Exons 


24800. 


.25261 


, 24801, 


. .25172, 


24836.-25264, 24868 


. .25263, 






25862. 


.26080 


, 25864, 


. .26079 










Seq. No. 


45175 








Seq. ID 


OJ000251 


_47.0320. 


■ C2 


Gene No. 


95470 








Strand 








Start 


24826 








' End 


26249 






Name 


.. OJ000251 47. 


0320. C2, 


. 08 . gs 


Method 


GENSCAN 






Start 


24826 








End 


26082 






GI 


none 








Score 


1 






Exons 


24826. 


.25261 


, 25865, 


. .26082 










Seq. No. 


45175 








Seq. ID 


OJ000251 


_47.0320. 


,C2 


Gene No. 


95470 








Strand 








Start 


24826 








End 


26249 






Name 


OJ000251__47. 


0320. C2. 


, o2.np 


Method 


AAT/NAP 







46460 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24832 
7438432 

24832. .25261, 25865. 
GTP-binding protein 



End 26085 
Score 968 

.26085 

- garden pea gi | 303742 | dbj | BAA02112 . 1 | 



(D12544) GTP-binding protein [Pisum sativum] 

gi I 738936 | prf | I2001457D GTP-binding protein [Pisum sativum] 



45175 
95470 
24826 

OJ000251_47 . 0320 . C2 . o3 . tm 

24833 

none 

24833. .25261, 24833 .. 2524 9, 
25864. .26073 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_47.0320.C2 
26249 

TBLASTX: Maize 

26074 

328 



24871. .25263, 258 62 .. 2 6074 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45175 
95470 
24826 

OJ000251_47.0320.C2.o2. tw 

24851 

none 



Seq. ID OJ000251_47.0320.C2 
Strand 

End • 2624 9 

Method TBLASTX : Wheat 

End 25917 

Score 373 



24851. .25264, 24851 . . 25261 , 24 868 .. 25263, 25864.. 25917 



45175 
95470 
24826 

OJ000251_47 . 0320 . C2 . o2 . tc 

24904 

none 



Seq. ID OJ000251_47.0320.C2 
Strand 
End 

Method 
End 
Score 



26249 

TBLASTX: Cress 

26076 

161 



24904. .25263, 24 905 .. 252 64 , 25862 .. 26050, 25864. .26076 



45176 
95471 
149 

OJ000251_47 . 0320 . C3 . ol . gs 

149 

none 



Seq. ID OJ000251_47.0320.C3 

Strand + 

End 11112 

Method GENS CAN 

End 11112 

Score .83 



149. .228, 329. .369, 498. .526, 2482. .2683, 2772. .3863, 
6102. .6238, 6719. .6949, 9607. .9865, 10026 .. 10132, 10648, 



,11112 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45176 
95471 
149 

OJ000251_47.0320.C3.ol.np 



Seq. ID 
Strand 
End 

_ _ Method 

2509 " End 

2253582 Score 
2509.. 2649, 2780.. 3070, 3128.. 3654 

(U78721) putative homeodomain transcription factor [Arabidopsis 
thaliana] 



OJ000251_47.0320.C3 
+ 

11112 
AAT/NAP 
3654 
389 



Seq. No. 45176 Seq. ID 

Gene No. 954 72 Strand 

Start . 14958 - End • 

Name OJ000251_4 7 . 0320 . C3 . o3 . np Method 

Start 14958 End 

GI 5734757 Score 



OJ000251_47.0320.C3 

+ ' 

16904 

AAT/NAP 

16904 

331 



46461 



• 



Exons 14958. . 15007, 15062 .. 15173, 15228 1527 9, 16068 1614 6, 

16231. .16348, 16848. .16904 
GI Descrip. (AC007651) Unknown protein [Arabidopsis thaliana] 



Seq. No. 45176 Seq. ID 

Gene No. 95473 Strand 

Start 6647 End 

Name OJ000251_47 . 0320 . C3 . ol . ts Method 

Start 2789 End 

GI none Score 

Exons 2789.. 2989, 2812.. 2967 



OJ000251_47.0320.C3 
19029 

TBLASTX : Soybean 

2989 

229 



Seq. No. 45176 Seq. ID OJ000251_47 . 0320 . C3 

Gene No. 95473 Strand 

Start 6647 End 19029 

Name OJ000251_47 . 0320 . C3 . o2 . np Method AAT/NAP 

Start 6647 End 19029 

GI 7531108 Score 240 

Exons 6647.. 6750, 9907 .. lOOOOV'l 1950 12163, 18956.. 19029 

GI Descrip. ETHYLENE RESPONSIVE ELEMENT BINDING FACTOR 2 (ATERF2) 

gi I 3434969 | dbj IBAA32419.il (AB008104) ethylene responsive 
element binding factor 2 [Arabidopsis thaliana] 



Seq. No. 


45176 






Seq. ID 


OJ000251_47.0320 


.C3 


Gpnp No 


95473 






Strand 






O LQl L 


6647 






End 


19029 




Name 


OJ000251 47. 0320. C3 


. o2 .gs 


Method 


GENSCAN 




o Lai L 


11656 






End 


13890 




GI 


none 






Score 


.75 




Exons 


11656 


..12293, 12363 


. .12545, 


13549. .13609, 13693. .13890 




Seq. No. 


45176 






Seq. ID 


OJ000251_47.0320 


.C3 


Gene No. 


95473 






Strand 






Start 


6647 






End 


19029 




Name 


OJ000251 47. 0320. C3 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


14848 






End 


16927 




GI 


none 






Score 


39 




Exons 


1:4-848 


..14943, 14853 


. .14906, 


15017. . 15097, 15024 . . 15104, 






16066 


..16167, 16066 


. .16104, 


16070. .16162, 1612 9. .16173, 






16216 


..16347, 16231 


. . 16353, 


16232. .16357, 1 6238 .. 16348 , 






16841 


..16927, 16848 


. .16916 








Seq. No. 


45177 






Seq. I'D 


OJ000251_47.0320 


. C4 


Gene No. 


95474 






Strand 


+ 




Start 


617 






End 


4328 




Name 


OJ000251 47. 0320. C4 . 


.ol.gp 


Method 


AAT/GAP 




Start 


617 






End 


2662 




GI 


624 1. 


.R1084 




Score 


1523 




Exons 


617. . 697, 814. . 929, 


1016. .1079, 2105.. 


2662 




GI Descrip. 


'3128228 4.0e-92 (AC004077) 


putative ribosomal protein ; 


L18A 




[Arabidopsis thaliana] >gi 


3337376 (AC004481) putative : 


ribosomal 




protein L18A [Arabidopsis thaliana] 1 






Seq. No. 


45177 






Seq. ID 


OJ000251_47.0320 


• C4 


Gene No. 


95474 






Strand 


+ 




Start 


617 






End 


4328 




Name 


OJ000251 47. 0320. C4. 


, ol . tm 


Method 


TBLASTX: Maize 





46462 



Start 


680 


End 


2640 


GI 


none 


Score 


38 


Exons 


680 697. 681 698. 805 948. 


813. .929, 1016. .1087, 1017. .1082, 




2087. .2455, 2104. .2445, 2484. 


.2537, 2587. .2640 


Seq. No. 


45177 


Seq. ID 


OJ000251_47.0320.C4 


Gene No.. 


95474 


Strand 


+ 


Start 


617 


End 


4328 


Name 


OJ000251 47.0320.C4.ol.gs 


Method 


GENSCAN 


Start 


683 


End 


4328 


GI 


none 


Score 


.64 


Exons 


683. .697, 814. .929, 1016. .1079, 2105.. 


2380, . 4183. .4328 


Seq. No. 


45177 


Seq. ID 


OJ000251_47.0320.C4 


Gene No. 


95474 • 


Strand 


+ 


Start 


617 


End 


4328 


Name 


OJ000251 47.0320.C4.ol.tw 


Method 


TBLASTX: Wheat 


Start 


768 


End 


2236 


GI 


none 


Score 


221 


Exons 


768. .929, 769. .948, 814. .957, 


1012. .1080, 1016. .1099, 




1017. .1082, 2087. .2236, 2104. 


.2235 




Seq. No. 


45177 


Seq. ID" 


OJ000251_47.0320.C4 


Gene No. 


95474 


Strand 


+ 


Start 


617 


End 


4328 


Name 


OJ000251 47.0320.C4.ol.np 


Method 


AAT/NAP 


Start 


799 


End 


2443 


GI 


7440926 


Score 


784 



Exons 799.. 929, 1016.. 1079, 2105.. 2443 

GI Descrip. ribosomal protein L18a, cytosolic - Arabidopsis thaliana 

gi | 3128228 | gb | AAC26708 . 1| (AC004077) 60S ribosomal protein L18A 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45177' 

95474 

617 

OJ00'0251_47 . 0320 .C4 . ol . ts 

805 

none 



Seq. ID OJ000251_47.0320.C4 

Strand + 

End 4328 

Method TBLASTX : Soybean 

End 2451 

Score 211 

805. .948, 822. .929, 1016. .1099, 1017. .1082, 2087. .2446, 
2102. .2446, 2104. .2448, 2104. .2451 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons- " 



45177 
95474 
617 

OJ000251_47. 0320.C4 .ol.tc 
'811 
none 



Seq. ID OJ000251_47.0320.C4 

Strand + 

End 4328' 

Method TBLASTX : Cress 

End 2446 

Score 191 



811. .948, 822. .929, 995. .1099, 1017. .1082, 2087. .2446, 
2102. .2443, 2104. .2445 



Seq. No. 45178 

Gene No. 95475 

Start 76 

Name OJ000251_4 7 . 0320 .C5.ol.gs 

Start 76 

GI none 



Seq. ID OJ000251_47.0320.C5 
Strand 

End 608 . 

Method GENSCAN 

End 608 

Score . 66 



46463 



Exons 



76. .175, 217. .242, 438. .608 



OJ000251_47.0320.C6 
+ 

3570 
AAT/NAP 
3292 
1957 



Seq. No. 45179 Seq. ID 

Gene No. 95476 Strand 

Start 1567 End 

Name OJ00025 1_4 7 . 0320 . C6 . ol . np Method 

Start 1567 End 

GI 6685535 Score 

Exons 1567.. 3292 

GI Descrip. PUTATIVE EUKARYOTIC TRANSLATION INITIATION FACTOR 3 SUBUNIT ' 
(EIF-3 ZETA) gi | 7486971 |pir| IT10640 hypothetical protein 
T13K14.140 - Arabidopsis thaliana gi | 52 62788 | emb | CAB4 58 93 . 1 1 
(AL080282) translation initiation factor eIF3-like protein ' 
[Arabidopsis thaliana] gi | 7268895 | emb | CAB79098 . 1 | (AL161554) 
translation initiation factor eIF3-like protein [Arabidopsis 
thalia 



Seq. No. . ... 45179 Seq. ID 

Gene No . ' 95476 Strand 

Start 1567 End 

Name OJ000251_4 7 . 0320 . C6 . ol . gs Method 

Start 1576 End 

GI none Score 

Exons 1576.. 1884, 1898.. 3331 



OJ000251_47.0320.C6 
+ 

3570 
GENSCAN 
3331 
.71 



Seq. No. 45179 Seq. ID OJ000251_4 7 . 0320 . C6 

Gene No. 95476 Strand + 

Start 1567 End 3570 

Name OJ000251_4 7 . 0320 . C6 . o2 . gp Method AAT/GAP 

Start 1812 End 2102 

GI LIB3477-004-P1-K1-E3 Score 514 

Exons 1812. .2102 

GI Descrip. ' 5262788/emb | CAB45893 . 1 | 1.0e-12 (AL080282) translation 

initiation factor eIF3-like protein [Arabidopsis thaliana] 1 



Seq. ' No. 

Gene' No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45179 
95476 
1567 

OJ000251__4 7.0320.C6.o3.gp 
2243 

68428__1.R1084 
.2243.. 2624 
1 5262788/emb | CAB45893 . 1 | 4, 



Seq. ID OJ000251_47.0320.C6 

Strand + 

End 3570 

Method AAT/GAP 

End 2 624 

Score 705 

Oe-47 (AL080282) translation 



initiation factor eIF3-like protein [Arabidopsis thaliana] 1 



45179 
95476 
1567 

OJ000251_4 7 . 0320 . C6.. o4 . gp 
2825 

73609__1.R1084 
2825. .3570 

1 5262788/emb | CAB458 93. 1 | 9, 



Seq. ID OJ000251_47. 0320. C6 

Strand + 

End ' 3570 

Method AAT/GAP 

End 3570 

Score 1398 

Oe-38 (AL080282) translation 



initiation factor eIF3-like protein [Arabidopsis thaliana] 1 



Seq. No. 
Gene No. 



45179 
95477 



Seq. ID 
Strand 



OJ000251 47. 0320. C6 



46464 




Start 1 ... End 230 

Name OJ000251_47 . 0320 . C6 . ol . gp Method AAT/GAP 

Start 1 End 230 

GI 3963JL.R1084 . Score 434 

Exons 1..230 



GI Descrip. 1 100535/pir | | S124 11 8.0e-18 hypothetical protein - swollen 
duckweed >gi_1929057_emb_CAA32236_ (X14075) longest ORF (1) 
[Lemna gibba] 1 



Seq. No. 45179 

Gene No. 95478 

Start 3862 

Name OJ000251_4 7 . 0320 . C6 . o2 . 

Start 3862 

GI none 

Exons 3862.-3927, 5220.. 5421, 
7619. .7697 

Seq. No. 45179 

Gene No. 95479' 

Start 8060 

Name OJ000251_47 . 0320 . C6 . o2 . 

Start 1581 

fl GI none 

1% Exons 1581.. 1634, 1582.. 1632, 

li 1832.. 1876, 1868.. 1930, 

M s * 2149.. 2310 



Seq. ID OJ000251_47.0320.C6 
Strand 

End 7697 

gs Method GENSCAN 

End 7697 

Score . 62 
5636. .5764, 6161. .6406, 7120. .7234, 



Seq. ID OJ000251_47.0320.C6 
Strand 

End 92 62 

ts Method TBLASTX : Soybean 

End 2310 
Score 80 
1681. .1743, 1683. .1742, 1831. .1905, 
2021.. 2164, 2056.. 2166, 2147.V2308, 



i y 



Seq. No. 45179 

Gene No. 95479 

Start 8060 

Name OJ000251_47 . 0320 . C6 . o3 . tc 

Start 1582 

GI none 

Exons 1582.. 1632, 1584.. 1631, 1681. 
1868. .1912 



Seq. ID OJ000251_47.0320.C6 
Strand 

End 92 62 

Method TBLASTX : Cress 

End 1912 

Score 77 

.1740, 1683. .1739, 1832. .1876, 



Seq. No. ■ 45179 ' 

Gene No. 95479 

Start 8060 

Name OJ000251_4 7 . 0320 . C6 . ol . tm 

Start 2054 

GI none 
Exons 



Seq. ■ ID OJ000251__47.0320.C6 
Strand 

End 9262 

Method TBLASTX : Mai ze 

End 3277 

Score 1786 



2054. .3226, 2056. .3141, 2847. .3167, 2972. .3277 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45179 
95479 
8060 

OJ000251_47, 

2213 

none 

2213. .2308, 
2420. .2680 



0320.C6.ol.tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_47.0320.C6 
9262 

TBLASTX: Cress 

2680 

69 



2258. .2419, 2263. .2418, 2402. .2680, 2404. .2643, 



Seq. No. 45179 Seq. ID OJ000251_47 . 0320 . C6 

Gene No. 95479 Strand 

Start 8060 End 9262 



46465 



Name 


OJ000251 47 


0320 C6 ol 


ts 


Method 


TBLASTX : Soybean 


O LCtL U 


■ 2311 "~ 






End 


3226 


\j a. 


none 






Score 


603 


F!von ^ 


2311 2718 . 


2312 2719 


2312 . 


.2719, 2741. .3226, 2746. .3138, 




2850 3173. 


2972 3226 








Seq. No. 


45179 






Seq. ID 


"-OJ000251 47 . 0320 . C6 


Gene No. 


95479 






Strand 




Start 


8060 






End 


9262 


Name 


OJ000251 47 


.0320.C6 o2 


tc 


Method 


TBLASTX: Cress 


Start 


2755 ~ 






End 


3039 


GI 


none 






• Score 


429 


Exons 


2755 . . 3039, 


2756. . 3037, 


2758 . 


.3039 




Seq. No. 


45179 






Seq. ID 


OJ000251 47 . 0320 .C6 


Gene No. 


95479 






Strand 




Start 


8060 






End 


9262 


Name 


OJ000251 47 


0320 C6 o4 


tc 


Method 


TBLASTX: Cress 


Start 


-3091 ~ 






End 


3226 


GI 


none 






Score 


195 


J—J \*J 1 1 o 


3091 3141, 


3092 3226. 


3092 . 


.3202 




Spa No 


45179 






Seq. ID 


OJ000251 47 0320 C6 


Gene No. 


95479 






Strand 




Start 


8060 






End 


9262 


Name 


OJ000251 47 


0320 C6 o2 


np 


Method 


AAT/NAP 


Start 


8060 ~~ 






End 


9262 


GI 


7340924 






Score 


70 


r,v on s 


8060 8215 


9173 9262 








CjJ Hpqrr i n 


(AP001550 ) 




protein [Oryza 


sativa] 


Sea No 


45180 






Seq. ID 


OJ000251 47. 0320. C7 


Q@n.e No . 


95480 






Strand 


+ 


Start 


1451 






End 


4057 


Name 


OJ000251 47 


.0320.C7.ol. 


gp 


Method 


AAT/GAP 


Start 


1451 






End 


2977 


GI 


4714622 






Score 


774 


l—t £\ \y llu 


1451. .1596, 


2695.. 2977 








QT De^PT i r> 

\J -L J_/ w w JL -L. Ks • 


4512667/gb|AAD21721. 1 1 


8.0e-22 (AC006931) putative MAP kinase 




[Arabidopsis thaliana] 








Sea No 


45180 






Seq. ID 


OJ000251_47.0320.C7 


Gene No. 


95480 






Strand 


+ 


Start 


1451 






End 


4057 


Name 


OJ00025L 47 


.0320.C7.ol. 


tc 


Method 


TBLASTX : Cress 


Start 


2686 






End 


3727 


GI 


none 






Score 


4 92 


R von 


2686. .3132, 


2722. .3093, 


3600. . 


3716, 3602. .3727, 3605. .3724, 




3613. .3726 










Seq. No. 


45180 






Seq. ID 


OJ000251_47.0320.C7 


Gene No. 


95480 






Strand 


+ 


Start 


1451 






End 


4057 


Name 


OJ000251 47 


.0320.C7.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2692 






End 


3916 


GI 


none 






Score 


612 


Exons 


2692. .3102, 


2702. .3103, 


2703. . 


3107, 2704. .3108, 3584. .3742, 



46466 




3602. .3742, 3613. .3744, 3634. .3747, 3856. .3915, 3857. .3916, 
3857. .3916 



Sea No 


45180 


Seq. ID 


OJ000251_47.0320.C7 




954 80 


Strand 


+ 


Start 


1451 


End 


4057 


Name 


OJ000251 47 0320 C7 ol ts 


Method 


TBLASTX: Soybean 


Start 


2692 ~ 


End 


3916 


GI 


none 


Score 


579 


V. von c; 


2692 3102 2693 2998 2703 


,.3095, 3602. .3742, 3613. .3744, 




3637.. 3747, 3856.. 3912, 3857'. 


. .3916 




Sea No 


45180 


Seq. ID 


OJ000251_47.0320.C7 


fipnp No 


95480 


Strand 


+ 


Start 


1451 


End 


4057 


Name 


OJ000251 47.0320.C7.ol.np 


Method 


AAT/NAP 


Start 


2707 


End 


4057 


GI 


4512667 


Score 


871 


Exons 


'2707. .3103, 3615. .3742, 3857. 


.3916, 4037. .4057 


GI Descrip. 


(AC006931) putative MAP kinase [Arabidopsis thaliana] 


Seer No 


45180 


Seq. ID 


OJ000251_47.0320.C7 


UCllC IN \J * 


95480 


Strand 


+ ' 


O Lai L 


1451 


End 


4057 


Nam© 


OJ000251 47.0320.C7.ol.tw 


Method 


TBLASTX: Wheat' 


Start 


2761 


End 


3703 


GI 


none 


Score 


318 


Exons 


2761. .3135, 2787. .2852, 2827. 


.3099, 3602.. 3703/ 3613.. 3699 


Q pi ("y Kfo 


45181 


Seq. ID 


OJ000251_47.0320.C8 


UCilC LN VJ • 


95481 


Strand 


+ 


Start 


201 


End 


2519 


Name 


OJ000251 47.0320.C8.ol.gs 


Method 


GEN SCAN 


Start 


201 


End 


1928 


GI 


none 


Score 


.89 


Exons 


201. .350, 731. .942, 1021. .1113, 1314.. 


1396, 1498.. 1928 


Sea No 


45181 


Seq.- ID 


OJ000251_47.0320.C8 


fipnp Mo 


95481 


Strand' 


+ 


Start 


201 


End 


2519 


Name 


OJ000251 47.0320.C8.ol.np 


Method 


AAT/NAP 


Start 


201 


End 


1925 


GI 


4512667 


Score 


791 


fTvAn o . 
J_j no 


201. .350, 446. .601, 731. .942, 


1021. .1113, 1314. .1419, 1455. .1925 


GI Descrip. 


(AC006931) putative MAP kinase [Arabidopsis thaliana] 


Seq. No. 


45181 


Seq. ID 


OJ000251_47.0320.C8 


Gene No. 


95481 


Strand 


+ 


Start 


201 


End 


2519 


Name 


OJ000251 47.0320.C8.ol.gp 


Method 


AAT/GAP 


Start 


854 


End 


1591 


GI 


78009 1.R1084 


Score 


634 


Exons 


854. .942, 1021. .1113, 1314. .1396, 1498 


. . 1591 


GI Descrip. 


M512667/gb|AAD21721.1| 8..0.e- 


22 (AC006931) putative MAP kinase 



[Arabidopsis thaliana] 1 



Seq. No. 45181 Seq. ID OJ000251_47 . 0320 . C8 



46467 



Gene No. 


95481 


Strand 


+ 


Start 




FnH 


-J X _7 






l ie; Li iOU. 


n at /nap 


Start 


177 6 ~ 


End 


-J J- z> 


GI 


none 


Score 


1 JO J 


P von 


1776 2519 






kj C VJ • IN W • 


45181' 


Seq. ID 


OJ000251 47 0320 CP> 


Gene No. 


95482 


Strand 




Start 


2569 


End 


9086 


Name 


OJ000251 47 0320 C8 ol tm 


Method 


TBLASTX: Maize 


Start 


188 ~~ 


End 


1072 


GI 


none 


Score 


254 


Exons 


188 391, 192 353, 199 354. 


441. . 605, 


443. .610, 448. .612, 




728 943 730 945 730 945 


1022. .1072 


^ • Li \— / ■ 


45181 


Seq. ID 


OJ000251_47.0320.C8 


fipnp ■ No 


95482 


Strand 


- 


Start 


2569 


End' 


9086 


Name 


OJ000251 47.0320.C8.ol.ts 


Method 


TBLASTX: Soybean 


Start 


190 


End 


1964 


GI 


none 


Score 


253 


LAU1 lO 


190. .354, 192. .353, 198. .356, 


199. .354, 


200. .376, 443. .604, 




452. .541, 459. .602, 490. .612, 


728. .940, 


728.. 940, 730.. 942, 




730.. 942, 1007.. 1069, 1022.. 1078, 1024. 


.1083, 1085. .1114, 










Seq: No. 


45181 


Seq. ID 


OJ000251_47.0320.C8 


Gene No. 


95482 


Strand 




Start 


2569 


End 


9086 


Name 


OJ000251 47.0320.C8.ol.tc 


Method 


TBLASTX : Cress 


o Lai k. 


192 


End 


600 


GI 


none 


Score 


225 


F.xnn s 


192. .353, 206. .331, 437. .598, 


445. . 600, 


445. .600 


Seq. No. 


45181 


Seq. ID 


OJ000251_47.0320.C8 


Gene No. 


95482 


Strand . 




Start 


2569 


End' 


9086 


Name 


OJ000251 47.0320.C8.o2.tc 


Method 


TBLASTX: Cress 


Start 


729 


End 


942 


GI 


none 


Score 


64 


Evon 5 ; 


729. .890, 730. .942, 731. .940 






Sea No 


45181 


Seq. ID 


OJ000251_47.0320.C8 


Cpnp Mo 
\JCilC W • 


95482 


Strand 




Start 


2569 


End 


9086 


Name 


OJ000251 47.0320.C8.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1007 


End ' 


1730 




none 


Score 


107 " 


T* 1 von q 


1007. .1087, 1018. .1056, 1022. 


.1084, 1067. .1114, 1088. .1123, 




1303. .1353, 1306. .1347, 1366. 


.1398, 1369. .1398, 1493. .1726, 




1494.. 1730, 1653.. 1730 






Seq. No. 


45181 


Seq. ID • 


OJ000251_47 .0320.C8 


Gene No. 


95482 


Strand 




Start 


2569 


End 


9086 


Name 


OJ000251 47.0320.C8.o2.tm 


Method 


TBLASTX: Maize 



46468 



Start 
GI 

Exons 



1303 End 1928 

none Score 56 

1303. .1350, 1311. .1349, 1360. .1398, 1365. .1400, 1493. .1762, 

1494. .1769, 1653. .1769, 1761. .1928, 1782. .1928 



Seq. No. 45181 
Gene No. 95482 
Start 2569 

Name OJ000251_4 7 . 0320 . C8 . o2 . gs 

Start 2569 
GI none 

Exons 2569.. 2643, 2876.. 3196, 3783. 

5509.. 5708, 6051. .6332, 6885. 
8917. .9086 . 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251 47. 0320. C8 



9086 
GENSCAN 
9086 
.93 

3971, 4452. .4565, 5128. .5359, 
6995, 7523. .7657, 7770. .7917, 



Seq. No. 45181 
Gene No. 95482 
Start 2569 

Name ' OJ000251_4 7 . 0320 . C8 . o3 . tm 
Start 2836 
GI none 

Exons 2836.. 3063, 2846.. 3091, 2846. 

3117. .3200, 3118. .3201 



Seq. ID OJ000251_47.0320.C8 
Strand 

End . 9086 

Method ' TBLASTX : Mai ze 

End 3201 

Score 214 

.3091, 2847. .3128, 3080. .3199, 



Seq. No. 45181 

Gene No. 95482 

Start 2569 

Name OJ000251_47 . 0320 . C8 . o5 . tm 

Start 3774 

GI none 

Exons 3774.. 3875, 3783.. 3872, 3784. 

3871. .3972, 3879. .3974 



Seq. ID OJ000251_47.0320.C8 
Strand 

End 9086 

Method TBLASTX : Mai ze 

End 3974 

Score 64 

.3873, 3862. .3972, 3870. .3974, 



Seq. No. 45181 
Gene No. 95482 
Start 2569 

Name OJ000251_47 . 0320 . C8 . o4 . tm 

Start 5611 
GI none 

Exons 5611.. 5709, 5611.. 5709, 5613. 

6884. .6997, 6885. .6998, 6897. 
7542. .7667, 7542. .7658, 7770. 



Seq. ID OJ000251_47.0320.C8 
Strand 

End . 9086 
Method TBLASTX: Maize 
End 7826 
Score 124 

.5714, 6045. .6335, 6051. .6332, 
.6998, 7517. .7657, 7523. .7657, 
.7826, 7770. .7823 



Seq. No. 45181' 

Gene No. 95482 

Start 2569 

Name ' OJ000251_ 

Start 6903 

GI none 

Exons 6903.. 6998, 7520.. 7660, 7521. 



47.0320.C8.o3.tc 



OJ000251_47.0320.C8 
9086 

TBLASTX: Cress 
7865 
80 

.7667, 7773. .7865, 7777. .7863 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 45181 Seq. ID 

Gene No. 95482 Strand .. 

Start 2569 End 

Name OJ000251_47 . 0320 . C8 . o3 . gp Method 

Start 7843 End 

GI none Score 



OJ000251_47.0320.C8 

9086 
AAT/GAP 
8157 
614 



46469 



Exons 



7843. .8157 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45182 
95483 
279 

OJ000251_47.0320.C9.ol.np 

277 -\. ■ 

7022613 



Seq. ID OJ000251_47.0320.C9 
Strand 

End 1205 

Method AAT/NAP 

End ■ 1081 

Score 287 



277. .446, 636. .973, 1058. .1081 

(AK001385) unnamed protein product [Homo sapiens] 



45182 
95483 . 
279 

OJ000251_47.0320.C9.ol.gs 
279 
none 

279. .446, 636. .973, 1058. .1205 



Seq. ID OJ000251_47.0320.C9 

Strand ' - 

End 1205 

Method GENSCAN 

End 1205 

Score .97 



LI 



Seq. No. 45182 

Gene No. 95483 

Start 279 

Name OJ000251_47 . 0320 . C9 . ol . tc 

Start 304 

GI none 
Exons 



Seq. ID OJ000251_47.0320.C9 
Strand 

End 1205 

Method TBLASTX : Cress 

End 896 

Score 95 



304. .432, 309. .443, 621. .890, 636. .896 



4.J 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45182 
95483 
279 

OJ000251_47 .0320.C9.ol.tm 

309 

none 



Seq. ID OJ000251_47.0320.C9 
Strand 

End 1205 

Method TBLASTX: Maize 

End 1100 

Score 89 



309. .446, 316. .447, 633. .713, 633. .974, 634. .735, 756. .902, 
766.. 975, 1059.. 1100 



Seq. .No. 45182 

Gene No. 954 83 

Start 279 

Name OJ000251_47 . 0320 . C9 . ol . tw 

Start 661 

GI none 
Exons 



Seq. ID OJ000251_47.0320.C9 
Strand 

End 1205 

Method TBLASTX : Wheat 

End 1095 

Score 186 , 
661.. 939, 663.. 938, 759.. 995, 943.. 987, 984 . .1094 , 985 .. 1095, 
985. .1095 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



45183 
95484 - 
58 

OJ000251_47. 0320. C10. ol.gs 

58' 

none 



Seq. ID OJ000251_47. 0320. C10 
Strand 

End 2735 " 

Method GENSCAN 

End 2735 

Score . 67 



58. .378, 997. .1078, 2362. .2453, 2555. .2735 



45184 
95485 
828 

OJ000251_4 7 . 0320 . Cll . ol . gs 



Seq. ID OJ000251_47.0320.C11 

Strand + 

End 1106 

Method GENSCAN 



46470 





O L. d 1. L 


ft 9R 




XjI Id 


1 1 ofi 

IIUD 




O J. 


none 




Score 


7 




Exons 


OOP T I (\C 












4 S 1 ft 4 




Cprr TP) 


n.Tonn^si ai fR9n ni 




Gene No. 


95486 




Strand 


+ 




Start 


3427 




End 


5108 




Name 


OJ000251 47 0320 Cll ol 


.np 


Method 


AAT/NAP 




Start 


3427 ~~ 




End 


M Oft 




GI 


6907086 




Score 


X VJ u 0 






3427 4157 4218 4411 


4650. 


.5108 






OX UCOLL X k_/ • 


fAPOOIIPQl hvnnthpi-i nal 
lju u lie L.X dx 


protein [Oryza 


Q "3 t" -J T73 I 

oa Li v a J 




Sea No 


45184 




Seq. ID 


0.10009^1 47 n 1 




Gene No . 


95487 




Strand 






Start 


1570 




End 


6197 




Name 


OJ000251 47. 0320. Cll. ol, 


■ gp 


Method 


AAT/GAP 




Start 


1570 




End 


2039 






38782 1.R1084 




Score 


750 




R von ^ 


1570. .2039 










("1 T Pj^^OT'io 
ox ucoUi ~^ ir * 


'6069643/dbj IAP000616.1 


IAP000616 0.0e+00 Oryza sativa genomic 






DNA, chromosome 6, clone : P0514G12 1 






Qp^pf "Mo 


45184 




Seq. ID 


OJ000251_47. 0320. Cll 


vJ 


Gene No. 


95487 




Strand 




f .=& 


Start 


1570 




End 


6197 


?-: 2 


Naine 


OJ000251 47. 0320. Cll. o2, 


.gs 


Method 


GEN SCAN 




Cf a v-+- 
utdL L 


1836 




End 


6197 




ox 


none 




Score 


.5 


; _ s 


R von «5 


1836. .1906, 2370. .2594, 


3084 . 


.3134, 3264. .3306, 3708. .4185, 


w 




4507. .4632, 4713. .4936, 


5327. 


.5540, 5887. .6019, 6033. .6197 


i ; 


Seq. No. 


45185 




Seq. ID 


OJ000251 47.0320.C12 


S: 


Gene No. 


95488 




Strand 


+ 




Start 


1478 




End 


2275 




Name 


OJ000251 47.0320.C12.ol, 


.tw 


Method 


TBLASTX: Wheat 




Start 


1373 




End 


1769 




GI 


none 




Score 


114 


s.te. 


R von 


1373. .1507, 1522. .1755, 


1547. 


.1765, 1559. .1765, 1587. .1769 


f i 


Qpri Mo 


45185 




Seq. ID 


OJ000251_47.0320.C12 




Gene No 


95488 




Strand 


+ 




Start 


1478 




End 


2275 




Name 


OJ000251 47.0320.C12.ol. 


np 


Method 


AAT/NAP 




Start 


1478 




End 


2275 




GI 


6630696 




Score 


1233 




R von c 


1478. .2275 










OX L/CoOX X£J • 


(AP000969) ESTs D22114 (C10364 ) , AUQ76106 (E20423 ) correspond to a 






region of the predicted 


gene . 


; Similar 


to retrovirus-related pol 






polyprotein from transposon Tnt 1-94. 


(P10978) [Oryza sativa] 




Seq. No. 


45185 




Seq. ID 


OJ000251_47.0320.C12 




Gene No. 


95488 




Strand 


+ 




Start 


1478 




End . 


2275 




Name 


OJ000251 47.0320.C12.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1520 




End 


1830 




GI 


none 




Score 


276 



46471 



Exons 



1520.. 1828, 1559.. 1825, 1567.. 1830 



Seq. No. 45186 
Gene No. 95489 
Start 1 

Name OJ000251_47 . 0320 . C13 . ol . np 

Start 1 . W : . 

GI 6630696 
Exons 1..1848 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. ID OJ000251_47.0320.C13 

Strand + 

End 1848 

Method AAT/NAP 

End 1848 

Score 2897 



Seq. No. 


45186 










Seq. ID 


OJ000251 47.0320 


.C13 


Gene No. 


95489 










Strand 


+ ~ 




Start 


1 










End 


1848 




Name 


OJ000251 


_47.0320.C13 


.ol. 


, tm 




Method ■ 


TBLASTX: Maize 




Start 


1 










End 


364 




GI 


none 










Score 


226 




Exons 


1 . . 288, 1 


...267, 2. .304, 


2. . 


2i 


33, 302..: 


364 




Seq. No. 


45186 










Seq. ID 


OJ000251 47.0320 


.C13 


Gene No . 


95489 










Strand 


• -f — 




Start 


1 










End 


1848 




Name 


OJ000251 


47.0320.C13 


.ol. 


gs 




Method 


GENSCAN 




Start 


8 










End 


1799 




GI 


none 










Score 


. 54 




Exons 


8 . . 1142, 


1259. . 1600, 


1692. . 


1799 






Seq. No. 


45186 










Seq. ID 


OJ000251 47.0320 


.C13 


Gene No . 


95489 










Strand 


+ ~~ 




Start 


1 










End 


1848 




Name 


OJ000251 


47.0320.C13 


.o3. 


ts 




Method 


TBLASTX: Soybean 




Start 


314 










End 


694 




GI 


none 










Score 


82 




Exons 


314 . .463, 


446. .694 














Seq. No. 


45186 










Seq. ID 


OJ000251_47.0320 


.C13 


Gene No. 


95489 










Strand 


+ 




Start 


1 










End 


1848 




Name 


OJ000251 


47.0320.C13 


.o2. 


tm 




Method 


TBLASTX: Maize 




Start 


452 










End 


916 




GI 


none 










Score 


293 




Exons 


452. . 916, 


739. .843 














Seq. No. 


45186 










Seq. ID 


OJ0002.51_47.0320. 


.C13 


Gene No. 


95489 










Strand 


+ 




Start 


" 1 










End 


1848 




Name 


OJ000251 


47.0320.C13 


.o2. 


tw 




Method 


TBLASTX: Wheat 




Start 


559 










End 


751 




GI 


none 










Score 


269 




Exons 


559. .750, 


560.. 751, ! 


560 . 


.751 








Seq. No. 


45186 










Seq. ID 


OJ000251_47.0320. 


X13 


Gene No. 


95489 










Strand 


+ 




Start 


1 










End 


1848 




Name 


OJ000251 


47.0320.C13 


.o2. 


ts 




Method 


TBLASTX : Soybean 





46472 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



704 End 

none Score 

704. .925, 706. .924, 929. .1102 

45186 Seq. ID 

95489 Strand 

1 ' End 
OJ000251_47 .0320.C13.ol.tw Method 

752 End 

none Score 



1102 
209 



OJ000251__47.0320.C13 
+ 

1848 

TBLASTX: Wheat 

1506 

550 



752. .1174, 759. .917, 760. .1191, 761. .931, 772. .1188, 957. .1190, 
1174. .1506, 1323. .1502 



Seq. No. 
Gene No. 
Start 
Name 
. Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
CI Gene No. 

Start 
IZ Name 
^1 Start 
[U GI 
O Exons 

Seq. No. 

l7l Gene No. 

iy Start 

=• Name 

fj Start 

SI GI 

l± Exons 

Seq. No. 
t3 Gene No. 
□ Start 

Name 

Start 

GI 

Exons 



45186 Seq. ID 

95489 Strand 

1 End 
OJ000251_47.0320.C13.ol.ts Method 

14 26 End 

5509260 Score 

1426. .1614, 1521. .1601, 1610. .1846 



45186 Seq. ID 

95489 Strand 

1 ' End 
OJ000251_47.0320.C13.o3.tm Method 

1432 ' End 

none Score 

1432. .1617, 1479. .1604, 1610, 

45186 Seq. ID 

95489 Strand 

1 End 
OJ000251_4 7.0320. C13 . ol . tc Method 

1519 End 

none Score 

1519. .1614, .1521. .1607, 1610. .1780 



OJ000251_47.0320.C13 
+ 

1848 

TBLASTX: Soybean 

1846 

141 " 



OJ000251_47.0320.C13 
+ 

1848 

TBLASTX: Maize 

1741 

149 



,1741, 1618. . 1740 



OJ000251_47.0320.C13 
+ 

1848 

TBLASTX: Cress 

1780 

133 



45186 



95489 Strand 
1 End 
OJ000251_47 . 0320 . C13 . o3 . tw Method 
1561 End 
none Score 
1561. .1611, 1616. .1846, 1618. .1740 



Seq. ID OJ000251_47.0320.C13 



+ 

1848 

TBLASTX: Wheat 

1846 

56 



Seq. No. 45187 Seq. ID 

Gene No. 954 90 Strand 

Start 1 End 

Name OJ000251_47 . 0320 . C14 . ol . np Method 

Start 1 End 

GI 6630696 Score 

Exons 1 . . 171 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



OJ000251_47.0320.C14 
+ 

171 

AAT/NAP 

171 

193 



46473 



Seq. No. 45187 
Gene No. 95491 
Start 311 

Name OJ000251_47 . 0320 . C14 . ol . tw 

Start 311 
GI none 

Exons 311.. 382, 311.. 388, 383.. 454, 

453. .527, 454. .531, 456. .524, 
559.-648, 639. .662 



OJ000251_47.0320.C14 
662 

TBLASTX: Wheat 

662 

62 



Seq. ID 
Strand 
End 

Method 
End 
Score 

384. .452, 385. .465, 391. .453, 
458. .532, 558. .632, 558. .662, 



Seq. No. 45188 Seq. ID 

Gene No. 95492 . Strand 

Start 259 End 

Name OJ000251_47 . 0320 . C15 . ol . qp Method 

Start 259 End 

GI LIB3477-003-P1-K1-E9 Score 

Exons 259.. 338 

GI Descrip. 1 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
'S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ000251_47.0320.C15 
+ 

338 

AAT/GAP 

338 

118 



Seq. No. 45188 

Gene No. 954 93 

Start 5941 

Name OJ000251_47 . 0320 . C15 . o2 . gs 

Start 5941 

GI none 
Exons 



Seq. ID OJ000251_47.0320.C15 

Strand + 

End 19053 

Method GENSCAN 

End 19053 

Score .44 



5941. .6021, 6147. .6248, 6426. .6484, 6689. .6752, 6945. .7023, 
980'6. .9879, 9954. .10172, 12013 .. 12082, 14782 .. 1512 6, 
15970. .16134, 16615. . 16718, 16733 .. 16925, 18902. .19053 



Seq. No. 45188 

Gene No. 954 94 

Start 2213 

Name OJ000251_47 . 0320 . C15 . ol . np 

Start 1161 

GI 7484934 

Exons 1161.. 1187, 2679.. 2813, 3163. 
GI Descrip. 



OJ000251 47.0320.C15 



Seq. ID 
Strand 

End 5255 
Method AAT/NAP 
End 5255 
Score 313 
.3328, 5223.. 5255 
DNA-binding protein homolog T9A21.10 - Arabidopsis thaliana 
gi|4038481|emb|CAA16788.1| (AL021713) DNA binding-like protein 
[Arabidopsis thaliana] gi i 7268610 | emb | CAB78819 . 1 | (AL161548) DNA 
binding-like protein [Arabidopsis thaliana] 



Seq. No. 


45188 










Seq. ID 


OJ000251 


Gene No. 


95494 










Strand 




Start 


2213 










End 


5255 


Name 


OJ000251 47. 


0320. 


C15, 


.o2, 


.gp 


Method 


AAT/GAP 


Start 


1827 










End 


2381 


GI 


none 










Score 


983 


Exons 


1827. .2381 














Seq. No. 


45188 










Seq. ID 


OJ000251 


Gene No. 


95494 










Strand 




Start 


2213 










End 


5255 


Name 


OJ000251 47. 


0320. 


C15, 


.ol. 


..gs 


Method 


GENSCAN 


Start 


2213 










End 


5137 


GI 


none 










Score 


. 99 



46474 



Exons 



2213. .2810, 3187. .3330, 4620. .5137 



Seq. No. 45188 Seq. ID 

Gene No. 954 94 . .Strand 

Start 2213 '.'End 

Name OJ000251_47 . 0320 . C15 . o3 . gp Method 

Start 4 616 ■ End 

GI none Score 

Exons 4616. .5060 



OJ000251_47.0320.C15 

5255 
AAT/GAP 
5060 
854 



Seq. No. 45188 Seq. ID 

Gene No. 954 95 Strand 

Start 7864 End 

Name OJ000251_47 . 0320 . C15 . o2 . np Method 

Start 7864 End 

GI 5852093 Score 

Exons 7864.. 7949, 9585.. 9710, 11068.. 11090 
GI Descrip. 



OJ000251_47 .0320.C15 

11090 
AAT/NAP 
11090 
77 



(AL117264) zwhl6.1 [Oryza sativa] 



OcCj. IN V . 


45189 
















95496 










OLI ell ILi 


_j- 


Of a r-f- 
O Lai L 


247 














Name 


OJ000251 47. 


0320 




ol 


. gs 


LMC L11UU. 




C +- -J f- 


247 














GI 


none 










Score 


.97 


Exons 


247. .468 














Q c^rr Mrs 

o e q . in o . 


45189 










q on T n 
oeq • ±u 


n to on 9 r i 


Y~1 £2i M /"V 


95497 










OLi cult* 




OLdl L. 


598 










HjIIU 




Name 


OJ000251 47. 


0320 




o2 


.gs 


L v Jt2 LIIOU 


p f \t q r* a m 

\j Hi IN O ^r\LN 


o car u 


598 










HinQ 


1 DO 1 


GI 


none 










Score 


.86 


Exons 


598. .761, 1144.. 


1369, 


1407. 


.1569, 1623 


. .1631 


Seq. No. 


45190 










Seq. ID 


OJ000251 


Gene No. 


95498 \. 










Strand 


+ 


Start 


1962 










End 


2360 


Name 


OJ000251 47. 


0320 


.C17. 


ol 


.gs 


Method 


GENSCAN 


Start 


1962 










End 


2360 


GI 


none 










Score 


.98 


Exons 


1962. .2360 














Seq. No. 


45190 










Seq. ID 


OJ000251 


Gene No. 


95499 










Strand 




Start 


2615 










End 


2800 


Name 


OJ000251 47. 


0320 


.C17. 


o2 


.gs 


Method 


GENSCAN 


Start 


2615 










End 


2800 


GI 


none 










Score 


. 96 


Exons 


2615. .2800 














Seq. No. 


45191 










Seq. ID 


OJ000251_ 


Gene No. 


95500 










Strand 


+ 


Start 


1 










End 


331 


Name 


OJ000251 47. 


0320 


.C18. 


ol 


.np 


Method 


AAT/NAP 


Start 


1 










End 


325 


GI 


6714326 










Score 


231 



46475 



Exons 

GI Descrip. 

Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 



1. .325 

(AC016972) putative dehydrogenase [Arabidopsis thaliana] 



45191 Seq. ID 

95500 Strand 

1 End 
OJ000251_47.0320.C18.ol.gs Method 

89 End 

none Score 
89. .331 



OJ000251_47.0320.C18 
+ 

331 

GEN SCAN 

331 

.86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons • 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(strain PCC 



45191 Seq. ID OJ000251_47 . 0320 . C18 

95501 Strand + 

1165. End 4057 

OJ000251_47 . 0320 . C18 . o2 . np Method AAT/NAP 

1165 End 3797 

7448327 Score 443 

1165. .1210,. 1838. .1914, 2573 . ...2647, 2735.. 2797, 2888.. 2947, 
■3053.. 3142, 3229.. 3336, 3424. 
hypothetical protein slr2032 
6803) gi | 1652164 |dbj IBAA17088 
[Synechocystis sp. ] 

45191 Seq. ID 

95501 . Strand 

1165 End 4057 

OJ000251_47.0320.C18.ol.gp- Method AAT/GAP 
1415 End 4057 

2481_1.R1084 Score 2086 

1415. .1644, 1849. .1914, 2573. .2647, 2735. .2797, 2888. .2947, 
3062. .3142, 3229. .3336, 3424. .3546, 3696. .4057 



.3546, 3696. .3797 
- Synechocystis sp. 
.11 (D90903) hypothetical protein 



OJ000251_47.0320.C18 
+ 



GI Descrip. ' 4324 678/gb | AAD16984 | 1.0e-20 (AF109374) urease accessory 



protein UREG [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 



45191 
95501 
1165 

OJ000251_47 . 0320 . C18 . o2 . gs 

1465 

none 

1465. .1644, 1849. .1914, 2573. 
3053. .3142,. 3229. .3336, 3424,. 

45191 
95502 
7801 

OJ000251_47. 0320.C18 .o4 .gp 

7801 

none 

7801. .8144 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2647, 2735 
.3546, 3696 



OJ000251_47.0320.C18 
+ 

4057 
GENSCAN 
3824 
.85 

2797, 2888.. 2947, 
3824 



Seq. ID OJ000251_47.0320.C18 

Strand + 

End 8144 

Method AAT/GAP 

End ' 8144 

Score 584 



Seq. No. 45191 Seq. ID 

Gene No. 95503 Strand 

Start 4553 End 

Name OJ000251_47 . 0320 . C18 . o2 . ts Method 

Start 47 End 

GI none Score 



OJ000251_47.0320.C18 
9460 

TBLASTX: Soybean 

331 

146 



46476 



Exons 



47. .205, 212. .331 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45191 
95503 
4553 

OJ000251_47. 

1465 

none 

1465. .1497, 
2572; .2646, 
2861. .2950, 
3074 . .3145, 
3421. .3546, 



0320.C18.ol.tm 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1524. .1643, 1840. .1932, 
2729. .2797, 2731. .2799, 
2889.. 2954, 3037.. 3126, 
3226.. 3387, 3226.. 3330, 
3421. .3501, 3423. .3545, 



OJ000251_47.0320.C18 
9460 

TBLASTX: Maize 
3842 
37 

1843. .1914, 2570. .2650, 
2734 . .2799, 2860. .2943, 
3040. .3141, 3041. .3145, 
3231. .3335, 3233. .3349, 
3687. .3842, 3696. .3830 



i.ss 



Seq. No. 
Gene No. 
Start 
Name 
Start 
.GI 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45191 Seq. ID 

95503 Strand 

4553 End 

OJ000251_47.0320.C18.ol.tw Method 

2570 End 

none Score 



OJ000251_47.0320.C18 
9460 

TBLASTX: Wheat 

3333 

128 



2570. .2650, 2572. .2646, 2729. .2797, 2734. .2796, 2750. .2800, 
2861. .2950, 2887. .2943, 2888. .2950, 3037. .3141, 3041. .3145, 
3063.. 3140, 3071.. 3145, 3226.. 3333, 3226.. 3330, 3231.. 3332 



45191 
95503 
4553 

OJ000251_4 7.0320.C18.o2.gp 

4553 

3762889 



OJ000251 47.0320.C1-8 



Seq. ID _ 
Strand 

End 9460 
Method AAT/GAP 
End 5636 
Score 1135 
4553. .4882, 5004. .5108, 5231. .5352, 5533. .5636 

4324 678/gb | AAD16984 | 1.0e-20 (AF109374) urease accessory protein 
UREG [Arabidopsis thaliana] 



'"•4 



Seq. No. 45191 Seq. ID 

Gene No. 95503 Strand 

Start 4553 End 

Name OJ000251_4 7 . 0320 . C18 . o2 . tm Method 

Start 4761 End 

GI none Score 

Exons 4761. .4898, 4782. .4883, 4799. .4885, 4995 

5219.. 5353, 5228.. 5353, 5230.. 5355, 5472 

5534. .5584 



OJ000251 47.0320.C18 



9460 

TBLASTX -Maize 
5585 
145 

5108, 4995. 
5579, 5529. 



,5108, 
.5585, 



Seq. No. 45191 
Gene No. 95503 
Start 4553 

Name OJ000251_47 . 0320 . C18 . ol . tc 

Start 4791 
GI none 

Exons 4791.. 4883, 4799.. 4885, 4995. 

5219.. 5359, 5228.. 5353, 5230. 
5534.. 5734, 6093.. 6155, 6094. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251 47.0320.C18 



9460 

TBLASTX: Cress 
6974 
105 

5108, 4995.. 5108, 5002, 
5358, 5472.. 5729, 5529. 
6156, 6927.. 6974 



,5115, 
, 5735, 



Seq. No. 
Gene No. 
Start 



45191 
95503 
4553 



Seq. ID 

Strand 

End 



OJ000251 47.0320.C18 



9460 



•46477 



Name 

Start 

GI 

Exons 



OJ000251_47 . 0320 . C18 . ol . ts Method TBLASTX : Soybean 
4799 End 7061 

none Score 83 

4799. .4885, 4806. .4883, 4992. .5108, 4995. .5108, 5228. .5353, 
5229.. 5312, 5254.. 5367, 5529.. 5735, 5532.. .5729, 5534.. 5734, 
6093.. 6155, 6930.. 7016, 6962.. 7015, 7026.. 7061 



Seq. No. 45191 
Gene No. 95503 . 

Start 4553 

Name OJ000251_47 . 0320 . C18 . o3 . gs 

Start 4799 
GI none 

Exons 4799.. 4882, 5004.. 5108, 5231, 

6930.. 7136, 7229.. 7409, 7551, 
8883. .8942, 9341. .9394 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_47.0320.C18 

9460 
GENSCAN 
9394 
.78 



.5352, 5533. .5734, 
,7818, 7939. .8260, 



6363. .6393, 
8356. .8504, 



is? 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



y GI Descrip. 



45191 
95503 
4553 

OJ000251_47.0320.C18.o3.np 
4802 

7488416 - 



OJ000251 47.0320.C18 



Seq. ID 
Strand 

End 9460 
Method AAT/NAP 
End 7308 
Score 960 

4802. .4882, 5004. .5108, 5231. .5352, 5533.-5734, 6096. .6156, 
6930. .7127,. 7250. .7308 • , v , 

urease accessory protein G homolog F13P17.30 - Arabidopsis 
thaliana gi | 3128220 | gb | AAC26700 . 1 | (AC004077) putative urease 
accessory protein [Arabidopsis thaliana] 



s It 



Seq. No. 


45191 








Seq. ID 


OJ000251_47.0320.C18 


Gene No. 


95503 








Strand 




Start 


4553 








End 


9460 


Name 


OJ000251 47, 


.0320, 


.C18.o5 


. tm 


Method 


TBLASTX: Maize 


Start 


5586 








End 


7090 


GI 


none 








Score 


241 


Exons 


5586. .5735, 


5586. 


. .5732, 


5588. 


.5734, 6093. .6155, -6094. .6156, 




6927. .7016, 


6962, 


. .7015, 


7026. 


.7061, 7063. .-7086, 7064v:.7.090 


Seq. No. 


45191 








Seq. ID 


OJ000251_47.0320.C18 


Gene No. 


95503 








Strand 




Start 


4553 








End 


9460 


Name 


OJ000251 47, 


.0320, 


,C18.o3 


.gp 


Method 


AAT/GAP 


Start 


7037 








End 


7329 


GI 


2442619 








Score 


312 


Exons 


7037. .7136, 


7229. 


, .7329 








Seq. No. ■ 


45191 








Seq. ID 


OJ000251_47.0320.C18 


Gene No. 


95503 








Strand 




Start 


4553 








End 


9460 


Name 


OJ000251 47. 


,0320. 


,C18.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


7923 








End 


8411 


GI 


none 








Score 


40 


Exons 


7923. .7970, 


8047. 


.8262, 


8063. 


.8263, 8355.. 8411, 8361. .8408 


Seq. No. 


45191 








Seq. ID 


OJ000251_47.0320.C18 


Gene No. 


95503 








Strand 




Start 


4553 








End 


9460 



46478 



Name OJ'000251_4 7 . 0320 . C18 . o4 , 

Start 7936 

GI 3201616 

Exons 7936.. 8260, 8356.. 8504, 
GI Descrip. (AC004669) hypothetical 

Seq.. No. 45191 

Gene No. 95503 

Start 4553 

Name OJ000251_4 7 . 0320 . C18 . o3 , 

Start 8053 

GI none 

Exons 8053.. 8247, 8063.. 8248 

Seq. No. 45191 

Gene No. 95503 

Start 4553 

Name OJ000251_4 7 . 0320 . C18 . o4 . 

Start 8412 

GI none 

Exons 8412.. 8507, 8413.. 8508, 

Seq. No. ~ 45191 

Gene No. 95503 

Start 4553 

Name ' OJ000251_47 . 0320 . C18 . o5 . 

Start 8898 

GI none 

Exons 8898.. 9460 



np Method AAT/NAP 

End 8888 

Score 393 
8600-. .8888 ■ 

protein [Arabidopsis thaliana] 



ts 



tm 



gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_47.0320.C18 
9460 

TBLASTX: Soybean 

8248 

90 



OJ000251_47.0320.C18 
9460 

TBLASTX: Maize 

8767 

106 



8600. .8767, 8601. .8627, 8612. .8767 



Seq. ID 

Strand 

End ■ 

Method 

End 

Score 



OJ000251_47.0320.C18 
9460 

AAT/GAP ' 

9460 

1051 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45192 Seq. ID OJ000251_47 . 0320 . C19 

95504 Strand 

1 End 743 

OJ000251_4 7. 0320.C19.ol.np Method AAT/NAP 

1 End 743 

6630696 Score 1172 

1. .743 

(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45192 
95504 
1 

OJ000251_4 7 .0320.C19..O1. tw 
2 

none 



Seq. ID OJ000251_47.0320.C19 
Strand 
End 

Method 
End 
Score 



743 

TBLASTX: Wheat 

241 

156 



2. .151, 2. .151, 3. .152, 3. .158, 153. .236, 167. .241, 168. .236, 
172. .240 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45192 
95504 
1 

OJ000251 
42 

none 
42. .548 



47.0320.C19.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_47.0320.C19 
743 

GENSCAN 

548 

.6 



46479 



Seq. No. 


45192 




Seq. ID 


OJ000251_47.0320 


y~\ \T r~\ 


QRRD4 




0 l x ana 






1 
J. 




Lna 


7 4 


Ncime 


UUUUUZ Jl 4 / . UJiiU.^l".01 


. LIU 


rieLnoa 


1 DXj/\o 1 A . Ma X Z e 




Q O ~~ 






4 4 R 
44 J 


PT 
0 X 


none 




Score 


9ft 7 


T7 1 v /"n 1^ 0 


QR 4 4 R QQ 4^1 ini 

?0 • • 14 J/ 35 • • 4 Jl; -LUX.. 


4 

4 J3 






Seq. No. 


45192 




Seq. ID 


OJ000251_47.0320 


(?ono XT c\ 


33 JU4 




C +- ranH 

jLI ailvj. 




Of arf 


1 
X 




LilQ 


7 4^ 
/ 4 O 


Name 




. LW 


L v icLnoa 


1 DXt-Ho i a . wnea l 


OtaX L 


9 4 9 

^4<: 




PnH 
HjOLI 


7 4 9 

/ 4 c. 


pr 
oX 


none 




Score 


Rn 


HtXvJI lb 


949 9QR 4^1 fiRR 477 

l4l . . i3J f 4 Jj. , . DjJ; 4 / / 


R8 1 


fiRfi 74 9 
DjU . . / 4Z 




Seq. No. 


■ 45192 




Seq. ID 


OJ000251_47.0320 




Q S S 04 




O L X ai IU 






X 




i^na 


74^ 
/ 4 0 


Name 




. L S 


fVyl 4~ W 


TT3T ZiQTY ■ C/M;Wo^r> 

1 dxjHo i a : boyoean 


OLdl L 


94 R ~~ 
Z ft 0 




ijiia 


J3D 




none 




Score 


DO 


Exons 


oac 497 940 4 T 7 94Q 
Z 4 3 . . 4 L I f Z40..4jj f /43 


4^/1 
. . 4 Jfi / 


A ^7 R Q R 


fi DO . . J3D 


Seq. No. 


. 45193 




Seq. ID 


OJ000251_47.0320 


Paries XT /~\ 
Lie lie InU • 


Q C C A C 

3jjUj 




OLiallQ 


T 




R7 




Ejna 


"\A Q 

J43 


Name 


nTnnn9m 47 n^9n coo r\i 


. gs 


Method 


P TT XT O P Zi XT 


O Lai L 


R7 ~ 
D 1 




Xjna 


04 y 


PT 


none 




Score 


Q 7 


T7 1 v /*\ t"i c* 


R7 1 "30 "3 "34 Q 








Seq. No. 


45193 




Seq. ID 


OJ000251_47.0320 


P O fl O \^S(~\ 


3JJUU 




Strand 


+ 


OLdl L 


R4 7 R 
O 4 f D 




End 


7136 


Name 


nTnnn9m 47 -0^90 P99 

UU UUUZ Jl 4 / .. UOZU.UZZ .Oj 


. gs 


Method 


GENSCAN 


Of- -a r f- 


R4 7 R _ 




End 


7136 


pt 
ox 


none 




Score 


.68 


Exons 


R47R RROP £^41 674R 
0 4 / O . * DDVO f Dj41 . . 0.3 4 3 f 


ODD i . 


.6726, 6908.. 7136 


Seq. No. 


45193 




Seq. ID 


OJ000251_47.0320 


P Anp XI 






Strand 


+ 


otaiL 


1^01 




End 


8242 


Name 


n~rnnn9Ri 47 n^9n P99 04 


. gs 


Method 


GENSCAN 


0 La. 17 L 


/ jU / 




End 


8242 


pT 

oX 


none 




Score 


.99 . 


Exons 


7^07 £949 
/ JU / . . 0i4Z 








Seq. No. 


45193 ' 




Seq. ID 


OJ000251_47.0320 


Gene No. 


95508 




Strand 


+ 


Start 


8290 




End 


8880 


Name 


OJ000251 47.0320.C22.o2, 


• gp 


Method 


AAT/GAP 


Start 


8290 


End 


8880 


GI 


none 




Score 


1148 


Exons 


8290. .8880 









46480 




Seq. No. 


45193 




Seq. ID 


OJ000251_47, 


.0320 


.C22 


Gene No. 


95509 




Strand 


+ 






C -j- -s v- +- 


9nn9 £ 




fcuu 


o n o c; o 
ZUZ j j 






Name 


nTnnriORi /j "7 n ^ 9 n roo 
UJUUU^Dl ft / . U jZ U . UZZ . 


oo . gp 


Method. 
























/I 9 (roc 7 




Score 


9 Qfl 






Exons 














oeq . lNU . 






Cnn T n 

oeq . ± u 


n to n 09 m zn 




r*9 9 


Qene ^o t 


95510 




Strand 








Start 


21433 




End 


22076 






Name 


OJ000251 47.0320.C22. 


06 . gp 


Method 


AAT/GAP 






Start 


21433 




End 


22076 






GI 


80594 1.R1084 




Score 


607 






Exons 


21433. .21483, 21756.. 


22076 










GI Descrip. 


'5257290/gb|AAD41269. 


11 2.0e- 


14 (AF124739) unknown 


[Zea 


mays 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 



GI Descrip. 



Seq. No. 
Gene No. 
Start 



45193 
95510 
21433 " 

OJ000251_47.0320.C22.o3.np 

21440 

5257290 

21440. .21483, 21756. .21917 
(AF124739) unknown [Zea mays] 



45193 
95511 
1 

OJ00025 1_4 7.0320. C22 . ol . np 

1 

2499819 
1..105, 856 
1865. .1959, 
AS PART I C 
aspartic 



Seq. ID OJ000251_47.0320.C22 

Strand + 

End 22076 

Method AAT/NAP 

End 21917 

Score 250 



OJ000251 47.0320.C22 



..920, 1001. 
2923. .2983, 
PROTEINASE 
proteinase 



Seq. ID _ 
Strand 

End 17312 
Method AAT/NAP 
End 34 4 9 

Score 1350 
1040, 1113. .1281, 1661. .1773, 
3093. .3449 

ORYZASIN 1 PRECURSOR gi | 2130068 | pir | | S66516 
1 precursor - rice 



gi | 1030715 | db j | BAA06876.il (D32165) aspartic .protease [Oryza 
sativa] gi | 1711289 | dbj | BAA06875 | (D32144) aspartic protease 
[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 
End 
Score 
,9583, 9629. 



OJ000251 47.0320.C22 



45193 
95511 
1 

OJ000251_47.0320.C22.o2.np 
559 

7485519 

559. .621, 8713. .8913, 9351. 
10693. .10851, 10935. .11212, 
13458. .13501, 15485. .15659 

hypothetical protein F15J5.120 - Arabidopsis thaliana 
gi|5817001|emb|CAB53656.1| (AL110123) hypothetical protein 
[Arabidopsis thaliana] gi | 7268 608 | emb | CAB78817 . 1 | (AL161548) 
hypothetical protein [Arabidopsis thaliana] 



17312 
AAT/NAP 
15659 
327 

.9889, 10164. . 10241, 



11955. . 12466, 12913 13201 , 



45193 
95511 
1 



Seq. ID 

Strand 

End 



OJ000251 47.0320.C22 



17312 



46481 




Name OJ000251_47 . 0320 . C22 . ol . gp Method AAT/GAP 

Start 845 End 4132 

GI 209_1.R1084 Score 1747 

Exons :' : . . 845 .. 920,. 1001 .. 1040, 1113. .1281, 1661. .1773, 1865. .1959, 
2923.. 2983, 3093.. 3458, 4088.. 4132 

GI Descrip. ' 24 99819/sp | Q42456 | APR1__0RYSA 0.0e+00 ASPARTIC PROTEINASE 

ORYZASIN 1 PRECURSOR >gi_2130068j?ir S66516 aspartic proteinase 

1 precursor - rice >gi_10307 15_dbj_BAA0687 6_ (D32165) aspartic 
protease [Oryza sativa] >gi_17 1128 9_dbj_BAA0687 5_. (D32144) 
aspartic protease [Oryza sativa] 1 



Seq. No. 


45193 


Seq. ID 


OJ000251_47.0320.C22 


Gene No. 


95511 


Strand 




Start 


1 


End 


17312 


Name 


OJ000251 47.0320.C22.o2.gs 


Method 


GENSCAN 


Start 


891 


End 


3449 


GI 


none 


Score 


.86 


Exons 


891:. 920, 1113. .1281, 1661.. 


1773, 1865 


..1959, 2923.. 2983, 




3093. .3449 






Seq. No. 


45193 


Seq. ID 


OJ000251_47.0320.C22 


Gene No - 


95511 


Strand 




Start 


■1 


End 


17312 


Name 


OJ000251 47.0320.C22.o5.gs - 


Method 


GENSCAN 


Start 


8626 


End 


17 312 


GI 


none 


Score 


.79 


J—J \*s X 1 O 


8626.. 8910, 9351.. 9737, 10086 1024 1 , 


10741. . 10870, 




10957. .11242, 11853. .12177, 


12349. .12414, 12930 .. 13005 , 




13488. .13501, 15507. .15770, 


17253. .17312 


Seq. No. 


45193 


Seq. ID 


OJ000251_47.0320.C22 


Gene no b 


95511 


Strand 




Start 


1 


End 


17312 


Name 


OJ000251 47.0320.C22.o3.gp 


Method 


AAT/GAP 


Start 


9412 


End 


10204 


GI 


none 


Score 


1056 


Rvnnq 


9412.. 9848, 10086.. 10204 






Seq. No. 


45193 


Seq. ID 


OJ000251_47.0320.C22 


Gene No. 


95511 


Strand 




Start 


1 


End 


17312 


Name 


OJ000251 47.0320.C22.o4.gp 


Method 


AAT/GAP 


Start 


11021 


End 


12044 


GI 


3759810 


Score 


771 


Exons 


11021. .11242, 11853. .12044 






Seq. No. 


45193 


Seq. ID 


OJ000251_47.0320.C22 


Gene No. 


95512 


Strand 




Start 


19063 


End 


27429 


Name 


OJ000251 47.0320.C22.o2.tm 


Method 


TBLASTX: Maize 


Start 


842 


End 


3455 


GI 


none 


Score 


92 


Exons 


842. .922, 856. .924, 1000. .1044, 1113.. 


1283, 1113. .1280, 




1115. .1282, 1647. .1775, 1654 


..1776, 1658. .1780, 1660. .1773, 




1855.. 1959, 1857.. 1961, 1865 


..I960, 2921. .2983, 2922. .2984, 




2925.. 2984, 3043.. 3198, 3087 


..3233, 3094. .3225, 3291. .3449, 



3312. .3455 



46482 



Seq. No. 45193 

Gene No. 95512 
Start . . 19063 

Name OJ000251_47 . 0320 . C22 . ol . ts 

Start 845 

GI none 
Exons 



Seq. ID OJ000251_47.0320.C22 
Strand 

End 27429 

Method TBLASTX : Soybean 

End 3144 

Score 84 



845. .922, 856. .924, 999. .1043, 1000 .. 1044 1003. . 1050, 
1113. .1283, 1113. .1280, 1115. .1282, 1658. .1774, 1660. .1773, 
1865. .I960, 1869. .1961, 2921. .2989, 3090. .3140, 3091. .3144 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45193 
95512 
19063 - 

OJ000251_47.0320.C22.ol.tc 

856 

none 



Seq. ID OJ000251_47.0320.C22 
Strand 

End 27429 

Method TBLASTX: Cress 

End 1278 

Score . 97 



856. .924, 857. .922, 999. .1043, 1000.. 1044, 1044. .1277, 
1113. .1274, 1222. .1278 



Seq. No. 


45193 








Seq. ID 


OJ000251_47.0320.C22 


Gene No . 


95512 








Strand 




Start 


19063 








End 


27429 


Name 


OJ000251 47, 


.032.0. 


C22.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


856 








End 


1268 


GI 


none 








Score 


83 


Exons 


856. .924, 857. .922, 1017 


f ..1043, 1113.. 


1268, 1113.. 1268 


Seq. No. 


45193 








Seq. ID 


OJ000251_47.0320.C22 


Gene No. 


95512 








Strand 




Start 


19063 








End 


27429 


Name 


OJ000251 47, 


.0320. 


C22.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


1640 








End 


3233 


GI 


none 








Score 


71 


Exons 


1640. .1723, 


1654 . 


.1776, 


1658. 


,.1780, 1660. .1773, 1857. .1961, 




' 1865. .1960, 


2921. 


.2983, 


3087. 


,.3233, 3091.. 3228 


Seq. No. 


45193 








Seq. ID 


OJ000251_47.0320.C22 


Gene No. 


95512 








Strand 




Start 


19063 








End 


27429 


Name 


OJ000251 47. 


.0320. 


C22.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2957 








End 


3480 


GI 


none 








Score 


128 


Exons 


2957. .2983, 


3087. 


.3191, 


3090. 


.3191, 3094. .3195, 3186. .3233, 




3186. .3233, 


3303. 


.3458, 


3315. 


.3458, 3319. .3480 


Seq. No. 


45193 








Seq. ID 


OJ000251_47.0320.C22 


Gene No. 


95512 








Strand 




Start 


19063 








End 


27429 


Name 


OJ000251 47. 


,0320. 


C22.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


8641 * 








End 


9836 


GI 


none 








Score 


94 


Exons 


8641. .8769, 


8851. 


.8904, 


9378. 


.9446, 94 


89. .9563, 9588. .9653, 




9672. .9836, 


9673. 


.9801 








Seq. No. 


45193 








Seq. ID 


OJ000251_47.0320.C22 


Gene No. 


95512 








Strand 





46483 



Start 
Name 
Start 
GI 

Exons 



19063 

OJ000251_4 7 . 0320 . C22 . o3 . tm 
8642 
none 
8642. . 
8848. . 
9582. . 
10173. 



End 

Method 

End 

Score 



27429 

TBLASTX : Maize 

10273 

86 



8725, 8644. .8775, 8644. .8736, 8796.-8879, 8805. .8879, 
8913, 8875. .8913, 9351. .9509, 9352. .9465, 9374. .9517, 
9665, 9583.. 9B66, 10080 .. 1018 1 , 10087 .. 10185 , 
.10241, 10175. .10273, 10177. .10242 





Seq. No. 


45193 




Seq. ID 


OJ000251 


47.0320.C22 




Gene No . 


95512 




Strand 








Start 


19063 




End 


27429 






Name 


OJ000251 47.0320.C22 


.o2. ts 


Method 


TBLASTX: 


Soybean 




Start 


9351 




End 


9791 






GI 


none 




Score 


45 






Exons 


9351. .9512, 9459. .9524, 9489. .9563, 9588. .9653, 


9592. .9618, 






■ 9675. .9755, 9756. .9791 










Seq. No. 


' 45193 




Seq. ID 


OJ000251 


47.0320 C22 




Gene No. 


95512 




Strand 








Start 


19063 




End 


27429 






Name 


OJ000251 47.0320.C22 


. ol . tm 


Method 


TBLASTX: 


Mai ze 




Start 


9675 




End 


12447 






GI 


none 




Score 


56 






Exons 


9675.-9749, 9676. .9750, 9750 


l. .9851,., 9757. .9843, 


9776 9868 


f F~ 




10601. .10663, 10605:', 


. 10661, 


10675'. . ioe 


J72, 10677 


. .10868, 






10679. .10873, 10966., 


.11019, 


10967. .11017, 11041 


. .11247, 


i s? 




11041. .11241, 11042., 


.11242, 


11091. .11264, 11848 


. .11970, 






11848. .11973, 11962., 


.12273, 


11980. .12324, 12271 


12342, 


r.1 




12272. .12337, 12280., 


.12342, 


12343. . 12411, 12344 


. .12400, 


W 




12354. .12410, 12361., 


.12417, 


12409. . 12447 




\ y 


Seq. No. 


45193 




Seq. ID 


OJ000251 


47.0320.C22 


3: 


Gene No. 


95512 




Strand 








Start 


19063 




End 


27429 




"M 


Name 


OJ000251 47.0320.C22, 


. o3 . tw 


Method 


TBLASTX: 


Wheat 




Start 


10104 




End 


10818 




f : ~ 


GI 


none 




Score 


77 




-.-J 


Exons 


10104 . .10181, 10105., 


,10185, 


10173. .10259, 10177 


. . 10242, 


f ~z 




10433. .10516, 10597., 


,10662, 


10600. .10659, 10601 


10660. 


fl 
"~ 




10602. .10667, 10663., 


,10818, 


10665. .10805, 10679 


. . 10816 




Seq. No. 


45193 




Seq. ID 


OJ000251 


_47.0320.C22 




Gene No. 


95512 




Strand • 








Start 


19063 




End 


2-7429 . 






Name 


OJ000251 47.0320.C22. 


, o4 . tm 


Method 


TBLASTX:] 


Maize 




Start 


15480 . 




End 


15620 






GI 


none 




Score 


135 






Exons 


15480. .15620, 15504.. 


,15602 










Seq. No. 


45193 




Seq. ID 


OJ000251 


_47.0320.C22 




Gene No. 


95512 




Strand 








Start 


i9063 




End 


27429 






Name 


OJ000251 47.0320.C22. 


06 . gs 


Method 


GENSCAN 






Start 


19063 




End 


27429 






GI 


none 




Score 


.51 






Exons 


19063. .19163, 19440.. 


19652, 


19836. .19965, 19989 


. .20161, 



46484 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20266. .20333, 20400 .. 20572 , 20664 20686, 214 67 .. 21524 , 
24751. .24802, 24862 .. 2514 4 , 25174 .. 25263, 25438 .. 25711 , 
27078. .27119, 27268.-27429 



45194 
95513 
711 

OJ000251_47. 0320.C23.ol.gp 
711 

.R1084 



Seq. ID 
Strand 
End 

Method 
End 

3963_1.R1084 Score 523 

711. .855, 937. .999, 1158. .1205, 1313. .1372, 1519. .1539 
'100535/pir | IS12411 8.0e-18 hypothetical protein - swollen 
duckweed >gi_1929057_emb_CAA32236_ (X14075) longest ORF (1) 
[Lemna gibba] 1 



OJ000251_47.0320.C23 
+ 

1539 
AAT/GAP 
1539 
523 



45194 Seq. ID 

95513 Strand 

711 End 
OJ000251_47 . 0320 . C23 . ol . gs Method 

733 End 

none Score 

733. .855, 937. .1065 



OJ000251_47.0320.C23 
+ 

1539 
GENSCAN 
1065 
.54 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45194 
95513 
711 

OJ000251_47.0320.C23.ol.np 
946 

4164473 



Seq. ID OJ000251 47.0320.C23 



Strand 
End 

Method 

End 

Score 



+ 

1539 
AAT/NAP 
1539 
116 



946. .999, 1158. .1205, 1313. .1372, 1512. .1539 

(AF061157) negatively light-regulated protein [Vernicia fordii] 



Seq. No. 45195 Seq. ID 

Gene No. 95514 Strand 

Start 7559 End 

Name OJ000251_43 . 0320 . C4 . o2 . gs Method 

Start 7559 End 

GI none , Score 

Exons 7559.. 7681, 8304.. 8332, 10018. . 10207 



OJ000251_43.0320.C4 
+ 

10207 
GENSCAN 
10207 
.9 



Seq. No. 45195 

Gene No. 95515 

Start 877 

Name OJ000251_4 3 . 0320 . C4 . ol . gs 

Start 877 

GI none 

Exons 877. .1141, 1649. .1742, 2778, 
3964. .4012 



Seq. ID OJ000251_43.0320.C4 

Strand - * 

End 4012 

Method GENSCAN 

End 4012 

Score .42 
.2909, 3237.. 3345, 3428.. 3588, 



Seq. No. 45195 

Gene No. 95516 

Start 17574 

Name OJ000251_4 3 . 0320 . C4 . o4 . gs 

Start 17574 

GI none 

Exons 17574 
19888 



Seq. ID OJ000251__43.0320.C4 
Strand 

End 20353 

Method GENSCAN 

End 20353 

Score .74 

17948, 17993. .18454, 191 60 .. 19290 , 19781 . . 1 98 47 , 
20353 



46485 



Seq. No. 45195 
Gene No.- 95516 
Start "17574 

Name OJ000251_4 3 . 0320 . C4 . ol . np 

Start 17610 
GI 7433183 
Exons 17610. .17915, 17993 .. 18421, 19888 

GI Descrip. naringenin 3-dioxygenase (EC 1.14 

gil 4 67996|gb|AAA91227 . 1 | (U04 434) 

[Zea mays] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251 43. 0320. C4 



20353 
AAT/NAP 
20249 
1426 
.20249 

11.9) - maize 

f lavanone 3-beta-hydroxylase 



id 



Seq. No. 


45195 




Seq. ID 


OJ000251_43.0320 


-C4 


Gene No. 


95516 




Strand 






Start 


17574 




End 


20353 




Name 


OJ000251 43. 0320. C4 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


17715 ~ 




End 


20193 




GI 


none 




Score 


60 




Exons 


17715. . 17780, 17724 


. . 17915, 


1774 9. .17 913, 17853 . . 17924 , 






17993. . 18316, 17993 


. . 18445, 


18000. . 18 


422, 18368. .18433, 






19888. .20085, 19888, 


. .20058, 


20098. .20193, 20117. .20188 




Seq. No. 


45195 




Seq. ID 


OJ000251_43.0320, 


.C4 


Gene No . 


95516 




Strand 






Start - 


17574 




End 


20353 




Name 


OJ000251 43. 0320. C4 . 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


17724 ~ 




End 


20193 




GI 


none 




Score 


127 




Exons 


17724 . .17915, 17806, 


. .17913, 


17824. .17919, 1784 7. .17924, 






17993. .18445, 17994, 


. . 18446, 


19888. .20058, 19888 .. 20058, 






20098. .20193, 20117, 


. .20185 








Seq. No. 


45195 




Seq. ID 


OJ000251_43.0320, 


. C4 


Gene No . 


95516 




Strand 






Start 


17574 




End 


20353 




Name 


OJ000251 43. 0320. C4. 


. ol . tw 


Method 


TBLASTX : Wheat 




Start 


17993 




End 


18325 




GI 


none 




Score 


359 




Exons 


17993. . 18325, 18000. 


. .18323 








Seq. No. 


45195 




Seq. ID 


OJ000251_43.0320, 


,C4 


Gene No. 


95516 




Strand 






Start 


17574 




End 


20353 




Name 


OJ000251 43. 0320. C4 . 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


18014 




End 


18350 




GI 


none 




Score 


395 




Exons 


18014. .18340, 18015. 


, . 18341, 


18240. .18: 


350 




Seq. No. 


45195 




Seq. ID 


OJ000251_43.0320. 


,C4 


Gene No. 


95516 




Strand 






Start 


17574 




End 


20353 




Name 


OJ000251 43. 0320. C4 . 


,o2. tm 


Method 


TBLASTX: Maize 




Start 


19978 




End 


20193 




GI . 


■ none 




Score 


250 




Exons 


19978. .20193, 19978. 


.20193 








Seq. No. 


45196 




Seq. ID 


OJ000251_43.0320. 


C5 



46486 






Gene No. 


95517 








Strand 


+ 




O Lai L 


67? 








Hi I IKJ. 


7Q6 




Name 






ft: n i 


gs 


Maf V> /-\ 
IMC LIIUU 


\D Cj LN O <_//t-LN 




a yt- 










CjI IKJL 


7 Q6 




PT 


none 








Score 


67 




TT v r> ti c 


672 . 796 














Seq. No. 


45196 








Seq. ID 


OJ000251_43.0320.C5 




Gene No. 


95518 








Strand 


+ 




Start 


1122 








End 


1685 






W U W W W X *S .J 


. 0320 . 


PS nl 


yp 


Mo t" h r\H 

LiC 1 11 v_/Li 


a AT /C7\T> 




J LQi. L. 


1122 "~ 








FnH 


1 6fi S 

X U U *J 




GI 


none 








Score 


1097 






1122 1685 














O C ^ ■ ViVJ ■ 


4 5196 








Seq. ID 


o.Tnon?M 4^ rn?n 




Gene No. 


95519 








Strand 






Start 


1577 








End 


2811 




Name 


OJ000251 43, 


.0320. 


.C5.ol. 


np 


Method 


AAT/NAP *' 






1561 








End 


2811 




\J X 


6642638 








Score 


908 






1561. .2221, 


2264, 


, .2811 












(AC012395) GTP cyclohydrolase 


I [Arabidopsis thaliana] 


=. ^ 


JClj. LN \J • 


45196 








Seq. ID 


OJ000251_43.0320.C5 




uCllC LNU . 


95519 








Strand 




id 


Start 


1577 








End 


2811 




Name 


OJ000251 43, 


.0320. 


C5.ol. 


tm 


Method 


TBLASTX: Maize 


f 


O Lai L 


1569 








End 


2555 


w 




none 








Score 


368 




CjAUlio 


1569. .1817, 


1574. 


.2050, 


1575. 


.1850, 1576.. 1956, 1586.. 2050, 






2043. .2168, 


2048. 


.2131, 


2052. 


.2168, 2053. .2172, 2195. .2542, 


1 11 




2196. .2543, 


2211. 


.2555, 


2221. 


.2544 






Seq. No. 


45196 








Seq. ID 


OJ000251_43.0320.C5 


V.I 


Gene No. 


95519 








Strand 




i:± 


Start 


1577 








End 


2811 




Name 


OJ000251 43. 


,0320. 


C5.o2. 


gs 


Method* 


GEN SCAN 


, ~i; 


Start 


1577 








End 


2793 




GI 


none 








Score 


.85 






1577. .2793 














tD C ■ LNU t 


45196 








Seq. ID 


OJ000251_43.0320.C5 




Gene No. 


95519 








Strand 






Start 


1577 








End 


2811 




Name 


OJ000251 43. 


,0320. 


C5.ol. 


ts 


Method 


TBLASTX: Soybean- 




O Lai L 


2042 








End 


2801 




O X 


none 








Score 


103 






2042. .2221, 


2046. 


.2168, 


2297. 


.2413, 2300. .2380, 2435. .2794, 






2436. .2579, 


2436. 


.2795, 


2438. 


.2665, 2560.. 2679, 2640.. 2801 




Seq. No. 


45196 








Seq. ID 


OJ000251_43.0320.C5 




Gene No. 


95519 








Strand 






Start 


1577 








End 


2811 




Name 


OJ000251 43. 


0320. 


C5."o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2556 








End 


2744 




GI 


none 








Score 


210 



46487 



P 1 vnn q 


9SS6 9744 9S C >R 974^ 








O fci q > IN (J • 


4 R1 97 


Seq. ID 


OJ000251_43. 


,0320.C6 




Zs *J -J C \J 


Strand 


+ 




Start 


5203 


End 


11776 




Name 


OJ000251 43.0320.C6.o3.gs 


Method 


GENSCAN 




Start 


5203 


End 


11553 




\j x 


none 


Score 


.61 






5203 5292 5416 5516 5685 


..5965, 6728. .6789, 7475. .7644, 




8345 8368 8458 8582 9470 


..9551, 9702.. 9824, 9922.. 9975, 




10052 10121 10659 10692 


11207. .11553 




Seq. No. 


45197 


Seq. ID 


OJ000251_43. 


0320. C6 


Gene No. 


95520 


Strand 


+ 




Start 


5203 


End 


11776 




Name 


OJ000251 43 0320 C6 ol an 


Method 


AAT/GAP 




Start 


7564 ~ 


End 


8157 




GI 


3763745 


Score . 


461 






7564 7644 7774 7825 7908 


..8025, 8119. .8157 




Cprt Mo 


4 5197 


Seq. ID 


OJ000251_43. 


0320. C6 


CZc^ti & Mo 


95520 


Strand 


+ 




Start 


5203 


End 


11776 




Name 


OJ000251 43.0320.C6.o2.gp 


Method 


AAT/GAP 




91- ^ rt" 


8536 


End 


9975 




w X 


LIB34 32-007-P1-K1-G4 


Score 


476 






8536.. 8582, 9470.. 9551, 9702 


..9824, 9922..9975 




f^T HpQpri o 
OX e o v_- x x . 


' 629838/pir | IS43326 2.0e-09 


tubulin beta-4 chain - 


ItlCl x z. 




>gi_416145 (L10635) beta-4 tubulin [Zea mays] f 




Seq. No. 


45197 


Seq. ID 


OJ000251_43. 


0320. C6 


Gene No. 


95520 


Strand 


+ 




Start 


5203 


End 


11776 




Mam o 


OJ000251 43.0320.C6.o3.gp 


Method 


AAT/GAP 




Cf arf 

O 1— a. X U 


11332 


End 


11776 




GI 


3763746 


Score 


796 




DAUllO 


11332.. 11776 








Sea No 


45197 


Seq. ID 


OJ000251_43. 


0320. C6 


Gene No . 


95521 


Strand 






Start 


1176 


End 


5894 




Name 


OJ000251 43.0320.C6.ol.np 


Method 


AAT/NAP 




Start 


408 


End 


5894 






, 6523547 


Score 


101 






408.. 461, 1382.. 1465, 1544.. 


1734, 1898. 


.2206, 5770. 


.5894 




(AJ242540) hyciroxyproline-rich glycoprotein DZ-HRGP [Volvox 




carteri f. nagariensis] 








Spa No 


45197 


Seq. ID 


OJ000251_43. 


0320. C6 


Gene No. 


95521 


Strand 






Start 


1176 


End 


5894 




Name 


OJ000251 43.0320.C6.ol.gs 


Method 


GENSCAN 




Start 


1176 


End 


1661 




GI 


none 


Score 


.83 




Exons 


1176. .1279, 1427. .1661 









Seq. No. 



45197 



Seq. ID OJ000251 43. 0320. C6 



46488 



Gene No. 95521 Strand 

Start 1176 End 5894 

Name OJ000251_43 . 0320 . C6 . o2 . gs Method GEN SCAN 

Start 1817 End 4233 

GI none . Score . 98 

Exons 1817.. 2238, 4125.. 4233 



Seq. No. 45197 
Gene No. 95522 
Start 12450 

Name OJ000251_43 . 0320 . C6 . o4 , 

Start 5815 
GI none 
Exons 5815. 

6729. 

6853. 



tm 



,5967, 5828. .5863, 5830, 
,6788, 6730.. 6789, 6851, 
, 6924 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.5967, 
.6922, 



OJ000251 43. 0320. C6 



13255 

TBLASTX: Maize 
6924 
41 

5835.-5969, 5847. .5975, 
6852. . 6920, 6853. . 6924, 



Seq. No. 45197 

Gene No. 95522 

Start 12450 

Name OJ000251_43 . 0320 . C6 . ol . ts 

Start 5830 

GI none 

Exons 5830.. 5874, 5838.. 5870, 5880. 

6732.. 6788, 6851.. 6934, 6853. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251 43. 0320. C6 



13255 

TBLASTX : Soybean 
7157 
48 

5960, 5881. .5964, 6730.. 6789, 
6921, 7037. .7108, 7038.. 7157 



Seq. No. 45197 

Gene No. 95522 

Start 12450 

Name OJ000251_4 3 . 0320 . C6 . o3 . tm 

Start 7107 

GI none 

Exons 7107.. 7163, 7369.. 7419, 7537, 
7775. .7825, 7775. .7825, 7905. 



Seq. ID OJ000251_43.0320.C6 
Strand 

End 13255 
Method TBLASTX : Mai ze 
End 8037 
Score 98 

.7644, 7538. .7645, 7774. .7815, 
.8024, 7906. .8037, 7907. .8014 



Seq. No. 45197 
Gene No. 95522 
Start * 12450 

Name OJ000251_43 . 0320 . C6 . b2 . tc 

Start 7558 
GI none 

Exons 7558.. 7644, 7559.. 7645, 7775. 

'7910. .8023, 7983. .8048, 8118, 
8347. .8370, 8442. .8564, 8455. 



Seq. ID OJ000251_43.0320.C6 
Strand 

End 13255 
Method TBLASTX: Cress 
End ' 8584 
Score 101 

.7825, 7781. .7825, 7905. .8024, 
.8153, 8338.. 8367, 8345.. 8368, 
.8583, 8456. .8584 



Seq. No. 45197 

Gene No. 95522 

Start 12450 

Name OJ000251_43 . 0320 . C6 . o2- tm 

Start 8101 

GI none 
Exons 



Seq. ID OJ000251_43.0320.C6 

Strand . - 

End 13255 

Method TBLASTX: Maize 

End 11287 

Score 97 



8101. .8175, 8108. .8164, 8115. .8165, 8293. .8370, 8342. .8371, 
8455. .8583, 8456. .8584, 9.429. .9551, 9468. .9536, 9688. .9825, 
9693. .9824, 9699. .9827, 9920. .9970, 9922. .9975, 1004 9 101 14 , 
10050. .10124, 11211. .11285, 11212. .1128 6, 11234. .11287 



Seq. No. 



45197 



Seq. ID OJ000251_43.0320.C6 



46489 



Gene No. 95522 

Start 12450 

Name OJ000251_43 . 0320 . C6 . ol . tw 

Start 8521 

GI none 

Exons 8521.. 8583, 8533.. 8586, 8535. 

9693.. 9815, 9700.. 9813, 9703. 



Strand 

End 13255 
Method TBLASTX : Wheat 
End 9956 
Score 73 

.8585, 9468.-9536, 9470.. 9550, 
.9822, 9921.. 9956, 9923.. 9955 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45197 
95522 
12450 

OJ000251 43.0320.C6.ol.tc 



Seq. ID OJ000251_43.0320.C6 
Strand 

End 13255 

Method TBLASTX : Cress 

End 10124 

Score 192 



9693 
none 

9693. .9824, 9700. .9825, 9701. .9832, 9920. .9973, 9922. .9972, 
10053. .10124 



Seq. No. 45197 

Gene No. 95522 

Start 12450 

Name OJ000251_43 . 0320 . C6 . o4 . gp 

Start 12113 

GI 2939_1.R1084 

Exons 12113. .12531, 12622 .. 12693, 
13220.. 13245 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_43.0320.C6 

13255 
AAT/GAP 
13245 
1224 



12776. .12855, 12 932. .12994, 



;f GI Descrip. '3786409 9.0e-09 (AF098499) contains similarity to Saccharomyces 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



cerevisiae MAF1 protein (GB:U19492) [-Caenorhabditis elegans] ' 



45197 Seq. ID 

95522 Strand 

12450 End 

OJ000251_4 3. 0320.C6.ol.tm Method 

12434 End 

none Score 
12434 . 
12636, 



OJ000251 43. 0320. C6 



,12532, 12436. 
,12692, 12775. 
12929. .12997, 12930. 



.12531, 12438. 
.12858, 12775, 
.12995, 12931. 



13255 

TBLASTX: Maize 
13002 
106 

12533, 12627. .12692, 
12855, 12780. . 12863, 
13002 



Seq. No. 45197 

Gene No. 95522 

Start 12450 

Name OJ000251_4 3 . 0320 . C6 . o4 . gs 

Start 12450 

GI none 

Exons 12450 .. 12531, 12622 .. 12693, 
13220. . 13252 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_43.0320.C6 

13255 
GENSCAN 
13252 
.89 



12776. .12855, 12860 .. 12994 , 



Seq. No. ■ 45197 Seq. ID OJ000251_4 3 . 0320 . C6 

Gene No. 95522 Strand 

Start 12450 End 13255 

Name OJ000251_4 3 . 0320 . C6 . o2 . np Method AAT/NAP 

Start 12453 End 13255 

GI 7529279' Score 183 

Exons 12453. .12531, 12622 .. 12693, 12776 .. 12855, 12932 .. 12994 , 
13220.. 13255 

GI Descrip. (AL163491) putative protein [Arabidopsis thaliana] 



46490 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45198 
95523 
1 

OJ000251_43.0320.C7.ol.np 
1 

7529279 



Seq. ID OJ000251_43.0320.C7 
Strand 

End 2855 

Method AAT/NAP 

End 2217 

Score 246 



1..123, 349.-436, 789. .851, 933. .1006, 1195. .1244, 1328. .1398, 
1501.. 1592, 2097.. 2217 

(AL163491) putative protein [Arabidopsis thaliana] 



45198 
95523 
1 

OJ000251_43.0320.C7 .ol.gs 

349 

none 



Seq. ID OJ000251_43. 0320.C7 
Strand 

End 2855 

Method GENSCAN 

End 2807 

Score .89 



349. .436, 789. .851, 933. .1006, 1195. .1244, 2638. .2807 



Seq. No. 45198 

Gene No. 95523 

Start 1 

Name OJ000251_43 . 0320 . C7 . ol . tm 

Start 797 

GI none- 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq: ID OJ000251_43.0320.C7 
Strand 

End 2855 

Method TBLASTX : Mai ze 

End 1574 

Score 82 



797. .865, 798. .857, 798. .887, 933. .1007, 949. .1008, 1192. .1251, 
I-L96..1243, 1317.. 1400, 1318.. 1407, 1320.. 1400, 1328.. 1402, 
1342. .1407, 1466. .1558, 1491. .1574, 1501. .1557, 1503. .1571 



451.98 
95523 
1 

OJ000251_43.0320.C7.o2.gp 

929 

none 



Seq. ID OJ000251_43.0320.C7 
Strand 

End 2855 

Method AAT/GAP 

End 2855 

Score 898 



929. .1006, 1195. .1244, 1328. .1398, 1501 1607 ,- 2638 .. 2855 



45199 
95524 > 
530 

OJ000251_4 3. 0320. C10 .ol.gs 

530 

none 

530. .616, 821. .1015, 1248. . 



Seq. ID OJ000251_43. 0320. C10 

Strand + 

End 8297 

Method GENSCAN 

End 8297 

Score .81 
1683, 1739. .1895,' 2068. .2163, 



3068. .3163, 3475. .3658, 5127. .5840, 5927. .6097, 6534. .6590, 
6675. .8297 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



45199 
95524 
530 

*OJ000251_43. 0320. C10. ol.np 
3533 
475784 



Seq. ID OJ000251_43. 0320. C10. 

Strand + 

End 8297 

Method AAT/NAP 

End 7323 

Score 135 



3533. .3588, 5400. .5706, 7273. .7323 
(M99575) 85 kDa protein [Babesia bovis] 



45199 
95524 



Seq. ID OJ000251_43. 0320. C10 
Strand + 



46491 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



530 End 8297 

OJ000251_4 3 . 0320 . CIO . o2 . gp Method AAT/GAP 
5295 End 5696 

64866_1.R1084 Score 712 

5295. .5696 

•475784 2.0e-13 (M99575) 85 JcDa protein [Babesia bovis] 1 



45199 Seq. ID 

95524 Strand 
530 End 
OJ000251_43. 0320. CIO. o2.np Method 
5950 End 
7262680 Score 
5950. .6150, 6634. .6770 

(AC012188) Strong similarity to an unknown protein from 
Arabidopsis thaliana gb | AC002521 . 2 and contains IQ 
calmodulin-binding PF I 00612 motifs. ESTs gb|AA395022, gb|T41893 
come from this gene 



OJ000251_43. 0320. C10 
+ 

8297 
AAT/NAP 
6770 
87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45199 Seq. ID 

95524 Strand 

530 End 
OJ000251_4 3. 0320. C10. o3.gp Method 

7190 End 

none Score 
7190. .8077 



OJ000251_43. 0320. C10 
+ 

8297 
AAT/GAP 
8077 
1662 



Seq. No. 45199 Seq. ID 

Gene No. 95525 Strand 

Start 8941 End 

Name OJ000251_4 3 . 0320 . C10 . o5 . gp Method 

Start 8941 End 

GI 1632034 Score 

Exons 8941.. 9129 



OJ000251_43. 0320. C10 
+ 

9208 
AAT/GAP 
9129 
296 



Seq. No. 45199 Seq. ID 

Gene No. 95525 Strand 

Start 8941 End 

Name OJ000251_4 3 . 0320 . C10 . 06 . gp Method 

Start 8942 End 

GI none Score 

Exons 8942.. 9208 



OJ000251_43. 0320. C10 
- + 

9208 
AAT/GAP 
9208 
375 



Seq. No. 45199 Seq. ID 

Gene No. 95526 Strand 

Start 12032 End 

Name OJ000251_43 . 0320 . C10 . o7 . gp Method 

Start 12032 End 

G.I none Score 

Exons 12032. . 12456 



OJ000251_43. 0320. C10 
+ 

12456 
AAT/GAP 
12456 
819 



Seq. No. 45199 Seq. ID 

Gene No. 95527 Strand 

Start 5125 End 

Name OJ000251_4 3 . 0320 .C10 . ol . gp Method 

Start 5125 End 

GI none Score 



OJ000251_43. 0320. C10 

5239 
AAT/GAP 
5239 
197 



46492 



Exons 



5125. .5239 



Seq. No. 45199 
Gene No. 95528 
Start 7525 

Name OJ000251_43 . 0320 . CIO . ol . tm 

Start 1822 
GI none 

Exons 1822.. 1899, 6928.. 7023, 6942, 

7319. .7399, 7335. .7400, 7398, 
7719. .7784 



Seq. ID OJ000251_43. 0320. C10 
Strand 

End 13734' 
Method . TBLASTX: Maize 
End 7785 
Score 85 

.7133, 7080.. 7334, 7130.. 7333, 
.7625, 7398.. 7616, 7405.. 7785, 



Seq. No. 45199 
Gene No. 95528 
Start 7525 

Name OJ000251_43 . 0320 . C10 . ol . tw 

Start 5127 
GI ' none 

ExSns ' ' 5127.. 5264, 5130.. 5264, 5131. 

5258.. 5389, 5259.. 5390, 5325, 
5354. .5434, 5382.. 5621, 5395, 
5467. .5550, 5481. .5645, 5481. 
5547. .5705 

Seq. No. 45199 
Gene No. 95528 
Start 7525 

Name OJ000251_4 3 . 0320 . C10 . o4 . tm 

Start 5676 
GI none 

Exons 5676.. 5819, 5677.. 5799, 5933. 

6554. .6607, 6557.. 6589, 6558. 
6673. . 6750 



Seq. ID OJ000251_43. 0320. C10 
Strand 

End 13734 
Method TBLASTX : Wheat 
End 5705 
Score 137 

.5268, 5236.. 5358, 5258.. 5389, 
.5420, 5333. .5419, 5349. .5447, 
.5565, 5433.. 5615, 5445.. 5633, 
.5645, 5523.. 5663, 5523.-5663, 



Seq. ID OJ000251_43. 0320. C10 
Strand 

End 13734 
Method TBLASTX : Mai ze 
End 6750 
Score 115 

.6100, 5952.. 6146, 5971. .6111, 
.6608, 6672.. 6746, 6673.. 6750, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45199 
95528 
7525 ■• 

OJ000251_4"3 . 0320 . C10 . o3 . np 

7525 

6562270 



Seq. ID OJ000251_43. 0320. C10 
Strand 

End 13734 

Method AAT/NAP 

End 13723 

Score 137 



7525.. 7680, 127 67 .. 12913, 12944 .. 13218, 13304 .. 134 31 , 
13514 . . 13723 

(AL132980) hypothetical protein [Arabidopsis thaliana] 



45199 
95528 
7525 

OJ000251_4 3.0320.C10.o2. 

7790 

none 

7790. .7846, 7791. .8012, 
8014. .8058, 8018. .8059, 
8049. .8108, 8115. .8270, 
9051.. 9080", 9052.. -9084, 



tm 



7792. 
8040. 
8120. 
9076. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251 43. 0320. C10 



13734 

TBLASTX: Maize 
9277 
272 

8013, 7793.. 8014, 7992.. 8057, 
8096, 8044. .8106, 8045. .8146, 
8269, 8937. .8960, 8939.-8974, 
9111, 9084.. 9113, 9106.. 9177, 



9139. .9165, 9194. .9223, 9198. .9242, 9233. .9277 



Seq. No. 



45199 



Seq. ID OJ000251_43. 0320. C10 



46493 



Gene No. 95528 Strand 

Start 7525 End 13734 

Name OJ000251_43 . 0320 . CIO . o4 . gp Method AAT/GAP 

Start. 8078 End 8297 

GI none Score. 316 

Exons 8078.. 8297 



Seq. No. 45199 
Gene No. ■ 95528 
Start 7525 

Name OJ000251_4 3 . 0320 . C10 . o5 . tm 

Start 12063 
GI none 

Exons 12063. .12116, 12163 .. 12204, 

12277. .12396, 12282 .. 12401, 
12401. .12595, 12484. .12597, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
12164. . 12202, 
12396. . 12488, 



OJ000251 43. 0320. C10 



13734 

TBLASTX: Maize 
12647 
42 

12243. . 12401, 
12397. . 12477, 



12489. .12626, 12594. .12647 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45199 
95528 
7525 

OJ000251_4 3.0320. C10 . o2 . gs 

12204 

none 



Seq. ID OJ000251_43. 0320. C10 
Strand 

End 13734 

Method GENSCAN 

End 13723 

Score .98 



12204. .13218, 13304. .13428, 13514.. 13723 



Seq. No. 45199 Seq. ID 

Gene No. 95528 • Strand 

Start 7525 End 

Name OJ000251_4 3 . 0320 . C10 . 08 . gp Method 

Start 12554 End 

GI LIB3431-023-P1-K1-B10 Score 

Exons 12554 . . 13003 

GI Descrip. • 20153/emb | X57919 | OS12RG14R 8.0e-83 O. 
DNA fragment 12RG143R' 



OJ000251_43. 0320. C10 

13734 * 
AAT/GAP 
13003 
839 

sativa random single-copy 



Seq. No. 45199 

Gene No. 95528 

Start 7525 

Name ' OJ000251_43 . 0320 . C10 . o3 . tm 

Start 13345 

GI none 

Exons 13345. .13410, 13348 .. 13431, 
13522.. 13734 



Seq. ID 

Strand 

End - 

Method 

End 

Score 



OJ000251_43. 0320. C10 
13734 

TBLASTX: Maize 

13734 

63 



13511. . 13732, 13518. .13724, 



Seq. No. 45199 Seq. ID OJ000251_43 . 0320 . C10 

Gene No. 95528 Strand 

Start 7525 End 13734 

Name OJ000251_4 3 . 0320 . C10 . ol . ts Method TBLASTX : Soybean 

Start 13517 End 13734 

GI none Score 137 

Exons 13517. . 13732, 13518 .. 13733, 13528.. 13734 



Seq. No. 45200 

Gene No. 9552$-:- : 

Start 647 

Name OJ000251_4 3 . 0320 . C12 . ol . tm 

Start 578 



Seq. ID OJ000251_43.0320.C12 
Strand 

End 1004 

Method TBLASTX : Mai ze 

End 1004 



46494 





none 


Score 


S4 ft 


Exons 


R7ft qq7 ann i 004 qqr 






Seq. No. 


45200 


Seq. ID 


OJ000251_43.0320 


Gene No. 


95529 


Strand 




O Ldl L 


64 7 


End 


1 004 


Name 






TRT.A^TX • Prpsq 

J. lj X /\ • J_ C; O O 


Cfa v-4- 

olqj. l 


630 ~~ 

U J w 


Fnd 


.7 .j o 




none 


Score 


287 


J— i aUI I o 


630 866 647 865 808 867 


853 936 


863 958 864 


Seq. No. 


45200 


Seq. ID 


OJ000251_43.0320 


Gene No. 


95529 


Strand 




c-t- o rt 


647 


Fnd 


1004 


LN CU LLC 




Mot Vi oH 


\J X_i LN O IN 


q-t- o v-f 

uLdl L, 


647 ~~ 


FnH 


979 

Zf I z* 




none 


O O W J- c 


. 77 


DAUliO 


647 Q7Q • 








45200 


Seq. ID 


OJ000251 43 03?0 


fipnp No 


95529 


Strand 




Start 


647 


End 


1004 


Name 


OJ000251 43.0320.C12.ol.np 


Method 


AAT/NAP 


Start 


650 


End 


979 


(IT 


7486045 


Score 


624 


T* 1 v r\ n o 


650. .979 






(IT H r'T' v i t™\ 


hypothetical protein F23F1.8 - 


- Arabidopsis thaliana 




gi|3420051|gb|AAC31852.1| (AC004680) unknown protein 




[Arabidopsis thaliana] 






Seq. No. 


45200 


Seq. ID 


OJ000251_43.0320 


Gene No. 


95529 


Strand 




Start 


647 


End 


1004 


LVCL1UG 


OJ000251 43.0320.C12.ol.ts 


Method 


TBLASTX: Soybean 




695 


End 


1001 


GI 


none 


Score 


375 


R von <^ 

J_j A VilO 


695. .979, 696. .980, 714. .1001, 


814. . 98 


1 


Seq. No. 


45201 


Seq. ID 


OJ000251_43.0320 


Gene No. 


95530 


Strand 


+ 


Start 


632 


End 


681 


Name 


OJ000251 43.0320.C14.ol.gs 


Method 


GENSCAN 


Of- -a v-f- 


632 


End 


681 


GI 


none 


Score 


.72 


V von c 


632. .681 






Seq. No. 


45202 


Seq. ID 


OJ000251_43.0320 


Gene No. 


95531 


Strand 




qt p rt- 

O Lai U 


514 


End 


603 


LN ClilLt; 


OJ000251 43.0320.C17.ol.tm 


Method 


TBLASTX: Maize 


OLdl L 


39 


End 


306 


GI 


none 


Score 


45 


Exons 


39. .305, 145. .174, 199. .306 






Seq. No. 


45202 


Seq. ID 


OJ000251_43.0320 


Gene No. 


95531 


Strand 




Start 


514 


End 


603 



938 



46495 



• # 





Name 


OJ000251 43.0320.C17.ol 


. tw 


Method 


TBLASTX: Wheat 






Start 


195 ~~ 




End 


491 








GI 


none 




Score 


95 








Exons 


195.. 485, 195.. 4-91, 196 


. .486 










Seq. No. 


45202 




Seq. ID 


OJ000251_43 


.0320 


.C17 




Gene No. 


95531 




Strand 










Start 


514 




End 


603 








Name 


OJ000251 43. 0320.C17 .ol 


.gs 


Method 


GENSCAN 








Start 


514 " 




End 


603 








GI 


none 




Score 


.49 








Exons 


514 . . 603 














Seq. No. 


45203 




Seq. ID 


OJ000251_43 


.0320 


.C18 




Gene No. 


95532 




Strand 










Start 


152 




End 


689 








Name 


OJ000251 43.0320.C18.ol 


. gs 


Method 


GENSCAN 








Start 


152 ~~ 




End 


6.8 9 








GI 


none 




Score 


. 66 








Exons 


152 . . 215, 642 . . 689 














Seq. No. 


45204 




Seq. ID 


OJ000251_43 


.0320 


.C19 




Gene No. 


95533 




Strand 


+ 








Start 


1119 




End 


•1295 








Name 


OJ000251 43.0320.C19.ol 


.gs 


Method 


GENSCAN 








Start 


1119 ~~ 




End 


1295 






f'S 


GI 


none 




Score 


.79 






£ s? 


Exons 


1119 . . 1295 














Seq. No. 


45205 




Seq. ID 


OJ000251_43 


.0320 


.C20 




Gene No. 


95534 




Strand 


+ 








Start 


1167 




End 


1723 








Name 


OJ000251 43.0320.C20.ol 


. gs 


Method 


GENSCAN 








Start 


1167 ~~ 




End 


1723 








GI 


none 




Score 


.81 






W 


Exons 


1167 .. 1293, 1562 .. 1723 












L JL 


Seq. No. 


45205 




Seq. ID 


OJ000251_43 


.0320 


. C20 




Gene No. 


95534 




Strand 


+ 






P 


Start 


1167 




End 


1723 








Name 


OJ000251 43.0320.C20.ol 


.np 


Method 


AAT/NAP 








Start 


1190 




End 


1720 








GI 


4531440 




Score 


120 








Exons 


1190. .1453, 1518. .1720 














GI Descrip . 


(AC006224 ) unknown . protein 


[Arabidopsis thaliana] 








Seq. No. 


45205 




Seq. ID 


OJ000251_43 


. 0320 


.C20 




Gene No. 


95535 




Strand 


+ 








Start 


1748 




End 


2116 








Name 


OJ000251 43.0320.C20.ol, 


.gp 


Method 


AAT/GAP 








Start 


1748 




End 


2116 








GI 


699981 




Score 


714 








Exons 


1748. .2116 














Seq. No. 


45206 




Seq. ID 


OJ000251_43, 


.0320 


.C21 




Gene No. 


95536 




Strand 


+ 








Start 


137 




End 


5893 







46496 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000251_43.0320.C21.ol.gs 

137 

none 

137. .168, 
45206 



Method 

End 

Score 



GENSCAN 

5893 

.61 



5514. .5893 



Seq. ID OJ000251- 43.0320.C21 



95537 Strand 
6317 End 6702 

OJ000251_43.0320.C21.ol.np Method AAT/NAP 
6317 End 6702 

6069646 Score 340 

6317. .6702 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45207 Seq. ID OJ000251_43 . 0320 . C22 

95538 Strand 

1736 End 2890 

OJ000251_43 . 0320 . C22 . ol . gp Method AAT/GAP 

1581 End 2091 

LIB3432-030-P1-K1-F9 Score 593 

1581. .1809, 1999. .2091 

•3941543' 2.0e-15 (AF069497) pelota [Arabidopsis thaliana] 
>gi_4469016_emb_CAB38277_ (AL035602) pelota (PEL1) [Arabidopsis 
thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45207 Seq. ID 

95538 Strand 

1736 End 
OJ000251_4 3.0320.C22.ol.gs Method 

1736 End 

none Score 

1736. .1809, 1999. .2105, 2324. .2418 



45207 
95538 
1736 

OJ000251_4 3.0320.C22.ol.np 
1739 
7484844 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251_43.0320.C22 

2890 
GENSCAN 
2418 
.87 



OJ000251 43.0320.C22 



2890 
AAT/NAP 
2890 
281 

1739. .1809, 1999. .2105, 2324. .2418, 2761. .2890 
cell division protein pelota - Arabidopsis thaliana 
gi|3941543|gb|AAC82379.1| " (AF069497) pelota [Arabidopsis 
thaliana] gi | 44 69016 | emb | CAB38277 . 1 | (AL035602) pelota (PEL1) 
[Arabidopsis thaliana] gi | 7269619 | emb I CAB81415 . 1 | (AL161571) 
pelota (PEL1) [Arabidopsis thaliana] 



45208 Seq. ID 

95539 Strand 

1 End 
OJ000251_4 3 . 0320 . C2 6 ,ol . np Method 

1 End 

6554202 Score 
1..63, 705. .815 



OJ000251_43.0320.C26 
815 

AAT/NAP 

815 

81 



46497 



GI Descrip. (AC011661) T23J18.5 [Arabidopsis thaliana] 



Seq. No. 45209 
Gene No. 95540 
Start 1 

Name ' OJ000251_43 . 0320 . C27 . ol . np 

Start 1 
GI 6919944 
Exons 1..22, 620.. 716, 805.. 957 

GI Descrip. PROBABLE 26S PROTEASOME REGULATORY SUBUNIT S12 (MOV34 PROTEIN) 
gi 1 2351374 (U54560) putative 26S proteasome subunit athMOV34 
[Arabidopsis thaliana] 



Seq. ID OJ000251_43.0320.C27 

Strand + .;v 

End 957' 

Method AAT/NAP 

End 957 

Score 206 



Seq. No. 


45209 






Seq. ID 


OJ000251 43 0320 


C27 


Gene No . 


95540 






Strand 


+ ~ 




Start 


1 






End 


957 




Name 


OJ000251 43.0320.C27 


.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


616 






End 


885 




GI. 


none 






Score 


164 




Exons 


616. .711, 620. .715, 


621. 


.716, 


802. .885, 


804. .881 




Seq. No. 


45209 






Seq. ID 


OJ000251_J3.0320. 


C27 


Gene No. 


95540 






Strand 


+ 




Start 


1 






End 


957 




Name 


OJ000251 43.0320.C27 


.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


617 






End 


885 




GI 


none 






Score. 


168 




Exons 


617. .715, 618. .716, 


619. 


.762, 


622. .720, 


802. .885, 804. .8 


81 


Seq. No. 


45209 






Seq. ID 


OJ000251_43.0320. 


C27 


Gene No. 


95540 






Strand \ 


+ 




Start 


1 






End 


957 




Name 


OJ000251 43.0320.C27 


.ol. 


gp 


Method 


AAT/GAP 




Start 


620 






End 


884 




GI 


LIB34 34-015-P1-K1-H9 






Score 


287 





Exons 620.. 716, 805.. 884- 

GI Descrip. '2351374 4.0e-77 (U54560) putative 26S proteasome subunit 
athMOV34 [Arabidopsis thaliana] 1 



Seq. No. 45209 

Gene No. 95540 

Start 1 

Name OJ000251_4'3 . 0320 . C27 . ol . gs 

Start 620 

GI none 

Exons 620.. 716, 805.. 880 



Seq. ID OJ000251_43.0320.C27 

Strand + 

End 957 

Method GENSCAN 

End 880 

Score . 64 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45209 
95540 
1 

OJ000251_4 3.0320.C27.ol. ts 

641 

none 



Seq. ID OJ000251_43.0320.C27 
Strand .. + 
End 957 

Method TBLASTX : Soybean 
End 885 
Score 122 



641. .715, 642. .716, 800. .877, 802. .885, 804. .881 



Seq. No. 
Gene No. 



45210 
95541 



Seq. ID OJ000251_43.0320.C28 
Strand + 



46498 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



# 



End 

Method 
End 
Score 
626. .748, 



5186 
AAT/NAP 
1729 
695 

1328.. 1385, 1486. 



OJ000251_4 3 . 0320 . C28 . ol . np 
1 

6919944 

1..106, 195. .270, 481. .539, 626. .748, 1328. .1385, 1486. .1571, 
1667. .1729 

PROBABLE 26S PROTEASOME REGULATORY SUBUNIT S12 (MOV34 PROTEIN) 
gi 1 2351374 (U54560) putative 26S proteasome subunit athMOV34 
[Arabidopsis thaliana] 



45210 
95541 
1 

OJ000251_4 3. 0320.C28.ol.gs 

195 

none 

195. .270, 481. .539, 626. .748, 
2833. .2886, 2933. 
4990/. 5186 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1328 



OJ000251_43.0320.C28 
+ 



5186 
GENSCAN 
5186 
.69 

1385, I486.. 1571, 



,3305, 3323.. 3390, 3494. .3591, 4500.. 4633, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No.* 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45210 Seq. ID 

95541 Strand 

1 End 

OJ000251_4 3 . 0320 . C28 . o2 . np Method 

.1424 End 

6358777 Score 



OJ000251_43.0320.C28 
+ 

5186 
AAT/NAP 
•5033 
101 



1424. .1475, 3332. .3390, 3494. .3591, 4977. .5033 
(AC011665) hypothetical protein [Arabidopsis thaliana] 



45210 Seq. ID 

95541 Strand . 

1 End 
OJ000251_4 3 . 0320 . C28 . ol . gp Method 
1494 End 
27605_1.R1084 Score 
1494. .1571, 1667. .2036 

'2351374 6.0e-17 (U54560) putative 26S proteasome subunit 
athMOV34 [Arabidopsis thaliana] 1 



OJ000251_43.0320.C28 
+ 

5186 
AAT/GAP 
2036 
836 



45210 Seq. ID 

95541 Strand 

1 End 
OJ000251_43.0320.C28.o5.gp ' Method 

3480 End 

4969101 . Score 

3480. .3591, 4500. .4894 



OJ000251_43.0320.C28 
+ 

5186 
AAT/GAP 
4894 
892 



OJ000251 43.0320.C28 



45210 Seq. ID 

95542 ... Strand 

2551 ' End 3207 

OJ000251_4 3 . 0320 . C28 . o4 . gp Method AAT/GAP 
2551 End 3207 

5867_1.R1084 Score 163 

2551. .2642, 3185. .3207 

M64 986/sp|P35132|UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 ( UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 
CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 



46499 



* 



ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



Seq. No. 45210 

Gene No. 95543 

Start 5445 

Name OJ000251_43 . 0320 . C28 . ol . tc 

Start 6 

GI none 
Exons 



Seq. ID OJ000251_43.0320.C28 
Strand 

End 11137 

Method TBLASTX : Cress 

End 1729 

Score 164 



6. .101, 10. .105, 11. .106, 192. .275, 194. .271, 473. .544, 
477. .542, 623. .742, 625. .804, 653. .748, 1312. .1380, 1325. .1384, 
1482. .1574, 1484. .1570, 1485. .1571, 1664. . 1729, 1669. . 1719 



Seq. No. 45210 
Gene No. 95543 
Start 5445 

Name OJ000251_4 3 . 0320 . C28 . o3 . 

Start 7 
GI none 

Exons 7. .105, 8. .106, 9. .152, 

477. .542, 482. .544, 621. 
1312. .1383, 1325. .1384, 
1479. .1574, 1482. .1574, 
1664. .1765, 1780. .1827, 
1827. .1883, 1846. .1884 



Seq. ID OJ000251_43.0320.C28 
Strand 

End 11137 
tm Method TBLASTX: Maize 
•End 1884 
Score 168 
12. .110, 192. .275, 194. .271, 473. .544, 
.749, 625.-756, 653. .748, 1312. .1383, 
1326. .1391, 1466. .1543, 1466. .1570, 
1636. .1752, 1651. .1746, 1664. .1765, 
1780. .1827, 1790. .1846, 1826. .1882,' 



Seq. No. 45210 ' 

Gene No. 95543 

Start 5445 

Name OJ000251_43 . 0320 . C28 . o2 . ts 

Start 31 

GI none 
Exons 



Seq. ID OJ000251_43.0320.C28 
Strand 

End 11137 

Method TBLASTX : Soybean 

End 1729 

Score 122 



31. .105, 32. .106, 190. .267, 192. .275, 194. .271, 473. .544, 
477. .542, 623. .748, 625. .750, 653. .748, 1312. .1395, 1325. .1384, 
1481. .1570, 1482. .1574, 1482 . .'1574 , 1651. .1728, 1664. .1729 



Q Seq. No. , 45210 

fi Gene No. 95543 

Start 5445 

* :s * Name , OJ000251_43 . 0320 . C28 . o2 . tw 

Start 77 

GI none 

Exons 



Seq. ID OJ000251_43.0320.C28 
Strand 

End 11137 

Method TBLASTX : Wheat , 

End 1541 

Score 50 



77. .106, 77. .106, 190 270, 192 .. 275, 194. .271, 473. .544, 
477. .542, 623. .748, 625. .780, 653. .748, 1325. .1384, 1325. .1384, 
1326. .1385, 1326. .1391, 1479. .1541, 1482. .1541 



Seq. No. 45210 

Gene No. 95543 

Start 5445 

Name OJ000251_4 3 . 0320 . C28 . o2 . tm 

Start 3137 

GI none 
Exons 



Seq. ID OJ000251_43.0320.C28 
Strand 

End 11137 

Method TBLASTX : Mai ze 

End 4667 

Score 149 



3137.. 3238, 3154.. 3231, 3327.. 3392, 3331.. 3390, 3335.. 3403, 
3488..3589, 3491. .3583, 3493. .3594, 3493. .3597, 4489. .4650, 
4491. .4667, 4491. .4652 



46500 




Seq, No. 


45210 








Seq. ID 


OJ000251_4 3.0320.C28 


Gene No. 


95543 








Strand 




Start 


5445 








End 


11137 


Name 


OJ000251 43 


.0320, 


,C28.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


5415 








End 


6024 


GI 


none 








Score 


253 ; 


Exons 


5415. .5684, 


5427. 


, .5681, 


5428. 


.5682, 5482.. 5688, 5964.. 6023, 




5965. . 6024 












Seq. No. 


45210 








Seq. ID 


OJ000251_43.0320.C28 


Gene No. 


95543 








Strand 




Start 


5445* 








End 


11137 


Name 


OJ000251 43 


.0320. 


C28.ol. 


. tw 


Method 


TBLASTX: Wheat 


Start 


5426 








End 


6790 


GI 


none 








Score 


257 


Exons 


5426. .5677, 


5439. 


.5684, 


5440. 


.5679, 5452. .5688, 5965. .6039, 




5970. . 6041, 


5989. 


. 6039, 


6674 . 


.6781, 6684. .6788, 6686. .6790 


Seq. No. 


45210 








Seq. ID 


OJ000251_43.0320.C28 


Gene No. 


95543 








Strand 




Start 


5445 








End 


11137 


Name 


OJ000251 43, 


.0320. 


C28 .o2 , 


. OS 


Method 


GENSCAN 


Start 


5445 








End 


11137 . 


GI 


none 








Score 


.7 


Exons 


5445. . 5676, 


6687 . 


. 6794, 


6881 . 


.7087, 7172. .7275, 8512. .8644, 




8932. .9058, 


9650. 


. 9741, 


10710 


. . 11137 




Seq. No. 


45210 








Seq. ID 


OJ000251_43.0320.C28 


Gene No. 


95543 








Strand 




Start 


5445 








End 


11137 


Name 


OJ000251 43, 


.0320. 


C28.o3. 


np 


Method 


AAT/NAP 


Start 


5448 






End 


7082 


GI 


7023341 








Score 


417 


Exons 


5448. .5676, 


5966. 


.6040, 


6687. 


.6794, 6946. .7082 


GI Descrip. 


(AK001830) unnamed protein product [Homo sapiens] 


Seq. No. 


45210 








Seq. ID 


OJ000251_43.0320.C28 


Gene No. 


95543 








Strand 




Start 


5445 








End 


11137 


Name 


OJ000251 43. 


,0320. 


C28.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


5451 








End 


7079 


GI 


none 








Score 


128 


Exons 


5451. .5678, 


5451. 


.5693, 


5452. 


.5682, 5989.. 6039, 6686.. 6796,. 




6687. . 6794, 


6942. 


.7079 








Seq. No. 


45210 








Seq. ID 


OJ000251_4 3 . 0320 . C28 


Gene No. 


95543 








Strand 




Start 


5445 








End 


11137 


Name 


OJ000251 43. 


0320. 


C28.o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


6684 








End 


7086 


GI 


none 








Score 


137 


Exons 


6684. .6794, 


6685. 


.6795, 


6686. 


.6796, 6942. .7082, 6982. .7086, 




7012. .7086 












Seq. No. 


45210 








Seq. ID 


OJ000251_43.0320.C28 


Gene No. 


95543 








Strand 





46501 




OtdiL 


Oh *1 0 


End 


11137 




Name 


OJ000251 43.0320.C28.o4.np 


Method 


AAT/NAP 




Start 


10712 


End 


11137 




GI 


7487665 


Score 


218 




Exons 


10712. .11137 








GI Descrip. 


hypothetical protein T4L20. 


330 - Arabidopsis thaliana 






gi 1309694 4 | emb | CAA18854 . 1 1 


'(AL023094) putative protein 






[Arabidopsis thaliana] gi | 7270426 I emb | CAB80192 . 1 1 (AL161586 




putative protein [Arabidopsis thaliana] 




oeq . jno . 


*i OZ 1 u 


Seq. ID 


OJ000251_43.0320 


poo 
. b^o 


Gene No. 


95543 


Strand 






Start 


5445 


End 


11137 




Name 


OJ000251 43.0320.C28.o3.ts 


Method 


TBLASTX : Soybean 




OLaiU 


10791 


End 


11126 




bl 


none 


Score 


81 






10791. .10898, 10793. .10897, 


10916. . 11017, 10917. .11018, 






11088. .11126 








Seq. No. 


45211 


Seq. ID 


OJ000251_43.0320 


.C30 


Gene No. 


95544 


Strand 


+ 




otdrL 


759 


End 


1870 




Name 


OJ000251 43.0320.C30.ol.gs 


Method 


GENSCAN 




btart 


759 


End 


1870 




bl 


none 


Score 


.68 




Exons 


759. .806, 1267. .1403, 1840. 


.1870 






Seq. No. 


45211 


Seq. ID 


OJ000251_43.0320 


. boU 


Gene No. 


95545 


Strand 






otart 


3341 


End 


4675 




Name 


OJ000251 43.0320.C30.o2.gs 


Method 


GENSCAN 




otart 


3341 


End 


4675 




C T 

bl 


none 


Score 


.69 




Exons 


3341. .3466, 3928. .4098, 4414. .4490, 4606. .4675 




oeq . ino . 


45212 


Seq. ID 


OJ000251_43.0320 


. boo 


Gene No. 


95546 


Strand 






Start 


15 


End 


974 




Name 


OJ000251 43.0320.C35.ol.np 


Method 


AAT/NAP 




Of 3 yf 


15 


End 


817 




bl 


7269940 


Score 


164 






15. .182, 701. .817 








GI Descrip . 


(AL161577) putative protein 


[Arabidopsis thaliana] 




oeq . no . 


45212 


Seq. ID 


OJ000251_43.0320 


.C35 




95546 


Strand 






Start 


15 


End * 


974 




Name 


OJ000251 43.0320.C35.ol.gp 


Method • 


AAT/GAP 






72 


End 


974 




bl 


215 1.R1084 


Score 


699 




Exons 


72. .182, 701. .974 








GI Descrip. 


, 4158219/emb|CAA77234 | 0.0e+00 (Y18623) 


amylogenin [Oryza 




sativa] ' 








Seq. No. 


45213 


Seq. ID 


OJ000251_43.0320, 


.C36 


Gene No. 


95547 


Strand 






Start 


737 


End 


5759 





46502 




Name 


OJ000251 43.0320.C36.ol.gs 


Method 








737 


End 


D / DzJ 






none 


Score 


Q7 




Exons 


737. .778, 927. .2423, 3102. .3371, 4354. 






o e q . in \j . 


45213 


Seq. ID 


OJ000251_43.0320 




Gene No. 


95547 


Strand 


+ 




Start 


737 


End 


5759 




LNcLILlC 


OJ000251 43.0320.C36.ol.np 


Method 


AAT/NAP 




OLqJ. L 


1677 


End 


5756 






6554202 


Score 


1694 






1677. .2423, 3102. .3371, 4354.. 


.4509, 5640. .5756 




o-L UCOLil^^ 


(AC011661) T23J18.5 [Arabidopsis thaliana] 




O . lmvj . 


45213 


Seq. ID 


OJ000251_43.0320, 


■ *J \J 




95547 


Strand 


+ 




Start 


737 


End 


5759 




Name 


OJ000251 43.0320.C36.ol.gp 


Method 


AAT/GAP 




St a rt 

O Lai L 


2237 


End 


4386 






uC-osflcypl2lb09bl 


Score 


928 




Exons 


2237. .2423, 3102. .3371, 4354., 


.4386 








'4585871/gb|AAD25544.1|AC005850 1 l.Oe 


-67 (AC005850) Unknowi 




y\ y~ t~\-\- q i n fDvaV^i Hnnci o fha 1 i a n a 1 
jL>£Ul_t=xIl Lrix. ctJJXvJOpbXo U I Id JL Id I la J 


i 1 






Seq. No. 


*i D£ X O 


Seq. ID 


OJ000251_43.0320, 


.C36 


Gene No. 


' ft 


Strand 


+ 






6264 


End 


8181 




Name 


OJ000251 43. 0.320. C36.o2.gs 


Method 


GENSCAN 






6264 


End ■ 


8181 




ox 


none 


Score 


.98 




Exons 


6264. .6273, 6937. .7115, 7385.. 


,7494, 8046. .8181 




Seq. No. 


45213 


Seq. ID 


OJ000251_43.0320, 


.C36 


Gene No. 


95549 


Strand 


+ 




O L- Ct. i- L. 


8981 


End 


9870 




IN allLG 


OJ000251 43.0320.C36.o4 . tm 


Method 


TBLASTX: Maize 




O L a. J. I_ 


1421 


End 


1637 




ox 


none 


Score 


175 






1421.. 1555, 1422.. 1556, 1568.. 


1636, 1568.. 1636, 1569.. 1637 


Seq. No. 


45213 


Seq. ID 


OJ000251 43.0320. 


.C36 


Gene No. 


95549 


Strand 


+ 




q+- a rt 


'8981 


End 


9870 




LN CliLlt. 


OJ000251 43.0320.C36.o3.ts 


Method 


TBLASTX: Soybean 




OLdl I 


1611 


End 


1845 




ox 


none 


Score 


266 




Exons 


1611. .1841, 1645. .1845, 1645.. 


1833, 1646.. 1834 




Seq. No. 


45213 


Seq. ID 


OJ000251 43.0320. 


.C36 


Gene No. 


95549 


Strand 


+ 




Start 


8981 


End 


9870 




Name 


OJ000251 43.0320.C36.ol.tm 


Method 


TBLASTX: Maize' 




Start 


1638 


End 


1937 




GI 


none 


Score 


4 95 




Exons 


1638. .1937, 1640. .1906, 1641.. 


1937 






Seq. No. 


45213 


Seq. ID 


OJ000251_43.0320. 


,C36 



46503 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



95549 Strand 

8 981 End 

OJ000251_4 3.0320.C36.ol.tc Method 

1700 End 

none Score. 



+ 

9870 

TBLASTX: Cress 

1934 

57 



1700. .1780, 1701. 
1881. .1934 



.1850, 1712. .1780, 1782. .1904, 1784. .1900, 



Seq. No. 45213 

Gene No. 95549 

Start 8 981 

Name OJ000251_4 3 . 0320 . C36 . ol . ts 

Start 2088 

GI none 

Exons 2088.. 2423, 2099.. 2422, 



Seq. ID OJ000251 43.0320.C36 



Strand 
End 

Method 
End 
Score 
2127. .2423 



+ 

9870 

TBLASTX : Soybean 

2423 

482 



Seq. No. 45213 

Gene No. 95549 

Start 8981 

Name OJ000251_43 . 0320 . C36 . o2 . tm 

Start 2184 

GI none 

Exons 2184.. 2243, 2186.. 2281, 2187 
2246. .2425, 3087. .3164, 3101 



Seq. ID OJ000251_43.0320.C36 

Strand + 

End 9870 * 

Method TBLASTX: Maize 

End 3164 

Score 97 
.2243, 2244. .2426, 2245. .2424, 
.3163, 3102.. 3164 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45213 
95549 
8981 

OJ000251 
3087 
none 
3087 
4351 
5639 



43.0320.C36.o2.ts 



3170, 
4509, 
5761, 



3101. 
4353, 
5847. 



.3154, 
.4508, 
.5969 



3156 
5627 



Seq. ID OJ000251_43.0320.C36 
-Strand + 

End 9870 

Method TBLASTX : Soybean 

End 5969 

Score 106 
.3371, 3164.. 3376, 3188.. 3376, 
.5755, 5631.. 5756, 5638.. 5760, 



Seq. No. 45213 

U Gene No. 9554 9 

r I Start 8981 

Name OJ000251_43 . 0320 . C36 . o3 . tm 

U Start 4351 

[3 GI none 

Exons 4351.. 4509, 4353.. 4508, 4467, 



OJ000251_43.0320.C36 
+ 

9870 

TBLASTX: Maize 
5762 
266 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4514, 5631. .5762, 5633. .5761 



Seq. No. 45213 

Gene No. 95549 

Start 8981 

Name OJ000251_43 . 0320 . C36 . o3 . gs . 

Start 8981 

GI none 

Exons 8981.. 9170, 9297.. 9386, 9488. 

Seq. No. 45214. 

Gene No. 95550 

Start 307 

Name OJ000251_4 3 . 0320 . C37 . ol . gs 

Start 307 

GI none 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.9609, 9681.. 9870 



OJ000251_43.0320.C36 
+ 

9870 
GENSCAN 
9870 
.79 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_43.0320.C37 

1055 
GENSCAN 
1055 
.52 



46504 








^07 son qr 6 i o s s 








Seq. No. 


45215 


Seq. ID 


OJ000251_43.0320.C41 




Gene No. 


95551 


Strand 








Z. U J 


End 


412 




Name 


o.Tnnn?si 4^ n^?n r4i oi rr^ 


Lit- LilUU 


O Cj IN O \*r\ IN 




O L Ci X L. 




End 


41? 
iic 




(IT 
\J X 


none 


Score 


. 77 




Exoos 


£. 1/ <J • • ^ Z* V f ~J *J Z> , , 'i X /L 








Cprr Mn 

JCU • IN ^ • 


4 5216 


O C . 1U 


o.tooo^m 41 m?n r4R 




Gene No. 


95552 


Strand 


+ ~~ 




Start 


1 


End 


1066 




Name 


OJ0009S1 41 0^?0 P4fl oi nr> 


Method 


AAT/NAP 




Start 


1 _ 


End 


1066 




(IT 


61 7 M SI 

Ul r J1J1 


Score 


155 




F 1 von g 


1 90 1 96 190 7?9 797 


891. .10-66 






VJ -L LJ ~ J 1. -X. kJ • 


/APfll fl7Qfi^ unknown nrnf pi n 

\HVjU1U / Z> \J / U.1 1 J\.l W] i UJ. U LCJ.il 


[Arabidopsis thaliana] 




Seq. No. 


'45216 


Seq. ID 


OJ000251_43.0320.C48 




Gene No. 


95552 


Strand 


+ 




Start 


1 


End 


1066 




Name 


OJ000251 43.0320.C48.ol.gs 


Method 


GENS CAN 


f'3 




196 


End 


957 


CS. 




none 


Score 


.96 






196. .390, 723. .797, 891. .957 




?■: • 


O " ^ « IN . 


45217 


Seq. ID 


OJ000251_43.0320.C52 


a 


Gene No. 


95553 


Strand 


+ 




Start 


146 


End 


296 


it.y 


Name 


OJ000251 43.0320.C52.ol.np 


Method 


AAT/NAP 


1 ^ 


O L. Cl J. L. 


146 


End 


281 


i : : 


\J X 


4585871 


Score 


150 




CjAUllO 


146. .281 






U 


CI T F)o cffi n 


(AC005850) Unknown protein 


[Arabidopsi 


s thaliana] 




Seq. No. 


45217 


Seq. ID 


OJ000251_43.0320.C52 




Gene No.-.' 


95553 


Strand 


+ 




Start 


146 


End 


296 


=: 


IN ClIUC 


OJ000251 43.0320.C52.ol.ts 


Method 


TBLASTX: Soybean 


[3 


Cf a rt 


152 


End 


296 




(IT 
\J X 


none 


Score 


193 






152.. '286, 153.. 296, 156.. 26 


17, 157. .288 






Seq. No. 


45217 


Seq. ID 


OJ000251_43.0320.C52 




Gene No. 


95553 


Strand 


+ 




u Ldl L 


146 


End 


296 




Name 


OJ000251 43.0320.C52.ol. tm 


Method 


TBLASTX: Maize 




OlaL L 


156 


End 


287 




(IT 
\J X 


none 


Score 


224 






156. .287, 158. .286 








Seq. No. 


45217 


Seq. ID 


OJ000251_43.0320.C52 




Gene No. 


95553 


Strand 


+ 




Start 


146 


End 


296 




Name 


OJ000251 43.0320.C52.ol.gs 


Method 


GENSCAN 




Start 


165 


End 


284 



46505 



GI 

Exons 



none 

165. .284 



Score 



,98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45218 Seq. ID 

95554 Strand 

1 End 

OJ000251_4 3 . 0320 . C53 . ol . np Method 

1 End 

6648198 Score 
1..130, 513. .619, 943. .1009 

(AC013483) unknown protein [Arabidopsis thaliana] 



OJ000251_4 3.0320.C53 
+ 

1038 
AAT/NAP 
1009 
103 



45218 Seq. ID 

95554 Strand 
1 End 
OJ000251_4 3 . 0320 . C53 . ol . gs Method 
520 End 
none Score 
520.. 619, 943.. 1038 

45219 Seq. ID 

95555 Strand 
45 End 
OJ000251_43.0320.C54 .ol.gs Method 
45 End 
none . Score 
45. .174 



43.0320.C53 



OJ000251_ 
+ 

1038 
GENSCAN 
1038 
.77 



OJ000251_43.0320.C54 
174 

GENSCAN 

174 

.91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45220 Seq. ID OJ000251_4 3 . 0320 . C57 

95556 Strand + 

1 End 875 

OJ000251_4 3 . 0320 . C57 . ol . np Method AAT/NAP 

1 End 875 

2497953 Score 460 

1..212, 415. .602, 704. .875 

MOLYBDOPTERIN BIOSYNTHESIS CNX1 PROTEIN (MOLYBDENUM COFACTOR 
BIOSYNTHESIS ENZYME CNX1) gi 11263314 (L47323) molybdenum 
cofactor biosynthesis enzyme [Arabidopsis thaliana] 
gi I 4469123 | emb|CAB38312 | (AJ236870) molybdenum cofactor 
biosynthesis enzyme [Arabidopsis thaliana] 



45220 Seq. ID 

95556 Strand 
1 End 
OJ000251_4 3. 0320. C57 .ol.gs Method 
6 End 
* none Score 

6. .212, 415. .602, 704. .808 

45220 

95556 Strand 
1 End 
OJ000251_4 3 .0320 . C57 . ol . tc Method 
6 End 
none Score 



43.0320.C57 



OJ000251_ 
+ 

875 

GENSCAN 

808 

.95 



Seq. ID OJ000251_43.0320.C57 
+ 

875 

TBLASTX: Cress 
809 
224 



6. .224, 6. .224, 412. .456, 420. .455, 484. .594, 484. .561, 
485. .598, 489. .590, 701. .808, 702. .809 



46506 



Seq. No. 45220 

Gene No. 95556 

Start ' 1 

Name OJ000251_4 3 . 0320 . C57 . ol . tm 

Start 51 

GI none 
Exons 



Seq. ID OJ000251_43.0320.C57 



Strand 
End 

Method 

End 

Score 



+ 

875 

TBLASTX : Maize 
809 

250 : 



51. .224, 54. .212, 412. .603, 412. .594, 414. .602, 687. .806, 
701. .808, 701. .808, 702. .809 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrlp. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



OJ000251_43.0320.C57 
+ 

875 

AAT/GAP 

814 

450 



45220 Seq. ID 

95556 Strand 
1 End 
OJ000251_4 3 . 0320 . C57 . ol . gp Method 
4 66 End 
5803404 Score 
466. .602, 704. .814 

24 97 953 /sp | Q3 9054 | CNX1_ARATH 4.0e-32 MOLYBDOPTERIN BIOSYNTHESIS 
CNX1 PROTEIN (MOLYBDENUM COFACTOR BIOSYNTHESIS ENZYME CNX1) 
>gi_1263314 (L47323) molybdenum cofactor biosynthesis enzyme 
[Arabidopsis thaliana] >gi_4 4 69123_emb_CAB38312_ (AJ236870) 
molybdenum cofactor biosynthesis enzyme [Arabidopsis thaliana] 



45221 Seq. ID 

■95557 Strand 

1 End 

OJ000251_43 . 0320 . C59 . ol . np Method 

1 ' End 

3549652 Score ' 
1.-262, 364. .478, 656. .829 

(AJ224982) MAP3K epsilon protein kinase [Arabidopsis thaliana] 



OJ000251_43.0320.C59 
+ 

836 

AAT/NAP 

829 

694 



45221 
95557 
1 

OJ000251_43.0320.C59.o2.ts 
2 

none 

2. .130, 2. .133, 3. .134 

45221 
95557 
1 

OJ000251_4 3.0320.C59.ol.gs 

106 . . 

none 

106. .262, 364. .478, 656. .769 

45221 
95557 
1 

OJ000251_4 3 . 0320 . C59 . ol . tm 

377 

none 

377.. 481, 380". .481, 628.. 831, 
45221 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_43.0320.C59 
+ 

836 

TBLASTX: Soybean 

134 

82 



OJ000251_43.0320.C59 
+ 

836 

GENSCAN 

769 

.54 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_43.0320.C59 
+ 

836 

TBLASTX: Maize 
835 
145 

653. .835, 654. .833 

Seq. ID OJ000251_43. 0320.C59 



46507 




Gene No. 


95557 


Strand 


+ 


.Start 


1 


End 


836 


Name 


OJ000251 43.0320.C59.ol.gp 


Method 


AAT/GAP 


Start 


430 


End 


836 


GI 


38868 1.R1084 


Score 


440 



Exons 430.. 478, 656.-836 

GI Descrip. ' 354 9652/emb | CAA12272 | 1.0e-31 (AJ224982) MAP3K epsilon protein 



kinase [Arabidopsis thaliana] ' 



Seq. No. 


45221 


Seq. ID 


OJ000251_43.0320, 


.C59 


P. d n o NI/*^ 


Q R S o7 


OLI C1I1U 








i 


Hi I 1 Li 


ft "3 fy 




Name 






1 DLiriO I A . jOyDSail 




C f- ~) 


4 JO 




ft ^6 




p T 


none 


Score 






v /-\ n o 


dftfi 4*37 dftl fi9ft ft 

4 JD. . 40U/ 4 J / . .401/ DZO . . 0 


01 £c o p oc 


(TC/ Q O 




Seq. No. 


45221 


.Seq. ID ' 


OJ000251_43.0320, 


.C59 


ijene lno . 


QCCCT 


onrana 


T 




OLait 


1 
1 


tina 


Q "3 C 
OJD 




Name 


UJUUUZD1 4j.UjZU.Ljy.01. lC 


ixier noa 


rpDT 71 CTY . P v- ^ o o 






O J J 


Htna 






PT 


none 


Score 






Exons 


ceo poo £C.ft ft^l 








Seq. No. 


45222 


Seq. ID 


OJ000251_43.0320. 


.C60 


uene ino . 




C f- -a -nri 

oLiana 


i 




btdiU 


111 
1 X X 


tna 


/I Q 1 




Name 


ujuuuzoi 4 o . u jzu . Lou . ox . qs 


ful jf\ +- /*"\ ✓""I 






Of a v--H 

o tar u 


111 — 
XXX 


it.na 


4 y x 






none 


Score 






Exons 


111 A Q 1 
XXX. .firX 








Seq. No. 


45223 


Seq. ID 


OJ000251_43.0320. 


.C72 


Gene No. 


95559 < 


Strand 


+ 






535 


End 


^ n p q 




Name 


OJ000251 43.0320.C72.ol.gs 


Method 


P TP \T C P TV KT 




Of ar f 


535 


End 


OOOQ 




P T 


none 


Score 


. 0 / 




Exons 


535. .736, --1363. .1581, 1805 


..2121, 2233. 


OOOQ 




oeq. No. 


. 45223 


Seq. ID 


OJUUOzol 43.0320. 


, C72 


Gene No. 


95559 


Strand 


+ 




Start 


535 


End 


3089 




Name 


OJ000251 43.0320.C72.o2.np 


Method 


AAT/NAP 




Start 


1929 


End 


3089 




GI 


6648198 


Score 


254 




Exons 


1929. .2121, 2233. .2341, 3029. .3089 






GI Descrip. 


(AC013483) unknown protein 


[Arabidopsis 


; thaliana] 




Seq. No. 


45223 


Seq. ID 


OJ000251__43.0320. 


C72 


Gene No. 


95560 


Strand 






Start 


1 


End 


208 




Name 


OJ000251 43.0320.C72.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


183 




GI 


7486045 


Score 


224 




Exons 


1. .183 









46508 



GI Descrip. hypothetical protein F23F1.8 - Arabidopsis thaliana 
gi I 3420051 |gb| AAC31852.il (AC004680) unknown protein 
[Arabidopsis thaliana] 



Seq. No. 45223 Seq. ID 

Gene No. 95560 Strand 

Start 1 End 

Name OJ000251_4 3 . 0320 . C72 . ol . tm Method 

Start 66 End 

GI none Score 

Exons 66. .203, 67. .201, 68. .208, 68. .202 



OJ000251_43.0320.C72 
208 

TBLASTX: Maize 

208 

151 





Qorr Mo 


*i -J -J 


Ooo- T D 


0,70009^1 4? n?9n 


no 






-j *j \j \j 


Cf ranrl 
oil all (J 










1 


Fnrl 


\J O 






Name 




Maf V"i o/~? 
l v lt: LHUU 








Start 


67 


End 


189 






GI 


none 


Score 


172 ■ 






Pi 1 vnn c 
LiAUllo 


67 1ft? 6 ft 1 ft 4 ~ 7 0* IRQ 










C o n Mo 
O g q . IN O • 


ft o ^ z z> 


Coo t n 
oeq . ±u 


nTnnn9m a"\ n^9n 


079 




C2. nn f Mo 




O LI dllvJ 








CH- a v-+- 


1 

X 


Hi no. 


90 R 




i'J 


Name 


ninnn^Ri 4? n' : i?n r79 +-<= 


-4~ V\ /"\ ^1 


i dxjM.o i a . ooyoean 






oLdl L 


an ~ 

D / 


Hi lV_l 


90 R 




in 


GI 


none 


Score 


162 




\ y 


Exons 


■ 67. .183, 68. .184, 71. .205 










Coo Mo 
OcCj. IN O * 


A R99 4 


Seq. ID 


OJ000251_43.0320, 






Vafc; lie 1NU . 


"JJDl 


Strand 


+ 




. =i 


Cf- -a v- +- 


1 1 Q 


End 


264 




: br 


Name 


0.10009^1 4? 0^90 ol rr<z 


Method 


GENSCAN 






OLdl I 


1 7Q ~~ 

X 1 -7 


End 


264 




S, 


CI T 
O X 


none 


Score 


.47 






Exons 


179. .264 








T ~~ 


Opn Mo 


4 S99 S 

*i J ^ ^ J 


Seq. ID 


OJ000251_43.0320, 


Cl 4 




OcJIlC INU . 


Q c iSfi9 


Strand 


+ 








1 


End 


752 






Name 


OJ000251 43.0320.C74.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


752 






GI. 


7023341 


Score 


76 






Exons 


1. .23, 275. .358, 648. .752 










GI Descrip. 


(AK001830) unnamed protein 


product [Homo sapiens] 






Seq. No. 


45226 


Seq. ID 


OJ000251_43.0320, 


,C77 




Gene No. 


95563 


Strand 


+ 






Start 


1 


End 


.818 






Name 


OJ000251 43.0320.C77.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


783 






GI 


7269940 


Score 


63 






Exons 


1..48, 518. .647, 743. .783 










GI Descrip. 


(AL161577) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


45226 


Seq. ID 


OJ000251_43.0320. 


.C77 




Gene No. 


95563 


Strand 


+ 






Start 


1 


End 


818 





46509 



Name 

Start 

GI 

Exons 



OJ000251_4 3 . 0320 . C77 . ol . tm Method 

512 End 

none Score 
512. .646, 517. .648, 520. .648 



TBLASTX: Maize 

648 

188 



Seq. No. 45226 Seq. ID 

Gene No. 95563 Strand 

Start 1 End 

Name OJ000251_43 . 0320 . C77 . ol . gp ■ Method 

Start 518 End 

GI 215_1.R1084 Score 

Exons 518.. 647, 743.. 818 

GI Descrip. ' 4 158219/emb | CAA77234 | 0.0e+00 (Y18623) amylogenin [Oryza 
sativa] ' 



OJ000251_43.0320.C77 
+ 

818 

AAT/GAP 
818 
352 



Seq. No. 45227 ' Seq. ID 

Gene No. 95564 Strand 

Start 630 End 

Name OJ000251_43 . 0320 . C84 . ol . gs Method 

Start 630 End 

GI none Score 

Exons 630.. 784 



OJ000251_43.0320.C84 
784- 

GENSCAN 

784 

.85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45228 
95565 
1 

OJ000251_43. 0320.C85.ol.np 

1 

7269940 
1..20, 100. .229, 911. .948 

(AL161577) putative protein [Arabidopsis thaliana] 



Seq. ID OJ000251_43.0320.C85 

Strand + 

End 1653 

Method AAT/NAP 

End 94 8 

Score 63 



45228 
95565 
1 

OJ000251_4 3 . 0320 . C85 . ol . gp 
100 

215_1.R1084 
100.. 229, 325.. 1653 

1 4 158219/emb | CAA77234 | 0.0e+00 (Y18623) amylogenin [Oryza 
sativa] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_ 
+ 

1653 
AAT/GAP 
1653 
2732 



43.0320.C85 



Seq. No. 45228 Seq. ID 

Gene No. 95565 Strand 

Start 1 End 

Name O JO 0 02 5 1_4 3 . 0 32 0 . C8 5 . ol . gs Method 

Start 386 End 

GI none Score 

Exons 386.. 1429 



OJ000251_43.0320.C85 
+ 

1653 
GENSCAN 
1429 " 
1 



Seq. No. 45228 Seq. ID 

Gene No. 95565 Strand 

Start 1 End 

Name OJ000251_4 3 . 0320 . C85 . o2 . np Method 

Start 386 End 

GI 4158219 Score 

Exons 386.. 1426 



OJ000251_43.0320.C85 
+ 

1653 
AAT/NAP 
1426 
1831 



46510 




GI Descrip. 


(Y18623) amylogenin- [Oryza sativa] 






beq. NO. 


A C O O O 


Seq. ID 


OJ000251_43.0320. 


C85 


Gene No. 


95566 


Strand 






Start 


1664 


End 


12092 




Name 


OJ000251 43.0320.C85.o5.tm 


Method 


TBLASTX: Maize 






94 


End 


513 






none 


Score 


188 






94. .228, 99. .230, 379. .510, 


380. .511, 


381. .512, 382. .513, 




384. .512 








beq . ino . 


45228 


Seq. ID 


OJ000251_43.0320. 


C85 


Gene No. 


95566 


Strand 






Start 


1664 


End • 


12092 




Name 


OJ000251 43.0320.C85.ol.tc 


Method 


TBLASTX: Cress 






455 


End 


1402 






none 


Score 


117 






455. .580, 592. .1035, 593. .1099, 626. .1048,, 1087. .1164, 






1UOO . . 110 Jf 1U!?1. .±100, lill 


14 0 9 






Seq. No. 


45228 


Seq. ID 


OJ000251_43.0320. 


C85 


Gene No. 


95566 


Strand 






Of a v-f- 


1664 


End 


12092 




Name 


OJ000251 43.0320.C85.o2.tw 


Method 


TBLASTX: Wheat 




Of arf 


455 


End 


682 






none 


Score 


121 




Exons 


455. .580, 593. .682 








oeq. wo. 


45228 


Seq. ID 


OJ000251_43.0320. 




Gene No. 


95566 


Strand 






Start 


1664 


End 


12092 




Name 


OJ000251 43.0320.C85.ol.tm 


Method 


TBLASTX: Maize 




Of arf 


513 


End 


1433 




P T 


none 


Score 


77 




Exons 


513. .578, 513. .578, 515. .589 


, 515. .580 


, 593. .1429, 593.. 






1281. . 1433 








oeq . jno . 


45228 


Seq. ID 


OJ000251_43.0320. 


C85 


Gene- No. 


95566 


Strand 






Start - 


1664 


End 


12092 




Name 


OJ000251 43.0320.C85.ol.ts 


Method 


TBLASTX: Soybean 




Of a v-f 


574 


End 


1408 






none 


Score 


63 




Exons 


574. .678, 574. .891, 593. .1117, 1115. .1180, 1141. .1167, 






1181. .1216, 1210. .1407, 1211 


. .1408 






Seq. No. 


45228 


Seq. ID 


OJ000251_43.0320. 


C85 


Gene No. 


95566 


Strand 






Of a r f 


1664 


End 


12092 




Name 


OJ000251' 43.0320.C85.ol.tw 


Method 


TBLASTX: Wheat 




O 4 . v-f 

otart 


946 


End 


1390 




GI 


none 


Score 


110 




Exons 


946. .1035, 947. .1099, 1088.. 


1183, 1211 


. .1390 




Seq. No. 


45228 


Seq. ID 


OJ000251__43.0320. 


C85 


Gene No. 


95566 


Strand 






Start 


1664 


End 


12092 





46511 





Name 


OJ000251 43 


.0320 


.C85.o2 


.gs 


Method 


GEN SCAN 




Start 


1664 








End 


12092 




PT 


none 








Score 


.82 




Exons 


±0 04 . . X O ± O , 






O^^A 
^334 . 


.2605, 2770. .3176, 3958. .4092, 






4 X ;7Z . .4000/ 


4 O 4 -x 




jDjU. 


.5713, 5811. .5902, 5990. .6073, 






61 M fi^^O 
Dl Jl . . O O J U , 


fift 7 A 
DO / 4 


fiQI ft 
■ • 0 y x 0 , 




.7308, 7814. .8200, 8328. .8514, 






qi on Q9fi^ 

Z7 X 0 U . . -J^OJ; 








.10031, 10517. .10607, 12048. .12092 




OcCj. IN U . 


45228 








Seq. ID 


OJ000251_43.0320.C85 






95566 








Strand 






Start 


1664 








End 


12092 




Name 


OJ000251 43, 


,0320 


.C85.o2 


.gp 


Method 


AAT/GAP 




Of a y-f- 

oiai l 


1856 








End 


2602 




oX 


38868 1.R1084 






Score 


1120 




IT* v ^"\r*i o 
Hi A\Ji lo 


1856. .2376, 


2554 


. .2602 










f^T Pics c p r "i n 


, 3549652/emb|CAA12272 | 


1.0e-31 (AJ224982) MAP3K epsilon protein 






kinase [Arabidopsis thaliana] 1 






O fci (4 . Ln U . 


45228 








Seq. ID 


OJ000251_43.0320.C85 




Cono NT r\ 


95566 








Strand 






Start 


1 Cs&A 
IDD4 








End 


12092 




Name 


OJ000251 43. 


,0320 


.C85.o4 


.tm 


Method 


TBLASTX: Maize 






1885 








End 


2655 


; 5 


r t 


none 








Score 


48 


S.'J 


Exons 


1885. .1923, 


2036 


. .2065/ 


2037. . 


.2066, 2037.. 2066, 2038.. -2067, 






2137. .2175, 


2138 


. .2176, 


2142. , 


,2378, 2197.. 2379, 2199.. 2378, 


i,: ; 

ru 




2201. .2404, 


2551 


. .2655, 


2552. , 


,2653 






C/>n Mr* 
uc^ . In (J > 


45228 








Seq. ID 


OJ000251_43.0320.C85 


i ; 5 


Gene No. 


95566 








Strand 






Start 


1664 








End 


12092 




Name 


OJ000251 43. 


0320, 


.C85.o3 


. ts 


Method 


TBLASTX : Soybean 


i y 


OLdIL 


2037 








End 


2595 






none 








Score 


48 


-.— 


Hi A. V_J i 1 o 


2037. .2066, 


2037, 


. .2066, 


2038. . 


,2067, 2137. .2175, 2138. .2176, 


.'^ 




2142. .2378, 


2197, 


. .2379, 


2199. . 


,2378, 2201.. 2404, 2551.. 2595 


i ™5 


Seq. No. 


45228 








Seq. ID 


OJ000251_43.0320.C85 




Gene No. 


95566 








Strand 






q+- a r i- 


1664 








End 


12092 


fa 


In aiiit; 


OJ000251 43. 


0320. 


,C85.o4 


.tc 


Method 


TBLASTX: Cress 




O Lai L. 


2200. 








End 


2379 




o x 


none 








Score 


192 




Exons 


2200. .2379, 


2201. 


. .2374 










OctJ[. IN O . 


45228 








Seq. ID 


OJ000251_43.0320.C85 




belle LNO . 


95566 








Strand 






O Let I. C 


1664 








End 


12092 




Name 


OJ000251 43. 


0320. 


,C85.o3 


.np - 


Method 


AAT/NAP 




OLdl L 


2203 








End 


11279 




GI 


3549652 








Score 


3242 




Exons 


2203. .2376, 


2554 . 


, .2668, 


2770. . 


3176, 395 


8. .4092, 4192. .4586, 






4841. .5532, 


5630. 


. .5713, 


5811. . 


5902, 5990.. 6073, 6151.. 6330, 






6874. .6918, 


7015. 


. .7287, 


7790. . 


8157, 832 


8. .8482, 9211. . 9283, 






9373. . 9444, 


9551. 


, .9682, 


9930. . 


10031, 10359. . 10442, 10517 .. 10607 , 






10720. . 107 93, 11259. .1127 9 








GI Descrip. 


(AJ224982) MAP3K 


epsilon protein kinase 


[Arabidopsis thaliana] 



46512 



Seq. No. 


45228 








Seq. ID 


OJ000251 


_43.0320.C85 


oene lno . 










Strand 






Q+- a t-+- 


X D D 4 








End 


12092 




Name 


UUUUU^Jl 4 j 


ni9n 


Pft R a9 


US 


Method 


TBLASTX : 


Q o \ 7 V"\ a n 


Q+- a r~ t" 


9ft Qft ~~ 








End 


3177 




ox 


n on o 








Score 


251 




Exons 


9ftQft 11 S9 


9ft QQ 


11 19 


9 Q09 


. .3177,- 2903. .3151 




Qon M o 
o q • IN U . 


4 R99ft 








Seq. ID 


OJ000251 


41 0190 PftR 


Gene No. 


95566 








Strand 






Start 


1664 








End 


12092 




Name 


r>.Tnnn9M 41 


0190 


Pft R o9 


4- « 

L.C 


Method 


TBLASTX : 


Cr e s s 


Q-J- a y-t- 
OLdl L 










End 


4934 




uX 


none 








Score 


74 




CjAUIIO 


IQfil 4DQ4 


1Q64 

«J 3 \J *i • 


4 Oft 1 
■ • 4 \j 0 0 , 


1Q64 


..4098, 3968.. 4093, 


4 1 ft4 4 HQ 

4X04. • 4 J J Z? , 




4 1 ft Q 4 lift 


4 1R9 


4 419 
• 4 4 0 1. , 


4 1 R4 
4 -J D 4 


..4431, 4477. .4590, 


4 4 Ql 4 RQ1 




4ft49 4 Q14 


4 ft 4 1 
4 0 4 .j • 


4 Q9Q 

• 4 .7 5 










o e q • ln o . 


4 R99ft 








• Seq. ID 


OJ000251 


4-3 n 190 rft r 


Gene No. 


95566 








Strand 






Start 


1664 








End 


12092 




Name 


n.Tnnn9M 41 


0190 


Pft R o9 


LIU 


. Method 


TBLASTX: 


L\l a. X Zc 




4 4 11 ~~ 
4 4 X J 








End 


5670 




uX 


none 








Score 


37 




Exons 


4 4 11 4 4 11 


4 4 1 R 

4 4 X D . 


4 419 
. 4 4 jZ , 


4 4 1 R 
44 1 J 


..4468, 4495. .4590, 


44QQ 4 RQ1 




4 R09 4 R Q1 
4 OU^ . . 4 D y X , 


4ft R9 
4 O 3 Z . 


R1 94 


4 Q R A 
4 0 0 4 


..5213, 4863. .5189, 


R 1 ft 7 R R 1 4 
3X0 / . . JJJ4 / 




5190. .5534, 


5192. 


R R 1 £ 

. J J JO/ 


R901 


..5572, S629..5667, 


coo r£70 

D DZ y . . JO /U 


o q . IN (J . 


45228 








Seq. ID 


OJ000251 


41 n 19 0 pft r 

4j.UjZU.UOJ 


Gene No. 


95566 








Strand 






Start 


1664 








End 


12092 




Name 


OJ000251 43. 


.0320. 


C85.o3. 


gp 


Method 


AAT/GAP 






4454 








End 


5446 




laX 


33511 1.R1084 






Score 


1421 




Exons 


4454 . .4586, 


4841. 


.5446 










PT riocpyi n 
ox ucsuiip. 


' 3549652/emb|CAA12272| 2 


:.0e- 


36 , (AJ224982) MAP3K 






kinase [Arabidopsis thaliana] 1 - 






Con Mo 
Octj. IN (J . 


45228 








Seq. ID 


OJ000251 


4 1 D 190 Pft R 

4 J . UjZU.LOJ 


Gene No. 


95566 








Strand 






Start 


1664 








End 


12092 




Name 


OJ000251 43. 


,0320. 


C85.o3. 


tc 


Method 


TBLASTX : 1 


Cress 




5301 








End 


6189 




LjX 


none 








Score 


190 




Exons 


5301. .5354, 


5367. 


.5534, 


5368 


..5541, 5628. .5726, 


CfTOQ R7 1 0 
JDZ j . . J / JUf 




5630. .5716, 


5801. 


.5893, 


5813 


..5836, 5987. .6076, 


RQQ1 ^nfi9 




6148. .6189 














Seq. No. 


45228 








Seq. ID 


OJ000251 


_43.0320.C85 


Gene No. 


95566 








Strand 






Start 


1664 








End 


12092 




Name 


OJ000251 43. 


0320. 


C85.o4 . 


gp 


Method 


AAT/GAP 




Start 


7169 








End 


8190 




GI 


none 








Score 


993 




Exons 


7169. .7308, 


7814. 


.8190 











46513 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45228 
95566 
1664 

OJ000251_43 . 0320 . C85 . o3 . tm 
9135 



OJ000251 43.0320.C85 



12092 

TBLASTX: Maize 

10805 

116 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
9135.. 9164, 9201.. 9287, 9202.. 9309, 9209.. 9283, 9211.. 9285, 
9371. .9445, 9373. .9447, 9373. .9444, 9546. .9683, 9547. .9675, 
9551. .9685, 9551. .9682, 9873. .10028, 9874. .10011, 10006 10032 , 
10362. .10445, 10362 .. 104 4 5, 10513 .. 10608 , 10514 .. 10606, 
10515. .10607, 10711. .10794, 10716 .. 10805, 107 19 .. 107 96, 
10726. . 10800 





Sea No 


45229 




Seq. ID 


OJ000251_43.0320.C86 




Gprip No 


95567 




Strand 






Start 


142 




End 


506 




Name 


OJ000251 


43.0320.C86.ol.np 


Method 


AAT/NAP 




Start 


142 




End 


506 






-3549652 ' 




Score 


231 




Exons 


142. .315, 


447. .506 








GI Descrip. 


(AJ224982 


) MAP3K epsilon protein kinase [Arabidopsis thaliana 




Seq. No. 


45229 




Seq. ID 


OJ000251_43.0320.C86 


S 3 


Gene No. 


95567 




Strand 






Start 


142 




End 


506 




Name 


OJ000251 


43.0320. C86.ol.gs 


Method 


GENS CAN 


fn 


Start 


181 




End 


506 


: c~ 


GI 


none 




Score 


.58 




Exons 


181. .315, 


396. .506 








Seq. No. 


45229 




Seq. ID 


OJ000251_43.0320.C86 




Gene No. 


95568 




Strand 






Start 


2595 




End 


3441 




Name 


OJ000251 


43.0320.C86.ol.tm 


Method 


TBLASTX: Maize 




Start 


181 




End 


681 




GI 


none 




Score 


218 




Exons 


181. .315, 


182. .316, 190. .318, 


234. .356, 


444. .518, 448. .507, 






610. . 681 









p Seq. No. 


45229 




Seq. ID 


OJ000251_43.0320.C86 


f3 Gene No. 


95568 




Strand 




Start 


2595. 




End 


34 41 


Name 


OJ000251 43.0320.C86.ol. 


.ts 


Method 


TBLASTX: Soybean 


Start 


181 




End 


318 


GI 


none 




Score 


169 


Exons 


181. .315, 182. .316, 184, 


. .318 






Seq. No. 


45229 




Seq. ID 


OJ000251_43.0320.C86 


Gene No. 


95568 




Strand 




Start 


2595 




End 


3441 


Name 


OJ000251 43.0320.C86.ol. 


• gp 


Method 


AAT/GAP 


Start 


2350 




End 


3355 


GI 


20140 1.R1084 




Score 


656 


Exbns 


2350.. 2675, 3308.. 3355 








GI Descrip. 


1 44 55194 /emb | CAB36517. 1 | 


( 6.0e 


-22 (AL035440) putative protein 



[Arabidopsis thaliana] ? 



46514 





Seq. No. 


45229 




Seq. ID 


OJ000251_43.0320.C86 




Gene No. 


95568 




Strand 






Start 


*j -/ 




RnH 


J *4 *i X 




Ma mo 






Mo +■ V*i o/H 


\D £j LN O Vw/rtlN 




O Lai L 


^ J ^ J 




RnH 


JJJJ 






n on o 










PvAn q 

uAUl lO 


Pn^S ^?Ofl ^SS 










<3pn NO 


1 J £. J 










Gene No . 


95568 




Strand 






Start 


2595 




End 


3441 




Name 


OJ000251 43.0320.C86.o2.np 




Method 


AAT/NAP 




Start 


2612 




End 


3441 




GI 


7485346 




Score 


105 




R vnn < 5 


2612. .2675, 3308. .3441 












hypothetical protein F10M23 


.50 - Arabidopsis thaliana 






gi | 4 455194 | emb | CAB36517 . 1 | 


(AL035440) 


putative protein 






[Arabidopsis thaliana] gi | 7269523 | emb | 


CAB79526.il (AL161565! 






putative protein [Arabidopsis 


thaliana] 




Seq. No. 


45230 




Seq. ID 


OJ000251_43.0320.C88 




Gene. No. 


95569 




Strand 


-I- 




Start 


961 




End 


1170 






OJ000251 43.0320.C88.ol.gs' 




Method 


GENSCAN 




Cf a rt 


961 




End 


1170 




GI 


none 




Score 


1 


f pi 

i : n 


R von q 


961. . 1170 












45230 




Seq. ID 


OJ000251_43.0320.C88 




Qpno Mo 


95570 




Strand 






Start 


451 




End 


661 




Name 


OJ000251 43.0320.C88.ol.gp 




Method 


AAT/GAP 




Start 


451 




End 


661 




GI 


20140 1.R1084 




Score 


389 


i :C tt 


R von ^ 


451. . 661 












'44 55194 /emb | CAB36517.il 6. 


Oe- 


-22 (AL035440) putative proteir 






[Arabidopsis thaliana] 1 










Sea No 


45231 




Seq. ID 


OJ000251_43.0320.C89 




Gene No . 


95571 




Strand 


+ 


f ^ 


Start 


183 




End 


7307 




Name 


OJ000251 43.0320.C89.ol.gs 




Method 


GENSCAN 




Start 


183 




End 


7298 




GI 


none 




Score 


.72 




Exons 


183. .411, 1349. .1397, 1848. 


.2102, 3893 


..4083, 4136. .4262, 






4335. .4404, 5115. .5400, 5772.. 


,7298 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45231 
95571 
183 

OJ000251_4 3.0320.C89.ol.np 

4267 

6358806 



Seq. ID 
Strand 
End 

Method 
End 
Score 

4Z67..4352, 4862.. 4925, 5200.. 5452, 5752 .. 5974 ,. 6023 .. 7307 
(AC010675) putative peptide transporter [Arabidopsis thaliana] 



OJ000251_43.0320.C89 
+ 

7307 
AAT/NAP 
7307 
934 



Seq. No. 



45231 



Seq. ID. OJ000251 43.0320.C89 



46515 




Gene No. 


95572 








Strand 






ft4 QS 

O *i .7 J 










Q9 1 7 


Name 


o.tooo9^i 4? 


0^90 


Pft Q n1 


. L W 


LYlc CIIOU 


TRT Zi CTY • TAThora +■ 


O L-dX L. 


9^S9 ~~ 








EjIIU. 




X 


none 








Score 


97 S 


IT v rv r-i Q 


9^S9 964 ft 


2357 . 


. 2647 








Seq. No. 


45231 








Seq. ID 


OJ000251_43.0320.C89 


Gene No. 


95572 








Strand 




91" a rt- 
u Lai u 


84 95 








FnH 


921 3 


LN CtilLC 


OJ0009S1 4 3 


0320 
. \j *j ^ \j . 


. vs O _7 • L-'t. 




L v iC LilUU 






9S37 _ 








FnH 


9ft9ft 














964 




9S^7 9644 

J J / . . ^ v *i t , 




9ft 9ft 


966Q 


96Qft 






4 S9 ^1 

*i J J X 








Seq. ID 


OJ000251_43.0320.C89 


Gene No. 


95572 








Strand 




Start 


84 95 








End 


9213 


Name 


OJ0002S1 43 


0320 






Method 


TBLASTX: Cress 




JtU J 








End 


7229 


ox 










Score 


86 


Hi AVJl 1 O 


S90^ s^7^ 


S7ft 4 


SQft4 


60S7 


.6218, 6404. .6565, 6453.-6644, 




6648 67ftft 


6659 

UvJ J • 


6799 


6ft70 


.7052, 6875. .7015, 7107, .7229 


Seq. No. 


45231 








Seq. ID 


OJ000251_43.0320.C89 


Gene No. 


95572 








Strand 




Of- a v-f- 


ft 4 QS 








End 


9213 


Name 


(\tooo9ri 4^ 


0^90 


POO n O 


• L o 


Method 


TBLASTX: Soybean 


Of- a v-f 
ulctl L 


R90 - } ~~ 








End 


6218 


OX 


none 








Score 


118 




^90^ R^ftft 


S9 ^9 




S7 QO 

■J I -7U ■ 


.5981, 6057.. 6218, 6062.. -6214 


JCl^i LN . 


4 S9 ^1 








Seq. ID 


OJ000251_43.0320.C89 


Gene No. 


95572 








Strand 




Start 


8495 








End 


9213 


Name 


0^000251 43 


. 0320 . 


C89 . o3 , 


. tm 


Method 


TBLASTX: Maize 


O L. CI X L, 


S9^Q — 

■J -3 ZJ 








End 


6304 


w X 


nunc 








Score 


106 


DAUllO 


S9^9 S400 

Ji, JJi i J4UU/ 


S9 Q0 


S400 


S77 S 


.5831, 5853.. 6005, 6045. .6239, 




60S6 6^04 














4 S9 ^1 








Seq. ID 


OJ000251_43.0320.-C89 


Gene No. 


95572 








Strand 




Start 


8495 








End 


9213 


Name 


O.70009S1 4^ 


0^90 


Tft Q nl 




Method 


TBLASTX: Soybean 




64 04 _ 

O *i VJ *i 








End 


7220 


\J X 










Score 


168 




6404 6S6S 


64 OS 

U *i U .J . 


6RR7 


6600 


.6788, 6608. .6799, 6878. .6988, 




6ft7 Q 7010 


7 0Q7 


7 1 ?ft 

. / X O O , 


7107 


.7220 




Seq. No. 


45231 








Seq. ID 


OJ000251_43.0320.C89 


Gene No. 


95572 








Strand 




Start 


8495 








End 


9213 


Name 


. OJ000251 43. 


0320. 


C89.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


6446 








End 


7229 


GI 


none 








Score 


213 


Exons 


6446. . 6805, 


6474 . 


. 6788, 


6555. 


.6809, 6800.. 7021, 6873.. 7022, 



46516 





7 1 1 7 99 Q 7 1 1 7 1 £Q 












Seq. No. 


45231 






Seq. ID 


OJ000251 


_43.0320.C89 


Gene No. 


95572 






Strand 








0 4 .7 O 








Q91 7 




Name 




. gs 




T*J[ s-\ 4— Vi s-\ 


p TT M C P 7\ M 






o a q r — 

O 4 ;7 O 








:? _. X O 




PT 


none 






Score 


i 
X 




17* v /"\ r"\ 


q/qc; RR77 Q19Q Q91 ^ 












oeq . ino . 


45232 






Seq. ID 


n to no 9 r i 


n n^9n ran 
flj . UJZU . oyu 


Po r» a M /-\ 


95573 






Strand 






OLal I 


145 






End 


4358 




Name 


OJ000251 43.0320.C90.ol 


.np 




Method 


AAT/NAP 




Start 


145 






End 


2954 






7509427 






Score 


91 






145. .223, 813. .1330, 2926.. 


2954 








hypothetical protein Y17G7B.13 - Caenorhabditis 


clcCJaflb 




rt\ 1 QA 7 £Plft 1 <_TnV>> 1 P Zi Z1 1 QA £fl 
yi J O ;? 4 / DUO 1 ellUJ | Ksf\r\ X J *± 0 U 


.11 


(AL023828) 


Y17G7B.13 


LL/acilOrilalJUl Lib 




eregans j 












oeq . [mo . 


45232 






Con T Pi 


OJ000251_ 


n n ^9fi pan 


Gene No. 


95573 






o t rana 






Start 


145 






.bna. 


4358 




Name 


OJ000251 43.0320.C90.ol 


.gs 




Tv/T f \ 4— V\ ^\ ^4 

ixie tnoa 


GENSCAN 




o car c 


297 








4358 




P T 


none 






Score 


.6 




Exons 


297. .309, 459. .601, 746 


. .1237 


, 1573.. 


1683, 1760 


. . 1 o uu , 




2413. .2557, 2753. .2956, 


3801. 


.3922, 4 


166. .4358 




Seq. No. - 


45232 






Seq. ID 


OJ000251_ 


_43.0320.C90 


Gene No. 


95573 






Strand 






Otait 


145 






End 


4358 




Name 


OJ000251 43.0320.C90.ol 


• gp 




Method 


AAT/GAP 




Q+- a v-h 

o tar t 


503 






End 


892 






2797320 






Score 


441 




Exons 


503. .601, 746. .892 












Seq. No. 


45232 






Seq. ID 


OJ000251_ 


_43.0320.C90 


Gene No. 


95573 






Strand 






O t ciX t 


145 






End 


4358 




Name 


OJ000251 43.0320.C90.ol, 


. tm 




Method 


TBLASTX: Maize 


ot ar t 


739 






End 


1224 




PT 


none 






Score 


295 




L ' vr /~\ £-> 


739. .1044, 746. .1222, 753.. 


11 


81, 1066 


. .1224 




C {-s r*r KT 

oeq. in o . 


4 5232 






Seq. ID 


OJ000251_ 


_43.0320.C90 


bene no . 


95573 






Strand 






Start 


145 






End 


4358 




Name 


OJ000251 43.0320.C90.o2. 


. tm 




Method 


TBLASTX: Maize 


Start 


1226 






End 


3927 




GI 


none 






Score 


145 




Exons 


1226.. 1336, 1227.. 1334, 


1229. 


.1336, 1546. .1686, 


1570. .1686, 




1574. .1687, 1760'.. 1804, 


176 


1. 


.1805, 2390. .2557, 


2409. .2543, 




2746.-2955, 2750. .2956, 


2751. 


.2957, 3790. .3927, 


3798. .3926 


Seq. No. 


45232 






Seq. ID 


OJ000251_ 


_43.0320.C90 



46517 



Gene No. 


95573 










Cf art- 


1-4 5 










Name 


OJ000251 43 






. gp 


Of 

otaiL 


2438 












2428576 










2438. 


.2557, 


2753. 


9QSfi 






45233 












95574 










uLdiL 


1031 










Name 


OJ000251 43 


.0320. 


.C91.ol 


. tm 


Start 


887 










VjJ J. 


none 










ljAUIIo 


887 . . 


940, 8f 


38. .941, 892 


• • yoOf 




1031. 


.1168, 


1032. 


, .1166, 


i o/T 




1534. 


.1581, 


1535 . 


. 1573, 


^09^ 
jUZ J • 




3798. 


.3878, 






JOUu i 


Cq/t KlA 


45233 






"•'*"V 




Gene No. 


95574 










Start 


1031 










Name 


OJ000251 43, 




^ ± . Ol 


. gs 


Cf -j v- 4- 

O Lai L 


1031 










P T 


none 












- 1031. 


.1159, 


1395 . 


; 1 4 9 0 , 


1 JJJ . 




4046. 


.4105, 


4257. 


I 4356, 




Seq. No. 


45233 










Gene No. 


95574 












1031 










Name 


OJ000251 43, 


,0320. 


C91.ol, 


. LS 




3798 










rij 


none 












3798. 


.3878, 


4021. 


.4107, 


4 9 sn 

*i ^. J U • 


Octj. IN O . 


45233 












95574 










Q-t-\a r"t- 


1031 










Name 


OJ000251 43. 


,0320. 


C91.o2. 


. tm 


Start 


4043 










GI 


none 










Exons 


4043. , 


.4105, 


4045. 


.4110, 


4045. 




'4257. , 


.4391, 


5024 . 


.5083, 


5026. 




5755. , 


.5820, 


5894 . 


.5962, 


5908. 




6718. , 


. 6807, 


6762. 


. 6800, 


6794. 



Strand 
End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



4358 
AAT/GAP 
3882 
662 



OJ000251 43.0320.C91 



6938 

TBLASTX: Maize 
3878 
62 

1020. .1160, 1030. .1167, 
1296, 1386. .1460, 1394. 
3102, 3028.. 3105, 3796. 
3862 



1459, 
3870, 



Seq. ID •XDJ000251_43.0320.C91 
Strand 

End 6938 
Method GEN SCAN 
End 6938 
Score .76 

.1573, 3031.. 3104, 3797.. 3855, 
.5847, 5908. .5961, 6759.-6938 



Seq. ID OJ000251_43.0320.C91 
Strand 
End 

Method 
End 
Score 



6938 

TBLASTX : Soybean 

5091 

127 



Seq. ID OJ000251_43.0320.C91 
Strand 

End 6938 

Method .TBLASTX : Mai ze 

End 6814 

Score 83 

.4107, 4250. .4390, 4256.-4378, 
.5085, 5027. .5083, '5749. .5850, 
.5964, 5913. .5963, 6111. .6149, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



45234 Seq. ID 

95575 Strand 

1 End 1657 

OJ000251_43.'0320.C92.ol.np Method AAT/NAP 

1 End 1657 

7339707 Score 62 
1..79, 672. .774, 1633. .1657 

(AP001539) hypothetical protein [Oryza sativa] 



OJ000251 43.0320.C92 



45235 
95576 



Seq. ID OJ000251_43.0320.C93 
Strand + 



46518 



Start 
Name 
Start 
GI 

Exons 



287 End 730 

OJ00025 1_4 3 . 0320 . C93 . ol . gs Method GENSCAN 

287 End 730 

none Score . 5 
287. .367, 369. .474, 690. .730 



Seq. No. 45236 Seq. ID 

Gene No. 95577 Strand 

Start 2916 End 

Name OJ000251__4 3 . 0320 . C94 . ol . gs Method 

Start 2916 End 

GI none Score 

Exons 2916.. 3090, 3786.. 3981 



OJ000251_43.0320.C94 
+ 

3981 
GENSCAN 
3981 
.65 



OJ000251_43.0320.C95 
+ 

363 

AAT/GAP . 

363 

4 98 



Seq. No. 45237 Seq. ID 

Gene No. 95578 Strand 

Start 1 End 

Name OJ000251_4 3 . 0320 . C95 . ol . gp Method 

Start 1 End 

GI 18722_1.R1084 Score 

Exons 1..137, 231. .363 

GI Descrip. ' 24 97 953/sp | Q39054 | CNX1_ARATH 4.0e-32 MOLYBDOPTERIN BIOSYNTHESIS 
CNX1 PROTEIN (MOLYBDENUM COFACTOR BIOSYNTHESIS ENZYME CNX1) 
>gi_1263314 (L47323) molybdenum cofactor biosynthesis enzyme 
[Arabidopsis thaliana] >gi_4 4 69123_emb_CAB38312_ (AJ236870) 
molybdenum cofactor biosynthesis enzyme [Arabidopsis thaliana] 1 



i -a? 


Seq. No. 


45237 


Seq. ID 


OJ000251_4 3.0320.C95 




Gene No. 


95578 


Strand 


+ 




Start 


1 


End 


363 




Name 


OJ000251 43.0320.C95.ol.tw 


Method 


TBLASTX: Wheat 




Start 


55 


End 


361 


i b? 


GI 


none 


Score 


121 




Exons 


55. .141, 65. .133, 221. .298, 


224. .298, 


325. .360, 326. .361 




Seq. No. 


45237 


Seq. ID 


OJ000251_43.0320.C95 




Gene No. 


95578 


Strand 


+ 




Start' 


1 


End 


363 


n 


Name 


OJ000251 43.0320.C95.ol.gs 


Method 


GENSCAN 




Start 


65 


End 


358 


u 


GI 


none 


Score 


.99 




Exons 


65.. 137, 231.. 358 








Seq. No. 


45238 


Seq. ID 


OJ000251_43.0320.C96 




Gene No. 


95579 


Strand 


+ 




Start 


663 


End 


865 




Name 


OJ000251 43.0320.C96.ol.gp 


Method 


AAT/GAP 




Start 


663 


End 


865 




GI 


18722 1.R1084 


Score - 


296 




Exons 


663. .865 








GI Descrip. 


'2497953/sp|Q39054 |CNX1_ARATH 4 . Oe-32 


MOLYBDOPTERIN BIOSYNTHESIS 



CNX1 PROTEIN (MOLYBDENUM COFACTOR BIOSYNTHESIS ENZYME CNX1)- 
>gi_1263314 (L47323) molybdenum cofactor biosynthesis enzyme 
[Arabidopsis thaliana] >gi_4 4 69123_emb_CAB38312_ (AJ236870) 
molybdenum cofactor biosynthesis enzyme [Arabidopsis thaliana] 1 



Seq. No. 



45238 



Seq. ID OJ000251_43.0320.C96 



46519 




Gene No. 


95580 


Strand 


+ 


Start 


945 


End 


2238 


Name 


OJ000251 43 0320 C96 ol as 


Mp1* In oH 

L 1C L. 11UU 


VJJ X_i LN O ^rtlN 


Start 


94 5 ~" 


End 


2238 


GI 


none 


S co r e 


. 5 1 




945 971 1666 1841. 2142 


2238 




Sea. No. 


45238 


Seq. ID 


OJ000251_43.0320.C96 


Gene No - 


95581 


Strand 


+ 


Start 


3004 


End 


4703 


Name 


OJ000251 43.0320.C96.ol.np 


Method 


AAT/NAP 


Start 


2990 


End 


4703 


GI 


2497953 


Score 


706 


Exons 


2990. .3168, 3250. .3376, 3448. .3578, 3932. .4033, 4116. .4199, 




4283. .4703 






GI Descrip. 


MOLYBDOPTERIN BIOSYNTHESIS 


CNX1 PROTEIN (MOLYBDENUM CO FACTOR 



BIOSYNTHESIS ENZYME CNX1 ) gi | 1263314 (L47323) molybdenum 
cofactor biosynthesis enzyme [Arabidopsis thaliana] 
gi|4469123|emb|CAB38312| (AJ236870) molybdenum cofactor 
biosynthesis enzyme [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45238 Seq. ID 

95581 Strand 
3004 End 
OJ000251_4 3 . 0320 .-C96 . o2 . gp Method 
2995 End 
32240_1.R1084 Score 
2995. .3168, 3250. .3376, 3448.. 
, 2497953/sp|Q39054 ICNX1 ARATH 



OJ000251_43.0320.C96 
+ 

4703 
AAT/GAP 
3588 
797 



.3588 

2.0e-38 MOLYBDOPTERIN BIOSYNTHESIS 
CNX1 PROTEIN (MOLYBDENUM COFACTOR BIOSYNTHESIS ENZYME CNX1) 
>gi_1263314 (L47323) molybdenum cofactor biosynthesis enzyme 
[Arabidopsis thaliana] >gi_44 69123_emb_CAB38312_ (AJ236870) 
molybdenum cofactor biosynthesis enzyme [Arabidopsis thaliana] 1 



45238 
95581 
3004 

OJ000251_4 3 . 0320 . C96'. o2 . gs 

3004 

none 

3004.. 3168, 3250.. 3376, 3448. 
4283. .4510 



Seq. ID OJ000251_43.0320.C96 

Strand + 

End 4703 

Method GENSCAN 

End 4510 

Score .83 

3542, 3932. .4115, 4153. .4199, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45238 
95581 
3004 

OJ000251 

3085 

none 



43.0320.C96.ol.tm 



Seq. ID OJ000251 43.0320.C96 



Strand 
End 

Method 

End 

Score 



+ 

4703 

TBLASTX: Maize 

397.9 

124 



3085. .3201, 3091. .3123, 3244. .3384, 3247. .3375, 3249. .3383, 
3435. .3578, 3445. .3579, 3447. .3578, 3932. .3979, 3932. .3979 



Seq. No. 45238 Seq. ID OJ000251_43 . 0320 . C96 

Gene No. 955.81 Strand + 

Start 3004 End 4703 

Name OJ000251_4 3 . 0320 . C96 . ol . ts Method TBLASTX : Soybean 

Start 3085 End 3497 



46520 



GI 

Exons 



none Score 125 

3085. .3168, 3244. .3384, 3249. .3377, 3435. .3497 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45238 
95581 
3004 

OJ000251_43.0320.C96.ol.tc 

3088 

none 

3088.. 3201, 3244.. 3384, 3249. 
3932. .4036, 4067. .4195, 4110. 

45238 
95581 
3004 

OJ000251_4 3.0320.C96.o2.tm 

4349 

none 

4349. .4522, 4352. .4510 



Seq. ID OJ000251_43.0320.C96 

Strand + 

End 4703 

Method TBLASTX : Cress 

End 4522 

Score 112 

.3377, 3435.. 3578, 3931.. 4038, 
.4202, 4280.. 4522, 4280.. 4522 

Seq. ID OJ000251_43.0320.C96 

Strand + 

End 4703 

Method TBLASTX : Maize 

End 4522 

Score 250 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 
"GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



OJ000251_43.0320.C97 
+ 

2007 
AAT/GAP 
185 
178 



45239 Seq. ID 

95582 Strand . 

1 End 
OJ000251_4 3.0320.C97 .ol.gp Method 
1 End 
5803404 Score 
1..69, 150. .185 

24 97953/sp|Q39054 |CNX1_ARATH 4.0e-32 MOLYBDOPTERIN BIOSYNTHESIS 
CNX1 PROTEIN (MOLYBDENUM COFACTOR BIOSYNTHESIS ENZYME CNX1) 
>gi_1263314 (L47323) molybdenum cofactor biosynthesis enzyme 
[Arabidopsis thaliana] >gi_4 4 69123_emb_CAB38312_ (AJ236870) 
molybdenum cofactor biosynthesis enzyme [Arabidopsis thaliana] 

45239 Seq. ID OJ000251_43 . 0320 . C97 

95582 Strand + 

1 . End 2007 

OJ000251_4 3 . 0320 . C97 . ol . np Method AAT/NAP 

1 . End " 1800 

2497953 Score 847 

1..69, 150. .372, 403. .473, 888. .1045, 1141. .1247, 1450. .1506, 
1594. .1800 

MOLYBDOPTERIN BIOSYNTHESIS CNX1 PROTEIN (MOLYBDENUM COFACTOR 
BIOSYNTHESIS ENZYME CNX1) gi 11263314 (L47323) molybdenum 
cofactor biosynthesis enzyme [Arabidopsis thaliana] 
gi|4469123|emb|CAB38312| (AJ236870) molybdenum cofactor 
biosynthesis enzyme [Arabidopsis thaliana] 



45239 
95582 
1 

OJ000251_4 3 . 0320 . C97 . ol . gs 

118 

none 



Seq. ID OJ000251_43.0320.C97 

Strand + 

End 2007 

Method GENSCAN 

End 1979 

Score .94 



118. .473, 888. .1045, 1141. .1247, 1594. .1684, 1747. .1975 



45239 
95582 



Seq. ID 
Strand 



OJ000251_ 
+ 



43.0320.C97 



46521 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000251_4 3.0320.C97.o2.gp 
1199 

53279_1.R1084 

1199.. 1247, 1450.. 1506, 1594. 



End 2007 
Method AAT/GAP 
End 2007 
Score 986 
.2007 

1 2497953/sp|Q39054 |CNX1_ARATH 2.0e-41 MOLYBDOPTERIN BIOSYNTHESIS 
CNX1 PROTEIN (MOLYBDENUM COFACTOR BIOSYNTHESIS ENZYME CNX1) 
>gi_1263314 (L47323) molybdenum cofactor biosynthesis enzyme 
[Arabidopsis thaliana] >gi_4 4 69123_emb_CAB38312_ (AJ236870) 
molybdenum cofactor biosynthesis enzyme [Arabidopsis thaliana] ' 



45239 Seq. ID OJ000251 

95583 Strand + 

2557 End 3007 

OJ000251_4 3 . 0320 . C97 . o3 . gp Method AAT/GAP 

2557 End 3007 

none ' Score 894 
2557. .3007 



43.0320.C97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45239 
95584 
2846 

OJ000251_4 3.0320.C97.ol.tc 
1 

none 



Seq. ID OJ000251_43.0320.C97 
Strand 

5591 

TBLASTX: Cress 
1770 



End 

Method 
End 

Score 88 

1. .69, 2. .70, 130. .333, 148. .291, 153. .311, 408. .536, 409. .471, 
882. .1061, 886. .1059, 1100. .1252, 1140. .1250, 1444. .1509, 
1452. .1517, 1593. .1682, 1593. .1730, 1594. .1731, 1735. .1770 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45239 
95584 
2846 

OJ000251_43.0320.C97 .ol.tm 
1 

none 



Seq. ID OJ000251_43.0320.C97 
Strand 

End 5591 

Method TBLASTX : Mai ze 

End 1800 

Score 86 



1..69, 1..69, 2. .70, 100. .291, 126. .299, 128. .283, 130. .300, 
303. .362, 307. .342, 352. .471, 352. .471, 885. .1061, 886. .1059, 





1090. . 1248, 


1139, 


. . 1252, 


1140. 


.1250, U 


144 . . 1509, 


1447. .1506, 




1452. .1517, 


1593, 


. . 1784, 


1594. 


.1785, 1765. .1800 




Seq. No. 


45239 








Seq. ID 


OJ000251_ 


_43.0320.C97 


Gene No. 


95584 








Strand 






Start 


2846' 








End 


5591 




Name 


OJ000251 43. 


0320, 


.C97.o2 


.gs 


Method 


GENSCAN 




Start 


2846 








End 


5550 




GI 


none 








Score 


.84 




Exons 


2846. .2971, 


3401. 


. .3411, 


3794. 


.3879, 4432. .4488, 


4581. .5370, 




5447. .5550 














Seq. No. 


45239 








Seq. ID 


OJ000251_ 


_43.0320.C97 


Gene No. 


95584 








Strand 






Start 


2846 








End 


5591 




Name 


OJ000251 43. 


0320, 


X97.o4 


.gp 


Method 


AAT/GAP 




Start 


3461 








End 


4051 




GI 


2798312 








Score 


1082 




Exons 


3461. .4051 















46522 



Seq. No. 


45239 






Seq. ID 


OJ000251_43. 


0320 


.C97 


Gene No. 


95584 






Strand 








Of 3 v+- 


Z O 4 0 






bno 


CCQ1 

do y x 






Name 


.UUUUUZDl Ij.Uj^U 


PQ7 /Nt; 


. gp 


Method 








Of yf 

o tart 


H X U D 




bnci 








C T 


none 






Score 


840 








4 1 Dfi 4 4 ft ft 4 Sft 1 


• . 40jj 












Seq. No. 


45239 






Seq. ID 


OJ000251_43. 


0320 


.C97 


Gene No. 


95584 






Strand 








CH- a r-t- 
jLdl L 


9ft 4 






End 


5591 






Name 




PQ7 r\9 


LIU 


Method 


TBLASTX : Maize 




C -f- -3 


4 7 ft £ _ 
4 / u O 






End 


4971 






PT 


none 






Score 


85 






TP V /~>i fi O 


4 7 ft 4 ft QQ 47 QH 

4 / O O • .40-7-7/ 1 / _7 v 


■ . 4 J7 O D , 


4 ft "3 "3 


,4943, 4936. .4971 






Seq. No. 


45239 






Seq. ID 


OJ000251__43. 


0320 


.C97 


Gene No. 


95584 






Strand 








OLal L 


9ft 4 






End 


5591 






Name 




PQ7 o> £ 


gp 


Method 


AAT/GAP 






Of 2 v-+- 


4 R 9 1 ~ 
4 O £ X 






End 


5591 






p t 

VjX 


none 






Score 


1311 






Exons 


4 P. 9 1 R "37 fl R447 


. . jjyi 












oeq . no . 


/i c; 9 zi n 

4 D Z 4 U 






Seq. ID 


OJ000251__43. 


0320 


pQQ 


Pone 


3J JO J 






Strand 


+ 






Start 


8989 






End 


9718 






Name 


OJ000251 43.0320, 


.C98.ol. 


gp 


Method 


AAT/GAP 






OLdlL 


8843 






End 


9622 






P T 


61115 1.R1084 






Score 


842 






Exons 


8843. .9175, 9406, 


. . 9498, 


9582. . 


9622 








Kji uescxip. 


'2351374 2.0e-38 


(U54560) putative 26S 


proteasome subunit 




athMOV34 [Arabidopsis thaliana] ' 








O C L£ ■ IN \J ■ 


45240 






Seq. ID 


OJ000251_43. 


0320 


.C98 


Gene No. 


95585 






Strand 


+ 






Start 


8989 






End 


9718 






Name'>- 


' OJ000251 43.0320. 


.C98.o2. 


gs 


Method 


GENSCAN 






Start 


8989 






End 


9718 






GI 


none 






Score 


.83 






Exons 


8989. .9175, 9406. 


. .9498, 


9582. . 


9718 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



45240 
95585 
8989 

OJ000251 
8989 - 
6919944 
8989. . 9175, 
PROBABLE 26S 



Seq. ID OJ000251_43.0320.C98 
Strand + 
End 9718 
Method AAT/NAP 
End 9696 
Score 489 
.9696 

PROTEASOME REGULATORY SUBUNIT S12 (MOV34 PROTEIN) 
gi 1 2351374 (U54560) putative 26S proteasome subunit athMOV34 
[Arabidopsis thaliana] 



43.0320.C98.o2.np 



9406. .9498, 9582. 



45240 Seq. ID 

95586 Strand 

137 End 

OJ000251_43.0320.C98.ol.gs Method 



OJ000251_43.0320.C98 

7220 
GENSCAN 



46523 



Start 
GI 

Exons 



137 End 7201' 

none Score .67 

137. .331, 446..S82, 1765. .2022, 3287. .3474, 4271. .4309, 

4365. .4409, 4926. .4985, 6389. .6462, 6548.:6714, 6912. .6981, 

7064. .7201 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45240 Seq. ID 

95586 Strand 

137 End 

OJ000251_4 3 . 0320 . C98 . ol . np Method 

6051 End 

7413599 Score 



OJ000251_43.0320.C98 

7220 
AAT/NAP 
7198 
545 



6051. .6108, 6389. .6462, 6548. .6714, 6912. .6981, 7064. .7198 
(AL163002) putative protein [Arabidopsis thaliana] 



Seq. No. 45240 

Gene No. 95586 

Start 137 

Name OJ000251_4 3 . 0320 . C98 . ol . tm 

Start 6377 

GI none 

Exons 6377. .6463, 6379. .6462, 6384. 

6542. .6715, 6548. .6715, 6913. 



Seq. ID OJ000251_43.0320.C98 
Strand 

End 7220 
•Method TBLASTX : Mai ze 
End 7220 
Score 95 

.6464, 6384. .6470, 6540. .6638, 
.6978, 6914. .6979, 7057. .7200, 



7063. .7200, 7064. .7201, 7194. .7220 



Seq. No. 45240 

Gene No. 9558 6 

Start 137 

Name OJ000251_43 . 0320 . C98 . ol . ts 

Start 6406 

GI none 

Exons 6406.. 6462, 6407.. 6463, 6540. 



OJ000251_43.0320.C98 
7220 

TBLASTX : Soybean 

7186 

43 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6638, 6542. .6715, 6542. .6721, 



6913. .6981, 6920. .6982, 7049. .7159, 7058. .7186 



Seq. No. 45240 

Gene No. 95587 

Start 8817 

Name OJ000251_4 3 . 0320 . C98 . o2 . tm 

Start 8817 

GI none 

Exons 8817.. 8885, 8989.. 9174, 9009, 
9407. .9511, 9580. .9669, 9581. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9173,' 9399 
.9670, 9581 



OJ000251 43.0320.C98 



9681 

TBLASTX: Maize 
9679 

9506, 9401.. 9502, 
9679 



Seq. No. 4 524 0 

Gene No. 95587 

Start 8817 

Name OJ000251_43 . 0320 . C98 . ol . tw 

Start 8879 

GI none 

Exons 8879.. 8908, 8989.. 9174, 9009 
9407. .9514, 9580. .9606, 9581 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9173, 9399 
.9604, 9583 



OJ000251 43.0320.C98 



9681 

TBLASTX: Wheat 
9606 
295 

9506, 9405.. 9497, 

9606 



Seq. No. 45240 Seq. ID 

Gene No. 95587 Strand 

Start 8817 End 

Name OJ000251_4 3 . 0320 . C98 . ol . tc Method 

Start 8989 . End 



OJ000251_43.0320.C98 
9681 

TBLASTX: Cress 
9681 



46524 




GI none Score 258 

Exons 8989. .9174, 9009. .9173, 9399. .9506, 9401. .9511, 9401. .9502, 

9580. .9660, 9581. .9670, 9582. .9680, 9583. .9681. 



OcLji Vi\J • 


4 S 9 4 n 


Seq. ID 


OJ000251_43.0320.C98 


vJtSIltr LNL> • 


5J JO / 


Strand 




art 


Rfl 1 7 

O O X / 


End 


9681 




o.Tnnn^si 4^ rn^o pqr n? 1-*? 

L/U wUU^ Ji *4J ■ L/ -J VJ a L^u ■ \J <£. ■ L-O 


Method 


TBLASTX: Soybean 


O Lai L, 


RQR Q ~ 


End 


9634 


O J- 


none 


Score 


249 


Exons 


8989. .9174, 9009. .9173, 9399 


I..9506, 9401. .9493, 9580. .9633, 




9581. .9634 






Q p rr KTr> 

O C v-^ • LNU • 


45241 


Seq. ID 


OJ000251_42.0328.C11 


uCilC IN L> . 


Q^R R 


Strand 


+ 


o Lai u 


1 


End 


1611 


Nam© 


O.TODO^SI 4? fH9R ni nl nn 

VUUUUt. JI t • u J40 . ^ I ± • UI .1 1£J 


Method 


AAT/NAP 




]_ ~ 


End 


1611 




6850889 


Score 


258 




1..127, 568. .595, 693. .903, 


1213. . 1611 




GI Descrip. 


(AL137898) putative protein 


[Arabidopsis thaliana] 


JC^J t IN U • 


45241 


Seq. ID 


OJ000251_42.0328.C11 


ociltr Lnl> • 


95588 


Strand 


+ 


O Lai L 


1 


End 


1611 


Name 


OJ000251 42.0328.Cll.ol.gp • 


Method 


AAT/GAP 


o Lai L 


558 


End 


1398 




69545 1.R1084 


Score 


810 


Exons 


558. .630, 710. .903, 1213. .1398 




GI Descrip. 


•4115379 4.0e-14 (AC005967) 


putative carbonyl reductase 




[Arabidopsis thaliana] 1 






Cpn Mo 

JCLJi LNL> • 


45241 


Seq. ID 


OJ000251_42.0328.C11 




95588 


Strand 


+ 


OLal L 


1 


End 


1611 




OJ000251 42.0328.Cll.ol.gs 


Method 


GENSCAN 


O Lai L 


568 


End 


874 


GI 


none 


Score 


.82 


Exons 


568. .630, 710. .874 






Cpn Mn 


45241 


Seq. ID 


OJ000251 42.0328.C11 




95589 


Strand 


+ 


Qt- a r-t- 
OLdl L 


6370 


End 


7840 


Name 


OJ000251 42.0328.Cll.o3.np 


Method 


AAT/NAP 


u Lai L 


6370 


End 


7840 




5731257 


Score 


211 


Exons 


6370.. 6402, 7648.. 7840 






GI Descrip. 


(AF165924) auxin- induced basic helix-loop-helix transcripti< 




factor [Gossypium hirsutum] 






Seq. No. 


45241 


Seq. ID 


OJ000251_42.0328.C11 


Gene No. 


95590 


Strand 




Start 


1261 


End 


10811 


Name 


OJ000251 42.0328.Cll.o3.ts 


Method 


TBLASTX : Soybean 


Start 


752 


End 


1611 • 


GI 


none 


Score 


55 


Exons 


752. .820, 814. .906, 816. .893 


, 1225.. 1380, 1363.. 1425, 1453. 



46525 



-Seq. No. 


45241 








Seq. ' ID 


OJ000251_42.0328.C11 


Gene • No . 


95590 








Strand 




C-l > v- 4- 


1 OCT 

Iz bl 








End 


10811 


Name 


ATAftHOCI AO 


m o q 
Ujzo . 


. CI 1 . Oz 


..tm 


Method 


TBLASTX: Maize 


b tar r 


IzUz 








End 


1605 


bl 


none 








Score 


121 


T7 1 -*r /**s o 


1 OrtO 1 "3/1 9 
IZUi . . _L J fi Z , 


1 999 
XZ Z Z , 


*\ ~*A A 


1 rp 


.1411, 1360. .1419, 1362. .1418, 




13 3 4 . . lOz / , 


i a a n 


. . 1 DUO, 


1 A T 9 
1 H 1 Z. . 


.1528 




beq . no . 


A 9 A 1 








Seq. ID 


OJ000251_42.0328.C11 


Gene No. ■ 


95590 








Strand 




Start 


1261 








End 


10811 


Name 


0 7000 9^1 AO 


m 9 P 


( ^11. OZ 


. gs 


Method 


GENSCAN 


Of -i vf 

b tar u 










End 


10407 


(jl 


none 








Score 


.41 


v /"\ t~\ c 

Lxons 


1 9£1 1 QCiA 
1Z Ol . . 1 0 Ufi , 


Z U H o . 


9 1 P ft 
. . Z 1 O 0 , 


A 01 7 


.5159, 5566. .5655, 5770.. 5798, 






ou y i . 


£ "5 /I A 


d y / o . 


.7319, 7469. .7642, 7750.. 7925, 




8045. .8270, 


8417, 


, . O / O 1 , 


ft Q £Q 


.9092, 10095.. 10407 


oeq. in o . 


45241 








Seq. ID 


OJ000251_42.0328.C11 




95590 








Strand 




Start 


1261 








End 


10811 


Name 


OJ000251 42. 


0328. 


.Cll.o2 


• gp 


Method 


-AAT/GAP 


otart 


142.9 








End 


1890 


bl 


64595 1.R1084 






Score 


880 


Exons 


1429. .1890 












GI Descrip. 


'6041757/gb|AC011806. 1|, 


?VC011806 6.0e-; 


13 Genomic Sequence For 




Oryza sativa 


l Clone 10P20, Lemont Strain, Complete Sequence, 




complete sequence' 








beq . no . 


45241 








Seq. ID 


OJ000251_42.0328.C11 


Gene No. 


95590 








Strand 




Start 


1261 








End 


10811 


Name 


OJ000251 42. 


0328. 


Cll.o3 


.gp 


Method 


AAT/GAP 


otart 


4815 








End 


5991 


bl 


uC-osflcyp029al2bl 




Score 


1019 


Exons 


4815. .5159, 


5566. 


.5655, 


5770. 


.5798, 5888. .5991 


GI Descrip . 


1 3386614 2.0e-47 


(AC004665) putative transcription factor SF! 




[Arabidopsis 


; thaliana] ? 








Seq. No. 


45241 








Seq. ID 


OJ000251_42.0328.C11 


Gene No. 


95590 








Strand 




b tart 


1261 








End 


10811 


Name 


OJ000251 42. 


0328. 


Cll.o2 


. np 


Method 


AAT/NAP 


b tar t 


4878 








End 


6228 


bl 


6850890 








Score 


616 


Exons 


4878. .5159, 


5566. 


.5674, 


5888. 


.5987, 6091. .6228 


GI Descrip. 


(AL137898) LIM domain protein 


[Arabidopsis thaliana] 


Seq. No. 


45241 








Seq. ID 


OJ000251_42.0328.C11 


Gene No. 


95590 








Strand 




Start 


1261 








End 


10811 


Name 


OJ000251 42. 


0328. 


Cll.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4881 








End 


6240 


GI 


none 








Score 


310 


Exons 


4881. .5177, 


4885. 


..5157, 


4995. 


.5177, 5017. .5172, 5563. .5652, 



46526 



5565.. 5678, 5567.. 5650, 5578, 
5880.. 5987, 5886.-5993, 5887. 
6109.. 6222, 6116.. 6220, 6188, 



Seq. No. . 45241 
Gene No. 95590 
Start 1261 

Name OJ000251_42 . 0328 . Cll . o2 . tw 

Start 4953 
GI none 

Exons 4953.. 5177, 4996.. 5067, 5563. 

5895.-5993, 5911.. 5982, 6079. 
6134.. 6232 



.5637, 5768.. 5812, 5877.. 5993, 
.5994, 6079. .6228, 6092.. 6229, 
.6232, 6214. .6240 

Seq. ID OJ000251_42. 0328. Cll 
Strand 

End 10811 
Method TBLASTX : Wheat 
End 6232 
Score 71 

.5652, 5563. .5652, 5564. .5653, 
.6228, 6092.. 6229, 6133.. 6231, 



Seq. No. 45241 

Gene No. 95590 

Start 1261 

Name OJ000251_42 . 0328 . Cll . ol . ts 

Start 4971 

GI none 

Exons 4971.. 5177, 5014.. 5160, 5569. 

6079.. 6225, 6080.. 6226 



Seq. ID OJ000251_42. 0328. Cll 
Strand 

End 10811 

Method . TBLASTX: Soybean 

End • 6226 

Score 102 

.5640, 5862. .5993, 5899. .5994, 



Seq. No. 45241 

Gene No. 95590 

Start . 1261 

Name OJ000251_42 . 0328 . Cll . ol . tc 

Start 4977 

GI none 

Exons 4977.. 5177, 5014.. 5151, 5569. 

5899.. 5994, 6079.. 6225, 6095. 



Seq. ID OJ000251_42. 0328. Cll 
Strand 

End '"10811 
Method TBLASTX : Cress 
End 6226 
Score 74 

.5628, 5596. .5652, 5829. .5993, 
.6226 



Seq. No. 45241 

J=, Gene No. 95590 

H Start 1261 

M Name OJ000251_42 . 0328 . Cll . o4 . tm 

M Start 7621 

•1 GI none 

Exons 7621.. 7698, 7622.. 7699, 7696. 

IS 7763.. 7837 



Seq. ID OJ000251_42. 0328. Cll 
Strand 

End 10811 

Method TBLASTX : Mai ze 

End 7840 

Score 117 

.7758, 7697. .7759, 7763. .7840,' 



Seq. No. , .4 5241 

Gene No. 95590 

Start 1261 

Name OJ000251_42 . 0328 . Cll . o2 . ts 

Start 7625 

GI none -'■ 

Exons 7625.. 7840, 7627.. 7839, 7882. 



Seq. ID OJ000251_42. 0328. Cll 
Strand 

End 10811 ' 

Method TBLASTX : Soybean 

End 8082 

Score 291 

.7920, 7972. .8082, 8016. .8066 



Seq. No. 45241 

Gene No. 95590 

Start 1261 

Name OJ000251_4 2 . 0328 . CI 1 . o2 . tc 

Start 7648 

GI none 

Exons 7648.-7839, 7649.. 7840 



Seq. ID OJ000251_42. 0328. Cll 
Strand 

End 10811 

Method TBLASTX : Cress 

End 7840 

Score 266 



46527 





Seq. No. 


45241 


Seq. ID 


OJ000251_42.0328. 


Cll 




Gene No. 


95590 


Strand 








Start 


1261 


End 


10811 






Name 


OJ000251_4 2 .0328.Cll.o5. tm 


Method 


TBLASTX: Maize 






Start 


7971 


End 


8278 






GI 


none 


Score 


58 






Exons 


/y/±..oui2, /y/2..ouio, buu / 


..8120, 8008. .8121, 8129. .8278 




Seq. No. 


45241 


Seq. ID 


OJ000251_42.0328. 


Cll 




Gene No. 


95590 


Strand 








Start 


12 61 


End 


10811 






Name 


OJUUUzol 4 2 . 032o . CI 1 . ol . tw 


Method 


TBLASTX: Wheat 






Start 


1 A A yl C 

1024 6 


End 


10635 






GI 


none 


Score 


155 






Exons 




10303. . 10635 






Seq. No. 


< CO/11 

4 5241 


Seq. ID 


OJ000251_42.0328. 


Cll 




Gene No. 


' 95590 


Strand 








Start 


1261 


End 


10811 






Name 


UJUUU201 4 2 . U32 o . CI ± . Oo . tm 


Method 


TBLASTX: Maize 






Start 


10339 


End 


10811 






GI 


none 


Score 


73 






Exons 


10339 .. 104 19, 1044 /.. 10611, 


104 57. .10594, 10616. .10660, 








1066 / . . 10 / 9b , 10668. .10811 










Seq. No. 


45242 


Seq. ID 


OJ000251_42.0328. 


C12 




Gene No. 


- 95591 


Strand • 


+ 






Start 


t A n o 
10 / J 


End 


4557 






Name 


TAAAOC1 >IA A "5 A O /"~< 1 A _-i 

OJ000251 42 . 0328 . C12 . ol . gs 


Method 


GENSCAN 




i , = 


Start 


1073 


End 


4557 




v.3 


GI 


none 


Score 


.45 






Exons 


1 A T O 1AAO ICIO 1 O "3 ACTA 

10/3. .1098, 1513. .1633, 2519 


..2582, 3220. .3315, 4472. .4557 






45242 


Seq. ID 


OJ000251_42.0328. 


C12 




Gene No. 


95592 


Strand 


+ 




r, . s 


Start 


4997 


End 


18011 




s i_ 


Name 


OJ000251 42.0328.C12.o2.gs 


Method 


GENSCAN 






Start 


4997 


End 


18011 






GI 


none 


Score 


.46 






Exons 


4997. .5038, 9596. .9668, 10820 .. 10951 , 


11117. .11640, 





12186. .12470, 12862. 
14130. .14211, 14945, 
17220. .17363, 17571. 



.13139, 13421. 
.15070, 15212. 
,17714, 17839. 



,13595, 13901. .14068, 
,15236, 15458. .16134, 
,18011 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



45242 
95592 
4997 

OJ000251__42.0328 .C12;ol.gp 
13345 

30629_1.R1084 
13345. .13595, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
14068, 15458. .15535 
, 2980794/emb|CAA18170.-l| 3.0e-38 (AL022197) myb-like protein 
[Arabidopsis thaliana] 1 



OJ000251_42 . 0328 . C12 
+ 

18011 
AAT/GAP 
15535 
851 



13939. 



45242 
95592 
4997 



Seq. ID OJ000251_42.0328.C12 
Strand + 
End 18011 



46528 



Name 


UJUUUzol ^ . Uozo . tlz 


. o2 . gp 


Method 


AAl / bAr 




Start 


i c o o o 
lOOZ 0 




End 


lt>4 oU 




GI 


none 




Score 


1 loz 




Exons 


1 CQOQ i C. A on 
lOOZO . . ID^OU 










Seq. No. 


45242 




Seq. ID 


OJ000251_42.0328 


.C12 


Gene No. 


95593 




Strand 


+ 




start 


1 QQqo 




End 


9/1 1 Q 
Z 4 ± ± j 




Name 


ATnnno<;i a o mofl n o 

UJUUUiOl 4Z.UOZO.bIZ 


. ol . tw 


Method 






start 


0 / O 




•End 


QC'7 

yo / 




GI 


none 




Score 


loo 




Exons 


R7£ Q09 £^4 QR7 

o/o.. yuz, 004 . . y o / , 


818. .928 






Seq. No. 


yl C O A O 

4 0Z4 Z 




Seq. ID 


OJ000251_42.0328 


.biz 


Gene No. 


95593 




Strand 


+ 




Start 


19939 




End 


24119 




Name 


UJUUUzOl 4Z.UOZO.blZ 


.o2.tm 


Method 


TBLASTX: Maize 




start: 


1.34 4 / 




End 


15497 




GI 


none 




Score 


271 




Exons 


1 04 4 / . . IjOlO/ 10440. 


.13597, 


13539. .13673, 13934. .14095, 






i jyoo . .i4uyo, 10400. 


.15496, 


15456. . 15497 




Seq. No. 


45242 




Seq. ID 


OJ00'0251_42.0328 


.C12 


Gene No. 


95593 




Strand 


+ 




Starr 


1 Q Q O Q 




End 


24119 




Name 


ATnnnoci /to n o o o r^io 
(JJUUUzOl .4z.U0Zo.blZ 


. o2 . ts 


Method 


TBLASTX : Soybean 




Start 


1 O C 1 O" 




End 


15566 




GI 


none 




Score 


100 




Exons 


loo i / . . loo y / , ioyo4 . 


.14095, 


13935. .14096, 154 5 6. .15566 




Seq. No. 


45242 




Seq. ID 


OJ000251_42.0328 


.C12 


Gene No. 


95593 




Strand 


+ 




srarc 


1 QGO Q 




End 


24119 




Name 


UJUUUzol 4Z.U0zo.blZ 


.o2.tc 


Method 


TBLASTX: Cress 




start 


1 O Q O T 

loyo / 




End 


14093 




bl 


none 




Score 


187 




Exons 


i jyj / , , iftuoy/ l o y oo . 


.14093 








Seq. No. 


/ CO/I O 

4 OZ 4 z 




Seq. ID 


OJ000251_42.0328 


r* i o 
.biz 


Gene No. 


95593 




Strand 


+ 




Start 


19939 




End 


24119 




Name 


UJUUUZOI 4z.Uozo.blz 


. o3 . gs 


Method 


GENSCAN 




Start 


1 Q Q 0 Q 

i yy oy 




End 


23529 




bl 


none 




Score 


.77 




Exons 


"1QQOQ 1 QQQQ onio£ 

lyyjy. .lyyoy, zuioo. 


.20335, 


20831. .21310, 21715. .21775, 






O O Q O /I OOHRQ OOOQ1 

zzoz 4 . . zoUoo , zozyi. 


.23529 








Seq. No. 


a c; o / o 
4 OZ 4 Z 




Seq. ID 


OJ000251_42.0328 


C* 1 o 

.biz 


Gene No. 


o c c n o 

95593 




Strand 


+. 




Start 


19939 




End 


24119 




Name 


OJ000251 42.0328.C12 


. o 1 . np 


Method 


AAT/NAP 




Start 


20994 




End 


24119 




GI 


3775993 




Score 


906 




Exons 


20994. .21301, 21715. 


.21775, 


22824. .23058, 23291 23543, 






24015. .24119 











GI Descrip. (AJ010460) RNA helicase [Arabidopsis thaliana] 



46529 



Seq. No. 45242 

Gene No. 95593 

Start 19939 

Name OJ000251_42 . 0328 . C12 . ol . tc 

Start 21713 

GI none 

Exons 21713. .21775, 21715 21777, 22803 23060, 22821 
23292.-23528, 23305.. 23529 



Seq. ID OJ000251_42.0328.C12 
Strand + 

24119 

TBLASTX: Cress 
23529 
90 

23075, 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45242 
95593 
19939 
OJ000251 
21713 
none 
21713 
22883 
23305 



42.0328.C12.ol.ts 



21775, 22818. .22874, 
23017, 22885. .23061, 
23529 



Seq. ID 
Strand 
End 

Method 

End 

Score 
22821. .22877, 
23289. .23528, 



42.0328.C12 



OJ000251_ 
+ 

24119 

TBLASTX: Soybean 
23529 
102 

22878. .23057, 
23290. .23529, 



Seq. No. 45242 

Gene No. 95593 

Start 19939 

Name OJ000251_42 . 0328 . C12 . ol . tm 

Start 22910 

GI none 

Exons 22910. .23056, 
23289. .23528, 



22917. .23057, 
23290. .23529, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
22917. .23057, 
23305. .23529 



OJ000251_42.0328. 
+ 

24119 

TBLASTX: Maize 
23529 
193 

22927. .23061, 



C12 



Seq. No. 45243 

Gene No. 95594 

Start 1055 

Name OJ000251_42 . 0328 . C13 . ol . np 

Start 1055 

GI 7436453 

Exons 1055.. 1328, 1420.. 1600, 2241., 
GI Descrip. probable RNA helicase (EC 3.6, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2329, 
1.-) 



OJ000251_ 
+ 

7068 
AAT/NAP 
2881 
959 
2646. .2719, 



42.0328.C13 



2806. .2881 



F6N23.6 - Arabidopsis 
thaliana gi | 30471 17 | gb | AAC13628 . 1 | (AF058919) similar to 
ATP-dependent RNA helicases [Arabidopsis thaliana] 



gi I 72674 05 |emb|CAB80875, 
[Arabidopsis thaliana] ' 



1| (AL161472) putative RNA helicase 



Seq. No. 45243 Seq. ID. 

Gene No. 95594 Strand 

Start 1055 End 

Name OJ000251_42 . 0328 . C13 . ol . gp Method 

Start 1076 End 

GI LIB3433-060-P1-K1-H2 Score 

Exons 1076.. 1328, 1420.. 1613 

GI Descrip. ' 104 4 915/emb I CAA617 65 | '1.0e-39 (X89605) ORF2, myb-leu sequence 
[Oryza sativa] >gi_1262381_emb_CAA65524_ (X96749) ORF2 [Oryza 
sativa] 1 



OJ000251_42.0328.C13 
+ 

7068 
AAT/GAP 
1613 
823 



Seq. No. 45243 Seq. ID 

Gene No. 95594 Strand 

Start 1055 End 

Name OJ000251_42 . 0328 . C13 . ol . gs Method 

Start 1077 End 



OJ000251_4 2.0328.C13 
+ 

7068 

GENSCAN 

7068 



46530 





GI 


none 


Score 


.65 




Exons 


ta"7"7 tooo lyion ~\ tz r*r\ 

1077. .13^0, 14zU..lo0U, 


2241. .2329, 2646. .2719, 2858. .2961, 






3924. .3995, 5145. .5247, 


5964.. 6166, 6959.. 7068 




Seq. No. 


A C O A *3 

45243 


Seq. ID 


AmrinoRi a o moo c\ *3 




Gene No . 


o c c o c 
95595 


Strand 


+ . ~ 




b tar z 


7622 


End 


10289 




Name 


OJ000251 42.0328.C13.o2 


.gp Method 


AAT/GAP 




Start 


7622 


End 


8804 




GI 


1044913 


Score 


2307 




Exons 


7622. .8804 








GI Descrip. 


1044915/emb|CAA61765| 1 


.0e-39 (X89605) 


0RF2, myb-leu sequence 






[Oryza sativa] >gi 1262381 emb_CAA65524 


[_ (X96749) ORF2 [Oryza 






sativa] 








Seq. No. 


45243 


Seq. ID 


OJ000251_42.0328.C13 




Gene No . 


95595 


Strand 


+ 




Start 


7622 


End 


10289 




Name 


OJ000251 42.0328.C13.o2 


. np Method 


AAT/NAP 




Start 


7730 


End 


7849 




GI 


7489486 


Score 


194 




Exons 


7730. .7849 








GI Descrip. 


hypothetical protein 1 


- rice gi I 1044914 | emb | CAA617 64 . 1 | 






(X89605) ORF1, leaderorfl sequence [Oryza sativa] 


i'3 




gi| 1262380 | emb | CAA65523 


.11 (X96749) ORF [Oryza sativa] 




Seq. No. 


4 D Z 1 O 


Seq. ID 


OJ000251__42.0328.C13 




Gene No. 


95595 


Strand 


+ 


il 


Start 


7622 


End 


10289 


\& 


Name 


OJ000251 42.0328.C13.o2 


. gs ' Method 


GENSCAN 


S:J 


Start 


8102 


End 


10289 


s-.t : 

i ii 


GI 


none 


Score 


.92 


3::' 


Exons 


8102. .8234, 8743. .8872, 


8912. .8989, 9650. .10289 


r*™ 


Seq. No. 


45243 


Seq. ID 


OJ000251_42.0328.C13 




Gene No . 


95595 


Strand 




u 


Start 


7622 


End 


10289 




Name 


OJ000251 42.0328.C13.o3 


. np Method 


AAT/NAP 




Start 


8102 


End 


9826 




GI 


7489500 


Score 


707 




Exons 


8102. .8234, 8745. .8872, 


9650. . 9826 






GI Descrip. 


myb7 protein homolog - : 


rice (fragment) 








gi j 1262378 | emb | CAA65526 


.11 (X96750) myb7 [Oryza sativa] 




Seq. No. 


45'243 


Seq. ID 


OJ000251_42.0328.C13 




Gene No. 


95596 


Strand 






Start 


• 10264 


End 


10611 




Name 


OJ000251 42.0328.C13.ol 


. tm Method 


TBLASTX: Maize 




Start 


1053 


End 


3990 




GI 


none 


Score 


435 




F 1 von c 


1053. .1328, 1074. .1361, 


1076. .1330, 14 06. .1594, 1410. .1598, 






1417. .1605, 2227. .2349, 


2242. .2331, 2249. .2350, 2645.-2722, 






2646. .2723, 2647. .2724, 


2801. .2905, 2806. .2907, 2806. .2892, 






2912. .2962, 2923. .2970, 


3835. .3870, 3836. .3874, 3940. .3990, 






3945..3989 








Seq. No. 


45243 


Seq. ID 


OJ000251_42..0328.C13 



46531 




Gene No. 


95596 








Strand 








1 C\ 9 d A 
1 UZ C>4 








End 


10611 




Naine 


UJUUUZ01 4Z 


m 9 q 
. UJZo 


PI "3 ^1 

. LI j • Ol 


. ts 


Method 


TBLASTX : 


Soybean 


btart 


i n r o 








End 


1605 




bl 


none 








Score 


404 




Exons 


IUjj, .1 jZ o , 


i m a 

1 U / 4 




iU / D . 


.1330, 1410. .1598, 


141/. .IDUO 


beg. NO. 


4 OZ 4 J 








Seq. ID 


OJ000251 


ao moo PIO. 
4 Z . UoZo . Llo 


uene wo . 


y do y d 








Strand 






otart 


1 U Z 0 4 








End 


10611 




Name 


OJ000251 42 


.0328 


.C13.ol 


. tw 


Method 


TBLASTX : 


Wheat 


Start 


1074 








End 


2833 




P T 


none 








Score 


413 




Exons 


im/t i ^ £ i 

1 U / 4 . . ljOi r 


i m /i 

1U / 4 , 


1 TOO 

. . 1 OZ Z , 


1 fl"7 £ 
1 U / D . 


.1330, 1407. .1598, 


14 1U . . 1 OUl , 




14 1 / . . 1 DUO , 


1 A A R 
1 ft 4 o . 


i finn 

, . JLDUU/ 


991 R 
Z Z 1 0 . 


.2331, 2233.. 2319, 


ooon 9*3/11 
ZZO/. .Zj41, 




994 Q 9"3."39 
ZZ 4 y . . iJJi , 


99 c, £ 
ZZ 0 D . 


, . ZOO O , 


Z 04 D . 


.2723, 2648. .2722, 


9QH1 9Q"5'3 
Zo Ul . . Zo JJ/ 




oon^ 9fi *3 9 














beq. no. 


/l C o ^ o 
4 OZ 4 O 








Seq. ID 


OJ000251 


AO nioo P1*3 
4 Z . UoZ o . L1j 


Gene No. 


95596 








Strand 






Start. 


10264 








End 


10611 




Name 


n in n n 9 r i /i 9 

UuUUUZOl 4z 


H^9ft 
. UjZO , 




. TIC 


Method 


TBLASTX: 


Cress 


b nam 


I i T) 

I I / z 








End 


2886 




bl 


none 








Score 


248 




Exons 


1 1 / Z . . IjjU; 


i n"5 
1 1 / J , 


, . lOOl f 


uy o . 


.1605, 1404. .1598, 


2227. .2331, 




99/1Q 9 "5 R Pi 
Z Z 4 y . . ZjjU, 


Z D4 0 « 


on oo 

, . Z / ZZ , 


0^/1 £T 

Z D4 D . 


.2726, 2803. .2886, 


OQm OQ Q A 

ZoU/. .Zoo4 


beq. No. 


/i CO/1 Q 








Seq. ID 


OJ000251 


ao nooo r*'] o 

4 Z . Uozo . Clo 


Gene No. 


95596 








Strand 






Start 


10264 








End 


10611 




Name 


Pi Tfl fl Pi 9 R 1 /l 9 
UJ UUUZ01 4 Z 


H "59 P. 
. UJZ o < 


PI "3 /^9 
OZ 


. IS 


Method 


TBLASTX: 


Soybean 


bear u 


9 O C*7 
ZZ O / 








End 


2889 


P T 


none 








Score 


113 




Exons 


OO CI oocn 
ZZ 0 / . . Z jjU / 


9 9 £ Q 

zz d y , 


O O /I Q 

. . zo4 y , 


0 CAti 
Z fc>4 0 . 


.2722, 2646. .2723, 


9QH1 OQQ A 

ZcSUl . . Zoo4 , 




OOfif; 9 Q p Q 

z o u o . . z o o y 














beq . no . 










Seq. ID 


OJ000251 


ao nooo r*~\ o 
4 Z . Uoz o .LlJ 


Gene No. 


95596 








Strand' 






Start 


10264 








End 


10611 




Name 


P> TO fl Pi 9 R 1 ^1 9 
vJJUUUZOl 4 Z 


n ^9 q 
. U JZ o . 


PI ^ /^9 
, LI 0 . OZ 


+- t*r 
. LW 


Method 


TBLASTX: 


wnea l 


Of 3vf 


£ Q 9 Q 

o y z o 








End 


8873 




pt 


none 








Score 


57 




Exons 


CQOO Trie;'? 


/ yo i . 


. . / y o o , 


o 1U1 . 


.8187, 8101. .8235, 


QI 1 yl QOQC 

o 114 . . oZob, 




O / JO . .0000/ 


Q 7 *5 Q 


, .oo / O 










beq. no. 


4 OZ 4 J 








Seq. ID 


OJ000251 


ao moo pio 
4Z . Uozo . Clo 


Gene No. 


95596 








Strand 






Start 


10264 








End 


10611 




Name 


UJ U U UZ 0 1 4 z , 


n ^ 9 Q 
. UoZo . 


PI "3 aO 

LIj . OZ 


. tc 


Method 


TBLASTX: 


Cress 




qi ni 
o 1 U 1 








End 


9752 






none 








Score 


166 




Exons 


8101. .8235, 


8114. 


.8260, 


8738. 


.8830, 8739. .8873, 


9647. . 9727, 




9648. . 9752, 


9687. 


.9752 










Seq. No. 


45243 








Seq. ID 


OJ000251 


_42.0328.C13 


Gene No. 


' 95596 








Strand 






Start 


10264 








End 


10611 





46532 




Name 


OJ000251 42 


. 0328 


.C13.o3 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


8101 








End 


9719 






GI 


none 








Score 


181 






Exons 


8101 . . 8235, 


8114 


. . 8236, 


8736. 


.8873, 8738. .8830, 


9647. . 9718, 




9648 . . 9719 
















Seq. No. 


45243 








Seq. ID 


OJ000251 


_42.0328 


.C13 


Gene No. 


■ 95596 








Strand 








Start 


10264 








End 


10611 






Name 


OJ000251_42 


. 0328 


. C13 . o2 


. tm 


Method 


TBLASTX : 


Maize 




Start 


8101 








End 


9729 






GI 


none 








Score 


107 






Exons 


8101 . . 8184 , 


8101 


. . 8235, 


8114 . 


.8260, 8738. .8866, 


8739. .8873, 




8744 . . 8875, 


9632 


. . 9727, 


9648 . 


.9728, 9652. .9729 






Seq. No. 


45243 








Seq. ID 


OJ000251 


42 . 0328 


. C13 


Gene No. 


95596 








Strand 


— 






Start 


10264 








End 


10611 






Name 


OJ000251 42 


.0328 


. C13 . o3 


.gp 


Method 


AAT/GAP 






Start 


10264 








End ' 


10611 






GI 


3107643 








Score 


656 






Exons 


10264. .10611 














Seq. No. 


45244 








Seq. ID 


OJ000251 


4 2 . 0328 


. C14 


Gene No. 


95597 








Strand/ 


+ 






Start 


1 








End 


1077 






Name 


OJ000251 42 


.0328 


.C14 .ol 


.np 


Method 


AAT/NAP 






Start 


1 








End 


1077 






GI 


6815099 








Score 


79 






Exons 


1..59, 952. 


.1077 














GI Descrip. 


(AP001081) : 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


45244 








Seq. ID 


OJ000251 


42 . 0328 


. C14 


Gene No. 


95598 








Strand 


+ 






Start 


2104 








End 


2366 






Name 


OJ000251 42 


.0328 


.C14.ol 


,gs 


Method 


GENSCAN 






Start 


2104 








End 


2366 






GI 


none 








Score 


1 






Exons 


2104 . .2366 
















Seq. No. 


45244 








Seq. ID 


OJ000251 


^42.0328 


.C14 


Gene No. 


95599 








Strand 


+ 






Start 


6383 








End 


7396 






Name 


OJ000251 42 


.0328, 


.C14.o2, 


.gs 


Method 


GENSCAN 






Start 


6383* 








End 


7396 






GI 


none 








Score 


.67 






Exons 


6383. . 6543, 


6825, 


. .6940, 


7086. 


.7184, 7304. .7396 






Seq. No, 


45245 








Seq. ID 


OJ000251 


_42.0328 


.C15 


Gene No. 


95600 








Strand 


+ 






b cart 


156 








End 


563 






Name 


OJ000251 42 


.0328, 


.C15.ol, 


.gs 


Method 


GENSCAN 






Start 


156 






End 


563 






GI 


none 








Score 


.93 






Exons 


156. .165, 305. .383, 407, 


. .563 










Seq. No. 


45245 








Seq. ID 


OJ000251 


_42.0328 


.C15 



4 6533 




Gene No. 


95601 




Strand 


.+ 


Start 


1 A O Q 


..... 


bna 


"7 Q"7 1 

/ y / 1 


Name 


UJUUU^Dl 4Z. 


Uozo.Clo.oo.gs 


Method 


/"> T—> XT C 7\ "NT 

GLNbGAN 


Start 






bna 


/ y / 1 


GI 


none 




Score 


. DO 


Exons 




Jb/U. . J/OD/ Dlo4 


C 9 a c; *7 


Q *7 c "7 Q"7 1 


Seq. No. 


45245 




Seq. ID 


OJ000251_42.0328.C15 


Gene No. 


95602 




Strand 




Start 


1 1 OQ 




End 


2738 


Name 


UO UUUzol 4z . 


UoZo.Gio.oz.gs 


Method 


GENSCAN 


Start 


1 1 z o 




End 


2691 


GI 


none 




Score 


.98 


Exons 


1 1 9 Q 1 OOQ 


i "7 c / id/c; 9 n 9 c 
l/04..1o43, ZUZb 


..2113, 2197. .2268, 2523. .2691 


beq. no. 


4 0 Z fi 0 




Seq. ID 


OJ000251_42.0328.C15 


Gene No. 


95602 




Strand 




Start 


1128 




End 


2738 


Name 


OJ000251 42. 


0328.C15.ol.np 


Method 


- AAT/NAP 


btart 


1137 




End 


2738 


GI 


6850893 




Score 


339 


Exons 


1137. .1328, 


1764. .1845, 2026 


..2113, 2197. .2266, 2536. .2738 


GI Descrip. 


(AL137898) putative DNA-binding protein [Arabidopsis thaliana] 


Seq. No. 


45245 




Seq. ID 


OJ000251_42.0328.C15' 


Gene No . 


95603 




Strand 




Of v--|- 

btart: 


8895 




End 


9078 


Name 


OJ000251 42. 


0328.C15.ol.gp 


Method 


AAT/GAP 


Start 


'88 95 




End 


9078 


GI 


LIB3434-010- 


P1-K1-G5 


Score 


340 


Exons 


8895. .9078 








GI Descrip. 


'2129953/pir 


I I JC5229 3.0e-39 


laccase 


(EC 1.10.3.2) - common 




tobacco >gi 


1685087 (U43542) 


diphenol 


oxidase [Nicotiana 




tabacum] 1 








beq. wo. 


45246 




Seq. ID 


■ OJ000251_42.0328.C16 


Gene No . 


95604 




Strand 




btiar t. 


1 




End 


2827 


Name 


OJ000251 42. 


0328.C16.ol.gp 


Method 


AAT/GAP 


Start 


1 




End 


105 


Gl 


LIB3434-010- 


P1-K1-G5 


Score 


190 


Exons 


1. .105 








GI Descrip. 


'2129953/pir 


I IJC5229 3.0e-39 


laccase 


(EC 1.10.3.2) - common 




tobacco >gi_ 


1685087 (U43542) 


diphenol 


oxidase [Nicotiana 




tabacum] 1 








beq. No. 


45246 




Seq. ID 


OJ000251_42.0328.C16 




95604 




Strand 




Start 


1 




End 


2827 


Name 


OJ000251 42. 


0328.C16.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


2827 


GI 


7486819 




Score 


605 


Exons 


1..212, 700. 


.902, 983.. 1031, 


2149.. 2347, 2760.. 2827 


GI Descrip. 


hypothetical 


protein M7J2.60 


- Arabidopsis' thaliana 



gi|2980793|emb|CAA18169.1| (AL022197) putative protein 
[Arabidopsis thaliana] 
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• 



Seq. No. 45246 

Gene No. 95605 

Start 3095. 

Name OJ000251_42 . 0328 . C16 . ol . tc 

Start 3 

GI none 
Exons 



Seq. ID OJ000251_42.0328.C16 
Strand 

End 4511 

Method TBLASTX : Cress 

End 2211 

Score 152 



3. .215, 4. .213, 4. .225, 700. .813, 707. .853, 824. .850, 984. .1031, 
2146.. 2211, 2150.. 2194 



Seq. No. 45246 

Gene No. 95605 

Start 3095 

Name 0 JO 0025 1_4 2.0328.C16.ol.tm 

Start 3 

GI none 
Exons 



Seq. ID OJ000251_42.0328.C16 
Strand 

End 4511 

Method TBLASTX : Mai ze 

End 2281 

Score 270 



3. .218, 4. .213, 9. .215, 695. .907, 700. .903, 701. .904, 702. .905, 
981. .1037, 984. .1031, 2059. .2085, 2128. .2214, 2146. .2268, 
2147. .2281 



Seq. No. 45246 

Gene No. 95605 

Start 3095 

Name OJ000251_42 . 0328 . C16 . ol . t s 

Start 3 

GI none 
Exons 



Seq. ID OJ000251_42.0328.C16 
Strand 

End 4511 

Method ' TBLASTX : Soybean 

End 8 97 

Score 202 



3. .218, 4. .213, 26. .214, 695. .874, 700. .897, 700. .870 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45246 
95605 
3095 

OJ000251_42.0328.C16.o2.np 
3095 
6691203 
3095. .3186, 4398. .4511 

(AC007508) F1K23.7 [Arabidopsis thaliana] 



Seq. ID OJ000251_42.0328.C16 
Strand 

End 4511 

Method AAT/NAP 

End 4511 

Score 77 



45247 
95606 
997 

OJ000251_42.0328.C17.ol.gs 

997 
none 

997. . 1829, 2231. .2666 



Seq. ID OJ000251_42..0328..C17 
Strand 

End 2666 

Method GENS CAN 

End 2666 

Score .53 



Seq. No. 45247 

Gene No. 95607 

Start 3485 

Name OJ000251_4 2 . 0328 . C17 . o2 . gs 

Start 3485 

GI none 
Exons 



Seq. ID OJ000251_42.0328.C17 
Strand 

End 12271 

Method GENSCAN 

End 12271 

Score . 7 



3485. .3504, 4126. .4234, 4319. .4530, 4867. .5821, 5988. .6725, 
7104. .7311, 7847. .9801, 10260 .. 10352 , 104 91 10529, 
10581. .10664, 10737. .10829, 11014. .11445, 12119. .12271 



Seq. No. 
Gene No. 
Start 



45247 
95608 
13834 



Seq. ID OJ000251_42.0328.C17 
Strand 

End 14662 
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Name 

Start 

GI 

Exons 



OJ000251_42 . 0328 .C17 . ol . tw Method TBLASTX : Wheat 
9016 End 9457 

none . Score 54 

9016.. 9081, 9024.. 9080, 9025.. 9081, 9072.. 9386, 9073.. 9456, 
9074. .9457 



Seq. No. 45247 

Gene No. 95608 

Start 13834 

Name OJ000251_42 . 0328 . C17 . ol . np 

Start 13834 

GI 5734621 

Exons 13834 . . 14054, 
GI Descrip. 



OJ000251 42.0328.C17 



Seq. ID _ 
Strand 

End 14662 
Method AAT/NAP 
End 14662 
Score 774 
14348, 14437. .14535, 14636. .14662 
(AP000391) ESTs AU067992 (C11433 ) , AU0774 24 (C114 33 ) correspond to 
a region of the predicted gene.; Similar to ABC transporter-7 
(U43892) [Oryza sativa] 



14092, 



Seq. No. 45248 

Gene No." 95609 - 

Start 1162 

Name OJ000251_42 . 0328 . C18 . o3 . tm 

Start 1011 

GI none 

Exons 1011.. 1145, 1013.. 1117, 114( 



Seq. ID OJ000251_42. 0328 .C18 

Strand + 

End 3579 

Method TBLASTX : Mai ze 

End 1280 

Score 117 

.1280, 1157. .1267, 1191.. 1277 



Seq. No. 45248 

Gene No. 95609 

Start 1162 

Name OJ000251_4 2 . 0328 . C18 . o2 . ts 

Start 1122 

GI none 
Exons 



Seq. ID OJ000251_42.0328.C18 

Strand + 

End 3579 

Method TBLASTX : Soybean 

End 1391 

Score 91 



1122. .1220, 1160. .1240, 1221. .1391 



Seq. No. 


45248 




Seq. ID 


OJ000251_42.032 


8.C18 


Gene No. 


95609 




Strand 


+ 




Start 


1162 




End 


3579 




Name 


OJ000251 42 


.0328.C18.ol.np 


Method 


AAT/NAP 




Start 


1162 




End 


3579 




GI 


6522568 




Score 


1244 




Exons 


1162. .1546, 


1957. .2149, 2349 


..2413, 2492. .2702, 3296.. 


3579 


GI Descrip. 


(AL132967) 


putative protein 


[Arabidopsi 


.s thaliana] 




Seq. No. 


45248 




Seq. ID 


OJ000251_42.032 


8.C18 


Gene No. 


95609 




Strand 


+ 




Start 


1162 




End- 


3579 




Name 


OJ000251 42 


.0328.C18.ol.gs 


Method 


GENSCAN 




Start 


1236 




End 


2702 




GI 


none 




Score 


.69 




Exons 


1236. .1546, 


1957. .2114, 2467 


. .2702 







Seq. No. 45248 Seq. ID 

Gene No. 95609 Strand 

Start 1162 End . 

Name OJ000251_42 . 0328 .C18. ol . tm Method 

Start 1335 r End 

GI none Score 
Exons 



OJ000251_42.0328 .C18 
+ 

3579 

TBLASTX: Maize 
2053 
347 

1335. .1547, 1335. .1547, 1337. .1552, 1956. .2051, 1957. .2052, 
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i Qcn 9 n c; 9 


l y d o , 


9 n c, ^ 








beq. NO. 










Seq. ID 


OJ000251_42.0328.C18 


Gene No . 


y d du y 








Strand 


+ 


Start 


1162 








End 


3579 


Name 


OJ000251 42. 


0328. 


,C18.ol 


. tc 


Method 


TBLASTX: Cress 


Of 3 y-f 










End 


2702 


pt 


none 








Score 


65 


Exons 


onoq 9HQ9 

zu j y . . z u yz , 


9flft A 
Z U O H . 


9 1 4 Q 

. . z i q y , 


9 "3 4 ^ 


.2414, 2344. .2433, 2347. .2424, 




9 A ft ^ 9 £01 


94 ft ft 




9Z1 ft Q 
z h 0 y . 


.2632, 2489. .2641, 2490. .2642, 




oaaA 9in9 












Seq. No. 


45248 








Seq. ID 


OJ000251_42.0328.C18 


Gene No. 


95609 








Strand 


+ 












End 


3579 


Name 




079 ft 
U jZ o . 


P1 ft 
. 0 .OX 


. us 


Method 


TBLASTX : Soybean 


b tart 


9 / ft ft 
Z H O 0 








End 


2706 


p t 


none 








Score . 


306 




9/1 QQ OCQC 


OA ft Q 


9 fift £ 


z h y u . 


.2705, 2650.. 2706 


oeq . NO . 


A ^0 AQ 
h 0 £. H O 








Seq. ID 


OJ000251_42.0328.C18 


Gene No. 


95609 








Strand 


+ 


Start 


1162 








End 


3579 


Name 




0^9 ft 
U jZ o . 


PI ft r\0 
LID . OZ 


. LIU 


Method 


TBLASTX: Maize 




9 ^rm 

Z DU J 








End 


3542 




none 








Score 


146 


Exons 






9 "7 n 9 


oz yz . 


..3411, 3293.. 3409, 3409.. 3444, 




O/inQ "\A A A 


-D yl C 

j4 jo . 




"5 a c; 7 


.3537, 3458.. 3541 


Seq. No. 


45248 








Seq. ID 


OJ000251_42 .0328. C18 


Gene No. 


95609 








Strand 


+ 




1 1 £9 








End 


3579 


Name 


pi Tnnn9 ri 4 9 

UJUUUZ01 flZ. 


n^9 ft 


PI ft r^9 
LlO . oz 


. LC 


Method 


TBLASTX: Cress 


Of -i vf 


1 

Jjll 








End 


3560 


PT 


none 








Score 


142 


Exons 




jjiD. 


. OH 3Z f 


^4 "3ft 


.3560, 3458.. 3538 • 


o e q . in o . 


A R9 A Q 


'a 






Seq. ID 


OJ000251_42 . 0328 . C19 


Gene No. 


95610 








Strand 


+ 


Start 


1966 








End 


2217 


iName 


OJ000251 42. 


0328. 


C19.01 


.np 


Method 


AAT/NAP 




1966 








. End 


2217 


P T 


552132 








Score 


113 


IT 1 V ^\ TT\ 


1966. .2217 












oi uescrip. 


(K01664) Bkm-like protein [Drosophila 


melanogaster ] 


Seq. No. 


45249 








Seq. ID 


OJ000251__42.0328.C19 


Gene No. 


95611 








Strand 




Of 3V .f 


1712 








'End 


1778 


Name 


OJ000251 42. 


0328. 


C19.01, 


.gs 


Method 


GENSCAN 


btart 


1712 








End 


1778 


GI 


none 








Score 


.96 


Exons 


1712. . 1778 












Seq. No. 


45250 








Seq. ID 


OJ000251_42.0328.C20 


Gene No. 


95612 








Strand 




Start 


1040 








End 


2611 



46537 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. • 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000251_42 . 0328 . C20 . ol . np Method AAT/NAP 
1040 End 2611 

6907088 " Score 519 

1040. .1447, 2056. .2298, 2474. .2611 
(AP001129)' hypothetical protein [Oryza sativa] 



45250 
95613 
5342 

OJ000251_42.0328.C20.o2.np 

5342 
6688926 

5342. .5449, 5903. .6078, 6779. .6881, 6974. .7089, 7180. .7261, 
7351.. 7476 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251 42.0328.C20 



7476 
AAT/NAP 
7476 
398 



GI Descrip. (AJ251365) VAP27 [Nicotiana plumbaginif olia] 



Seq. ID OJ000251_42.0328.C20 
Strand 
End 

Method 
End 
Score 

6609. .6656, 6759. .6881, 6954. .7091, 6967. .7086, 6968. .7093, 
7180. .7263, 7181. .7276, 7185. .7277, 7348. .7419, 7349. .7420 



Seq. No. 45250 

Gene No. 95613 

Start 5342 

Name OJ000251_42 . 0328 . C20 . ol . tm 

Start 6609 

GI none 
Exons 



7476 

TBLASTX: Maize 

7420 

167 



Seq. No. 45250 Seq. ID 

Gene No. 95613 Strand 

Start 5342 End 

Name OJ000251_42 . 0328 . C20 . ol . gp " Method 

Start 6743 End 

GI uC-osflcyp!55b03bl Score 

Exons 6743.. 6881, 6974.. 7089, 7180.. 7261, 

GI Descrip. ■ 4 895238/gb | AAD32823 . 1 | AC007 659_5 1 
protein [Arabidopsis thaliana] 1 



OJ000251_42.0328.C20 

7476 
AAT/GAP 
7421 
652 
7351. .7421 

0e-39 (AC007659) unknown 



Seq. No. 45250 
Gene No. 95613 
Start 5342 

Name ' OJ000251_42 . 0328 . C20 . ol 

Start 6819 
GI none 

Exons . 6819.. 6890, 6966.. 7091, 
7348.. 7419, 7349.. 7420 

Seq. No. 45250 
Gene No. 95613 
Start 5342 

Name OJ000251__42 . 0328 . C20 . ol 

Start 6966 
GI none 

Exons 6966.. 7094, 6974.. 7093, 

7349. .7420 



Seq. ID OJ000251_42.0328.C20 
Strand 

■ End '7476 

.ts Method TBLASTX : Soybean 

End 7420 

Score 111 
6974.. 709.3, .7181.. 7309, 7185.. 7262, 



Seq. ID OJ000251_42. 0328 .C20 
Strand 

End 7476 

.tc Method TBLASTX : Cress 

End 7420 

Score 95 
7181. .7309, 7182. .7262, 7348. .7419, 



Seq. No. . 45251 Seq. ID OJ000251_42 . 0328 . C2 1 

Gene No. 95614 Strand + 

Start 176 End 292 

Name OJ000251_42 . 0328 . C21 . ol . gp Method AAT/GAP 
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Start 17 6 End 2 92 

GI uOosflcypl55b03bl Score 201 

Exons 176.. 292 

GI Descrip. . 1 4895238/gb | AAD32823 . 1 | AC007659_5 1.0e-39 (AC007659) 
protein [Arabidopsis thaliana] ' 



unknown 



Seq. No. 45251 Seq; ID OJ000251 

Gene No. 95615 Strand + 

Start 1115 End 1699 

Name OJ000251_42 . 0328 . C21 . ol . gs Method GENSCAN 

Start 1115 End 1699 

GI none Score .75 

Exons 1115.. 1121, 1235.. 1362, 1592.. 1699 



42.0328.C21 



Seq. No. • 


45251 




Seq. ID 


OJ000251 


Gene No. 


95616 




Strand 


+ 


Start 


3718 




End 


3815 


Name 


OJ000251 42 


.0328.C21.ol.np 


Method 


AAT/NAP . 


Start 


3718 ■ ' 




End 


3815 


GI 


5777617 




Score 


96 


Exons 


3718. .3815 








GI Descrip. 


(AJ245900) 


CAA30375.1 protein 


[Oryza 


sativa] 


Seq. No. 


45251 




Seq. ID 


OJ000251 


Gene No. 


95617 




Strand 




Start 


3182 




End 


6600 


Name 


OJ000251 42 


.0328.C21.o2.'gs 


Method 


GENSCAN 


Start 


3182 




End 


6600 


GI 


none 




Score 


.64 


Exons 


3182. .3260, 


3863. .3987, 4052.. 


.4146, 4194. .4377, 




6370. .6600 









42.0328.C21 



4734. .4889, 



Seq. No. 


45251 




Seq. ID 


OJ000251_42.032E 


5.C21 


Gene No. 


95618 




Strand 






Start 


8955 




End 


9739 




Name 


OJ000251 42. 


0328.C21.o2.gp 


Method 


AAT/GAP 




Start . 


8535 




End 


8742 




GI 


2798014 




Score 


391 




Exons 


8535. .8742 










Seq. No. 


45251 




Seq. ID 


OJ000251_42.032£ 


t .C21 


Gene No. • 


95618 




Strand 






Start , 


8955 




End 


9739 




Name 


OJ000251 42. 


0328.C21.o3.gs 


Method 


GENSCAN 




Start 


8955 




End 


9507 




GI 


none 




Score 


.49 




Exons 


8955. . 9050, 


9252. . 9278, 9407. , 


. 9507. 






Seq. No. 


45251 




Seq. ID 


OJ000251_42.032£ 


I..C21 


Gene No. 


95618 




Strand 






Start 


8955 




End 


9739 




Name 


OJ000251 42. 


0328.C21.o2.np 


Method 


AAT/NAP 




Start 


8979 




End 


9739 




GI 


7486543 




Score 


143 




Exons 


8979. .9146, 


9281. .9323, 9622., 


.9739 






GI Descrip. 


hypothetical 


protein F6N15.22 


- Arabidopsis thaliana 





gi|3193331|gb|AAC19313.1| (AF069299) F6N15.22 gene product 
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[Arabidopsis thaliana] gi | 7267105 I emb | CAB80776 . 1 1 (AL161471) 
putative YABBY3 axial regulator [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

Gi 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
Gi 

Exons 



45252' Seq. ID 

95619 Strand 

1 End 

OJ000251_42 . 0328 . C22 . ol . np Method 

1 End 

4928753 Score 



OJ000251_42.0328.C22 
879 

AAT/NAP 

879 

125 



1..25, 125. .200, 330. .457, 839. .879 
(AF136540) YABBY3 [Arabidopsis thaliana] 



45252 Seq. ID 

95619 Strand 

1 End 
OJ000251__4 2 . 0328 . C22 . ol . gs Method 

65 End 

none Score 

65.. 200, 330". .378, 438.. 506 



OJ000251_42.0328.C22 
879 

GENSCAN 

506 

.62 



45253 Seq. ID OJ000251_42 . 0328 . C32 

95620 Strand + 

1 End 4 90 

OJ000251_42.0328.C32.ol.np Method AAT/NAP 

1 . End 485 

122779 Score 818 

1..485 

POTENTIAL HEME-BINDING PROTEIN (ORF 230) gi | 82542 J pir | | S05118 

hypothetical protein 230 - rice chloroplast 

gil 11999|emb|CAA33960| (X15901) ORF230 [Oryza sativa] 

gi | 226620 | prf | | 1603356AT ORF 230 [Oryza sativa] 



45253 Seq. ID 

95620 Strand 

1 End • 
OJ000251_42.0328.C32.ol.ts Method ' 

23 End 

none Score 
23. .490, 24. .482 



OJ000251_42 . 0328 . C32 
+ 

4 90 

TBLASTX : Soybean 

4 90 

476 



Seq. No. 45253 Seq. ID 

Gene No.. 95620 ... Strand 

Start 1 ' End 

Name OJ000251_42 . 0328 . C32 . ol . tc Method 

Start . 177 End 

GI none Score 

Exons 177. .482, 179. .481 



OJ000251_42.0328.C32 
+ 

490 

TBLASTX: Cress 

482 

335 



Seq. No. 45253 

Gene No. 95621 

Start 538 

Name OJ000251_4 2 . 0328 . C32 . ol . tm 

Start 538 ■ ■ 

GI none 

Exons 538. .576, 540. .584, 573. .656, 
655. .741, 657. .704, 710. .742, 



Seq,. ID OJ000251_42.0328.C32 
Strand 
End 

Method 
End 
Score 
575. . 655, 
712. .741 



742 

TBLASTX: Maize 

742 

58 

578. .703, 591. .656, 
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Seq. No. 45254 

Gene No. 95622 

Start 1 

Name OJ000251_42 . 0328 . C34 . ol . np 

Start 1 

GI 6539588 

Exons 1..53, 246.. 568 
GI Descrip. (AP000837) hypothetical 

Seq. No. ' 45254 

Gene No. 95622 

Start 1 

Name OJ000251_42 . 0328 . C34 . ol . gs 

Start 268 

GI none 

Exons . 268. .474, 937. .959 



Seq. ID OJ000251_42.0328.C34 

Strand 

End 959 

Method AAT/NAP 

End 568 

Score 221 



protein [Oryza sativa] 



Seq. ID OJ000251_42.0328.C34 

Strand 

End 959 

Method GEN SCAN 

End 959 

Score . 4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45255 
95623 
8 

OJ000251_42 . 0328 . C37 . ol . gs 
8 

none ' " 

8. .187, 499. .541 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_42.0328.C37 
541 

GENSCAN 

541 

.62 



Seq. No. 45256 

Gene No. 95624 

Start 59 

Name OJ000251_42 . 0328 . C39 . ol , 

Start 59 

GI none 

Exons 59.. 450 



gs 



Seq. ID OJ000251_42.0328.C39 

Strand + 

End 4 50 

Method GENSCAN 

End 450 

Score .98 



Seq. No. 45257 Seq. ID OJ000251_37 . 0315 . C18 

Gene No. 95625 Strand + 

Start 1 End 165 

Name OJ000251_37 . 0315 . C18 . ol . gp Method AAT/GAP 

Start ■ 1 End 165 

GI 11928_1.R1084 Score 307 

Exons 1 . . 165 . 

GI Descrip. 1 54 9010/sp | P35614 | ERF1_ARATH 1.0e-107 EUKARYOTIC PEPTIDE CHAIN 
RELEASE FACTOR SUBUNIT 1 (ERF1) (OMNIPOTENT SUPPRESSOR PROTEIN 

HOMOLOG) (SUP1 HOMOLOG) >gi_322554_pir S31328 omnipotent 

suppressor protein SUP1 homolog (clone G18) - Arabidopsis 
thaliana >gi_16514_emb_CAA4 9172_ (X69375) . similar to yeast 
omnipotent suppressor protein SUP1 (SUP45) [Arabidopsis 
thaliana] >gi_1402882 emb 1 



Seq. No. 45257 Seq. ID 

Gene No. 95626 Strand 

Start 426 End 

Name OJ000251_37 . 0315 . C18 . ol . gs Method 

Start 426 End 

GI none Score 

Exons 426.. 522 



OJ000251_37.0315.C1E 
+ 

522 

GENSCAN 

522 

.73 



Seq. No. 



45257 



Seq. ID OJ000251_37.0315.C18 



46541 



Gene No. 95627 

Start 1 

Name • OJ000251_37. 0315 . C18 . ol . np 

Start 1 

GI 1155261 

Exons 1 . . 135 

GI Descrip. (U40217) eukaryotic release 
thaliana] 



Strand 

End 165 

Method AAT/NAP 

End ■ 135 

Score 190 

factor 1 homolog [Arabidopsis 



Seq. No. 45257 Seq. ID 

Gene No. 95627 Strand 

Start 1 End 

Name OJ000251_37 . 0315 . C18 . ol . tc Method 

Start 1 End 

GI none Score 

Exons 1..147, 11.. 142 



OJ000251_37.0315.C18 
165 

TBLASTX: Cress 

147 

147 



Seq. No. 45257 Seq. ID 

Gene No. 95627 Strand 

Start 1 End 

Name OJ000251_37 . 0315 . C18 . ol . ts Method 

Start 1 End 

GI none Score 

Exons 1..144, 4.. 135, 11.. 145 

Seq. No. 45257 . Seq. ID 

Gene No. 95627 Strand 

Start 1 End 

Name OJ000251_37 . 0315 . CI 8 . ol . tm Method 

Start 1 End 

GI none Score 

Exons 1..165, 11. .163, 106. .165 

Seq. No. 45258 Seq. ID 

Gene No. 95628 Strand 

Start 175 End 

Name OJ000251_37 . 0315 . C22 . ol . gs Method 

Start 175 End 

GI none Score 

Exons 175.. 261 



OJ000251_37.0315.C18 
165 

TBLASTX : Soybean 

145 

69 



OJ000251_37.0315.C18 
165 

TBLASTX: Maize 

165 

208 



OJ000251_37.0315.C22 
+ 

261 

GENSCAN 
2 61* ' 
.45 



Seq. No. 45259 . Seq. ID 

Gene No. 95629 Strand 

Start 587 End 

Name OJ000251_37 . 0315 . C38 . ol . gs Method. 

Start 587 End 

GI none .Score 

Exons 587. .704 



OJ000251_37.0315.C38 
704 

GENSCAN ' 

704 

.92 



Seq. No. 45260 Seq. ID 

Gene No. 95630 Strand 

Start 814 End 

Name OJ000251_37 . 0315 . C39 . ol . gs Method 

Start 814 . End 

GI none Score 

Exons 814. .819, 1153. .1422, 1528. .1593 



OJ000251_37.0315.C39 
+ 

1593 
GENSCAN 
1593 
.58 



46542 




Seq. No. 


45261 




Seq. ID 


OJ000251_37.0315 


.C40 


Gene No. 


95631 




Strand 


+ 




btart 


O X 




bna 


T H O A 




Name 


(JuUUUzoX o/.UoX0.L4.U. 


, ol . gs 


Method 


PPXIPPTV XT 

GENSCAN 




Start 


Q 1 
0 X 




T-> _ _1 

Lna 


1 O O A 

x / jy 




GI 


none 




Score 


o o 




Exons 


ox..x/y, x/zo..x/jy 










Seq. No. 


^ COCO 




beq. XL) 


r\ x A AAOC1 Ol AOIC 


. C4 1 


Gene No. 


95632 




Strand 


+ ~~ 




Start 


407 




End 


1547 




Name 


vJuUUUZDX J / . U j1 j . 1 , 


. ol . np 


Method 






b tart 


A C\ 1 

4 U / 




Lna 


Xo4 / 




bl 


CQC01 QO 

0 0 O/L X o Z 




Score 


Q 1 

y x 




Exons 


4U/..D44, X4/y..X34/ 










GI Descrip. 


(/\XjIX/ZDO) ZnDUUXZ.X 


[Oryza 


sativa] 






beq. no. 


• ' yt COCO 




beq. xu 


r\ ta a a o c 1 oo aoic 


, C4 X 


Gene No . 


QC coo 




Strand 


+ 




Start 


407 




End 


1547 




Name 


OJ000251_37.0315.C41. 


ol.gp 


Method 


AAT/GAP 




b tar l 


i c\ ^ n 




End 


1547 




bl 






Score 


186 




Exons 


1 A OA 1 A CO i yiTQ 


1 "7 








GI Descrip. 


C O C O 1 O O /ftmU 1 r"7\DC C /I OA 

DoDZXoZ/emD 1 bAboo4 ZU . 


ii a a 

xi y . ue 


-13 (AL117265) zhb0012.1 [Oryza 




sat iva ] 










beq. no. 


COCQ 

4 DZ DO 




Seq. ID 


OJ000251_37.0315. 


.C42 








Strand 


+ 




Start 


1 




End 


3453 




Name 


OJ000251_37.0315.C42. 


ol.gp 


Method 


AAT/GAP 




b tart 


X 




End 


3453 




bl 


o/o i Dino/i 
o4z X . KIUo 4 




Score 


5768 




Exons 


X. .Zoo / , JUUo. . jXXU, 


3220. .3453 






GI Descrip. 


4o /4 4Ub/gD | AAUz4U4z . 


1| 0.0e+00 (AF121139) RIM2 protein 


[Or> 




sativa] 1 










Seq. No. - 


45263 




Seq. ID 


OJ000251_37.0315. 


.C42 


Gene No. 


95633 




Strand 


+ 




C -i 1 v+- 

otart 


X 




End 


3453 




Name 


Ain^noci oi no 1 c r* a o 


o4 . tw 


Method 


TBLASTX: Wheat 




btar l 


o 




End 


385 




bl 


none 




Score 


45 




Exons 


*5 QQ QC 1Q/1 ion 


241, 26 


6. .385 






Seq. No. 


4 52 63 




Seq. ID 


OJ000251_37.0315. 


C42 


Gene No. 


95633 




Strand 


+ 




btart 


X 




End 


3453 




Name 


r\ 7A A A O C 1 on A O 1 C o / o 

OJUUUzbX 3/.0ilo.C4z. 


ol. ts 


Method 


TBLASTX : Soybean 




OA 1 -*~4- 

btart 


a "7 




End 


526 




(~i x 

bX 


none 




Score 


102 




Exons 


97. .180, 98. .172, 173 


i. .235, 


230. .526, 


284. .508 




Seq. No. 


45263 




Seq. ID 


OJ000251_37.0315. 


C42 


Gene No. 


95633 




Strand 


+ 




Start 


1 




End 


3453 




Name 


OJ000251 37.0315.C42. 


o2.tc 


Method 


TBLASTX: Cress 





46543 



Start 


259 




End 


607 




GI 


none 




Score 


308 




Exons 


259. .411, 266. .607, 451 


. . 588 








Seq. No. 


45263 




Seq. ID 


OJ000251 37.0315 


.C42 


Gene No. 


95633 




Strand 


+ 




Start 


1 




End 


3453 




Name 


OJ000251 37 . 0315 . C42 . ol 


.np 


Method 


AAT/NAP 




Start 


287 




End 


2245 




GI 


6742729 




Score 


3161 




Exons 


287 . . 2245 










GI Descrip. 


(AF121139) RIM2 protein 


[Oryza sativa] " 






Seq. No. 


45263 




Seq. ID 


OJ000251_37.0315 


.C42 


Gene No. 


95633 




Strand 


+ 




Start 


1 




End 


3453 




Name 


OJ000251 37 . 0315 ,C42 .ol 


. gs 


Method 


GENSCAN 




Start 


353 ■ 




End 


2803 




GI 


none 




Score 


.65 ' 




Exons 


353. .1390, 1513. .2142, , 


2214. . 


2402, 2408. .2803 




Seq. No. 


45263 




Seq. ID 


OJ000251_37.0315 


. C42 


Gene No. 


95633 




Strand 


+ 




Start 


1 




End 


3453 




Name 


OJ000251_37 . 0315 .C42 .o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


395 




End 


864 




GI 


none 




Score 


72 




Exons 


395.-448, 403. .447, 449 


. .553, 


460. .549, 


557. .655, 562.. 


654, 




635. .859, 655. .864, 658 


. .864 








Seq. No. 


45263 




Seq. ID 


OJ000251_37.0315 


.C42 


Gene No. 


95633 




Strand 


+ 




Start 


1 




End 


3453 




Name 


OJ000251_37 . 0315 . C4 2 .ol 


. tm 


Method 


TBLASTX: Maize 




Start 


440 




End 


898 




GI 


none 




Score 


247 




Exons 


440. .694, 452. .694, 704 


. .898 








Seq. No. 


45263 




Seq. ID 


OJ000251_37.0315 


.C42 


Gene No. 


95633 




Strand 


+ 




Start 


1 




End 


3453 




Name 


QJ000251_37 .0315 .C4 2 .o2 


. ts . 


Method 


TBLASTX: Soybean 




Start 


728 




End 


970 




GI 


none 




Score 


216 




Exons 


728 . . 970 . 










Seq. No. 


45263 




Seq. ID 


OJ000251_37.0315 


.C42 


Gene No. 


95633 




Strand 


+ 




Start 


1 




End 


3453 




Name 


OJ000251 37.0315.C42.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


1003 




End 


1413 




GI 


none 




Score 


87 




Exons 


1003. .1053, 1004. .1066, 


1072. 


.1254, 1076.. 1294, 1322. .1411, 




1327. .1413, 1328. .1411 










Seq. No. 


45263 




Seq. ID 


OJ000251_37.0315 


.C42 


Gene No. 


95633 




Strand 


+ 





46544 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



OJ000251_37.0315.C42.ol.tw 
1414 
none 
1414. 
1999. 
2372. 
2567. 



End 

Method 

End 

Score 



3453 

TBLASTX: Wheat 

2728 

198 



.1578, 1415.. 1573, 1579. 

.2124, 2112. .2330, 2171. 

.2422, 2376. .2414, 2440. 

.2647, 2636.-2728 



.2130, 1580. .1879, 1581. .2114, 
.2314, 2325.. 2369, 2329.. 2364, 
.2553, 2441. .2554, 2443. .2562, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.1770 



45263 
95633 
1 

OJ000251_37 . 0315 . C42 . o2 . tm 
1457 
none 

1457. .1570, 1572. .1742, 1579. 

45263 
95633 
1 

OJ000251_37.0315.C42.ol.tc 
1701 
none 

1701. .2126, 1701. .2114, 1705. .2130, 1999. .2124 



OJ000251_37.0315.C42 
+ 

3453 

TBLASTX: Maize 
1770 
109 



Seq. • ID OJ000251_37.0315.C42 
Strand + 

3453 

TBLASTX: Cress 
2130 
179 



End 

Method 

End 

Score 



45264 Seq. ID 

95634 Strand 
1 End 
OJ000251_37 . 0315 . C4 3 . o2 . np Method 
1 End 
7494310 Score 
1..33, 417. .691, 2034. .2058 

hypothetical protein PFB0680w - malaria parasite (Plasmodium 
falciparum) gi | 3845248 | gb IAAC71925 . 1 | (AE001410) hypothetical 
protein [Plasmodium falciparum] 



OJ000251_37.0315.C43 

+ 

5978 
AAT/NAP 
2058 
84 



Seq. ID OJ000251_37.0315.C43 
Strand + 
End 5978 
Method GENSCAN 
End 5978 
Score .59 

138.. 729, 1227.. 1300, 2265.. 2997, 3003.. 3307, 3370.. '3534, 
3580..3699, 3774. .4873, 4983. .5156, 5253. .5363, 5448.. 5520, 
'5615. .5713., 5793. .5978 . . 



45264 
95634 
1 

OJ000251_37.0315.C43.ol.gs 

138 

none 



45264 
95634 
1 

OJ000251_37.0315.C43.ol.np 
2250 
4680204 
2250.. 3345 

(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ000251_37;0315.C43 

Strand + 

End 5978 

Method AAT/NAP 

End 3345 

Score 664 



45264 
95634 



Seq. ID OJ000251_37.0315.C43 
Strand + 



46545 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000251_37.0315.C43.o3.np 

2250 

4680204 



End 

Method 

End 

Score 



5978 
AAT/NAP 
5960 
1029 



2250. .3699, 3774. .4873, 4983. .5156, 5253. .5472, 5823. .5960 
(AF114171) hypothetical protein [Sorghum bicolor] 



45264 
95635 
28906 

OJ000251_37 .0315.C4 3.o6.gs 

28906 

none 

28906. .29200, 29806 29906, 

31267. .31377, * 31477 31605, 

32601. .32738, 35331 .. 35391 , 

36768..36993, 37076 37160, 

38427. .38521, 38 607 38730, 

40200. .40325, 4 0409 40477 , 

41233. .41352, 4 14 4 0 4 1555, 

42263.-42492, 42615 .. 4 34 12 , 

44678. .44741, 4 5370 .. 4 5644 , 

46645. .46753, 4 68 60 .. 4 6917 , 

47836. .47919, 4 8295 48387 , 



Seq. ID OJ000251_ 
Strand + 



37.0315.C43 



End 

Method 

End 

Score 



50272 
GENSCAN 
50272 
.74 



30866. .30987, 31072. 

32188. .32279, 32367. 

35618. .35667, 35817, 

37255. .37415, 38170. 

38798.-38949, 39998. 

40565. .40754, 41030. 

'41644. .41727, 42075. 

43529. .43579, 43699. 

46423. .46541, 46575. 

47190. .47542, -47567. 

49477.-49686, 49698. 



,31168, 
,32499, 
,35871, 
,38293, 
,40107, 
,41141, 
,42187, 
,43884, 
,46628, 
,47678, 
,50272 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



45264 
95635 
28906 

OJ000251_37.0315.C4 3.o6.np 
32419 
4263722 
32419. 
33347. 
36692. 
38384. 
40565, 
41644 , 
43528, 

(AC006223) putative 



,32499, 
,33461, 
,36774, 



32601, 
34132, 
36844, 



.3.8521, 38795 

,40754, 41030 

,41727, 42075 

,43:579, 43699 



.32738, 
.34466, 
.37155, 
.38949, 
.41180, 
.42187, 
.43884, 
glucan 



Seq. ID 

Strand 

End 

Method 

End 

Score 

32817 

35623 



32893, 
35682, 



37255. .37415, 
39998. .40107, 



OJ000251_37.0315.C43 
+ 

50272 
AAT/NAP 
45615 
3712 

32971. .33064, 
35808. .35903, 
38170. .38293, 
40200. .40325, 
41440. .41555, 
43415, 



41236. .41352, 
42263. .42492, 42615 
45370. .45615 
synthase [Arabidopsis thaliana] 



45264 
95635 
28906 

OJ000251_37.0315.C4 3.o7.np 

42137 

6069646 



OJ000251_37.0315.C43 
+ 

50272 " 
AAT/NAP 
48184 
648 



Seq. ID 
Strand 
End 

Method 
End 
Score 

42137. .42157, 4 6361 .. 4 6903, 47196. .48184 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



45264 . Seq. ID 

95635 Strand 

28906 End 

OJ000251_37.0315.C4 3.o6.gp Method 



OJ000251_37.0315.C43 
+ 

50272 
AAT/GAP 



46546 




Start 


45472 


End 


45960 




GI 


34187 1.R1084 


Score 


962 




Exons 


45472. .45960 








GI Descrip. 


, 4558672/gb|AAD22690.1|AC007063 16 3. 


Oe-13 (AC007063) putativ 




1, 3-beta-D-glucan synthase 


[Arabidopsis thaliana] ' 




beq. no. 


4 OZ b4 


Seq. ID 


OJ000251_37.0315 


. L4 o . 


Gene No. 




Strand 


+ 




Start 


zo yub 


End 


50272 




Name 


ujuuuzoi j / . u jIj . bfi j . oy . np 


Method 


AAT/NAP 




Start 


/ Q A n Q 

4 y 4 / y 


End 


50252 




bl 


4567258 


Score 


432 




Exons 


49479. .49607, 49698.. 50252 








GI Descrip. 


tHbuu/u/u; unKnown prorem 


[Arabidopsis thaliana] 




Seq. No. 


A C A 

hdz oh 


Seq. ID 


OJ000251_37.0315 


. L4 o 


Gene No. 




Strand 


+ 




Of -i -*-+- 

b car r 


. DllbO 


End 


51368 




Name 


ujuuuzoi o / . ujij . L4 o . o / . gs 


Method 


GENSCAN 




Start 


D 1 1 bo 


End 


51368 






none 


Score 


.92 




Exons 


51165. .51368 








Seq. No. 


4 OZ d4 


Seq. ID 


OJ000251_37.0315 


. C4 3 


.Gene No. 


9b dj / 


Strand 


+ 




Start 


d y uz l 


End 


59110 




Name 


UJUUUZOl o / . UolD . o . oiu . np 


Method 


AAT/NAP 




Start 


oyuzi 


End 


59110 




r-i -r 

GI 


OboZUo4 


Score 


73 




Exons 


CQflOl CQ1 1 n 

oyuzi. .oyiiu 








GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 






beq. No. 


A R 0 £. A 
4 DZ OH 


Seq. ID 


OJ000251_37.0315 


C43 


Gene No . 


y d b jo 


Strand 






Start 


c *3 c n 
b J bu 


End 


6503 




Name 


UJUUUZOl 3 / . U J 1 0 . L,4 J . Oj . gp 


Method 


AAT/GAP 




Of -\vf 

otart 


DjdU 


End 


6503 






O ~\ A ~1 A 1 D1 AQ ^ 

Z 14 /4 1 . KlUo 4 


Score 


251 




Exons 


6360.. 6503 








GI Descrip. 


! 3894159 2.0e-10 (AC005312) 


hypothetical protein [Arabidopsis 




thaliana] ' 








Seq. No. 


45264 


Seq. ID 


OJ000251_37.0315 


C43 


Gene No. 


95639 


Strand 






O f- -i v- f- 

otart 


6418 


End 


9902 




Name 


OJ000251 37.0315.C43.o2.gs 


Method 


GENSCAN 




Start 


6418 


End ■ 


9902 






none 


Score 


.89 




Exons 


6418. .6588, 9730. .9786, 9849. .9902 






o c q . LN U . 


45264 


Seq. ID 


OJ000251_37.0315. 


C4 3 


Gene No. 


95640 


Strand 






Start 


12090 


End 


16390 




Name 


OJ000251 37 .0315.C43.o4 . gp 


Method 


AAT/GAP 




Start 


11824 


End 


14052 




GI 


42003 1.R1084 


Score 


1561 




Exons 


11824. .12409, 1334 4. .13402, 


13751. . 13? 


366, 13990.. 14052 





46547 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'4006886/emb|CAB16816.1| 7.0e-62 
[Arabidopsis thaliana] '-■ 



(Z99708) putative protein 



OJ000251 37.0315.C43 



45264 Seq. ID 

95640 Strand 
12090 End 16390 

OJ000251_37 ; 0315 . C43 . o3 . gs Method GENSCAN 
12090 End 16390 

none Score . 95 

12090. .12409, 13344. .13402, 13751 .. 13866, 14141 

14469. .14588, 15157 .. 15277 , 16245. .16390 



14353, 



Seq. No. 45264 Seq. ID 

Gene No. 95641 Strand 

Start 20634 End 

Name OJ000251_37 . 0315 . C43 . o5 . gs Method 

Start 20634 End 

GI none . s Score 

Exons 20634. .20672, 20825 .. 21166, 

23133. .23247, 24548 .. 24714 , 

25607. .25726, 27415.. 27532 



OJ000251_37.0315.C43 

27532 
GENSCAN 
27532 ' 
.63 . 

22368. .22497, 22703 .. 22742, 
24999. .25191, 251 97 .. 25285, 



Seq. No. 
Q Gene No. 
v § Start 
?S Name 
j:,; Start 

IJ Exons 

GI Descrip. 



45264 
95641 
20634 

OJ000251_37.0315.C4 3.o4.np 

20770 

7446321 

20770. .20901, 20962 .. 21150, 
22372. .22497, 23006 .. 23038 , 



OJ000251 37.0315.C43 



Seq. ID 
Strand 
End 

Method 
End 
Score 
21225. .21296, 
23108. .23251 

probable phosphoesterase (EC 3.1.-.-) slr0418 - Synechocystis 
sp. (strain PCC 6803) gi 1 1001650 | dbj | BAA1038 1 . 1 1 (D64002) 
hypothetical protein [Synechocystis sp.] 



27532 
AAT/NAP 
23251 
268 

21386. .21492, 



Seq. No. 


45264 


Seq. ID 


OJ000251_37.0315. 


C43 


Gene No. 


95641 


Strand 






Start 


20634 


End 


27532 




Name 


OJ000251 37.0315.C43.o5.np 


Method 


AAT/NAP 




Start 


23605 


End 


25312 




GI 


6539588 


Score 


221 




Exons 


23605. .23654, 24999. .25312 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


45264 


Seq. ID 


OJ000251_37.0315. 


C43 


Gene No. 


95642 


Strand 






Start 


47959 


End 


49231 




Name 


OJ000251 37.0315.C43'.o8.np 


Method 


AAT/NAP 




Start 


47959 


End 


49231 




GI 


6498457 


Score 


118 




Exons 


47959. .48066, 49205. .49231 








GI Descrip. 


(AP000816) EST AU032536 ( S10696) corresponds to a region 


of the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


45264 


Seq. ID 


OJ000251_37.0315. 


C43 


Gene No. 


95643 


Strand 






Start 


61457 


End 


63780 




Name 


OJ000251 37.0315.C43.o4.tw 


Method 


TBLASTX: Wheat 





46548 




Start 


2893 






End 


3295 




GI 


none 






Score 


72 




Exons 


2893. . 


2973, 2895.. 2978, 2953.. 3162, 2957.. 3130, 3200.. 3295 


Seq. No. 


45264 






Seq. ID 


OJ000251J37.0315 


.C4 3 


Gene No. 


95643 






Strand 






Start 


61457 






End 


63780 




Name 


OJ000251 37.0315.C.43 


.o9. tw 


Method 


TBLASTX: Wheat 




Start 


- 4800 






End 


5322 




GI 


none 






Score 


60 




Exons 


4800. . 


4880, 4969. .5151, 5019. .5144, 5251. .5322 




Seq. No. 


45264 






Seq. ID 


OJ000251_37.0315 


.C43 


Gene No. 


95643 






Strand 






Start 


61457 






End 


63780 




Name 


OJ000251 37.0315.C43 


,o4 . ts 


Method 


TBLASTX: Soybean 




Start 


12090 






End 


13401 




GI 


none 






Score . 


149 




Exons 


12090. 


.12248, 12097., 


. 12255, 


12219'.'. 12416, 12337. .12417, 






13330. 


.13401, 13342., 


.13401 








Seq. No. 


45264 






Seq. ID 


OJ000251_37.0315 


.C43 


Gene No. 


95643 






Strand 






Start 


61457 






End 


63780 




Name 


OJ000251 37.0315X43, 


.o9. tc 


Method 


TBLASTX: Cress 




Start 


12096 






End 


12416 




GI 


none 






Score 


140 




Exons 


12096. 


.12248, 12097.. 


.12249, 


12117. .12263, 12119. .12316, 






12327. 


.12416 










Seq. No. 


45264 






Seq. ID 


OJ000251_37.0315 


.C43 


Gene No. 


95643 






Strand 






Start 


61457 






End 


63780 




Name 


OJ000251 37.0315.C43, 


,o2 . tm 


Method 


TBLASTX: Maize 




Start 


12173 






End 


14568 




GI 


none 






Score 


207 




Exons 


12173. 


.12412, 12174., 


,12416, 


12328. .12420, 13332. .134 03, 






13337. 


.13429, 13342., 


.13437, 


13742. .1384 6, 13750. .13857, 






13753. 


.13857, 13987., 


.14052, 


13991. .14059, 1414 0. .14 355, 






14144 . 


.14356, 14145., 


.14354, 


144 63. .14567, 144 66 .. 14 567 , 






14470. 


.14568 










Seq. No. 


45264 






Seq. ID 


OJ0'00251_37.0315 


.C43 


Gene No. 


95643 






Strand 






Start 


61457 






End 


63780 




Name 


OJ000251 37.0315.C43. 


,o'2.ts 


Method 


TBLASTX: Soybean 




Start 


13970 






End 


15280 




GI 


none 






Score 


101 




Exons 


13970. 


.14059, 13987.. 


,14052, 


13991. .14059, 14134. .14355, 






14144. 


.14356, 14145.. 


,14354, 


14 4 63. .14588, 14 4 66 . . i457 0, 






14470. 


.14589, 14980.. 


,15069, 


14988. .15068, 15157 15279, 






15158. 


.15280, 15158.. 


15280 








Seq. No. 


45264 






Seq. ID 


OJ000251_37.0315 


.C43 


Gene No. 


95643 






Strand 






Start 


61457 






End 


63780 




Name 


OJ000251_37.0315.C43. 


o2.tc 


Method 


TBLASTX: Cress 





46549 




Start 


1414 4 






End 


14579 




GI 


none 






Score 


200 




Exons 


14144 . 


.14356, 14166. 


. 14354 , 


14168. .14356, 144 66 .. 14567, 






14469. 


.14579, 14470. 


.14 0/1 








Seq. No. 


45264 






Seq. ID 


OJUUUzol 3/. 0315 


. C43 


Gene No. 


95643 






Strand 






Start 


61457 






End 


63 / o U 




Name 


OJ000251 37.0315.C43 


. ob . tm . 


Method 


TBLASTX : Maize 




Start 


1 4 y tf O 






Lna 


Idjo / 




GI 


none 






Score 


H A 
/ Z 




Exons 


1 1 ± y o J . 




T C A C O 

. 15052 , 


15151. .152! 


32, 15157. .15282,. 






1 CI 




. IDJO / 








Seq. No. 


45264 






Seq. ID 


OJ000251_37.0315 


.C43 


Gene No. 


95643 






Strand 






btart 


0 1 fl D i 






End 


63780 




Name 


r\ to. n fi o 
UJ UU \JZ 




. ol . tw 


Method 


TBLASTX: Wheat 




Start 


1 CQAQ 

1 DOUO 






End 


43037 




GI 


none 






Score 


430 




Exons 


16808. 


.16972, 42713. 


A O A O A 


42714. .43037, 42723. .43037 




Seq. No. 


45264 






Seq. ID 


OJ000251_37.0315 


. C43 


Gene No. 


95643 






Strand 






Start 


61457 






End 


63780 




Name 


OJ0002 


51_37.0315.C43 


. olz . tm 


Method 


TBLASTX: Maize 




Start 


20762 






End 


21014 




GI 


none 






Score 


123 




Exons 


20762. 


.20887, 20763. 


A A A T o 

. 20912 , 


20765. .20914, 20963 .. 21013', 






20969. 


.21013, 20979. 


O 1 a T A 








Seq. No. 


45264 






Seq. ID 


OJ000251_37.0315 


. C43 


Gene No. 


95643 






Strand 






Start 


61457 






End 


63780 




Name 


OJ000251 37.0315.C43 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


20777 






End 


23389 






none 






Score 


47 




Exons 


20777. 


.20896, 20969. 


a i a o a 

. 21022, 


20982. .21026, 21035 .. 21151, 






21039. 


.21152, 21220. 


. 21 306, 


21221. .21307, 21381. .21503, 






21384. 


.21494, 21385. 


Ol CAT 


22380. .22439, 2238 6 .. 22478 , 






23123. 


.23248, 23132. 


o o o c ^ 
. 23254 , 


23357. .23389, 23361.. 23384 




Seq. No. 


' 45264 ' 






Seq. ID 


OJ000251J37.0315 


. C43 


Gene No. 


95643 






Strand 






Start 


61457 






End 


63780 




Name 


OJ000251 37.0315.C43 


. o9 . tm 


Method 


TBLASTX: Maize 




Start 


21215 






End 


21496 




GI 


none 






Score 


128 




Exons 


21215. 


.21307, 21223. 


. 21306, 


21254 . .21307, 2138 1 . . 214 91 , 






21383. 


.21496, 21386. 


.21490 








Seq. No. 


45264 






Seq. ID 


OJ000251__37.0315 


.C43 


Gene No. 


95643 






Strand 






Start 


61457 






v End 


63780 




Name 


OJ000251 37. 0,315. C43 


. 08 . tm 


Method 


TBLASTX: Maize 




Start 


22462 






End 


23736 




GI 


none 






Score 


78 





46550 



Exons 



22462. .22500, 224 62 .. 22500, 22973 .. 23053, 23006 .. 23053, 
23071. .23250, 23105 23248 , 23358 .. 23384 , 23360 .. 23389, 
23686.. 23736 



Seq. No. 45264 . 

Gene No. 95643 

Start 61457 

Name OJ000251_37 . 0315 . C4 3 . o5 . tw 

Start 31679 

GI none 

Exons 31679. .31765, 32185 .. 32277 , 
32388. .32486, 32389.. 32505 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_37.0315.C43 
63780 

TBLASTX: Wheat 

32505 

83 



32187. .32276, 32387 324 91 , 



Seq. No. 45264 Seq. ID 

Gene No. 9564 3 Strand 

Start 61457 End 

Name OJ000251_37 . 0315 . C4 3 . 06 . ts Method 

Start 32636 End 

■GI ■ none Score 
Exons 



OJ000251_37.0315.C43 
63780 

TBLASTX : Soybean 

47257 

82 



32636. .32707, 32 637 .. 32708 , 32804 328 96, 32805 32897 , 
32966. .33025, 32977 .. 33024 , 4704 1 . . 4 7121 , 47159. .47257 



I'-J 



i.J 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45264 
95643 
61457 

OJ000251_37.0315.C43.ol0.tm 
35826 



none 

35826, 

36943. 



Seq. ID OJ000251_37.0315.C43 
Strand 

End 63780 
Method TBLASTX: Maize 
End 37421 
Score 102 
35906, 35828. .35902, 36683 .. 36787 , 36911 .. 36994 , 
36984, 37059. .37163, 37082 .. 37 159, 37242 .. 37421 , 



37252. .37416 



Seq. No. 45264 
Gene No. 95643 
Start 61457 

Name OJ000251_37 . 0315 . C43 . o5 . ts 

Start 38798 • _ 

GI none 
Exons 38798, 

40057, 

40408, 



,38959, 38812. 
,40128, 40202. 
,40467, 40603. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_37.0315.C43 
63780 

TBLASTX: Soybean 

40689 

213 



,38943, 39996. .40127, 39998 .. 40108 , 
,40282, 40242. .40313, 40265 .. 40324 , 
,40689 



Seq. No. 45264 ' 

Gene No. 95643 

Start 61457 

Name OJ000251_37 . 0315 . C4 3 . oil . tm 

Start 40247 

GI none 

Exons 40247. .40324, 40408'. .40461, 
41040. .41123, 41226. .41348,' 



Seq. ID 
Strand . 
End 

Method 

End 

Score 



40630. .40749, 40632 
41230. .41358 



OJ000251_37.0315.C43 
63780 

TBLASTX: Maize 

41358 

80 

40769, 



Seq. No. 45264 Seq. ID 

Gene No. 95643 Strand 

Start 61457 End 

Name OJ000251_37 . 0315 . C4 3 . ol . ts Method 

Start 41226 End 

GI none Score 



OJ000251_37.0315.C43 
63780 

TBLASTX : Soybean 

45582 

187 



46551 



Exons 



41226. .41348, 41230 .. 41358, 41230 41352, 41436 41555, 

41440. .41553, 4 1632 .. 4 1727 , 41642 41728, 42066 .. 42179, 

42069. .42188, 42073 .. 4218 9, 42261 .. 42491, 42262.-424 98, 

42262. . 42492, 42615 43307 , 42705 43217, 427 61 43282, 

43225.-43287, 4 3281 434 15, 4 3326 .. 43385, 43717 .. 43887 , 

45370. .45582, 4 537 9 45552 , 45453. .45581 



O £s Wr\ 
o€Cj • 1NO * 


45264 






Gene No. 


95643 






Start 


61457 






Name 


OJ000251 37.0315.C43. 


Ob. tc 


btart: 


41269 






GI 


none 






Exons 


41269. 


.41358, 41271.. 


41348, 




41666. 


.41728, 41668.. 


a i n o "7 
4 1/2/, 


Seq. No. 


45264 






Gene No . 


95643 








61457 






Name 


OJ000251 37.0315.C43. 


o3 . tm 


Start 


41438 






GI 


none 






Exons 


41438. 


.41545, 41439.. 


41573, 




41642. 


.41728, 41642.. 


A 1 1 O C 

41 /2o , 




42073. 


.42189, 42261.. 


A O A f~ A 

424 64, 




42262. 


.42465, 42407.. 


A O A "} O 

424 /o 


beq. no. 


45264 






Gene No . 


95643 






Start 


61457 






Name 


OJ000251 37.0315.C43. 


ol. tc 


C 4- ~i >- 4- 

otalL 


42129 








none 






Exons 


42129. 


.42188, 42130.. 


A O 1 O O 

42 lo y , 




42322. 


.42498, 42324.. 


A O A "1 O 

424 / y , 


beq. No.-, 


45264 






Gene No . 


95643 






btart 


61457 






Name 


OJ000251 37.0315.C43. 


o7 . tw 


Start 


42357 






C T 


none 






Exons 


42357. 


.42479, 42358.. 


424 98 , 


Seq. No. 


45264 






Gene No. 


95643 






Start 


61457 






Name 


OJ000251 37.0315.C43. 


ol . tm 


Start 


42636 






GI 


none 






Exons 


42636. 


.43301, 42636.. 


43070, 




43529. 


.43549, 43750.. 


43881, 




45385. 


.45576, 45390.. 


45581 


Seq. No. 


45264 






Gene No. 


95643 






Start 


61457 







Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_37.0315.C43 
63780 

TBLASTX: Cress 

42129 

131 

55, 41440. ..41553, 



Seq. ID OJ000251_37.0315.C43 
Strand 

End 63780 

Method TBLASTX: Maize 

End 42486 

Score 4 7 



,42486, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



42261, .42329, 42262 
42615. .42827 



OJ000251_37.0315.C43 
63780 

TBLASTX: Cress 

42827 

79 

42330, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_37.0315.C43 
63780 

TBLASTX: Wheat 

42713 

161 



Seq.. ID 

Strand 

End 
• Method 

End 

Score 
42644. .43291, 
45378. .45587, 



OJ000251 37.0315.C43 



63780 

TBLASTX: Maize 
45588 
760 

43281. .43415, 
45385. .45588, 



Seq. ID 

Strand 

End 



OJ000251 37.0315.C43 



63780 



46552 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000251_37.0315.C4 3.o5.tc 

42833 

none 

42833. .43021, 42834 .". 4304 6, 

45264 
95643 
61457 

OJ000251_37.0315.C4 3.o8.tc 

43047 

none 

43047. .4 3298, 43112. .43291 



Method TBLASTX : Cress 

End 43046 

Score 317 
42859.. 43029 

Seq. ID OJ000251_37.0315.C43 
Strand 

End 63780 

Method TBLASTX: Cress 

End 43298 

Score 246 



45264 
95643 
61457 

OJ000251_37 .0315.C4 3.o3.tw 
43717 
none 

43717. .43887, 43722 . . 4 387 1 , 45366 .. 45611 , 4 5370 .. 45612 , 
45378. .45605 



Seq. ID OJ000251_37.0315.C43 
Strand 

End 63780 
Method TBLASTX : Wheat 
End 45612 
Score ' 152 



Seq. No. 45264 

Gene No. 95643 

Start 61457 

Name OJ000251_37 . 0315 . C4 3 . o7 . tc 

Start 43753 

GI none 

Exons 43753. .43887, 4 537 0 . . 45612 , 

Seq. No. 45264 

Gene No. 95643 

Start 61457 

Name OJ000251_37 . 0315 . C43 . o5 . tm 

Start 44941 

GI . none 

Exons 44941. .45039, 47698.. .47898, 

Seq. No. 45264 

Gene No. 95643 

Start 61457 

Name OJ000251_37 . 0315 . C4 3 . o7 . tm 

Start 46460 

GI none 

Exons 46460. . 46615, 4 6477 . . 4 658 1 , 
46849. .47112 



Seq. ID OJ000251_37.0315.C43 
Strand 

End 63780 

Method TBLASTX: Cress 

End 45612 

Score 106 
45373. .45576, 45378. .45581 

Seq. ID OJ000251_37.0315.C43 
Strand 

End 63780 

Method TBLASTX : Mai ze 

End 47979 

Score 98 
47 698.-47 979, 4 7705. .47 977 

Seq. ID OJ000251_37.0315.C43 
Strand 

End 63780 

Method TBLASTX.: Mai ze. 

End 47112 

Score 112 
4 6665. .4 6691, 4 6673. .4 6807, 



Seq. No. 45264 

Gene No. 95643 

Start 61457 

Name OJ000251_37 . 0315 . C4 3 . 06 . tw 

Start 46763 

GI none 

Exons 46763. .46813, 4 6818 .. 4 6901 , 
47150. .47209 



Seq. : ID OJ000251_37.0315.C43 
Strand 

End 63780 

Method TBLASTX : Wheat 

End 47209 

Score 39 
46849. .47055, 4 6965 .. 47024 , 



Seq. No. 



45264 



Seq. ID OJ000251_37.0315.C43 



46553 



Gene No. 


95643 




Strand 


- 




Start 


61457 




End 


63780 




Name 


OJ000251_37 . 0315.C43 


. ol3 . tm 


Method 


TBLASTX: Maize 




Start 


.4714 0 




End 


47370 




GI 


none 




Score 


201 




Exons 


4714 0 .. 47370, 47141. 


. 47365 








Seq. No,. 


45264 




Seq. ID 


OJ000251_37.0315 


.C43 


Gene No. 


95643 




Strand 






Start 


£ 1 A C "7 

61457 




End 


63780 




Name 


OJ000251_37 . 0315 . C4 3 


. 08 . tw 


Method 


TBLASTX : Wheat 




Start 


47366 




End 


47758 




GI 


none 




Score 


87 




Exons 


47366 .. 47506, 47603. 


.47758 








Seq. No. 


45264 




Seq. ID 


OJ000251_37.0315 


,C43 


Gene No. 


95643 




Strand 






Start ' 


61457 




. End 


63780 




Name 


OJ00025l_37 . 03 I 5 .C43 


. o3 . ts 


Method 


TBLASTX : Soybean- 




Start 


49519 




End 


50011 




GI 


none 




Score 


134 




Exons 


49519. .49602, 49520. 


. 49606, 


49697. .50011 




Seq. No. 


45264 




Seq. ID 


OJ000251_37.0315 


.C43 


Gene No. 


95643 




Strand 






Start 


61457 




End 


-63780 




Name 


OJ000251_37 . 0315 . C4 3 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


49519 




End 


50011 




GI 


none 




Score 


115 




Exons 


/i r» r 1 /i rt r rt rt /i rt r - rt rt 

4 9519 .. 4 9599, 49520. 


. 49606, 


49697. .50011 




Seq. No. 


45264 




Seq. ID 


OJ000251_37.0315 


.C43 


Gene No. 


95643 




Strand 






Start 


61457 




End 


63780 




Name 


OJ000251_37 . 0315 . C43 


. o2.tw 


Method 


TBLASTX: Wheat 




Start 


49522 




End 


50011 




GI 


none 




Score 


107 




Exons 


yl rt I - rt rt VI rt f~ rt rt il A r A 

49522 .. 49599, 49523., 


. 49606, 


49697. .50011 




Seq. No. 


45264 




Seq. ID 


OJ000251_37.0315 


.C43 


Gene No. 


95643 




Strand 






Start 


61457 




End 


63780 




Name 


OJ000251 37 . 0315 . C4 3 , 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


4 954 1 




End 


49981 




GI 


none 




Score 


91 




Exons 


49541 . .49606, 49697 . , 


, 49981, 


49726.. 49917 




Seq. No. 


A C O <T A 

4 DZ64 




Seq. ID 


OJ000251_37.0315 


. C43 


Gene .No. 


95643 




Strand 






Start' 


61457 




End 


63780 




Name 


OJ000251 37.0315.C43, 


,ol2.np 


Method 


AAT/NAP 




Start 


61457 


End 


63780 




GI 


7489910 




Score 


95 




Exons 


61457. .61610, 63759.. 


, 63780 









GI Descrip. trfA protein - slime mold { Dictyostelium discoideum) 

gi I 3599670 |dbj IBAA33143.il (AB009080) TRFA [Dictyostelium 
discoideum] 

46554 



Seq. No. 


45264 


Seq. ID 


OJ000251_37.0315.C43 


Gene No . 




-.-T- btrana 




btart 


Dl4 O / 




uj / oU 


Name 


UJUUUzOl o / . U j! j . b4I O , Or . gs 


Method 


bfcjNbbAN 


b tar t 




-r\r\ 
tillU 


DjOUj 


C T 
bl 


hone 


Score 


P Q 


Exons 


tocco £9£/m cTcnn f^^nR 






Seq. No. 


45265 


Seq. ID 


OJ000251_37.0315.C44 


Gene No . 




btrana 


x 

T 


ot art 


iuy 


una 


OI C 


Name 


vjjuuuzox o / . u j 1j . b4i ^ . oi . gs 


wetnoa 


C T7 K7 C C Ta M 
bLNbbAN 


b t art 


1 HQ 

xuy 






b± 


none 


Score 




Exons 


i n q o i r 






Seq. No. 


45265 


Seq. ID 


OJ000251_37.0315.C44 


bene no . 


95645 


Strand 


+ 


Of av«4- 

ot art 


1089 


End 


4114 


Name 


OJ000251 37.0315.C44 . o2 . gs 


Method 


GENSCAN 


bt art 


1089 


End 


4114 


bl 


none 


. Score 


.57 


Exons 


1089. .1182, 1790. .1815, 2171. .2224, 3854. .4018, 4094. .4114 


beq. no. 


45265 


Seq. ID 


OJ000251_37.0315.C44 


bene no . 


95646 


Strand 


+ 


Start 


14675 


End 


15355 


Name 


OJ000251 37.0315.C44.o2.gp 


Method 


AAT/GAP 


ot art 


14675 


End 


15355 


bi 


723 2.R1084 


Score 


844 


Exons 


14675. .14742, 14827 .. 14930, 


15026. .15355 


GI Descrip . 


'3176667 1.0e-17 (AC004393) 


Similar to 


hypothetical 41.9KD 




protein gb 1001369 from sequence of Synechocystis sp. 




gb_D64006. [Arabidopsis thaliana] 1 




O q . NO. 


45265 1 


Seq. ID . 


OJ000251_37.0315.C44 


Gene No. 


95647 


Strand 


+ 


Start 


18672 


End 


22801 


Name 


OJ000251 37.0315.C44.ol.np 


Method 


AAT/NAP 


btart 


18672 


End 


21302 


bl 


4895170 


Score 


3552 


Exons 


18672. .18722, 18807. .21302 






GI Descrip. 


(AC007662) putative plasma 


membrane proton ATPase [Arabidop 




thaliana] 






Seq. No. 


45265 


Seq. ID 


OJ000251_37.0315.C44 


Gene No . 


95647 


Strand 


+ 


ot art 


18672 


End 


22801 


Name 


OJ000251 37.0315.C44 .06. gs 


Method 


GENSCAN 


Start 


18672 


End 


21365 


GI 


none 


Score 


1 


Exons 


18672. .21365 






Seq. No. 


45265 


Seq. ID 


OJ000251_37.0315.C44 


Gene No. 


95647 


Strand 


+ 


Start 


18672 


End 


22801 



46555 



Name 


OJ000251 37.0315.C44.o4.gp 


Method 


AAT/GAP 




Start 


19425 


End 


19856 




GI 


74241 1.R1084 


Score 


778 




Exons 


19425. . 19856 








GI Descrip. 


f 4895170/gb|AAD32758.1|AC007662 3 4 . Oe 


-60 (AC007662) putati 




plasma membrane ATPase [Arabidopsis thaliana] ' 




Seq. No. 


45265 


Seq. ID 


OJ000251_37.0315, 


. C4 4 


Gene No. 


95647 


Strand 


+ 




Start " 


18672 


End 


22801 




Name 


OJ000251_37.0315.C4 4.o5.gp 


Method 


AAT/GAP 




Start 


zllUU 


End 


22801 




GI 


uC-osflcyp002f09bl 


Score 


572 




Exons 


21100. .21332, 22730. .22801 








GI Descrip. 


'2118232/pirl IS60301 1.0e-17 


aha9 protein - Arabidopsis 






thaliana 1 








Seq. No. . 


45265 


Seq. ID 


OJ000251_37.0315, 


. C4 4 


Gene No. 


95648 


Strand 






Start 


4737 


End 


5499 




Name 


OJUOOzol 3 / . U J1d . C4 4 . o J . gs 


Method 


GENSCAN 




Start 


4737 


End 


5499 




GI 


none 


Score 


. 47 




Exons 


4737. .5076, 5165. .5499 








Seq. No. 


45265 


Seq. ID 


OJ000251_37.0315, 


. C44 


Gene No. 


95649 


Strand 






Start 


13778 


End 


18437 




Name 


OJ000Z51 3 i . 0315 . C44 . oo . gs 


Method 


GENSCAN 




Start 


13778 


End 


18437 




GI 


none 


Score 


.82 




Exons 


13778. .14028, 14 534 .. 14 613, 


147 98. .14 966, 14 986 .. 15116, 






15483. . 15662, 18340. .18437 








Seq. No. 


45265 


Seq. ID 


OJ000251_37.0315. 


/""» A A 

. C4 4 


Gene No. 


95650 


Strand 






o t art 




End 


23074 




Name 


OJ000251 37.0315.C44.o7.gs 


Method 


GENSCAN 




Start 


22648 


End 


23074 






none 


Score 


.58 




Exons 


22648. .22687, 22794. .23074 








Seq. No. 


45265 


Seq. ID 


OJ000251_37.0315. 


. C44 


Gene No . 


95651 


Strand 






Start . 


26869 


End 


28390 




Name 


OJ000251 37.0315.C44.o5.ts 


Method 


TBLASTX : Soybean 




Start 


7666 


End 


7962 




GI 


none 


Score 


114 




Exons 


7666.. 7770, 7876.. 7962, 7884 


. .7961 






oeq . no . 


45265 


Seq. ID 


OJ000251_37.0315. 


,C44 


Gene No. 


95651 


Strand 






Start 


26869 


End 


28390 




Name 


OJ000251 37.0315.C44.o3.tm 


Method 


TBLASTX: Maize 




Start 


14790 


End 


15071 




GI 


none 


Score 


180 




Exons 


14790. . 14933, 14821 .. 14 925, 


14873. .14 932, 14 8 95. . 14 960, 





46556 



15018. .15071, 15022.. 15063 



Seq. No. 45265 

Gene No. 95651 

Start 26869 

Name OJ000251_37 . 0315 . C44.. o3 . tc 

Start 14826 

GI none 

Exons 14826. .14933, 14827 14 925, 

Seq. No. 45265 

Gene No. 95651 

Start 26869 

Name OJ000251_37 . 0315 .C4 4 .o4 . ts 

Start 14826 

GI none 

Exons 14826. .14933, 14827 .. 14 925, 
15022.. 15063 



Seq. ID OJ000251_37 . 0315.C44 
Strand 

End 28390 

Method TBLASTX : Cress 

•End 15071 

Score 159 
15018. .15071, 15018.. 15059 

Seq. ID OJ000251_37.0315.C44 
Strand 

End 28390 

Method TBLASTX : Soybean 

End 15071 

Score 176 
14 881. .15000, 15018. .15071, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



45265 
95651 
26869 

OJ000251_37.0315.C44 ,o4 .tw 

14826 

none 

14 826. .14 933, 14 827. .14 925, 
14934. . 14951, 15018 .. 15071, 

45265 ■ 

95651 

26869 

OJ000251_37.0315.C4 4 ,o3.ts 

18689 

none 

18689. .18751, 18810 .. 19220, 



Seq. ID OJ000251_37.0315.C44 
Strand 

End 28390 

Method TBLASTX : Wheat 

End 15071 

Score 167 
14876. . 15013, 14881. .15012, 
15018. .15059, 15022.. 15063 

Seq. ID OJ000251- 37.0315.C44 



Strand 
End 

Method 

End 

Score 



28390 

TBLASTX: Soybean 

19220 

457 



18815. .19060 



Seq. No. 45265 

Gene No. 95651 

Start 26869 

Name OJ000251_37 . 0315 . C4 4 . ol . tc 

Start 18809 

GI none 

Exons 18809. .19060, 18810 .. 20381,' 
20385. .20558, 20408 .. 20542, 



. Seq. ID OJ000251_37.0315.C44 

Strand 
■ End 28390 

Method TBLASTX : Cress 

End 21302 

Score 2132 
19298. .19732, 19796 .. 20380 , 
20540. .21301, 20541. .21302 



Seq. No. 45265 

Gene No. 95651 

Start 26869 - 

Name OJ000251_37 . 0315 . C4 4 . ol . tm 

Start 18842 

GI none 

Exons 18842. .19060, 18843 .. 20381, 
20364 . .21302, 20408 21301- 



Seq. ID OJ000251_37.0315.C44 
Strand 

End 28390 

Method TBLASTX : Mai ze 

End 21302 

Score 2066 
19292. .20380, 20193 .. 20390, 



Seq. No. 
Gene No. 
Start 



45265 
95651 
26869 



Seq. ID OJ000251_37.0315.C44 
Strand 

End 28390 



46557 





Name 


OJ000251 37.0315.C44 


. oz . tw 


Method 


TBLASTX: Wheat 






o tar l 


18957 






End 


19505 








none 






Score 


65 






Exons 


18957. 


.19088, 19020. 


i ncnc 

. i y duo , 


19152. .1934 9, 1928 9. .19504 






Seq. No. 


45265 






Seq. ID 


OJ000251_37.0315. 


C44 




Gene No. 


95651 






Strand 








otari. 


26869 






End 


28390 






Name 


OJ000251 37.0315.C44 


. O/. . lS 


Method 


TBLASTX: Soybean 






otart 


19221 






End 


20045 






bl 


none 






Score 


1194 






HjXons 


19221. 


.20045, 19298. 


i Q700 


19671. . 1994 6, 197 96. .2004 4 






Seq. No. 


45265 






Seq. ID 


OJ000251_37.0315. 


C44 




Gene No. 


95651 






Strand 








otari. 


26869 






End 


28390 






Name 


OJ000251 37.0315.C44 


. o3 . tw 


Method 


TBLASTX: Wheat 






■ o tart 


19506 






End • 


19808 ■ 






C T 


none 






Score 


426 






iiiXons 


19506. 


.19808, 19511. 




19674. .19808 






beq. no. 


45265 






Seq. ID 


OJ000251_37.0315. 


C A A 




Gene No. 


* 95651 






Strand 








Start 


26869 






End 


28390 




iJ 


Name 


OJ000251 37.'0315.C44 


. oi . t s 


Method 


TBLASTX : Soybean 




i ri 


btart 


20046 






End 


21302 




t- : . : 


C T 


none 






Score 


468 






Exorts 


20046. 


.20381, 20060. 


. ZUjoU/ 


20193. .20390, 20364 .. 21302, 








20405. 


.21301 










W 


beq. no. 


45265 






Seq. ID 


OJ000251_37.0315. 


r* a a 




Gene No . 


95651 






Strand 








Start 


26869 






End 


28390 






Name 


OJ000251 37.0315.C44 


. ol . tw 


Method 


TBLASTX: Wheat 






Start 


20091 






End 


21185 






GI 


none 






Score 


421 






Exons 


20091. 


.20381, 20102. 


.20386, 


20259, .203! 


34, 20364 . .21185, 








20408". 


.21184 











Seq. No. 45265 
Gene No. 95651 
Start 26869 

Name OJ000251_37 . 0315 . C44 . 06 . gp 

Start 25092 

GI LIB3477-003-P1-K1-E9 
Exons • 25092.. 25182 

GI Descrip. ' 24 98586/sp | Q40638 | MP01_0RYSA 2 . Oe-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. ID OJ000251_37.0315.C44 
Strand 

End 28390 

Method AAT/GAP 

End - 25-182 

Score 110 



Seq. No. 45265 

Gene No. 95651 

Start 26869 

Name • OJ000251_37 . 0315 . C4 4 . o2 . np 

Start 26741 

GI 4314362 
Exons 



Seq. ID OJ000251_37.0315.C44 
Strand 

End 28390 

Method AAT/NAP 

End 28390 

Score 583 



26741. .27207, 27297 .. 274 09, 27 684 .. 277 95 , 28114 .. 28186, 
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# 



28296. .28390 
GI Descrip. (AC006340) putative D-amino 
thaliana] 



acid dehydrogenase [Arabidopsis 





oeq . ino . 






Seq. ID 


OJ000251 


07 R 


, bft 4 




bene jno . 


y o do i 




Strand 












Z O 0 O .7 




End 


28390 








Name 




. OZ . tc 


Method 


TBLASTX : 


Cress 








ZD / JU 




End 


27117 








P T 


none 




Score 


40 








Exons 


26750. .26851, 26750. 


.26839, 


26754. .26876, 26867 


. .27031, 








26875. .27117, 26899. 


.27105 












Cart N7/""\ 

oeq. ln o . 






Seq. ID 


OJ000251 


07 hm ^ 

J / .UjIj. 


CAA 
b 4 4 




ucne lno. 


"JOJl 




Strand 










Cf 2 r-t- 
OLal L 






End 


28390 












• OZ • cm 


Method 


TBLASTX : i 


LYlcil ze 






jLqX L 


9 67 KR _ 




End 


27081 








GI 


none 




Score 


122 








Exons 


26765. .26839, 26766. 


.26879, 


26766.-26879, 26767 


. .26892, 








9687^ 970^1 9KP17R 

ZOO / J . • l / UJif ZOO /J. 


97 n fin 

. z / u o u , 


26875. .27081, 26919 


9 7 n p n 

. . Z / UOU 






oeq . LNO . 






Seq. ID 


OJ000251 


t.7 n "3 1 ^ 


L,4 4 




bene lno . 






Strand 








W 




ZDOD3 




End 


28390 






t m 


Name 


UJUUUZ31 j/.Ujlj.bftfl 


* oo * gs 


Method 


GEN SCAN 








Start 


26869 ■ 




End 


28194 






: b? 


GI 


none 




Score 


.89 






L If 


Exons 


9KPKQ 971Q^ 979R^ 
ZDOOj . . Z / J. ;? j , z / z o j . 


97 A 0 Q 
. Z / ft U , 


27684. .27795, 28114 


. . Z 0 X J H 




%J 


oeq . lno . 


zi c i96f; 

ft jZ O 0 




Seq. ID 


OJ000251 


07 n^l ^ 


HA R 

b ft J 


r lJ 


bene lno . 


^jDjZ 




Strand 










o T_cir t 


^9 
jz 




End 


362 






5,: 


Name 


UJ UUUZJl j/.UjJ.J.bftJ 


. ol . gs 


Method 


GENSCAN 






r '"s 


Start 


32 




End 


362 






* : -J 


GI 


none 




Score 


.75 








HtXOrib 


^9 ^fi9 

JZ . . JUZ 














LN O . 


Zl R9 £7 
4 JZD / 




Seq. ID 


OJ000251 


07 fi O -1 c 
j / • UjIj # 


LjZ 




bene lno . 


UjO J J 




Strand 












JJO 




End 


693 








Name 


UUUUUZ Jl 31 . UjIj .LjZ 


. ol . gs 


Method 


GENSCAN 








Start ' 


538 




End 


693 








GI • 


none 




Score 


.98 








iiixons 


jjo . . Djj 














beg. no. 


4 OZ DO 




Seq. ID 


OJ000251_ 


j / . UjIj. 


loo 




Gene No. 


95654 




Strand 


+ 








Start 


421 




End 


439 








Name 


OJ000251 37.0315.C55 


. ol . gs 


Method 


GENSCAN- 








Start 


421 




End 


439 








GI 


none 




Score 


.45 








Exons 


421. .439 














Seq. No. 


45269 




Seq. ID 


OJ000251_ 


_37.0315. 


C73 




Gene No. 


95655 




Strand 


+ 








Start 


1 




End 


806 







46559 



Name OJ000251_37 . 0315 .C73 . ol . np Method AAT/NAP 

Start 1 End 806 

GI 4006886 Score 294 

Exons 1..152, 241. .303, 427 . . 542 , 759 . . 806 

GI Descrip. (Z99708) putative protein [Arabidopsis thaliana] 



Seq. No. 45269 

Gene No. 95655 

Start 1 

Name OJ000251_37 . 0315 . C73 . ol . tc 

Start 2 

GI none 

Exons 2. .127, 3. .149 



Seq. ID OJ000251_37.0315.C73 

Strand + 

End 806 

Method TBLASTX : Cress 

End 14-9 

Score 177 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45269 
95655 
1 

OJ000251_37 .0315.C73.ol.ts 

2 



none 

2. .148, 3. 
448. .492 



Seq. ID OJ000251_37 .0315.C73 

Strand + 

End 806 

Method TBLASTX : Soybean 

End 4 92 

Score 222 

149, 7. .159, 9. .149, 234. .302, 234 . . 323, 24 1 . . 306, 



Seq. No. ' 45269 

Gene No. 95655 

Start 1 

Name OJ000251_37 . 0315 . C7 3 . ol . tm 

Start 2 

GI none 
Exons 



Seq. ID OJ000251_37.0315.C73 
Strand + 

806 

TBLASTX: Maize 
551 
192 



End 

Method 
End 
Score 

2. .151, 3. .146, 4. .147, 235. .306, 240. .323, 427. .543, 427. .543, 
450. .551 



Seq. No. 45269 

Gene No. 95655 

Start 1 

Name OJ000251_37 . 0315 . C73 .ol . gs 

Start 12 

GI none 

Exons 12.. 152, 427.. 542 



Seq. ID OJ000251_37.0315.C73 

Strand + 

End 806 

Method GEN SCAN 

End 542 

Score .75 



Seq. No. 45269 

Gene No. 95655 " 

Start ' 1 

Name OJ000251_37 . 0315 . C73 . ol . gp 

Start 227 

GI 42003_1.R1084 

Exons 227.. 303, 427.. 542 

GI Descrip. ' 4006886/emb | CAB16816 . 1 T 7 . Oe-62 (Z99708) putative protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ000251_37.0315.C73 

Strand + 

End 806 

Method AAT/GAP 

End 542 

Score 288 



Seq. No. 45270 

Gene No. 95656 

Start 1 

Name OJ000251_37 . 0315 . C78 . ol . np 

Start 1 

GI 4263522 

Exons 1..1103 



Seq. ID OJ000251_37.0315.C78 

Strand + 

End 1108 

-Method AAT/NAP 

End 1103 

Score 1001 



46560 



GI Descrip. (AC004044) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 45270 

Gene No. 95656 

Start 1 

Name OJ000251_37 . 0315 . C78 . ol . tm 

Start 7 

GI none 

Exons 7. .309, 7. .798, 12. .209, 13. .276, 103. .288, 105. .206, 432. .800 

Seq. No. 45270 

Gene No. 95656 

Start 1 

Name OJ000251_37 . 0315 . C78 . ol . tw 

Start 7 

GI none 

Exons 7.. 408, 12.. 206, 315.. 392 

Seq. No. 45270 

Gene No. 95656 

Start 1 

Name OJ000251_37 . 0315 . C78 . o2 . tc 

Start 7 

GI none 

Exons 7. .447, .163. .321, 193.. 423, 

Seq. No. 45270 

Gene No. 9565 6 

Start 1 

Name OJ000251_37 . 0315 . C78 . o3 . ts 

Start 7 

GI none 

Exons 7. .246, 12. .212, 37. .240 

Seq. No. 45270 

Gene No. 95656 

Start 1 

Name OJ000251_37 . 0315 . C78 . ol . gs 

Start 118 

GI none 

Exons 118.. 816 

Seq. No. ' . 4 5270 

Gene No. 95656 

Start 1 

Name OJ000251_37 . 0315 . C78 . ol . ts 

Start 286 

GI none 

Exons 286.. 795, 319.. 792, 435.. 794 

Seq. No. 45270 

Gene No. 95656 

Start 1 

Name OJ000251_37 . 0315 . C78 . ol . tc 

Start -586 

GI none 

Exons 586. .807, 612. .758, 812. .1105, 813. .1106, 905. .1108, 978. .1106 



OCU i _L VJ 




P7R 


uLid 1 x\JL 






End 


1108 




Mot" hoH 






End 


800 




Score 


181 




276 103 


288 105 206 4 


3? 


Seq. ID 


OJ0002S1 37 031 S 


P78 


Sfr^nd 

J L 1 ul L\JL 






End 


1108 

x x \j o 




Mot" HoH 






End 


4 08 






28 9 




Seq. ID 


OJ000251 37 0315 


. C78 


O LI CH1U 


-|_ 




End 


1 1 08 




Mo fhnH 


TRT.A 9TY • Prp <s c* 




XjI 1\jL 


^7 6 




Score 


231 




4 4 S S 4 ^ 


./ t;i R7 £ 




QofT T D 
JC 1 ^ « X LJ 


D ,TD Of) 9M "H7 0?1 s 

WU*JUU*£-JX J / . U Jl J 


P7 ft 


Cf- ranH 
JLI Ctl IKJ. 


X 




PnH 


1 1 OR 

11UO 




Mo "H V~i ^ (H 






End 


24 6 




Score 


226 




Qprr TD 


OJ0002S1 37 mi S 


P78 


U L1CL1 1U 


+ 




■End 


1108 




Mpt h oH 


Cj LN lJ V^rtLN 




Fnri 

Ul 1U 


816 

U X vJ 




Score 


.93 




Cpn TD 

O . JL i-J 




P78 


OLi cl ilvJ 


X 




FnH 


*M OR 

X X \J o 




Mo fhnH 
L 1C L 1 1 U LI 


TRT.A9TY • 9nvhosn 




Fnri 


7 95 




S core 


ft O O 




Seq. ID 


OJ000251_37.0315 


.C78 


Strand 


+ 




End 


1108 




Method 


TBLASTX: Cress 




End 


1108 




Score 


191 
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Seq. No._ 45270 

Gene No. 95656 

Start 1 

Name OJ000251_37 . 0315 . C78 . o2 . ts 

Start 812 

GI none 
Exons 



Seq. ID OJ000251_37.0315.C78 

Strand + 

End 1108 

Method TBLASTX : Soybean 

End 1107 

Score 50 



812. .928, 813. .1106, 824. .1105, 982. .1107 



Seq. No. 45270 

Gene No. 95656 

Start 1 

Name OJ000251_37 . 0315 . C7 8 . o2 . tm 

Start 816 

GI none 

Exons 816.. 1106, 899. .1105 



Seq. ID OJ000251_37.0315.C78 

Strand + 

End 1108 

Method TBLASTX : Mai ze 

End 1106 

Score 322 



Seq. No. 45271 

Gene No. 95657 

Start 297 

Name OJ000251_37 . 0315 . C82 . ol . gs 

Start 297 

GI none 

Exons 297.. 365, 552.. 656 



Seq. ID OJ000251_37.0315.C82 
Strand 

End 656 

Method GEN SCAN 

End 656 

Score .54 



Seq. No. 45272 

Gene No. 95659 

Start 112 

Name OJ000251_31 . 0310 . C3 . ol . np 

Start 112 

GI 6705984 

Exons 112.. 1102 

GI Descrip. (AB033235) gag-pol polyprotein [Oryza sativa] 



Seq. ID OJ000251_31.0310.C3 
Strand 

End 1102 

Method AAT/NAP 

End 1102 

Score 1218 



Seq. No. 45272 

Gene No. 95659 

Start 112 

Name OJ000251_31 . 0310 . C3 . o2 . tm 

Start ■ 140 

GI none 

Exons 140.. 352, 148.. 378 



Seq. ID OJ000251_31.0310.C3 
Strand 

End 1102 

Method TBLASTX : Mai ze 

End 378 

Score 140 



Seq. No. 45272 ' 

Gene No. 95659 

Start 112 

Name OJ000251_31 . 0310 . C3 . o2 . tw 

Start 298 

GI none 
Exons 



Seq. ID OJ000251_31.0310.C3 
Strand 

End 1102 

Method TBLASTX: Wheat 

End 696 

Score 8 9 



298. .489, 299.-475, ; 436..696, 489. .575, 503. .694, 532. .696 



Seq. No. 45272 

Gene No. 95659 

Start 112 

Name OJ000251_31 . 0310 . C3 . o3 . tm 

Start 535 

GI none 

Exons 535.. 828, 536.. 625, 728.. 820 



Seq. ID OJ000251_31.0310.C3 
Strand 

End 1102 

Method TBLASTX : Mai ze 

End 828 

Score 4 6 



4 6562 






Seq. No. 


45272 


Seq. ID 


OJ000251_31.0310. 


,C3 




Gene No . 


yoooy 


C f- -w> — — . — ] 

ot rano 








otarc 


LLZ 




1 1 uZ 






Name 


UJUUUZOl jl.UjlU.tj.OI.tW 


Method 


m o T 7\ CP V • IVTVi A ^f 

i bLAb i a : wneat 






btart 


^ O "7 




1 Ci Q C 
lUo 0 






bl 


none 


Score 


O A A 

ZQh 






Exons 


701 1HQ£ TOR Ifl^G 7 ^ Q 

/£ / . . lUoo, /zo..iuoy, /.jy . . 


1 U o 0 . 








Seq. No. 


45272 


Seq. ID 


OJ000251_31.0310. 


C3 




Gene No . 




o t rana 








Of -l¥-f 


HZ 


bna 


iino 
1 LUZ 






Name 


PtTnnno^i *3i n^i n p^ /-\i f m 

UJUUU^Ol Jl . U jIU . L j . Ol . till 


Method 


l bLAb l a : Mai ze 






Of a r*+- 


R "3 1 


Lna 


i i nn 
1 1 uu 






P T 


none 


Score 


O "3 ^ 

Z 0 0 








OjI . . 1UD / f 0 jj . . lUifO , 0 0 0.. 


i AQQ R A "3 

iuyy, o *i o . 


i 1 nn 
. 1 1 u u 






Seq .".^ No . 


45272 


Seq. ID 


OJ000251_31.0310. 


C3 








C 4- -j nr J 
oLiallCl 








Of yf 

btart 


1 LZ 




lino 
1 1UZ 






Name 


UJUUUZ01 oi . uoiu . bo . oi . tc 


Method 


i bLAb i a : bress 






btart 


Q Q Q 
o y 0 




i u y y 






P T 


none 


Score 


i *7 n 
1 / u 






Exons 


qqq IfiQQ QQQ 1HQQ 

oyo . . luyo, oyy..iuyy 








i. ~~H 


beq. jno . 


45273 


Seq. ID 


PTnrtnoRi mi n 
UuUUUZol Ol.UolU. 


PQ 

bo 


2 


Gene No. 


95660 


Strand 


• + 






Start 


4154 


End 


4530 






Name 


OJ000251 31.0310.C8.ol.gp 


Method 


AAT/GAP 






C +- -1 v f- 

o tar t 


4154 


End 


4530 






P T 


2427387 


Score 


632 






Exons 


4154. .4530 








rli 


bi uescrip. 


5852170/emb|AL1172 65.1 IOST17804 3.0e-! 


34 Oryza sativa 








indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :t 17804 




Seq. No. 


45273 


Seq. ID 


OJ000251_31.0310. 


C8 




bene no. 


95.661 


Strand 


+ 






o t art 


7187 ' . 


End 


8242 






Name 


OJ000251 31.0310.C8.o2.gs 


Method 


* GEN SCAN 






Of 3 >-+- 

o tart 


7187 


End 


8242. 






P T 


none 


Score 


.85 






Exons 


7187. .7271, 7732. .7843, 8137. .8242. 








Seq. No. 


45273 


Seq. ID 


OJ000251_31.0310. 


C8 




Gene No. 


95662 


Strand 


+ 






Cf -i vf 

o t art 


12046 


End 


18127 






Name 


OJ000251 31.0310.C8.o4 . gs 


Method 


GENSCAN 






otart 


12046 


End 


14159 






bl 


none 


Score 


.49 






Exons 


1204 6. .12115, 12931. .12 960, 


13032. .13138, 134 92. .13732, 








14062. .14159 










Seq. No. 


45273 


Seq. ID 


OJ000251J31.0310. 


C8 




Gene No. 


95662 


Strand 


. + 






Start 


12046 


End 


18127 






Name 


OJ000251 31.0310.C8.o2.np 


Method 


AAT/NAP 






Start 


13560 


End 


18127 





46563 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5852175 Score 76 

13560. . 13773, 14632-; . 14738, 18099.. 18127 
(AL117265) zhb0005.1 [Oryza sativa] 



45273 Seq. ID 

95662 Strand 
12046 End 
OJ000251_31 . 0310 . C8 . o2 . gp Method 
15880 End 
LIB34 31-054-P1-N1-H2 Score 
15880. .16228 

'5852170/emb|AL117265.1|OST17804 3.0e-94 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 1 



OJ000251_31.0310.C8 
+ 

18127 
AAT/GAP 
16228 
642 



45273 
95663 
1 

OJ000251_31. 0310.C8.ol.np 
1 

6705984 



Seq. ID OJ000251 31. 0310. C8 



Strand 
End 

Method ' 

End 

Score 



5944 
AAT/NAP 
5827 
1884 



1..2438, 3225.. 3336, 3911.. 4068, 5655.. 5827 
(AB033235) gag-pol polyprotein [Oryza sativa] 



45273 
95663 

1 • 

OJ000251_31.0310.C8.ol.gs 
36 

none 

36. .527, 958. .1790, 2028. .2501, 3003. 
3374. .3732, 5548. .5944 



Seq. ID OJ000251 31. 0310. C8 



Strand 
End - 
Method 
End 
Score 



5944 
GENSCAN 
5944 
.45 

,3145, 3176. .3372, 



Seq. No. 45273 Seq. ID OJ000251_31 . 0310 . C8 

Gene No. 95664 Strand 

Start 9146 End 11320 

Name OJ000251_31 . 0310 . C8 . o3 . gs Method GENSCAN 

Start 9146 End 11320 

GI none Score . 72 

Exons 9146.. 9348, 9391.. 9497, 9534.. 9627, 9721.. 9755, 10258 .. 102 69, 
10903. .11121, 11205.. 11320 



Seq. No. 45273 Seq. ID 

Gene No.' 95665 Strand 

Start 16162 End 

Name OJ000251_31 . 0310 . C8 . o5 . gs Method 

Start 16162 End 

GI none Score 

Exons 16162. .16224, 17486.. 17518 



OJ000251_31.0310.C8 

17518 
GENSCAN 
17518 
.46 



Seq. No. 45273 Seq. ID 

Gene No. 95665 Strand 

Start 16162 End 

Name OJ000251_31 . 0310 . C8 . o3 . gp Method 

Start 16335 End 

GI none Score 

Exons 16335. . 16765 



OJ000251_31.0310.C8 

17518 
AAT/GAP 
16765 
807 



46564 






Seq. No. 


45273 








Seq. ID 


OJ000251_31.0310 


.C8 




Gene No. 


95666 








Strand 








Start 


19714 








End 


J. Zf Z) o o 






LN dillC 


OJ000251 31 


.0310. 


.C8.ol. 


tm 


Mof HoH 

LIC L11UU 


J. OJ_i.nO iA> L Jo. X Z.C 






O Ldl L 


153 








Fnri 


U £. U. 








none 








Q C O T*0 


X 1 






F 1 von <? 


153. .620, 172. .417, 246. .530, 


4 99.. 621 








Seq. No. 


45273 








Seq. ID 


OJ000251_31.0310 


.C8 




Gene No. 


95666 








Strand 








Start 


19714 








End 


19938 






Name 


OJ000251 31 


.0310. 


,C8.ol. 


tw 










Start 


207 








End 


689 






GI 


none 








Score 


176 






i-j v./ n j 


207. .689, 211. .609 












Seq. No.. 


45273 








Seq. ID 


OJ000251_31.0310 


.C8 




. Gene No . 


95666 








Strand 








Start 


19714 








End 


19938 






Name 


OJ000251 31 


.0310. 


C8.o2. 


tm 




TBLASTX • Ma i ?p 






9ta rt 


1027 








FnH 


1254 






CJ 

O -L 


none 
















F! von <3 


1027. .1254, 


1100. 


.1216 












Seq. No. 


45273 








Seq. ID 


OJ000251_31.0310 


.C8 




Gene No. 


95666 








Strand 








Start 


19714 








End 


19938 






LN aULC 


OJ000251 31 


.0310. 


C8.o2. 


ts 


Method 


TBLASTX: Soybean 






O Lai L 


1048 








End 


1398 






GI 


none 








Score 


63 






"Fx on*? 


1048. .1179, 


1106. 


.1180, 


1181. 


.1297, 1183. .1314, 1183. .1398 


ty 


Seq. No. 


45273 








Seq. ID 


OJ000251_31.0310 


.C8 


3-: 


Gene No. 


95666 








Strand 








Start 


19714 








End 


19938 






Name 


OJ000251 31 


.0310. 


C8.o3. 


tw 


Method 


TBLASTX: Wheat 






Start 


1129 








End 


1497 




. = : 


GI 


none 








Score 


93 




i ts. 
: r 


liJ A \_/ liQ 


1129. .1497, 


1130. 


.1297, 


1319. 


.1393 








C V-^ ♦ LNU . 


45273 








Seq. ID 


OJ000251_31.0310 


.C8 




Gene No. 


95666 








Strand 








Start 


19714 








End 


19938 






Name 


OJ000251 31 


.0310. 


C8.o2. 


tw 


Method 


TBLASTX: Wheat 






Start 


1888 








End 


2286 






GI 


none 








Score 


103 






F! von ^ 


1888. .2064, 


1901. 


.2062, 


1912. 


.2064, 2068. .2286, 2069. .2212, 






2071. .2286 
















Seq. No. 


45273 








Seq. ID 


OJ000251_31.0310 


.C8 




Gene No. 


95666 








Strand 








Start 


19714 








End 


19938 






Name 


OJ000251 31 


.0310. 


C8.ol. 


ts 


Method 


TBLASTX: Soybean 






Start 


2020 








End 


2422 






GI 


none 








Score 


101 






Exons 


2020. .2286, 


2020. 


.2421, 


2063. 


.2422 
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Seq. No. 45273 Seq. ID OJ000251_31 . 0310 . C8 

Gene No. 95666 Strand 





19714 


Fnri 


1 QQ3R 






Name 


OJ000251 31 0310 o3 nn 


Mpf Vi nH 


AAT /NAP 






Start 


19714 ~ 


End 


1 9938 






GI 


601004 9 


Score 


4 4 








19714 19938 










\J -L L/C O V — ■ JL • 


(AJ245711) tenpurin-? nrotpin 


[Gallus 


gallus] 






Seq. No. 


45274 


Seq. ID 


OJ000251 


_31.0310 


.C9 


Gene No. 


95667 


Strand 








Start 


1854 


End 


3466 






Name 


OJ000251 31.0310.C9.ol.np 


Method 


AAT /NAP 






Start 


1854 


End 


3466 






GI 


5257268 


Score 


333 






Exons 


1854. .1962, 2056. .2196, 2238. 


.2486, 3433..3466 






\J J- l/C O ^ J_ _1_ k-* . 


(AP000364) Similar to putative SEC14 < 


cytosolic 


x. d v_ l. \J J- . 


( D1 0 




[Wiyz,a oaLivaj 










Cprr No 


45274 


Seq. ID 


OJ000251 


31 0310 


. C9 


Cpnp Ma 




Strand 








Start 


1 ft 

lO J4 


End 


3466 






Name 




Method 


TBLASTX: 


uuyjjcd.11 




Start 


1 ft R R _ 

lOJJ 


End 


2363 






GI 




Score 


70 






Exons 




.2167, 2238. .2363 






kJ VJ * LN v_/ ■ 


45274 


Seq. ID 


OJ000251 


"31 0^10 


rg 


UC11C IN W • 


QS667 


Strand 








Start 


1 ft 


End 


3466 






Name 




Method 


AAT /GAP 






Start 


9ft7 ^ ~~ 


End 


3205 






GI 


none 


Score 


597 






Exons 












Sea No 


45275 


Seq. ID 


OJ000251 






rip-rip Nr» 


95668 


Strand 








Start 


773 


End 


1978 






Name 


OJ000251 31.0310.C10.ol-.gs 


Method 


GENSCAN 






Start 


773 


End 


1978 




- 


GI 


none 


Score 


.9 






Exons 


773. .903, 1492. .1978 










Seq. No. 


45276 


Seq. ID 


OJ000251 


^ 1 rni 0 


n 1 


Rpnp No 


95669 


Strand 










369 


End 


1858 






Name 


OJ000251 31.0310.Cll.ol.gs 


Method 


GENSCAN 






Start 


369 


End 


1858 








none 


Score 


.54 






Exons 


369. .661, 722. .939, 987. .1858 










Seq. No. 


45276 


Seq. ID 


OJ000251 


_31.0310. 


Cll 


Gene No. 


95670 


Strand 








Start 


2408 


End 


'4424 






Name 


OJ000251 31.0310.Cll.o2.gs 


Method 


GENSCAN 






Start 


2408 


End 


4424 






GI 


none 


Score 


.41 
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T* 1 von c 


940ft 9SR9 4011 40Q7 
*i \j o ■ • c. o o £ t lull i • *± \j y t f 


4110 

*4 «J J V . 


4 4 94 






Seq. No. 


45276 




Seq. ID 


OJ000251_31.0310, 


.Cll 


Gene No. 


95671 




Strand 
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SI fifi 
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SI fifi ~~ 
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Seq. No. 


45277 




Seq. ID 


OJ000251_31.0310, 


.C12 


Gene No. 


95672 




Strand 


+ 




O L. d J. L. 


242 




End 


3469 




LN dlut: 


O.T0009S1 11 0110 PI 9 nl 

\JO \J \J KJ *J ± Jl . UJJ.U . Lli. .Ul ! 


• ys 


Method 


GENSCAN 




Cfavf 
O L- Cl i- U 


94 9 _ 




End 


3469 




(IT 
\D X 


none 




Score 


.61 






94? 110 IQfi Slfi Sift 


fift 4 

, . 004; 


2879.. 2933, 3296.. 3410, 3455. 


Seq. No. 


45277 




Seq. ' ID 


OJ000251_31.0310. 


,C12 


Gene No. 


95672 




Strand 


+ 




Start 


242 




End 


3469 . 




Name 


O.T0009S1 11 0110 PI 9 nl 

UU UUU^ J 1 JX.U^XU.V^X^..UXi 


, yp 


Method 


AAT/GAP 




OLai L 


410 _ 

4 1U 




End 


806 




(IT 


17611 79 




Score 


782 






410 ftOfi 










JC^. IN U • 


4 S977 




Seq. ID 


OJ000251_31.0310. 


.C12 


Gene No. 


95673 




Strand 


+ 




Start 


4678 




End 


6846 




Name 


OJ000251 31.0310.C12.o2. 


gp 


Method 


AAT/GAP 




Start 


4646 




End 


5038 




GI 


uC-osflcyp07 3gl0bl 




Score 


672 




Exons 


4646. .5038 










GI Descrip. 


f 5902380/gb|AAD55482.1tAC009322_22 3.0e-16 (AC009322) 





Hypothetical protein [Arabidopsis thaliana] 1 



Seq. No. 


45277 


Seq. ID 


OJ000251_31.0310. 


.C12 


Gene No. 


95673 


Strand 


+ 




Start 


4678 


End 


6846 




Name 


OJ000251 31.0310.C12.o2.gs 


Method 


GENSCAN 




Start 


4678 


End 


6846 




GI 


none 


Score 


•99. . 




Exons 


4678. .6846_ 








Seq. No. 


45277 


Seq. ID 


OJ000251_31.0310. 


.C12 


Gene No. 


95673 


Strand 


+ 




Start 


4678 - 


End 


6846 




Name 


OJ000251 31.0310.C12.ol.np 


Method 


AAT/NAP 




Start 


4684 


End 


6840 




GI 


6735290 


Score 


1493 




Exons 


4684. .6385, 6443. .6840 








GI Descrip. 


(AL137079) putative transposase [Arabidopsis thaliana] 




Seq. No. 


45277 


Seq. ID 


OJ000251_31.0310. 


,'C12 


Gene No. 


95673 


Strand 


+ 




Start 


4678 


End 


6846 




Name 


OJ000251 31.0310.C12.o3.gp 


Method 


AAT/GAP 





46567 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. , 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5346 End 5688 

426036 Score 631 

5346. .5688 

5902380/gb|AAD55482.1|AC009322_22 7.0e-18 (AC009322) 
Hypothetical protein [Arabidopsis thaliana] 



45277 Seq. ID 

95673 Strand 
4 678 End 
OJ000251_31.0310.C12.o4 . gp Method 
5891 End 
LIB34 33-032-P1-K1-F4 Score 
5891. .6225 

' 5902380/gb | AAD554 82 . 1 | AC009322_22 7.0e-18 (AC009322) 
Hypothetical protein [Arabidopsis thaliana] 1 



OJ000251_31.0310.C12 
+ 

6846 
AAT/GAP 
6225 
607 



45277 



Seq. ID OJ000251_31.0310.C12 
+ 

17724 
AAT/NAP 
14491 
373 



95674 
12430 

OJ000251_31.0310.C12.o2.np 
12430 
6466937 
12430. .13677, 14381.. 14491 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Strand 
End 

Method 

End 

Score 



45277 Seq. ID 

95674 Strand 

12430 End 

OJ000251_31.0310.C12.o3.np Method 

13089 End 

6063554 Score 



OJ000251_31.0310.C12 
+ 

17724 
AAT/NAP 
17724 
292 



13089. .13137, 15948. .16193, 16319 .. 16628 , 17561. .17724 
(AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 
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Seq. ID 
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.C12 


Gene No. 
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Strand 
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Start ■ 


19073 




End 


20535 
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OJ000251 31.0310.C12, 


. o4 . np 


Method 


AAT/NAP 








Start 


19073 




End 


20535 








GI 


5852176 




Score 


57 








Exons 


19073. . 19254, 20502., 


.20535 












GI Descrip. 


(AL117265) zhb0006.1 


[Oryza 


sativa] 










Seq. No. 


45277 




Seq. ID 


OJ000251 


_31. 


.0310 


.C12 


Gene No. 


95676 




Strand 


+ 








Start 


20869 




End 


22439 








Name 


OJ000251 31.0310.C12. 


. o5 . gs 


Method 


GENSCAN 








Start 


20869 


End 


22439 








GI 


none 




Score 


.7 








Exons 


20869. .20946, 21782.. 


.21814, 


22104. .22439 








Seq. No. 


45277 




Seq. ID 


OJ000251_ 


_31. 


,0310 


.C12 


Gene No. 


95677 




Strand 










Start 


6601 




End 


7118 
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Name 

Start 

GI 

Exons 



OJ000251_31 . 0310 . C12 . o5 . gp 

6601 

none 

6601. .7118 



Method AAT/GAP 
End 7118 
Score 824 



Seq. No. 45277 

Gene No. 95678 

Start 7833 

Name OJ000251_31 . 0310 . C12 . o3 . gs 

Start 7833 

GI none 
Exons 



Seq. ID OJ000251_31.0310.C12 
Strand 

End 14883 

Method GENSCAN 

End 14883 

Score .67 



7833. .8411, 8698. .10219, 11906 .. 12103, 1404 6 .. 14 101, 
14698. . 14883 



Seq. No. 


45277 




Seq. ID 


OJ000251_31. 


0310. C12 


Gene No. 


95679 




Strand 






Start. 


16297 




End 


18188 




Name 


OJ000251 31.0310.C12.o4 .gs 


Method 


GENSCAN 




Start 


16297. 




End 


18188 




GI 


none 




Score 


.85 




Exons 


16297. 


.16591, 16627. .16743, 


18103. . 18188 




Seq. No. 


45277 




Seq. ID 


OJ00O251_31. 


0310. C12 


Gene No. 


95680 




Strand 






Start 


18105 




End 


18412 




Name 


OJ000251 31.0310.C12.o6.gp 


Method 


AAT/GAP 




Start 


18105 




End 


18412 




GI 


61605 


3.R1084 


Score 


445 




Exons 


18105. 


". 18412 








GI Descrip. 


' 1402920/emb|CAA66965| 2 . Oe 


-20 (X98321) 


peroxidase 


[Arabidopsis 



thaliana] ' 



Seq. No. 


45277 


Seq. ID 


OJ000251_31.0310.C12 


Gene No. 


95681 


Strand 




Start 


19535 


End 


21843 


Name 


OJ000251 31.0310.C12.o5.np 


Method 


AAT/NAP 


Start 


19535 


End 


21843 


GI 


6721512 


Score 


106 


Exons 


19535. .19585, 20996 .. 21032 , 


21075. .21212, 21240. .21355, 




21756. .21843 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


45277 


Seq. ID 


OJ000251_31.0310.C12 


Gene No . 


95682 


Strand 




Start 


23161 


End 


26531 


Name 


OJ000251 31.0310.C12.o2.tm 


Method 


TBLASTX: Maize 


Start 


4756 


End 


5127. 


GI 


none 


Score ' 


61 


Exons 


4756. .4815, 4806. .4859, 4807 


..4881, 48 


64. .5127, 4875. .5063.. 


Seq. No. 


45277 


Seq. ID 


OJ000251_31.0310.C12 


Gene No . 


95682 


Strand 




Start 


23161 


End 


26531 


Name 


OJ000251 31.0310.C12.o4 .ts 


Method 


TBLASTX: Soybean * 


Start 


4861 


End' 


5081 


GI 


none 


Score 


203 


Exons 


4861. .5034, 4872. .5027, 4875 


..5081, 4876.. 5034, 4877.. 5035 



46569 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45277 
95682 
23161 

OJ000251_31. 

4863 

none 

4863. .5063, 
5161. .5262 



0310.C12.o2.tc 



4864. .5043, 4958, 



Seq. ID OJ000251_31.0310.C12 
Strand 

End-"' 26531 

Method TBLASTX : Cress 

End 5262 

Score 222 

.5059, 5147. .5245, 5155. .5244, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45277 
95682 
23161 

OJ000251_31. 

5127 

none 

5127. .5396, 



0310.C12.o3.tm 



5128. .5397 



Seq. ID OJ000251_31.0310.C12 
Strand 

End 26531 

Method TBLASTX : Mai ze 

End 5397 

Score 373 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45277 
95682 
23161 

OJ000251_31. 

5191 

none 

5191. .5610, 



0310.C12.o2.ts 



5193. .5591 



Seq. ID OJ000251_31.0310.C12 
Strand 

End 26531 

Method TBLASTX : Soybean 

End 5610 

Score. 377 



f-il Seq. No. 

Gene No. 

Start 
iy Name 
il Start 

m GI 

Exons 



45277 
95682 
23161 

OJ000251_31. 

5263 

none 

5263. .5475, 



0310.C12.o3.tc 



5266.. 5613, 5313. 



Seq. ID OJ000251_31.0310.C12 
Strand 

End 26531 

Method TBLASTX : Cress 

End 5613 

Score 255 
.5591 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45277 
95682 
23161 

OJ000251_31. 

5398 

none 

5398. .6459, 



Seq. ID OJ000251_31.0310.C12 
Strand 

End . 26531 

Method TBLASTX: Maize 

End 6791 

Score 1566 
5398. .6399, 5676. .6407, 6402. .6791, 6403. .6789 



0310.C12.ol.tm 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45277 
95682 
23161 

OJ000251_31. 

5665 

none 

5665. .6294, 



0310.C12.ol.ts 



5703. .6293, 5884, 



Seq. ID OJ000251_31.0310.C12 
Strand 

End 26531 

Method TBLASTX : Soybean 

End 6402 

Score 629 

.6342, 6284. .6346,-6343. .6402 



Seq. No. 

Gene No. 

Start 

Name' 

Start 

GI 

Exons 



45277 
95682 
23161 

OJ000251_31. 

5686 

none 

5686. .5949, 



0310.C12.o3. tw 



5766. .5930 



Seq. ID OJ000251_31.0310.C12 
Strand 

End 26531 

Method TBLASTX : Wheat 

End ' 5949 

Score 189 



46570 



Seq. No. 45277 

Gene No. 95682 

Start 23161 

Name OJ000251_31 . 0310 . C12 . ol . tc 

Start 5758 

GI none 

Exons 5758.. 6216, 5766.. 6215 



Seq. ID OJ000251_31.0310. 
Strand 

End 26531 

Method TBLASTX : Cress 

End 6216 

Score 442 



C12 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45277 
95682 
23161 

OJ000251_31.0310.C12.ol.tw 

5950 • 

none 



Seq. ID OJ000251_31.0310, 
Strand 

End 26531 

Method TBLASTX : Wheat 

End 6345 

Score 551 



C12 



5950. .6345, 5951. .6223, 5979. .6293, 6284. .6340 



Seq. No. 45277 

Gene No. 95682 

Start 23161 

Name OJ000251_31 . 0310 . C12 . o2 . tw 

Start 6346 

GI none 

Exons 6346.. 6543, 6348.-6542 



Seq. ID OJ000251_31.0310. 

Strand - - 

End 26531 

Method TBLASTX : Wheat 

End 6543 

Score 261 



C12 



Seq. No. 45277 

Gene No. 95682 

Start 23161 

Name OJ000251_31 . 0310 . C12 . o4 . tc 

Start 6462 

GI none 
Exons 



Seq. ID. OJ000251_31 . 0310 , 
Strand 

End 26531 
Method TBLASTX : Cress 
End 6663 
Score 43 



C12 



6462.. 6500, 6463.. 6498, 6505. .6663, 6519.. 6656 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45277 
95682 
23161 

OJ000251_31.0310.C12.o3.ts 

6507 

none 



Seq. ID OJ000251_31.0310. 
Strand 

End 26531 

Method TBLASTX : Soybean 

End 67 8 9 

Score 206 



C12 



6507.. 6665, 6520.. 6663, 6700.. 6789 



Seq. No. 45277. 

Gene No. 95682 

Start 23161 

Name OJ000251_31 . 0310 . C12 . o4 . tm 

Start 12609 

GI none 
Exons 



Seq. ID OJ000251_31.0310. 
Strand 

End 26531 

Method TBLASTX : Mai ze 

End 13017 

Score 118 



C12 



12609. .12743, 12752 .. 12784 , 128 17 .. 13017 , 12864. .13016 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45277 
95682 
23161 

OJ000251_31.0310.C12.o5.tm 

13024 

none 



Seq. ID OJ000251_31.0310, 
Strand 

End 26531 

Method TBLASTX: Maize 

End 13674 

Score 61 



C12 



13024. .13167, 13260. . 13469, 13495.. 13674 



46571 



Seq. No. 45277 Seq. ID 

Gene No. 95682 Strand 

Start 23161 End 26531 

Name OJ000251_31 . 0310 . C12 . 06 . gs Method GEN SCAN 

Start 23161 End 25898 

GI none Score . 64 

Exons 23161. .23260, 234 10 .. 23439, 23872 .. 23931, 25227 

2562"0. .25666, 25668 .. 257 60 , 25885.. 25898 



OJ000251 31.0310.C12 



,25485, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45277 Seq. ID OJ000251_31 . 0310 . C12 

95682 Strand 

23161 End 26531 

OJ000251_31.0310.C12 .o6.np Method AAT/NAP 

25234 End 26531 

7452410 Score 72 

25234 . .25408, 26501.. 26531 

hypothetical protein dl3180w - Arabidopsis thaliana 
gi I 2244784 | emb | CAB10207.il (Z97335) hypothetical protein 
[Arabidopsis thaliana] gi | 7268133 | emb | CAB78470 . 1 | (AL161538) 
hypothetical protein [Arabidopsis thaliana] 





Seq. No. 


45278 


Seq. ID 


OJ000251 


_31.0310.C13 




Cpnp Nn 


95683 


Strand 


+ 






Start 


6018 


End 


11784 




V-3 


Name 


0,7000? SI 0^1 0 fl ^ nl rrn 


Method 


AAT/GAP 






Start 


5906 _ 


End 


6408 




ii! 


rir 

\J J. 




Score 


1006 




rll 


IJAUllO 










H 


(~1 T riPQr , ?"i n 

Ul UCoLi — '-ir * 


' 4 97 9 0 97 /pmh 1 PAR 4 ^RQ^ 1 I 1 Op 


-16 (AL07J 


3468) putative protein 






[Arabidopsis thaliana] 1 










Seq. No. 


45278 


Seq. ID 


OJ000251 


_31.0310.C13 




Gene No. 


95683 


Strand 


+ 






Start 


6018 


End 


11784 






Name 


OJ.000251 31.0310.C13.o3.gs 


Method 


GENSCAN 






Start 


6018 


End 


11784 






GI 


none 


Score 


.64 






Exons - 


6018. .6712, 7119. .7326, 9312. 


.9385, 9410. .9549, 


10469. .10668, 


V 3T 




11115. .11153, 11659. .11784 










Seq. No. 


45278 


Seq. ID 


OJ000251 


_31.0310.C13 




Gene No. 


95683 


Strand 


+ . 






Start 


6018 


End 


11784 






Name 


OJ000251 31.0310.C13.o2.np 


Method 


AAT/NAP 






Start 


6048 


End 


6515 






GI 


6633834 


Score 


285 






Exons 


6048. .6515 










GI Descrip. 


(AC009519) F1N19.3 [Arabidops 


is thaliana] 






Seq. No. 


45278 


Seq. ID 


OJ000251_ 


_31.0310.C13 




Gene No. 


95683 


Strand 


+ 






Start 


6018 


End 


11784 






Name 


OJ000251 31-0310. C13.o3.np 


Method 


AAT/NAP 






Start 


6048 


End ' 


6766 






GI 


6633834 


Score 


302 






Exons 


6048. .6506, 6710. .6766 










GI Descrip. 


(AC009519) F1N19.3 [Arabidopsis thaliana] 





46572 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name • 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45278 
95683 
6018' 

OJ000251_31.0310.C13.o2.gp 
6829 
none 

6829. .7081 

45278 
95684 
1089 

OJ000251_31.0310.C13.ol.gs. 
1089 
none 

1089. .1174, 1709. .1762, 1890. .2110 



Seq. ID 


OJ000251 


St rand 


+ 


End 


11784 


Mpt hnd 


AAT/GAP 


End 


7081 


Score 


450 


Seq. ID 


OJ000251 


Strand 




End 


2110 


Met hod 


GEN SCAN 


End 


2110 


Score 


.79 


2110 




Seq. ID 


OJ000251 


Strand 




End 


5121 


MpI" hod 




End 


5121 


Score 


. 74 


SI 91 

sJ X X 




Seq. ID 


OJ000251 


Strand 




End 


5121 


Method 


AAT/NAP 


End 


4348 


Score 


844 



45278 
95685 
2972 

OJ000251_31.0310.C13.o2.gs 
2972 
none 

2972. .3073, 3751. .3843, 4711. .5121 

45278 Seq. ID OJ000251_31 . 0310 . C13 

95685 
2972 

OJ000251_31. 0310.C13.ol.np 
3220 
6630696 
3220. .3877, 4219. .4348 

(AP000969) ESTs 022114(010364), AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. 



[P10978) [Oryza sativa] 



Seq. ID OJ000251_31.0310.C13 
Strand 

End 17393 
_ Method TBLASTX: Wheat 

End 3796 
Score . 178 

,3509, 3353. .3496, 3389. .3511, 3501 .. 3638, 3501 .. 364 1, 
,3651, 3526. .3645, 3638. .3721, 3643. .3735, 3643. .3735, 

,3796 



Seq. No; 45278 
Gene No. 95686 
Start 12203 

Name OJ000251_31 . 0310 . C13 . ol . tw 

Start 3351 
GI none 
Exons 335,1, 

3502. 

3767. 



Seq. No. 45278 

Gene No. 95686 

Start 12203 

Name OJ000251_31 . 0310 . C13 . o2 . ts 

Start 6168 

GI none 

Exons 6168.. 6410, 6188.. 6409 



Seq. ID OJ000251_31.0310.C13 
Strand 

End 17393 

Method TBLASTX : Soybean 

End 6410 

Score 275 



Seq. No. 
Gene No. 
Start 



45278 
95686 
12203 



Seq. ID OJ000251_31.0310.C13' 
Strand 

End 17393 



46573 



Name 


OJ000251 31.0310.C13 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


12192 






End 


16833 




\j x 


none 






Score 


524 




F von q 


12192. . 


12563, 12192. 


■ X C. 3 -J O f 


12203. .12562, 12241. .12564, 






12397. . 


12564, 12624. 


. 13034 , 


12643. .13032, 12650. .13033, 






16746. . 


16829, 16773. 




16774. .16833 




Q p, pr Ma 


45278 






Seq. ID 


OJ000251_31.0310 




Gene No. 


95686 






Strand 






Start 


12203 






End 


17393 




Name 


OJ000251 31.0310X13 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


12203 






End 


13061 




GI 


none 






Score 


404 




p von ^ 


12203. . 


12253, 12230., 


. 12562 , 


12231. . 12563, 124 14 .. 12566, 






12642. . 


13061, 12643., 


. 13059 








O ^ • LNU i 


45278 






Seq. ID 


OJ000251_31.0310 


n ^ 


Gene No. 


95686 






Strand 






Start 


12203 






End ■ 


17393 




Name 


OJ000251 31.0310.C13, 


o4 . gs 


Method 


GENS CAN 




Start 


12203 






End 


17393 




\J X 


none 






Score 


.86 




F, v d n q 


12203. . 


12562, 12645.. 


► X J \J J X , 


14474 .. 14522, 16516 16667, 






16773. . 


17393 










O C . LN . 


45278 






Seq. ID 


OJ0002'51_31.0310 




Gene No. 


95686 






Strand 






Start 


12203 






End 


17393 




Name 


OJ000251 31.0310.C13. 


. o4 . np 


Method 


AAT/NAP 






12209 






End 


17278 




W X 


6850870 




Score 


1320 




RvAn o 


12209. . 


12562, 12645.. 


, 13031, 


16773. .16885, 17205.. 17278 




OX OOl X ^ • 


(AL132959) seven in absentia 


-like protein [Arabidopsis 


Llldx. . 


O C ^ ■ LN W • 


45278 






Seq. ID 


OJ000251_31.0310 




Gene No. 


95686 






Strand 






Start 


12203 






End 


17393' 




-Name 


OJ000251 31.0310.C13. 


ol.tc - 


Method 


TBLASTX: Cress 




Start 


12233 






End 


1-27 68 




GI 


none 






Score 


173 




F.xnn q 


12233. . 


12265, 12374.. 


12562, 


12374. .12562, 12378 .. 12563, 






12642. . 


12767, 12642. . 


12767, 


12643. .12768 




Seq. No. 


45278 






Seq. ID 


OJ000251_31.0310 


.C13 


Gene No. 


95686 






Strand 






Start 


12203 






End 


17393 




Name 


OJ000251 31.0310.C13. 


o2. tc 


Method 


TBLASTX: Cress . 




Start 


12769 






End 


12984 




GI 


none 






Score 


203 






12769. . 


12984, 12771.. 


12983 








Seq. No. 


45279 






Seq. ID 


OJ000251_31.0310 


.C14 


Gene No. 


95687 






Strand 


+ 




Start 


836 






End 


1392 




Name 


OJ000251 31.0310.C14. 


ol . gs 


Method 


GEN SCAN 




Start 


836 






End 


1392 




GI 


none 






Score 


.62 





46574 





836 1171 


1257 . 


. 1392 








Sea No 


45279 








Seq. ID 


O.T0009S1 

UU \J \J \J *J X. 


Gene No. 


95688 








Strand 


+ 


Start 


1435 








End 


2455 


Name 


OJ000251 31 


.0310 


.C14.ol 


.np 


Method 


AAT /NAP 

fin l / iNrtt 


Start 


1435 _ 








End 


i. 1 ! J J 


GI 


7106516 








Score 


1 Q7 

X Z> f 


Exons 


1435 1488. 


2226 


. .2455 








GI Descrip. 


(AP001278 ) 


hypothetical 


protein [Oryza 


f* 1 \7 1 
OQ 11 V u J 


Seq. No. 


45279 








Seq. ID 


OJ000251 


Gene No. 


95689 








Strand 




Start 


1474 








End 


1703 


Name 


OJ000251 31 


.0310 


.C14.o2, 


.gs 


Method 


\J 1—1 ij v^riLN 


Start 


1474 ~~ 








End 


1703 


GI 


none 








Score 


. 65 


Exons 


1474 . . 1703 












Seq. No. 


45280 








O CLj X u 


OJ000251_ 


Gene No. 


95690 








Strand 




Start 


398 








End 


1668 


Name 


OJ000251 31 


.0310 


.CIS.ol. 


.gs 


Method 




Start 


398 








End 


J. \J \J O 


GI 


none 








Score 


• / u 


Exons 


398. .474, 1477.. 


1668 








Sea No 


45281 








Seq. ID 


O.T00 0? S1 


Ganp No 


95691 








Strand 


-|- 


Start 


214 








End 


6954 


Name 


OJ000251 31 


.0310 


.C16.ol. 


.gs 


Method 


GEN SCAN 


Start 


214 








End 


6954 


GI 


none 








Score 


. 8 1 


Rxon <=; 


214. .276, 1306..: 


1344, 2276. . 


2351, 3019 






3892. .3978, 


4073 


. .4085, 


4482 


..4588, 48 


93 6066 




6692. . 6760, 


6856 


. .6954 








Seq. No. 


45281 








Seq. ID 


OJ000251_ 


Gene No. 


95691 








Strand 


+ 


Start 


214 








End 


6954 


Name 


OJ000251 31 


.0310 


.C16.o2. 


np 


Method 


AAT /NAP 


Start 


4968 








End. 


6951 


GI 


2576361 








Score 


1321 


Exons 


4968. . 6066, 


6494 


. .6585, 


6692 


..6764, 6860.. 6951 



3406, 
[ . . 6585, 



GI Descrip. (U39782) lysine and histidine specific transporter [Arabidopsis 
thaliana] 



Seq. No. 45281 Seq. ID 

Gene No. 95692 Strand 

Start 9756 End 

Name OJ000251_31 . 0310 . CI 6 . ol . gp Method 

Start 9756 End 

GI 61605_3.R1084 Score 

Exons 9756.. 10018 

GI Descrip. • 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



OJ000251_31.0310.C16 
+ 

10018 
AAT /GAP 
10018 
437 



46575 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI • Descrip. 



45281 
95693 
120 

OJ000251_31.0310.C16.ol.np 
120 

7340909 

120. .353, 441. .705, 2216. .2313 

(AP001550) hypothetical protein ■ [Oryza sativa] 



Seq. ID OJ000251_31.0310.C16 
Strand 

End 2313 

Method AAT/NAP 

End 2313 

Score 206 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251 31.0310.C16 



10981 ' 
AAT/GAP 
10981 
577 



45281 
95694 
10544 

OJ000251_31.0310.C16.o2.gp 
10544 
2428185 
10544. .10981 

5852170/emb|AL117265.1 IOST17804 1.0e-177 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :tl7804 

45281 Seq. ID OJ000251_31 . 0310 . C16 

95695 Strand 

11004 End 11733 

OJ000251_31 . 0310 . CI 6 . o3 . gp Method AAT/GAP 
11004 End 11733 

101153_1.R1084 Score 410 

11004. . 11227, 11699.. 11733 

, 5852170/emb|AL117265. 1 IOST17804 1.0e-115 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t 17804 1 

45281 Seq. ID OJ000251_31 . 0310 . CI 6 

95696 Strand 

14184 End 15686 

OJ000251_31 . 0310 . C16 . o3 . np Method AAT/NAP 
14184 End 15686 

6630696 Score 2476 

14184. .15686 

(AP000969) ESTs D22114 (C10364 ) AU076106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45281 
95696 
14184 

OJ000251_31.0310.C16.o4 .np 

14184 

6630696 

14184 15684 

(AP000969) ESTs D221 14 (C10364 ; 
region of the predicted gene., 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_31.0310.C16 

15686 
•AAT/NAP 
15684 
2475 



, AU076106 (E20423) correspond to a 
Similar to retrovirus-related pol 



polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



45281 Seq. ID 

95697 Strand 

15693 End 

OJ000251_31 . 0310 . C16 . ol . tc Method 

5034 End 

none Score 



OJ000251_31.0310.C16 
15764 

TBLASTX: Cress 

5594 

305 



46576 






Exons 

df* w 1 1 0 


5034 5255 


5051 


5206 


5258 . 


.5422, 5259.. 5423, 5433.. 5594 




Seq. No. 


45281 








Seq. ID 


OJ000251_31.0310.C16 




Gene No. 


95697 








Strand 






Start 


15693 








Enci 


15764 




Name 


OJ000251 31 


. 0310 


. C16 . o4 


. tm 


Method 


TBLASTX: Maize 




Start 


5037 — 








End 


5306 




GI 


none 




- 




Score 


268 




Exons 


5037 . . 5255, 


5051 


. . 5206, 


5258 . 


.5305, 5259. .5306 




Seq. No. 


45281 








Seq. ID 


OJ000251_31.0310.C16 




Gene No. 


95697 








Strand 






Start 


15693 








End 


15764 




Name 


OJ000251 31 


. 0310 


.CI6.06 


. ts 


Method 


TBLASTX : Soybean 




Start 


5037 "~ 








End 


5186 




GI 


none 








Score 


213 




Exons 


5037 . . 5186, 


5051 


. . 5176 










Seq. No. 


45281 








Seq. ID 


OJ000251_31.0310.C16 




Gene No. 


95697 








Strand 






Start 


15693 








End 


15764 




Name 


OJ000251 31. 


. 0310 


. C16. ol , 


. ts 


Method 


TBLASTX: Soybean 




Start 


5193 ~~ 








End 


5876 


i'i 


GI 


none 








Score 


86 




Ex on s 


5193 5255. 


5258 


5305. 


5259. 


.5306, 5301.. 5423, 530^.5413, 


f fs 




5433 5594, 


5595 


. . 5705, 


5679. 


.5876, 5681. .5875 • 


fil 


Sea No 


45281 








Seq. ID 


OJ000251_31.0310.C16 




Gene No. 


95697 








Strand 






Start 


15693 








End 


15764 


iy 


Name 


OJ000251 31. 


. 0310 


.CI6.0I. 


. tm 


Method 


TBLASTX: Maize 


V.J 


Start 


5618 ~~ 








End 


6957 


fl i 


GI 


none 








Score 


536 




Exons 


5618 . . 6064, 


5619 


. . 6074 , 


6492 . 


.6584, 6568.. 6588, 6692. .6763, 






6694 . . 6759, 


6861 


. . 6950, 


6862 . 


.6957 






Seq. No. 


45281 








Seq. ID 


OJ000251_31.0310.C16 




Gene No. 


95697 








Strand 




fcl 


Start 


15693 








End 


15764 


* Hi 


Name 


OJ000251 31 


, 0310 


. C16 . o2 . 


, tc 


Method 


TBLASTX: Cress 




Start 


5657 — 








End 


6957 




GI 


none 








Score ' 


464 




Exons 


5657 . . 6085, 


5658 


. . 6074, 


6493 . 


.6588, 6692.. 6775, 6862.. 6957 




Seq. No. 


45281 








Seq. ID 


OJ000251_31.0310.C16 




Gene No. 


95697 








Strand 






Start 


15693 








End 


15764 




Name 


OJ000251 31 


0310 


. C16. o5 . 


ts 


Method 


TBLASTX: Soybean 




Start 


5877 ~ 








End 


6957 




GI 


none 








Score 


219 




111 J\ KJ 1 1 O 


5877 6086 


5882 


608 5 


669? 


.6763, 6862.. 6957 




Seq. No. 


45281 








Seq. ID 


OJ000251_31.0310.C16 




Gene No. 


95697 








Strand 






Start 


15693 








End 


15764 




Name 


OJ000251 31. 


0310 


.C16.01. 


tw 


Method 


TBLASTX : Wheat 




Start 


14320 








End 


14795 



46577 



vjl 


none 




Score 


394 




Exons 


14^90 147f)fi 14^99 
J. 4 J Z U . .14 / UD/ 1 4 j Z Z . 


1 4 70 R 

. 14 / U J , 


14721. .14795, 14722. .14790 




Seq. No. 


45281 




Seq. ID 


OJ0.00251_31.0310. 


.C16 


Gene No. 


95697 




Strand 


- 




<Zt art- 






End 


15764 




Name 




. 04 . t S 


Method 


TBLASTX : Soybean 






1 4 A A Q ~ 




End 


14789 






none 




Score 


98 






1 4 4 4 R 1 4 fi^7 14^97 

1 4 4 4 O . . 14DJ / , 1 4 JZ / . 


1 4 6R9 

• 1 4 O J Z , 


14676. .147 


89, 14686.. 14754 




Seq. No. 


45281 




Seq. ID 


OJ000251_31.0310. 


.C16 


Gene No. 


95697 




Strand 






o Lai L 


1 JU^ J 




End 


15764 




Name 


n.Tnnn9ST ^1 n?in n 


/^9 -t-TYl 
• UZ • L.IU 


Method 


TBLASTX: Maize 




Oldll 


1 4 1 ~~ 




End 


15023 




r- t 


none 




Score 


67 




l?vnn q 
H>2\.\Jl 1 o 


1 4 6S1 T4R19 1 4 6S9 

14UJ1 . . 1 4 O 1 L , 14 U JZ. » 


. IJUl J, 


14653. .15000 




Seq. No. 


45281 




Seq. ID 


OJ000251_31.0310. 


.C16 


Gene No. 


95697 




Strand 






OLal L 


1JU 




End 


15764 




Name 


UJUUU Z J 1 Jl, UJlU .LID 


. O j . IS 


Method 


TBLASTX: Soybean 






1/1009 ~~ 
1 4 O UZ 




End 


15150 




r; t 

Vjl 


none 




Score 


77 




Exons 


14R09 14QQ0 1 4ftf|'3 
1 4 O U Z . , 14 j^U/ 140UJ . 


1 4 Q Q1 


14986. .15150,. 14991. .15149 




Seq. No. 


45281 




Seq. ID 


OJ000251_31.0310. 


C16 


Gene No. 


95697 




Strand 






OLdl L 


IJDjJ 




End 


15764 




Name 


UuUUUZ Jl j1.Uj1U.U1D 


/-s O 4- t 

. . L.W 


Method 


TBLASTX: Wheat 




Of a r-+- 


IjUUj 




End 


15549 






none 




Score 


69 




Exons 


1 RDfR 1 S9DQ 1 ^904 
IjUUj. .lJZU-7, 1 JZU4 . 


1 R476 
• 1 J 4 / O , 


15481. .15549 




OC^ . Vi\J m 


4 S9R 1 

4 JtOl 




Seq. ID 


OJ000251_31.0310. 


LID 


Gene No. 


95697 




Strand 






Start 


15693 




End 


15764 




Name 


vuUUUi Jl Jl • U J1U . LIU 


. UJ . 1_1U 


Method • 


TBLASTX: Maize 




O Lai L 


1 JU04 




End 


15549 




<J 1 


none 




Score 


52 






1 SDR4 1 R4R9 1 SI R7 
1 J U O 4 . . 1J40Z, IJlu 1 . , 


1 S9Q7 

. 1 jl" / , 


15333. .154 


13, 15477. .15536, 






1 S4 R 1 1RS4Q 

1J401. . 1JJ43 










Corr Mn 

OC^. LNVJ • 


4 ^9R 1 
4 0 1 




Seq. ID 


OJ000251J31. 0310. 


LID 


Gene No. 


95697 




Strand 






Start 


15693 




End 


15764 




Name 


UUUUUZ Jl j1.Uj1U.L1D, 


r\ 9 -ho 


Method 


TBLASTX: Soybean 




Of 3 >-+- 


1 CO 1 Q ~~ 

ijziy 




End 


15708 






C en Qo /rn 
J J U :?Z DU 




Score 


50 






lJ^l7. . 104 / O , IjjOj. . 


1 1=. ^ "7 ^ 
. 1 J fi / J , 


15481. .15708, 15485. .15589 


- 


GI Descrip. 












Seq. No. 


45281 




Seq. ID 


OJ000251_31.0310. 


C16 


Gene No. 


95697 




Strand 






Start 


15693 




End 


15764 




Name 


OJ000251 31.0310.C16. 


,o3.tc 


Method 


TBLASTX: Cress ' 





46578 







1 J J JU 


End 


15591 






none 


Score 


84 




Exons 


1 R^^fi 1 UR1 1 CCQ1 


15482. .15589 




oeq . NO . 


<i D£ O 1 


Seq. ID 


OJ000251_31.0310.C16 




uene inu . 


qc: CQ7 


Strand 






Start 


15693 


End 


15764 




Name 


OJ000251 31.0310vC16.o4.gp 


Method 


AAT/GAP 




O tdit 


15693 


End 


15764 






101595 1.R1084 


Score 


127 




Exons 


15693. ..15764 










'3047066 3.0e-15 (AF058825) 


contains 


similarity to 






retrovirus-related POL polyproteins [Arabidopsis thaliana] 1 




O e Lj . LN U . 


45282 


Seq. ID 


OJ000251_31.0310.C17 




bene lno * 


95698 


Strand 


+ 






1 


End 


14218 




Name 


OJ000251 31.0310.C17.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


14218 




rij 
ul 


5922599 


Score 


711 




iLtXons 


1..27, 3552. .3679, 3774. .3893, 4892.. 


4990, 6655. .6711, 






7497. .7543, 7637. .7780, 7866 


..8053, 13527. .13597, 13696 .. 13779, 






14099. .14218 






1 -£ 


bi uescrip . 


(AB025353) oxidosqualene cyclase [Allium macrostemon] 




o e CJ . LN O . 


45282 


Seq. ID 


OJ000251_31.0310.C17 




Gene No. 


95699 


Strand 


+ 


r Li 


Start 


14741 


End 


15073 




Name 


OJ000251 31.0310.C17.o2.np 


Method 


AAT/NAP 




OtalL 


14741 


End 


15073 




ol 


5902444 


Score 


343 




CjXOjIS 


14741. . 15073 






fy 


bi uescrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 


f3 


Seq. No. 


45282 


Seq. ID 


OJ000251_31.0310.C17 




Gene No. 


95700 


Strand 






Start 


12444 


End 


14908 


. ^ 


Name 


OJ000251 31.0310.C17.ol.tm 


Method 


TBLASTX: Maize 




Start 


3553 


End 


14212 


n 


GI 


none 


Score 


183 




Exons 


3553. .3684, 3554. .3685, 3554 


..3685, 3792. .3893, 3809. .3892, 



3811 
7499 



.3894, 4922. .4987, 6639. .6710, 6643. .6714, 7497. .7544, 



7543, 7643. .7783, 7644. .7781, 7646. .7783, 7859. .8044, 
7866. .8045, 7870. .8058, 13523 .. 13594 , 1354 6 .. 13593, 
13693. .13779, 13693 . .13779, * 13698 .. 13781, 14096. .14212 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45282 

95700 

12444 

OJ000251 

3554 

none 



OJ000251 31.0310.C17 



31.0310.C17.ol.tc 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3554. .3685, 3792. .3893, 4892. .4984, 6643. .6738, 7497. .7544, 
7641. .7805, 7865. .8044, 7867 .. 8046, ' 7869. . 8030, 13537 .. 13593, 
13538. .13594, 13681 .. 13779, 13714 .. 13779, 14096 .. 14209 



14908 

TBLASTX : Cress 

14209 

118 



Seq. No. 



45282 



Seq. ID OJ000251_31.0310.C17 



46579 



Gene No. 95700 Strand 

Start 12444 End 

Name OJ000251_31 . 0310 . C17 . ol . ts Method 

Start 3566 End 

GI none Score 

Exons 3S66..3685, 3798.-3893, 3809.. 3883, 4891.. 4986, 4892.. 4984, 

.7603. .7785, 7640. .7783, 7641. .7805, 7866. .7943, 7866. .8033, 

7867. .8046, 13681 13779, 14096. .14212 



14908 

TBLASTX : Soybean 

14212 

100 



Seq. No. 


45282 




Seq. ID 


OJ000251_31.0310.C17 


Gene No. 


95700 




Strand 




Start 


12444 




End 


14908 


Naine 


OJ000251 31.0310.C17. 


ol . tw 


Method 


TBLASTX: Wheat 


Start 


7754 




End 


14191 


GI 


none 




Score 


39 


Exons 


7754. .7783, 7761. .7784, 7866 


..8030, 7867. .8043, 13541. .1359- 




13543. .13593, 13681.. 


13788, 


13698. .13787, 14096. . 14191. 


Seq. No. 


45282 




Seq. ID 


OJ000251_31. 031.0. C17 


Gene No. 


95700 




Strand 




Start 


12444 




End 


14908 


Name 


OJ000251 31.0310.C17. 


o2 . gs 


Method 


GENSCAN 


Start 


12444 




End 


14908 


GI 


none 




Score 


.5 


Exons 


12444 . . 12491, 12618. . 


12977, 


14711.. 14908 


Seq. No. 


45283 




Seq. ID 


OJ000251_31 . 0310 . CL8 


Gene No. 


95701 




Strand 


+ 


Start 


384 




End 


8272 


Name 


OJ000251 31.0310.C18. 


ol . gs 


Method 


GENSCAN 


Start 


384 




End 


8272 


GI 


none 




Score 


.66 


Exons 


384. .462, 1191. .1814, 


2674. . 


3296, 3369 


..3501, 3601. .3720, 



3826. .4260, 4312. .4659, 4704. .5443, 5504. .5736, 5892. .5941, 
5994. .6332, 6666. .6905, 7119. .7237, 7629. .7860, 8175. .8272 



Seq. No. .45283 
Gene No. 95701 
Start 384 

Name OJ000251_31 . 0310 . C18 . o2 . np 

Start 2695 
GI 5922631 

Exons 2695. .3021, 3064.. 3222, 

GI Descrip. (AP000492) ESTs C26347 ( 
region of the predicted 
retrotransposon Cinful- 
gil 6016864 |dbj IBAA85207 
C26347 (C12145) , AU078074 
predicted gene.; Simila 
Cinful-1. (AF049110) [0 



Seq. ID 
Strand 
End 

Method 
End 
Score 
3349. .4275, 



OJ000251_ 
+ 

8272 
AAT/NAP 
8261 
5478 
4881. .7369, 



31.0310.C18 



8223. .8261 

C12145) , AU078074 (C12145) correspond to a 

gene.; similar to prpol; Zea mays 
1. (AF049110) [Oryza sativa] 
.11 (AP000570) ESTs 

(C12145) correspond to a region of the. 
r to prpol; Zea mays retrotransposon 
ryza sativ 



Seq. No. 45283 Seq. ID OJ000251_31 . 0310 . C18 

Gene No. 95701 Strand + 

Start 384 * End 8272 

Name OJ000251_31 . 0310 . C18 . o3 . np Method AAT/NAP 

Start 7562 End 8269 

GI 5852178 Score 170 



46580 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7562.. 7965, 8175.. 8269 

(AL117265) zhb0008.1 [Oryza sativa] 



45283 
95702 
196 

OJ000251_31.0310.C18.ol.np 
196 

6063554 



Seq. ID OJ000251_31.0310.C18 
Strand 

End 2130 

Method AAT/NAP 

End 2130 

Score 223 



196. .369, 1010. .1037, 1373. .1491, 1644. .1816, 1947. .2130 
(AP000615) ESTs AU075609 (C63344) , C71850 (E0464 ) , C98611 (E0464 ) 





correspond 


to a 


region of the 


predicted gene.; hypothetical 




protein [Oryza sativa] 








Optrt Mri 


45283 






beq. ±u 


OJUUU^Ol J1.UJ10. 


Clo 


Pono Mo 


95703 






Strand 






O Lai L 


3648 






r^na 


a n A Q 
4 U 4 y 






UJUUUZ jl jl 


. U J X u 


.do . OD . IW 


Method 


I BL/\b I a : wneat. 




O Lai L. 


3648 " 






End 


4049 




GI 


none 






Score 


328 




Exons 


3648. .4049, 


3713 


. .4033 








Qorr Mo 
O o . IN U ■ 


45283 






beq. ID 


OJUUUzol J1.U31U. 


O* 1 o 

Clo 




95704 






Strand 






O Lai L 


4292 








a i a q 






c\ inn n ^ i 

UJ UUUZ Ol ji 


nun 


.Llo.Ol. IW 


Method 


m T~> T 7V o m V . r,Tl_ _ _ j_ 

TBLASTX : wheat 




O LdlL 


4292 






End 


4748 




GI 


none 






Score 


464 




Exons 


4292. .4747, 


4293 


. . 4748 








O fci (-J • IN U • 


45283 






beq. id 


ATnnnoRi oi n*3in 


Clo 




95704 






O 4- v « y-J 

btrana 






O L. a. J. U 


4292 








/I *7 C Q 

4 / by 








mi n 
. UJIU 


PI Q — O J- — 

. Lib . O O . tS 


Metnoa 


TBLASTX : Soybean 




O Lai L 


4332 






End 


4697 




GI 


none 






Score 


138 




Exons 


4332. .4556, 


4343 


..4507, 4563.. 


a a cn 
. 4 by / 






Qnrr Mo 
D fci (-J . IN (j . 


45283 






beq. ID 


OJUUU251 31.0310. 


C18 


(~* Ann Mo 


95704 






Strand 






Start 


4292 






End 


4769 




Name 


OJ000251 31 


.0310 


.C18 .o3. tm 


Method 


TBLASTX: Maize 




Start 


4422 






End 


4769 




GI 


none 






Score 


332 




Exons 


4422. .4769, 


4463 


. .4768 








Seq. No. 


45283 






Seq. ID 


OJ000251_31.0310. 


C18 


Gene No. 


95705 






Strand 






Start 


4805 






End 


5341 




Name 


OJ000251 31 


.0310 


.C18.o2.tm 


Method 


TBLASTX: Maize 




Start 


4805 






End 


5188 




GI 


none 






Score 


360 




Exons 


4805. .5188, 


4843 


. .5184 








Seq. No. 


45283 






Seq. ID 


OJ000251_31.0310. 


C18 


Gene No. 


95705 






Strand 






Start 


4805 






End 


5341 





46581 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



OJ000251_31, 

4862 

none 

4862. .5281, 

45283 
95705" 
4805 

OJ000251_31. 

4949 

none 

4949. .5341, 

45283 
95706 
5290 

OJ000251_31. 

5290 

none 

5290. .5364, 

45283 
95707 
5537 

■OJ000251_31. 
5537 
none 

■5537. .5671, 

45283 
95707 
5537 

OJ000251_31. 

5576 

none 

5576. .5986, 

■45283 
95707 
5537 

OJ000251_31. 

5630 

none 

5630. .5800, 

45283 
95708 
6311 

OJ000251_31. 

6311 

none 

6311. .6637, 

45283 
95708 
6311 

OJ000251 31. 



.0310.C18.o2.tw 
4906. .5286 

.0310.C18.ol. ts 
4957. .5280 

0310.C18.o7.tw 



Method 

End 

Score 



TBLASTX: Wheat 

5286 

426 



Seq. ID OJ000251_31.0310.C18 
Strand 

End 5341 

Method TBLASTX : Soybean 

End 5341 

Score 262 



Seq. ID OJ000251_31.0310.C18 
Strand 

End 5574 

Method TBLASTX : Wheat 

End 5574 

Score 235 



5291. .5572, 5303. .5563, 5410. .5574 



0310.C18.o2.ts 



5711. .5953, 5716. 



0310.C18.o3.tw 



5578. .5925 



0310.C18.o5.tm 



Seq. ID OJ000251_31.0310.C18 
Strand 

5986 

TBLASTX: Soybean 
5955 
89 



End 

Method 
End 
Score 
.5955 



Seq. ID OJ000251_31.0310.C18 
Strand 

End 598'6 

Method TBLASTX : Wheat 

End' 5986 

Score 392 



Seq. ID OJ000251_31. 0310. CIS 
Strand 

End 5986 

Method TBLASTX ; Mai ze 

End 5899 

Score 131 



5642. .5734, 5804. .5899, 5821. .5892 



0310.C18.ol.tm 
6331. . 6636 

0310.C18.o4.tw 



Seq. ID OJ000251J31. 0310. CIS 
Strand 

End 6703 

Method TBLASTX: Maize 

End 6637 

Score 411 



Seq. ID OJ000251_31.0310.Clf 
Strand 

End 6703 

Method TBLASTX : Wheat 



46582 






Start 


6316 








End 


6703 










GI 


none 








Score 


386 










Exons 


6316. . 6627, 


6317 , 


. . 6703, 


6518 . 


. 6703 












Seq. No. 


45283 








Seq. ID 


OJ000251 


_31, 


,0310, 


.C18 




Gene No. 


95709 








Strand 












Start 


6818 








End 


7351 - 










Name 


OJ000251 31. 


,0310. 


,C18.o5 


. tw 


Method 


TBLASTX: 


Wheat 






Start 


6818 ~~ 








End 


7351 










GI 


none 








Score 


340 










Exons 


6818 . .7309, 


6818, 


. . 6934, 


6979. 


.7080, 7295.. 7351 










Seq. No. 


45283 








Seq. ID 


OJ000251 


_31. 


,0310. 


C18 




Gene No. 


95709 








Strand 












Start 


6818 








End 


7351 










Name 


OJ000251 31. 


0310 . 


,C18.o4 


. tm 


Method 


TBLASTX: 


Maize 






Start 


7046 ~~ 








End 


7309 










GI 


none 








Score 


203 










Exons 


7046. .7309 














. - 






Seq. No. 


45284 








Seq. ID 


OJ000251 


_31. 


0310. 


C19 




Gene No. 


95710 








Strand 


+ 










Start 


554 








End 


1035 










Name 


OJ000251 31. 


0310. 


C19.ol 


. as 


Method 


GENSCAN 








□ 


Start 


554 








End 


1035 










GI 


none 








Score 


. 87 








Sj E 


Exons 


554. .583, 850. .1035 














S "*! 


Seq. No. 


45284 








Seq. ID 


OJ000251 


_31. 


0310. 


C19 


J ! E 


Gene No. 


95711 








Strand 


- 








•5- — 


Start 


2717 








End 


4090 








; "t 


Name 


OJ000251 31. 


0310. 


C19.o2 


. y o 


Method 


GENSCAN 








=:| = 


Start 


2717 






End 


4090 










GI 


none 








Score 


. 48 








= 

V=r 


Exons 


2717. .4090 




















Seq. No. 


45285 








Seq. ID 


OJ000251 


_31. 


0310. 


C20 




Gene No. 


95712 








Strand 


+ 








: =H 


Start 


. 132 








End 


217 








f T 


Name 


OJ000251 31. 


0310. 


C20.ol 


as 


Method 


GENSCAN 










Start 


132 








End 


217 










GI 


none 








Score 


.98 










Exons 


132. .217 




















Seq. No. 


45285 








Seq. ID 


OJ000251 


_31. 


0310. 


C20 




Gene No. 


95713 








Strand 












Start 


4702 








End 


7216 










Name 


OJ000251 31. 


0310. 


C20.o3, 


rrq 
. y ^ 


Method 


GENSCAN 










Start 


4702 






End 


7028 • 










GI 


none 








Score 


.89 










Exons 


4702. .5623, 


6226. 


.7028 
















Seq. No. 


45285. 








Seq. ID 


OJ000251_ 


_31. 


0310. 


C20 




Gene No. 


95713 








Strand 












Start 


4702 








End 


7216 










Name 


OJ000251 31. 


0310. 


C20.ol. 


•np 


Method 


AAT/NAP 










Start 


4705 








End 


6746 









46583 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



# 



1360141 

4705. .4769, 4797. .5623, 
(X97980) protein kinase 

45285 
95713 
4702 

OJ000251_31.0310.C20.ol. 

4810 

none 

4810. .5262, 4859. .5263, 
6225. .6551, 6565. .6597 

45285 
95713 
4702 

OJ000251_31.0310.C20.ol. 

4825 

none 

4825. .5262, 4832. .5263, 
6225. . 6305 



Score 1559 
6226.. 6746 

[Solanum berthaultii] 

Seq. ID OJ000251_31.0310.C20 
Strand 

End 7216 

tc Method TBLASTX : Cress 

End 6597 

Score 403 
5440.. 5628, 5456.. -5653, 6223.. 6537, 



ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_31.0310.C20 
7216 

TBLASTX : Soybean 
•£305 
402 



5449. .5628, 5450. .5653, 6223. .6303, 



Seq. No. 45285 

Gene No. 95713 

Start 4702 

Name OJ000251_31 . 0310 . C20 . ol . 

Start 4858 

GI none 

Exons 4858.. 5205, 4859.. 5203 



tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_31.0310.C20 
7216 

TBLASTX: Wheat 

5205 

315 



Seq. No. 45285 

Gene No. 95713 

Start 4702 

Name OJ000251_31 . 0310 . C20 . ol . 

Start 4861 

GI none 

Exons 4861.. 5325, 4862.. 5263, 
5459. .5590 



tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_31.0310.C20 
7216 

TBLASTX: Maize 

5607 

376 



5302.. 5364, 533'9..5365, 5449.. 5607, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



45285 
95713 
.4702 

OJ000251_31.0310.C20.o2. 

6223 

none 

6223. .6537, 6225. .6551, 

45285 

95713- 

4702 

OJ000251_31.0310.C20.o2. 

6306 

none 

6306. .6569, 6307. .6537 

45285 
95713 



Seq. ID OJ000251_31.0310.C20 
Strand 

End 7216 

tm Method TBLASTX: Maize 

End 662 4 

Score 258 
6564.. 6623, 6583.. 6624 

Seq. ID OJ000251_31.0310.C20 
Strand 

End 7216 

ts Method TBLASTX : Soybean 

End 6569 

Score 195 



Seq. ID OJ000251_31.0310.C20 
Strand 



46584 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4702 End 7216 

OJ00025.1_31 . 0310 . C20 . ol . gp Method AAT/GAP 
6704 End 7216 

29344_1.R1084 Score 682 

6704.. 7216 

, 5852170/emb|AL117265.1 IOST17804 3.0e-94 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t 17 804 1 



45286 
95714 
360 

OJ000251_34 .0303.C5.ol.gs 

360 

none 

360. .380, 1046. .1144 



Seq. ID OJ000251_34.0303.C5 
Strand 

End 1144 

Method GENSCAN 

End 1144 

Score .53 



Seq. No. 
Gene No. 
:StSrt 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45287 
95715 
1 

OJ000251_34 .0303.C14 .ol.np 
1 

6815052 

1..212, 261. .998, 1080. .1154, 1534. .1652 • 
(AP001080) hypothetical protein [Oryza sativa] 



Seq. ID OJ000251_34 .0303.C14 

Strand + 

End 5930 

Method AAT/NAP 

End 1652 

Score 1782 



45287 
95715 
1 

OJ000251_34 .0303.C14.ol.gs 

26 

none 



Seq. ID OJ000251_34.0303.C14 

Strand + 

End 5930 

Method GENSCAN 

End 5930 

Score .69 



26. .1154, 1656. .1829, 2412. .2533, 3457. .3562, 4043. .4170, 
4394. .4513, 4926. .5061, 5830. .5930 



45287 

95715 v,.. 
1 

OJ000251_34 .0303.C14 .o2.np 
3989 
5295978 
3989. .4170 

(AB003322) MADS box-like protein [Oryza sativa] 



Seq. ID OJ000251_34.0303.C14 

Strand + 

End 5930 

Method AAT/NAP 

End 4170 

Score 238 



45287 
95716 
6992 

,OJ000251_34 .0303.C14 .ol.gp 
6992 

LIB3477-003-P1-K1-E9 
6992.. 7103 

'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. ID OJ000251_34 .0303.C14 
Strand 

End 7103 

Method AAT/GAP 

End 7103 

Score 84 



Seq. No. 
Gene No. 
Start 



45288 
95717 
1550 



Seq. ID OJ000251_34.0303.C23 
Strand 

End 8810 



46585 



Name OJ000251_34 . 0303 . C23 . ol . np Method AAT/NAP 

Start 1550 End 8782 

GI 81286 Score 74 
Exons 1550.. 1663, 1913.. 2031, 8509.. 8782' 

GI Descrip. extensin - Volvox carteri (fragment) gi | 21992 | emb | CAA4 6283 | 
(X65165) extensin [Volvox carteri] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45288 
95717 
1550 

OJ000251_34 . 0303 . C23 . o2 . gs 

4170 

none 



Seq. ID OJ000251_34.0303.C23 
Strand 

End 8810 

Method GENSCAN 

End 8810 

Score .52 



4170. .4309, 4544. .4695, 5322. .5658, 7082. .7163, 7408. .7556, 
8579. .8810 



Seq. No. 

Gene .No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start- 

GI 

Exons 

GI Descrip. 



45288 
95717 
1550 

OJ000251_34.0303.C23.ol.gp 
5014 

100868JL.R1084 
5014. .5658, 5760. .5851 
f 902200/emb 1X86563 I CHZMXX 7, 
genome ' 

45288 
95717 
1550 

OJ000251_34.0303.C23.o2.gp 

6270 

5900747 

6270. .6669 

902200/emb|X86563|CHZMXX 1, 
genome 



Seq. ID 

Strand 

End • ■ 

Method 

End 

Score 



OJ000251_34.0303.C23 

8810 
AAT/GAP 
5851 
1346 



Oe-09 Z.mays complete chloroplast 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_34 .0303.C23 

8810 
AAT/GAP 
6669 
756 



0e-09 Z.mays complete chloroplast 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

. Exons 
GI Descrip. 



45288 Seq. ID 

95717 Strand 
1550 End 
OJ000251_34 . 0303 . C23 . o3 . gp Method 
6999 End 
31700_1.R1084 Score 
6999. .7163, 7408. .7608, 8579. .8707 

? 6041757/gb|AC011806.1|AC011806 0 . 0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence' 



OJ000251_34 .0303.C23 

8810 
AAT/GAP 
8707 
728 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45288 Seq. ID 

95718 Strand 

10010 End 

OJ000251_34 . 0303 . C23 . o2 . tm Method 

5360 End 

none Score 



OJ000251_34.0303.C23 
12868 

TBLASTX: Maize 

7456 

57 



5360. .5461, 5362. .5460, 5411. .5473, 5413. .5472, 5435. .5518, 

5490. .5660, 5498. .5572, 5525. .5659, 5565. .5699, 5573. .5671, 

5758. .5835, 5761. .5835, 7080. .7163, 7080. .7163, 7082. .7165, 
7409. .7456 



4 658 6 



Seq.- No. 45288 

Gene No. 95718 

Start 10010 

Name OJ000251_34 . 0303 . C23. o2 . tc 

Start 7409 

GI none 
Exons 



Seq. ID OJ000251_34 .0303.C23 
Strand 
End 

Method 
End 
Score 



12868 

TBLASTX: Cress 

7626 

116 



7409. .7609, 7409. .7609, 7477. .7611, 7510. .7626 





Seq. No. 


45288 




Seq. ID 


OJ000251_34 .0303 


.C23 




^ene wo . 


Q ^ 1 1 R 




Strand 








otart 


lUUiU 




End 


12868 






Name 


r\ Tnnno ri q a 
UJ UUUzDl o4 . 


Ujuj.LzJ.Oj. tS 


Method 


TBLASTX : Soybean 








"7 / n q 
/ fi u y 




End 


7623 








none 




Score 


203 






Exons 


/4uy . . /buy, 


~i a cci icriQ n Ann 
1 4 bU . . /buy, / 4 / / . 


.7623, 7477.. 7611 






Seq. No. 


45288 




Seq. ID 


OJ000251_34 .0303 


.C23 




Gene No. 


95718 




Strand 








Start 


10010 




End 


12868 






Name 


OJ000251 34. 


0303.C23.o3.tm 


Method 


TBLASTX: Maize 






Start 


7481 




End 


7626 






GI 


none 




Score 


176 






Exons 


7481. .7609, 


7483. .7611, 7486. 


.7626 






-,—2 

m 


Seq. No. 


45288 




Seq. ID 


OJ000251_34.0303 


.C23 


2 : a 


Gene No. 


95718 ■ 




Strand 






i 13 


Start 


10010 




End 


12868 






Name 


OJ000251 34. 


0303.C23.o4 .gp - 


Method 


AAT/GAP 






Start 


9877 




End 


10547 






GI 


none 




Score 


1079 




Vs? 


Exons 


9877. .10123, 


10224. .10547 









Seq. No. 45288 Seq. ID 

Gene No. 95718 Strand 

Start 10010 End 

Name OJ000251_34 . 0303 . C23 . o3 . gs Method 

Start 10010 End 

GI none Score 

Exons 10010. .10192, 10224 .. 10328, 11099 

12053. .12138, 12313. .12414, 12640 



11190, 
12770 



OJ000251_34.0303.C23 

12868 
GENSCAN ■ 
12770 
.81 

11914. .11968, 



Seq. No. 45288 
Gene No. 95718 
Start 10010 

Name OJ000251_34 . 0303 . C23 . ol . tc 

Start 10013 
GI none 
Exons 10013. 

10215. 

11290. 



10132, 10014. .10124, 
10355, 11096. .11191, 
11355, 11840. .11968, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_34.0303.C23 
12868 . 

TBLASTX: Cress 

12416 

130 



10210. . 10356, 10214. .10318, 
11097. .11192, 11289. . 11360, 
1184 4. .11969, 11850. .11972, 



12050. .12154, 12051. .12140, 12312 .. 124 16, 12315 .. 12395 , 
12326. .12415 



Seq. No. 
Gene No. 
Start 



45288 
95718 
10010 



Seq. ID OJ000251_34 .0303.C23 
Strand 

End 12868 



46587 



Name 

Start 

GI 

Exons 



OJ000251_34. 0303.C23.o2.ts Method 
10044 End 
none Score 



TBLASTX : Soybean 

11149 

95 



10044. .10124, 10046. .10132, 10210 .. 10341, 10215 .. 10355 , 
11096. .11149 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45288 Seq. ID 

95718 Strand 

10010 End 
OJ000251_34 . 0303.C23.o2.np Method 

10046 End 

7470288 Score 

10046. .10123, 10224. .10328, 11099 

11842. .11968, 12053. .12138, 12313 



OJ000251 34.0303.C23 



12868 
AAT/NAP 
12868 
542 

11188, 11277, 
12414, 12640. 



,11356, 
,12868 
(strain PCC 



hypothetical protein slr0825 - Synechocystis sp. 
6803) gi 1 1001263 I dbj IBAA10507.il (D64003) hypothetical protein 
[Synechocystis sp. ] 



45288 
95718 
10010 

OJ000251_34 .0303.C23.ol.ts 
. 11289 
none 
11289. 
11847. 
12310. 
12714. 



,11327, 11328. .11360, 

,11984, 12050. .12154, 

,12411, 12312. .12416, 
,12863 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11840 

12051 



OJ000251 34.0303.C23 



12868 

TBLASTX: Soybean 
12863 
136 

11968, 11847 
12140, 12310 



12326. .12415, 12638. 



11969, 
12411, 
12766, 



Seq. No. 45288 
Gene No. 95718 
Start 10010 

Name OJ000251_34 . 0303 . C23 . ol . tm 

Start 11843 
GI none 
Exons 11843. . 11974, 

12051. .12140, 

12326. .12415, 

12717. .12830 



11844. .11969, 
12310. .12414, 
12622. .12828, 



Seq. ID OJ000251_34.0303.C23 
Strand 

End 12868 

Method TBLASTX : Mai ze 

End 12830 

Score 173 
11845. .11970, 12050. .12154, 
12312. .12416,, 12312. .12413, 
12623. .12826V V 12640. .12828, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45288 
95718 
10010 

OJ000251_34 .0303.C23.o5.gp 
12074 

uC-osflcyp036g09bl 
12074. .12138, 12313. .12414, 



OJ000251 34.0303.C23 



Seq. ID 

Strand 

End 12868 
Method AAT/GAP 
End 12868 
Score 728 
12640. .12868 

f 1001263/dbj |BAA10507| 2.0e-ll (D64003) hypothetical protein 
[Synechocystis sp.] f 



45289 Seq. ID 

95719 Strand 

28 End 
OJ000251_34 . 0303 . C24 . ol .gs Method 

28 End 

none Score 

28. .118, 261. .442, 533.-673 



OJ000251_34.0303.C24 
673 

GENSCAN 

673 

.75 



46588 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 

GI Descrip. 



45290 
95720 
1 

OJ000251_34.0303.C25.ol.np 
1 

7470288 



Seq. ID OJ000251_34 .0303.C25 
Strand 

End 3258 

Method AAT/NAP 

End 3203 

Score 261 



1..37, 1120. .1268, 1399. .1460, 1535. .1607, 2051. .2243, 
3041. .3203 

hypothetical protein slr0825 - Synechocystis sp. (strain PCC 
6803) gi | 1001263 | dbj IBAA10507.il (D64003) hypothetical protein 
[Synechocystis sp.] 



Seq. No. 45290 

Gene No. 95720 

Start 1 

Name OJ000251_34 . 0303 . C25 . ol . gs 
Start ' , 587 

GI • none 
Exons 



Seq. ID OJ000251_34.0303.C25 
Strand 

End 3258 

Method GENSCAN 

End 3258 

Score .9. 



587. .698, 1120. .1267, 1389. .1460, 1535. .1639, 2071. .2240, 
3041. .3258 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45290 
95720 

1 . 

OJ000251_34.0303.C25.ol.gp 

1402 

426199 



Seq. ID OJ000251_34.0303.C25 
Strand 

End 3258 

Method AAT/GAP 

End 3076 

Score 669 



1402. .1460, 1535. .1639, 2071. .2240, 3041. .3076 

1001263/dbj | BAA10507 1 2.0e-ll (D64003) hypothetical protein 

[Synechocystis sp.] 



Seq. No. 45290 

Gene No. 95721 

Start 4126 

Name OJ000251_34 . 0303 . C25 . ol . tm 

Start . 1063 

G% ■ none 
Exons 



Seq. ID OJ000251_34 .0303.C25 
Strand 

End 10030 

Method TBLASTX : Maize 

End 8486 

Score 217 



1063. .1257, 1073. .1246, 1077. .1256, 8343. .8486, 8345.-8485 



□ Seq. No. 45290 

Gene No. 95721 

Start 4126 

Name OJ000251_34 . 0303 . C25 . o2 . tc 

Start 1569 

GI none 
Exons 



Seq. ID OJ000251_34.0303.C25 
Strand 

End 10030 

Method TBLASTX : Cress 

End 9985 

Score 64 



1569.. 1631, 1570. .1632, —2068. .2121, 2081.. 2155, 2083.. 2157, 
2126. .2239, 2145 .. 2183, ' 3040 3168, 3040. .3171, 8763.-8834, 
9553. .9675, 9596. .9676, 9646. .9738, 9665. .9718, 9857. .9985 



Seq. No. 45290 

Gene No. 95721 

Start 4126 

Name OJ000251_34 . 0303 . C25 , o2 . ts 

Start 2135 

GI none 
Exons 



Seq. ID OJ000251_34 .0303.C25 
Strand 

End 10030 
Method TBLASTX : Soybean- 
End 9985 
Score 79 



2135. .2206, 2145. .2213, 3040. .3171, 3064. .3168, 9655.-9765, 



46589 



9656.. 9772, 9857.. 9985 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45290 Seq. ID 

95721 Strand 

4126 End 

OJ000251_34 . 0303 . C25 . o2 . gs Method 

4126 End 

none Score 



OJ000251_34.0303.C25 

10030 
GENSCAN 
10030 
.71 



4126. .4251, 4471. .4601, 5215. .5287, 5539. .5672, 5864. .5965, 
6323..654S, 6641. .6706, 7629. .7684, 7893.-7975, 8349.-8496, 
8571. .8663, 9394.-9495, 9591. .9772, 9858. .10030 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



^ GI Descrip. 

i] Seq. No. 
?5 Gene No. 
'li Start 

Name 

Start 

GI 

Exons 



45290 
95721 
4126 

OJ000251_34 . 0303 . C25 . ol . tc 

4141 

none 

4141. .4254, 4142. .4252, 4471. 
5024.-5134, 5207. .5284, 5208, 
5573.-5674, 5584. .5682, 5585. 
5862.-5966, 5863. .5967 

45290 
95721 
4126 

OJ000251_34 .0303.C25.o2.np 

4174 

7470288 

4174. .4251, 4471, 
5587. .5672, 5864. 
7629.-7684, 7893. 
9572. .9772, 9858. 
hypothetical protein slr0825 - 
6803) gi | 1001263 |dbj IBAA10507, 
[Synechocystis sp. ] 

45290 
95721 
4126 

OJ000251_34 .0303.C25.ol. ts 

5380 

none 

5380. .5502, 



,4575, 
.5965, 
.7975, 
.10015 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4578, 4472 
.5282, 5374 



OJ000251 34.0303.C25 



10030 

TBLASTX: Cress 
5967 
127 

4588, 5023. 
5502, 5381, 



.5638, 5861.. 5962, 5862, 



.5127, 
.5503, 
.5966, 



5026. 
6323. 
8349. 



Seq. ID OJ000251_34.0303.C25 
Strand 

End 10030 
Method AAT/NAP 
End 10015 
Score 734 

.5124, 5210. .5284, 5380. .5502, 
.6576, 6844. .6934, 7018. .7136, 
.8496, 8580. .8651, 8845. .8909, 

- Synechocystis sp. (strain PCC 
.11 (D64003) hypothetical protein 



5862. 
6639. 



5972, 
6704 



5381. .5503, 
5863. .5967, 



5584. 
6321. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5682, 5585 
.6590, 6322 



OJ000251 34.0303.C25 



10030 

TBLASTX: Soybean 
6704 
125 

5644, 5862. .5966, 
6567, 6638.. 6703, 



Seq. No. 45290 
Gene No. 95721 
Start 4126 

Name OJ000251_34 . 0303 . C25 . o2 . tm 

Start 5380 
GI none 

Exons 5380.. 5502, 5381.. 5503, 5567. 

5861.. 5962, 5862.. 5951, 5862. 
6322. .6513 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251 34.0303.C25 



10030 

TBLASTX: Maize 
6513 
131 

5671, 5584..5682, 5585..5'635, 
5966, 5863.. 5967, 6321. .6512, 



46590 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45290 Seq. ID 

95721 Strand 

4126 End 
OJ000251_34 .0303.C25.o4.np " Method 

7031 End 

7470288 Score 
7031. .7136, 
8845. .8909, 



,7684, 
9772, 



7629 
9572 

hypothetical protein slr0825 
6803) gi| 1001263|dbj IBAA10507 
[Synechocystis sp. ] 



OJ000251_34.0303.C25 

10030 
AAT/NAP 
10015 
267 

8349. .8496, 8580. .8651, 



7893. .7975, 
9858.. 10015 

Synechocystis sp. (strain PCC 
1| (D64003) hypothetical protein 



Seq. No. 45290 Seq. ID 

Gene No. 95721 Strand 

Start 4126 End 

Name OJ000251_34 . 0303 . C25 . o3 . np Method 

Start 8372 End 

GI . 7498434 Score 

Exons - 8372.. 8496^- 9911.. 9971 

GI Descrip. hypothetical protein F01F1.5 - Caenorhabditis elegans 
gi|529702|gb|AAC46639.1| . (U13070) similar to 
acylaminoacyl-peptidase [Caenorhabditis elegans] 



OJ000251_34 .0303.C25 

10030 
AAT/NAP 
9971 
61 



9.^? 


Sea No 


45291 


Seq. ID 


OJ000251_34.0303.C26 


St. 

I jt 


Gene No . 


95722 


Strand ' 


+ 




Start 


15044 


End 


16177 


1 ': 5 


Name 


OJ000251 34 .0303.C26.o5.gs 


Method 


GENSCAN 


: ; 
: V 


Start 


15044 


End 


16177 


M 


GI 


none 


Score 


.84 


Vis? 


Exons 


15044. .15056, 15165 .. 154 7 6, 


15735. .15900, 16018. .16177 




Seq. No. 


45291 


Seq. ID 


OJ000251_34 .0303.C26 




Gene No. 


95723 


Strand 






Start 


1313 


End 


2956 




Name 


OJ000251 34.0303.C26.ol.gs 


Method 


GENSCAN 




Start 


1313 


End 


2947 


a :b 


GI 


none 


Score 


.98 




Exons 


1313.. 2106, 2566.. 2947 






U 


Seq. No. 


45291 


Seq. ID 


OJ000251_34 .0303.C26 




Gene No. 


95723 


Strand 






Start 


1313 


End. 


2956 




Name 


OJ000251 34.0303.C26.o3.np 


Method 


AAT/NAP 




Start 


1352 


End 


2929 




GI 


3882355 


Score 


1235 




Exons 


1352.. 2106, 2566.. 2929 








GI Descrip. 


(U924 60) 12-oxophytodienoate 


reductase 


OPR1 [Arabidopsis 






thaliana] gi | 6143902 | gb | AAF04448 . 1 | AC010718_17 (AC010718) 






12-oxophytodienoate reductase (OPR1) [Arabidopsis thaliana] 




Seq. No. 


45291 


Seq. " ID 


OJ000251_34.0303.C26 




Gene No. 


95723 


Strand 






Start 


1313 


End 


2956 




Name 


1 OJ000251 34.0303.C26.o2.np 


Method 


AAT/NAP 




Start 


1352 


End 


2935 




GI 


3882356 


Score 


1225 




Exons 


1352.. 2106, 2566.. 2935 







46591 



GI Descrip. (U92460) 12-oxophytodienoate reductase 0PR2 [Arabidopsis 
thaliana] gi | 6143903 I gb| AAF04449. 1 | AC010718_18 (AC010718) 
12-oxophytodienoate reductase (OPR2) [Arabidopsis thaliana], 

Seq. No. 45291 Seq. ID OJ000251_34 . 0303 . C26 

Gene No. 95723 Strand 

Start 1313 " End 2956 

Name OJ000251_34 . 0303 . C26 . ol . np Method AAT/NAP 

Start 1352 End • 2956 

GI 7449901 Score 1196 

Exons 1352.. 2106, 2566.. 2956 

GI Descrip. probable 12-oxophytodienoate reductase (EC 1.3.1.42) - 

Madagascar periwinkle gi | 2232254 | gb IAAB62248 . 1 | (AF005237) 
old-yellow-enzyme homolog • [Catharanthus roseus] 



Can Mn 


45291 












Gene No. 


95724 




Strand 








Start 


5011 




End 


6202 








OJ.000251 34.0303.C26. 


o2.gs 


Method 


GENSCAN 






O Lai t 


5011 




End 


6202 






CI 


none 




Score 


.6 






CjAUilo 


5011. .5127, 5358.-5452, 5821. 


.6202 








C o rr KIo 


45291 




Seq. ID 


OJ000251 




roc 


i?ono NT r\ 


95725 




Strand 








OLCti U 


7316 




End 


8580 






Name 


OJ000251 34.0303.C26. 


o3 . gs 


Method 


GENSCAN 






Start 


7316 




End 


8580 








none 




Score 


.93 








7316..8094, 8235. .858 


10 










Q&rr Ma 


45291 




Seq. ID 


OJ000251_ 


_34.0303. 


roc 




95726 




Strand 








OLai L 


11947 




End 


14716 






Name 


OJ000251 34.0303.C26. 


o4 . gs 


Method 


GENSCAN 






Start 


11947 




End 


14716 






GI 


none 




Score 


.47 






Exons 


11947. .11994, 13107. . 


13159, 13642. .13804, 13880 


. .14716 




Seq. No. 


45291 




Seq. ID 


OJ000251_ 


_34.0303. 


C26 


Gene No. 


95727 




Strand 








Start 


17450 




End 


20985 






Name 


OJ000251 34.0303. C26. 


o2 . gp 


Method 


AAT/GAP 






Start 


17450 




End 


18333 






GI 


16410 1.R1084 




Score 


1534 






Exons 


17450. . 18333 












GI Descrip. 


f 5852170/emb|AL117265 


■-1I0ST17J 


304 l.Oe- 


177 Oryza 


sativa 






indica (GLA4 ) genomic 


DNA, chromosome 4, BAC clone :t 17 8 04 


i 


Seq. No. 


45291 




Seq. ID 


OJ000251_ 


_34 .0303. 


C26 


Gene No. 


95727 




Strand 








Start 


17450 




End 


20985 






Name 


OJ000251 34.0303.C26. 


06 . gs 


Method 


GENSCAN 






Start 


17534 




End 


18802 






GI 


none 




Score 


.81 






Exons 


17534. .18312, 18439. . 


18802 











46592 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45291 Seq. ID 

95727 Strand 

17450 End 

OJ000251_34 . 0303.C26.o4 .np Method 

17543 End 

7449902 Score 



OJ000251_34.0303.C26 

20985 
AAT/NAP 
20823 
1313 



17543. .18312, 18439 187 60, 20773.. 20823 

probable 12-oxophytodienoate reductase (EC 1.3.1.42) CPRD8, 
drought-inducible - cowpea gi | 1854443 | dbj | BAA12160 . 1 | (D83970) 
CPRD8 protein [Vigna unguiculata] 



Seq. No. 45291 Seq. ID OJ000251_34 . 0303 . C26 

Gene No. 95727 Strand 

Start 17450 End 20985 

Name OJ000251_34 . 0303 . C26 . o3 . gp Method AAT/GAP 

Start 18477. End 18848 

GI 426106 Score 698 

Expns 18477. .18848 • . 

GI Descrip. 3882355/gb | AAC78440 . 1 | 5.0e-33 (U92460) 12-oxophytodienoate 
reductase 0PR1 [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45291 
95727 
17450 

OJ000251_34.0303.C26.o7.gs 

20455 

none 

20455. .20985 



45291 
95728 
22097 
OJ0002 
1364 
none 
1364. . 
1683. 
7304. 
8040. 
17570 
17916 
.22133 
22451 
22824 



51 34.0303.C26.ol.tc 



1591, 

2024, 

7663, 

8111, 

. 17797 

.18230 

.22444 

.22807 

.22871 



1364. .1 
2051. .2 
7350. .7 
8233. .8 
, 17592 
, 18257 
, 22134 
, 22482 



669, 1386 
116, 2564 
586, 7667 
529, 8234 
. .17804, 
. .18310, 
. .22205, 
. .22796, 



Seq. ID OJ000251_34.0303.C26 
Strand 

End 20985 

Method GENSCAN 

End 20985 

Score .76 



Seq. ID OJ000251_34.0303.C26 
Strand 

End 23713 
Method TBLASTX : Cress 
End 22873 
Score 107 

1598, 1679.;1768, 1679.. 2035, 
..2857, 2565. .2849, 2879. .2902, 
..8023, 7671.. 7967, 8039.'. 8092, 
..8530, 8539. .8565, 17567 .. 17881 , 
17885. .18022, 17885 .. 1824 1 , 
18437. .18760, 18438 .. 1874 9, 
22136. .22363, 22305 .. 22370, . 
22655. .22801, 22823 .. 22873, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251 34.0303.C26 



23713 

TBLASTX: Maize 

22873 

192 



Seq. No. 45291 
Gene No. 95728 
Start 22097 

Name OJ000251_34 . 0303 . C26 . ol . tm 

Start 1364 
GI none 

Exons 1364.. 1699, 1382.. 1669, 1682, 

2567. .2857, 2571. .2858, 7289. .7636, 7356. .7571, 7369. 
7370.. 7663, 7371.. 7667, 7670.. 8020, 7677.. 7967, 8039. 
8052. .8087, 8236. .8529, 8240. .8530, 17588 .. 17881, 17592 .. 17810, 
17845. . 17880, 17888 .. 18238, 17895 .. 18230, 18257 .. 18310, 
18270. . 18305, 18440 .. 18757 , 18444 .. 18749, 22130 .. 224 4 4 , 



.2032, 1686. .2024, 2051. 



,2116, 
,7629, 
,8092, 



46593 



22158. .22202, 22305 2237 6, 22411 22440, 224 16 22682 , 
22454 . .22804, 224 61 .. 227 96, 22823 22873, 22836. .22871 



Seq. No. 45291 
Gene No. 95728 
Start 22097 

Name OJ000251_34 . 0303 . C2 6 . ol . ts 

Start 1364 
GI none 
Exons 1364 
2052 

7346.-7597, 7620.. 7673, 7667.. 
8040. .8087, 8242... 8529, 8243.. 
17592. .17810, 17838. .17882, 17 
18257. .18310, 18258. .18305, 18 
21973. .22023, 22109 .. 2238 1, 22 
22455. .22796, 22655 22801 , 22 



.1669, 1386.. 1604, 1679. 
.2099, 2567.. 2857, 2574. 



Seq. ID 

Strand 
End 

Method 

End 

Score 



885. 



OJ000251_34.0303.C26 
23713 

TBLASTX : Soybean ' 

22873 

126 



17881, 



1701. 


.2024, 


2051. .2 


7325. 


.7663, 


7326. .7 


7671. 


.7967, 


8039. .8 


8539. 


.8571, 


17549. . 


18244, 


17889. 


.18230, 


18757, 


18447. 


.18749, 


22444, 


22451. 


.22804, 


22873, 


22824. 


.22871 



Seq. -No. 45291 

Gene No. 95728 

Start 22097 

Name OJ000251_34 . 0303 . C26 . ol . tw 

Start 2571 

GI none 
Exons 



Seq.' ID OJ000251_34.0303.C26 
Strand 

End 23713 

Method TBLASTX: Wheat 

End 18760 

Score 303 



2571.. 2864, 2576.. 2863, 2879.. 2902, 8228.. 8533, 8239.. 8532, 
18438. .18557, 184 43 187 60, 18444 ... 18749 



Seq. No. 45291 

Gene No. 95728 

Start 22097 

Name OJ000251_34 . 0303 . C26 . 08 . gs 

Start 22097 

GI none 

Exons 22097. .22878, 23454.. 23577 



Seq. ID OJ000251_34.0303.C26 
Strand 

End 23713 

Method GENSCAN 

End 23577 

Score .91 



Seq. No.. 45291 

Gene No. 95728 

Start * 22097 

Name OJ000251_34 . 0303 . C26 . o5 . np 

Start 22124 

GI 4894182 

Exons 22124. .22918, 23652.. 23713 

GI Descrip. (AJ'242551) 12-oxophytodienoate reductase [Lycopersicon 
esculentum] 



Seq. ID OJ000251_34 .0303.C26 
Strand 

End 23713 

Method AAT/NAP 

End 23713 

Score 822 



Seq. ID OJ000251_34.0303.C29 



.Seq. No. 45292 

Gene No. 95729 Strand + 

Start 3714 End 5221 

Name OJ000251_34 . 0303 . C2 9 . o3 . np Method AAT/NAP 

Start 3714 ' End 5221 

GI 7228450 Score 200 

Exons 3714. .3825, 4659. .4744, 4887. .5003, 5107. .5221 
GI .Descrip. (AP001366) hypothetical protein [Oryza sativa] 



Seq. No. 
Gene No. 
Start 



45292 
95730 
2185 



Seq. ID 

Strand 

End 



OJ000251 34.0303.C29 



3564 



46594 



Name 


OJ000251 34 


. 0303 


,C29.o2 


as 


Method 


GENSCAN 


Start 


2185 ~ 








End 


3558 


GI 


none 








Score 


.68 * 


Exons 


.2185 . .2586, 


2743 


. . 3068, 


3103. 


.3178, 3205. .3558 


t-f \^ ■ LN \S • 


45292 








Seq. ID 


OJ000251 


Gene No. 


95730 








Strand 




Start 


2185 








End 


3564 


Name 


OJ000251 34 


.0303 


.C29.ol 


.np 


Method 


AAT/NAP 


Start 


2230 








End 


3564 


GI 


4314356 








Score 


507 


Exons 


2230. .3564 













GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'''Z Sec 3* N P* 

W Gene No. 
CT Start 
ft! Name 
Start 

:"7= GI 

Exons 



(AC006340) putative anthocyanidin-3-glucoside 
rhamnosyltransf erase [Arabidopsis thaliana] 



45292 
95731 
7147 

OJ000251_3'4.0303.C29.o2.ts 

2242 

none 



Seq. ID OJ000251_34.0303.C29 
Strand 

End 9240 

Method TBLASTX : Soybean 

End 3267 

Score 66 

2242. .2319, 2386. .2652, 2396. .2668, 2683. .2817, 2765. .2827, 
2869. .2919, 3193. .3267 



45292 
95731 
7147 

OJ000251_34.0303.C29.o2.tc 

2446 

none 



Seq. ID OJ000251_34 .0303.C29 
Strand 

End 9240 

Method TBLASTX: Cress 

End 2835 

Score 60 



2446. .2652, 2483. .2635, 2635. .2835, 2636. .2818 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45292 
95731 
7147 

OJ000251_34 .0303.C29.o2.tm 

2446 

none 



Seq. ID OJ000251_34.0303.C29 
Strand 

End 9240 

Method TBLASTX : Mai ze 

End 2938 

Score 74 ' 



2446. .2652, 2580. .2747, 2666. .2818, 2677. .2823, 2912. .2938 



45292 
95731 
7147 

OJ000251_34.0303.C29.o2.tw 

2584 

none 



Seq. ID OJ000251_34.0303.C29 
Strand 

End 9240 

Method TBLASTX : Wheat 

End . 2982 

Score 82 



2584-v .2652, 2671. .2844, 2672. .2821, 2854. .2982 



Seq. No. .. 45292 

Gene No. ' 95731 

Start 7147 

Name OJ000251_34 . 0303 . C29 . o3 . tm 

Start 3181 

GI none 
Exons 



Seq. ID OJ000251_34.0303.C29 
Strand 

End 9240 

Method TBLASTX : Mai ze 

End 3531 

Score 61 



3181. .3285, 3268. .3402, 3281. .3397, 3397. .3522, 3397. .3531, 
3407. .3526 



46595 





o eq . ino . 


A ^0 Q9 


beq. lu 


UJUUUZDx o4 . u juj . c_ y 




ocilc LnU. 




Strand 






Start 


7147 


End 


9240 




Name 


OJ000251 34.0303.C29.ol..gp 


Method 


AAT/GAP 




O +- -a -r +- 


6935 


End 


7704 




TT 

bl 


16410 2.R1084 


Score 


970 






6935. .7704 








OX UcjLIip. 


, 3882356/gb|AAC78441. 1 | 2 . Oe- 


39 (U92460) 12-oxophytodienoati 






reductase 0PR2 [Arabidopsis thaliana] 1 






Seq. No. 




Seq. ID 


OJ000251_34.0303.C29 




Gene No. 


95731 


Strand 






u Lai U 


7147 


End 


9240 




Name 


OJ000251 34.0303.C29.o3.gs 


Method 


GENSCAN 




q +- -a >~t- 


7147 


End 


9240 




ox 


none 


Score 


.8 






7147. .7928, 8027. .8381, 9115. 


.9240 






Con Mn 


45292 


Seq. ID 


OJ000251_34 .0303.C29 




Gene No. 


QC.7 O 1 


Strand 






Start 


7147 


End 


9240 




Name 


OJ000251 34.0303.C29.ol.ts 


Method 


TBLASTX: Soybean 




OLalt 


7156 


End 


8352 


"*s 


ox 


none 


Score 


105 


.VsF 
at 


Exons 


7156.. 7497, 7180.. 7,431, 7462. 


.7521, 7501.. 7854, 7505.. 7846, 


?-?= 




7744.. 7851, 7873 .. 7 92*6; 7874. 


.7921, 8034.. 8351, 8035.. 8352 


; 

: Is? 


o e q . LN O . 


45292 


Seq. ID 


OJ000251_34 .0303.C29 


?■% 


Gene No. 


95731 


Strand 




i U 


Start 


7147 


End 


9240 




Name 


OJ000251 34.0303.C29.ol.tm 


Method 


TBLASTX: Maize 




q+- a ■y-+- 


7174 


End 


8346 


i y 


bl 


none 


Score 


172 




Exons 


7174. .7521, 7177. .7497, 7209. 


.7505, 7504. .7854, 7511. .7846, 


i'3t 




7873. .7941, 7886. .7927, 8028. 


.8345, 8032. .8346 




O cr q • IN u . 


45292 


Seq. ID 


OJ000251_34.0303.C29 




uCHC IN . 


95731 - • 


Strand 




i =| 


OLai. L 


7147 


End 


9240 




Name 


OJ000251 34 .0303.C29.o4.np 


Method 


AAT/NAP 


i:3t 


Start 


7174 


End 


8381 




OX 


3882356 


Score 


1276 




Exons 


7174. .7928, 8027. .8381 








OX UcbLX ip . 


(U924 60) 12-oxophytodienoate 


reductase 


0PR2 [Arabidopsis 






thaliana] gi | 6143903 | gb | AAF04 44 9 . 1 | AC0107 18 18 (AC010718) 






12-oxophytodienoate reductase 


(0PR2)- [Arabidopsis thaliana] 




QAn-' - Ma 

o c q . LN o > 


45292 


Seq. ID 


OJ000251_34.0303.C29 




Gene No. 


95731 


Strand 






* Start 


7147 


End 


9240 




Name 


OJ000251 34.0303.C29.ol.tc 


Method 


TBLASTX: Cress 




Start 


7183 


End 


8378 




GI 


none 


Score 


102 




Exons 


7183. .7497, 7186. .7413, 7355. 


.7420, 7501. .7857, 7532. .7846, 






7870. .7926, 7873. .7941, 8025. 


.8378, 8026.. 8376 




Seq. No. 


45292 


Seq. ID 


OJ000251_34 .0303. C29 



46596 




Gene No. 


95731 






Strand 




Start 


7147 






End 


9240 


Name 


OJ000251 34 0303 


C29 . ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


7885 ~~ 






End 


8349 


GI 


none 






Score 


58 


Exons 


7885 . .7929, 8031 . 


.8126, 


8031 . 


.8348,. 8032. .8349 


Seq. No. 


45293 






Seq. ID 


OJ000251_34 .0303.C30 


Gene No. 


95732 






Strand 




Start 


1407 






End 


2766 


Name 


OJ000251 34.0303. 


C30.ol 


,gp 


Method 


AAT/GAP 


Start 


1193 






End 


1948 


GI 


16410 2.R1084 






Score 


1360 


Exons 


1193. .1948 










GI Descrip. 


'3882356/gb|AAC78 


:441. 1 | 


2.0e- 


■39 (U92460) 12-oxophytodienoate 



reductase OPR2 [Arabidopsis thaliana] ' 



Seq. No. 


45293 




Seq. ID 


OJ000251 


Gene No. 


95732 




Strand 




Start 


1407 




End 


2766 


Name 


OJ000251 34 


.0303.C30.ol.gs 


Method 


GENS CAN 


Start 


1407 




End 


2669 


GI 


none 




Score 


. 99 


Exons 


1407. .2188, 


2309. .2669 






Seq. No. 


45293 




Seq. ID 


OJ000251 


Gene No. 


95732 




Strand 




Start 


1407 




End 


2766 


Name 


OJ000251 34 


.0303.C30.ol.np 


Method 


AAT/NAP 


Start 


1419 




End 


2669 


GI 


7449902 




Score 


1274 


Exons 


1419. .2188, 


2309. .2669 






GI Descrip. 


probable 12 


-oxophytodienoate 


reductase 


(EC 1.3. 



34.0303.C30 



Seq. No. 

Gene No. * 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



drought-inducible - cowpea gi 11854443 
CPRD8 protein [Vigna unguiculata] 



1. 42) 
dbj IBAA12160.il 



CPRD8, 
(D83970) 



OJ000251 34.0303.C30 



45293 Seq. ID 

95732 Strand 

1407 End 2766 . 

OJ000251_34.0303.C30.o2.gp Method AAT/GAP 

2304 End 2766 

52613_1.R1084 Score 816 
2304.. 2766 

1 100 12 63 /dbj | BAA10507 | 2.0e-ll (D64003) hypothetical protein 
[Synechocystis sp.]' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



45293 Seq. ID 

95733 Strand 

3608 End 

OJ000251_34 . 0303 . C30 . o2 . np Method 

3608 End 

6539263 Score 



OJ000251_34 .0303.C30 

8683 
AAT/NAP 
7838 
537 



3608. .3645, 5135. .5987, 6111. .6464, 7764. .7838 
(AC011765) hypothetical protein [Arabidopsis thaliana] 



45293 
95733 



Seq. ID 
Strand 



OJ000251 34.0303.C30 



46597 




u Lai L 


360ft 
■j u \j 0 








Hi 1 1H. 


ft 6ft 3 


N3IT16 


HTfinn^m 34 


0 30 3 


P30 r\0 


. gs 


lyic unoo, 






jUDj 










£4 ft 7 
D 4 O / 




none 








Score 




LjAUII 0 




Rff ft 6 


64 ft 7 
■ . u 4 0 / 








Seq. No. 


45293 








Seq. ID 


OJ000251_34.0303.C30 


Gene No. 


95733 








Strand 




Start 


3608 








End 


ft 6R 3 


Name 


n,T0009M 34 


0 30 3 


P30 r>3 


. gs 




O Ej IN O k_/f\LN 


O Lai L. 


7 667 ~~ 








PnH 


ft 6R 3 

O U O J 


w J. 










oowx t; 


Qft 

■ JO 




7667 7RS1 


8593 


. .8683 










4 R9Q3 








Seq. ID 


OJ000251_34.0303.C30 


Gene No. 


95734 








Strand 




Start 


13833 








End 


15618 


Name 


ojono^si 34 


. 0303 


C30 ol 


. tm 


Method 


TBLASTX: Maize 




14 37 ~~ 








End 


2627 


0 x 


i 1U1 it; 








Score 


182 




14 37 17^7 

X *i _J / . ■ X / .J / , 


14 64 


1 7fi1 

* . X / O X , 


1 721 

X / X • 


.1765, 1764. .2114, 1771. .2106, 




91 33 9904 


914 6 


91 ft7 


9 30"=! 


.2418, 2310. .2627, 2314. .2619 




4 R9Q3 








Seq. ID 


OJ000251_34 .0303.C30 


Gene No. 


95734 








Strand 




Start 


13833 








End 


• 15618 


INClillC 


n,T0009M 34 


0303 

. U -J U J 1 


P30 nl 




Method 


TBLASTX : Soybean 


O Ldl U 


14 4 0 _ 

X 4 4 U 








End 


2627 


VjX 


none 








Score 


97 


Exons 


1 4 4 0 1 7 S7 

144U 1 . X f J / , 


14 4 6 
X 4 4 0 < 


1 6Q1 

. • X O -7 X , 


1 69ft 


.1753, 1722. .1781, 1761. .2114, 




1 7 6R 91 06 


91 33 


91 ft 6 


9134 

^. 1 J4 • 


.2181, 2316. .2627, 2317. .2619 


Qorr Kin 


4 S9Q3 








Seq. ID 


OJ000251_34 .0303.C30 


Gene No. 


95734 








Strand 




Start 


13833 








End 


15618 


Name 


ojooo9si 34 


0303 


P30 ol 




Method 


TBLASTX: Cress 


jLai l 


14 4 3 _ 

14 4 J 








End 


2630 


(IT 

\J X 


nnno 
1 itj 1 it. 








Score 


98 




14 4 3 1 7 S7 

X *± f J • ■ X / .J / , 


144 6 

144Ui 


167 3 


1 61 S 


.1680, 1761. .2117, 1792. .2106, 




2133 2204 


91 34 


91 ft 1 
. • x 0 x , 


9307 


.2630, 2308. .2619 


Seq. No. 


45293 








.Seq. ID 


OJ000251_34 .0303.C30 


Gene No. 


95734 








Strand 




Start 


1 3R 33 

X J O J J 








End 


15618 


Name 


010009^1 34 
UUUUU^ Jl 04. 


0303 


r*30 r\ 1 


tw 


Method 


TBLASTX: Wheat 


uLdX L 


9 1 4 R — 








End 


2630 


\J X 


none 








Score 


116 




914S 9 1 ft Q 


9 30ft 


941ft 


931 3 


.2486, 2313.. 2630, 2314. .2619 


Spa No 


4 52 93 








Seq. ID 


OJ000251_34 .0303.C30 


Gene No. 


95734 








Strand 




Start 


13833 








End 


15618 


Name 


. OJ000251 34, 


.0303. 


C30.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


5128 








End 


552.9 • 


GI 


none 








Score 


120" ' 


Exons 


5128. .5259, 


5128. 


.5259, 


5271. 


.5333, 5272.. 5529, 5299. .5529 



46598 





Seq. No. 


45293 






Seq. ID 


OJ000251 


_34.0303.C30 




Gene No. 


95734 






Strand 








Start 


13833 






End 


15618 






Name 


OJ000251 34. 


0303.C30.o2 


. ts 


Method 


TBLASTX : 


Sovbean 




Start 


5299 ~~ 






End 


6079 






GI 


none 






Score 


101 






Exons 


5299. . 5523, 


5390. . 5524, 


5557 


..5721, 5879. .5965, 


5996. . 6079 




Sea No. 


45293 






Seq. ID 


OJ000251 


34 0303 C30 




Gene No. 


95734 






Strand 








Start 


13833 






End - 


15618 






Name 


OJ000251 34". 


0303.C30.o2 


.tc 


Method 


TBLASTX : 


Cress 




Start 


5368 






End 


6403 






GI 


none 






Score 


156 






Exons 


5368 . . 5415, 


5419. . 5529, 


5560 


..5649, 5653. .5811, 


5656 . . 5808, 






5882 . . 5986, 


6005. . 6079, 


6104 


..6223, 6107. .6211, 


6140 . .6403, 






6185. . 6403 














Seq. No . 


45293 






Seq. ID 


OJ000251 


34 . 0303. C30 




Gene No. 


95734 






Strand 








Start 


13833 






End 


15618 






Name 


OJ000251 34. 


0303.C30.o4 


. tm 


Method 


TBLASTX : 


Maize 




Start 


5548 






End 


6370 




i. J' 


GI 


none 






Score 


54 




•- % 


Exons 

—J /Wl 1 h_? 


5548. 5643, 


5882 . . 5986, 


5918 


..5986, 5927. .5965, 


5981 6079. 






5996. . 6079, 


5996 6079, 


5996 


..6079, 6096. .6170, 


6099 6308. 






6099 . . 6308, 


6101 . . 6346, 


6104 


..6370, 6162.. 6335, 


6166 6210, 


i 




6167 . . 6367, 


6197 . . 6346, 


6197 


. .6337 








Seq. No. 


45293 






Seq. ID 


OJ000251 


_34.0303.C30 




Gene No. 


95734 






Strand 






- 


Start 


13833 






End 


15618 






Name 


OJ000251 34. 


0303.C30.o3, 


. tm 


Method 


TBLASTX: 


Mai ze 


s . 


Start 


13695 ~~ 






End 


14016 




i-=f 


GI 


none 






Score 


39 






Exons 


13695. . 13751 


, 13702. .13752, 


13833. .14015, 13849 


. .14016 


|.i 


Seq. No. 


45293 






Seq. ID 


OJ000251 


_34.0303.C30 




Gene No. 


95734 






Strand 








Start 


13833 






End 


15618 




r ~i 


Name 


OJ000251 34. 


0303.C30.o5, 


.gs 


Method 


GENSCAN 






Start 


13833 ~ 






End 


14948 






GI 


none 






Score 


.83 






Exons 


13833. . 14098 


, 14765.. 14948 










Seq. No. 


45293 






Seq. ID 


OJ000251 


34 0303 C30 




Gene No. 


95734 






Strand 








Start 


13833 






End 


15618 






Name 


OJ000251 34. 


0303.C30.o3. 


.np 


Method 


AAT/NAP 






Start 


13845 






End 


15618 






GI 


5306253 






Score 


259 






Exons 


13845. . 14098 


, 14765. .14861, : 


L5592. .15618 






GI Descrip. 


(AC006438) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


45293 






Seq. ID 


OJ000251 


__34 .0303.C30 




Gene No. 


95734 






Strand 








Start 


13833 






End 


15618 





46599 



Name 


OJ000251 34 .0303.C30.o3. tc 


Method 


TBLASTX: Cress 




Start 


13858 " 


End 


14849 




GI 


none 


Score 


93 




Exons 


13858. .14061, 13860. .14060, 


14061. . 14105, 14766. .14849 




Seq. No. 


45293 


Seq. ID 


OJ000251_34 .0303, 


,C30 


Gene No. 


•95734 


Strand 






Start 


13833 


End 


15618 




Name 


OJ000251 34 .0303.C30.o3.ts 


Method 


TBLASTX : Soybean 




Start 


13858 ~~ 


End 


14861 




GI 


none 


Score 


85 




Exons 


13858. .13938, 13860. .13946, 


13941. .14 099, 13942. .14019, 






14 04 7.. 14100, 147 66.. 14861, 


14775. . 148 


34 




Seq. No. 


45294 


Seq. ID 


OJ000251_34 .0303. 


C31 


Gene No. 


95735 


Strand 


+ 




Start 


10069 


End 


12097 




Name 


OJ000251 34.0303.C31.o2,.np 


Method 


AAT/NAP 




Start 


10069 


End 


12097 




GI 


7340909 


Score 


158 




Exons 


10069. .10180, 11695. .11848, 


11970. . 12097 




GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 




Seq. No. 


45294 


. Seq. ID 


OJ000251_34 .0303. 


C31 


Gene No . 


95736 , 


Strand 






Start 


56 " • 


End 


5777 




Name 


OJ000251 34.0303.C31.ol.np 


Method 


AAT/NAP 




Start 


56 


End 


5569 




GI 


5306252 


Score 


1171 




Exons 


56. .223, 773. .818, 900. .975, 


1576. .1680, 2331. .2383, 2475. .2565, 




2948. .3448, 5399. .5569 








GI Descrip. 


(AC006438) putative cyclophilin-type peptidyl-prolyl cis-trans 




isomerase [Arabidopsis thaliana] 






Seq. No. 


45294 


Seq. ID 


OJ000251_34 .0303. 


C31 


Gene No. 


95736 


Strand 






Start 


56 


End 


5777 




Name 


OJ000251 34.0303.C31.ol.gs 


Method 


GENSCAN 




Start 


546 


End 


5635 




GI 


none 


Score 


.93 




Exons 


546. .569, 781. .818, 900. .975, 1576. .16 


80, 2948. .3448, 5399. .5635 


Seq. No. 


45294 


Seq. ID 


OJ000251_34.0303. 


C31 


Gene No. 


95736 


Strand 






Start 


56 


End 


5777 




Name 


OJ000251 34.0303.C31.ol.gp 


Method 


AAT/GAP 




Start 


1586 


End 


3125 




GI 


2312727 


Score 


703 




Exons 


1586.. 1680, 2331. .2383, 2478 


..2565, 2948. .3125 




GI Descrip. 


5306252/gb|AAD41985. 1 IAC006438 17 1 . 0e- 


-39 (AC006438) putative 




cyclophilin-type peptidyl-prolyl cis-trans isomerase 






[Arabidopsis thaliana] 








Seq. No. 


45294 


Seq. ID 


OJ000251_34 .0303. 


C31 


Gene No . 


95736 


Strand 






Start 


56 


End 


5777 




Name 


OJ000251 34.0303.C31.o2.gp 


Method 


AAT/GAP 





46600 




Start 5395 End 5777 

GI 43975_1.R1084 Score 671 

Exons 5395.. 5777 

GI Descrip. ' 5306252/gb | AAD41985 . 1 | AC006438_17 1.0e-39 (AC006438) putative 
cyclophilin-type peptidyl-prolyl cis-trans isomerase 
[Arabidopsis thaliana] 1 



Seq. No. 


45294 








Seq. ID 


OJ000251_34.0303.C31 


Gene No . 


95737 








Strand 




Start 


7450 








End 


12083 


Name 


OJ000251 34 


.0303 


.C31.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


775 








End 


3370 


GI 


none 








Score 


51 


Exons 


775. .816, 782. .817, 900, 


. . 977, 


901. . 978 


, 1555. .1629, 1561. .1 




1566. . 1679, 


1574 


. . 1678, 


1577 . 


.1681, 2331. .2384, 2332. .2388, 




2333 . .2389, 


2467 


. . 2574, 


2473 . 


.2568, 2513. .2572, 2945. .3370, 




2949. . 3368, 


2963 


. . 3370 








Seq . No . 


45294 








Seq. ID 


OJ000251_34.0303.C31 


Gene No. 


95737 








Strand 




Start 


7450 








End 


12083 


Narne 


OJ000251 34 


.0303 


.C31.ol, 


. ts 


Method 


TBLASTX: Soybean 


Start 


3098 








End 


5500 


GI 


none 








Score 


117 


Pynn q ■ 
j_j ^\ \y 1 1 o 


3098 3448, 


3170 


. .3451, 


5429 . 


.5500, 5430. .5489 


Seq. No. 


45294 








Seq. ID 


OJ000251_34.0303.C31 


Gene No. 


95737 








Strand 




Start 


7450 








End 


12083 


Name 


OJ000251 34 


.0303 


.C31.ol. 


. tc 


Method 


TBLASTX: Cress 


Start 


3101 








End 


5489 


GI 


none 








Score 


117 


Pvnri q 

i_J AUi 1 O 


3101 3448, 


3219 


3350, 


3320 . 


.3469, 5429. .5485, 5430. .5489 


<5an No 


45294 








Seq. ID 


OJ000251_34 .0303.C31 


(^prip No 


95737 








Strand 




Start 


7450 








End 


12083 


Name 


OJ000251 34 


.0303 


.C31.ol. 


. tw 


Method 


TBLASTX: Wheat' 


Start 


3167 








End 


5564 


GI 


none 








Score 


110 


TT vnn •=! 


3167. .3448, 


3219, 


. .3356, 


542 9. 


.5557, 5429. .5563, 5451. .5564 


Nn 


45294 








Seq. ID 


OJ000251_34.0303.C31 


flan o KI c\ 


95737 








Strand 




Start 


7450 








End 


12083 


Name 


OJ000251 34 


.0303, 


,C31.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


■ 3413 








End 


5738 


GI 


none 








Score 


193 


Exons 


3413. .3448, 


5393. 


. .5566, 


5414 . 


.5557, '5418. .5567, .5451. .5567, 




5694.. 5738 












Seq. No. 


45294 








Seq. ID 


OJ000251_34 .0303.C31 


Gene No. 


95737 








Strand 




Start 


7450 








End 


12083 


Name 


OJ000251 34 


.0303, 


,C31.o2. 


gs 


Method 


GENSCAN 


Start 


7450 








End 


12083 


GI 


none 








Score 


.47 



46601 




P 1 von q 


74S0 1 All 7S6S 774Q 


QH74 


.9235, 9773. .9831, 


10621. . 


1 07 1 
L U / x , 




11791 l?fi8^ 

X X / -7 X . • l<LyO J 














Seq. No. 


45295 




Seq. ID 


OJ000251_ 


_34 


.0303 


.C32 


Gene No. 


95738 






-j. 








OLdl L. 


± *j y 




FnH 
£_i I iu 


S 1 6 








Name 


0,10009 SI ^4 n^n** nl 


• 9 s 


Mof h oH 










O Lai L 


1 — 
x _> 




FnH 










\J X 


n on o 




Score 










TT von c; 


1 1 4 S ^S? S^fi 














Cpy^ Kin 


4 S? QS 
*± _j *i ^ o 




Seq. ID 


OJ000251_ 


_34 


.0303 


.C32 


Gene No. 


95739 




Strand 


+ 








Start 


1285 




End 


6616 








Name 


ojooo?si ^4 o^o^ r^? 


y b 


Method 


GEN SCAN 








Cfarf 


1 ?R S _ 




End 


6616 










n on o 




Score 


.74 








TT 1 von q 


1 ?R S 1 S?fi 1 1 fid 1 


1 QRR 
x y o o ■ 


.2036, 2377. .2452, 


4621. .4691, 




4Q74 Sfi?fi S^71 SSI R 


fiS4 1 


.6616 










Cfao" TOo 


45295 




Seq. ID 


OJ000251_ 


_34, 


.0303 


.C32 


Gene No. 


95740 




Strand 










Start 


1 




End 


1 900 
X £ o 








IN d-ULG 


OJ000251 34.0303.C32.ol. 


np 


Method 


7\ 7\ T / M Zi D 








OLdl L 


1 




End 


X ^ o <c 








r-T 

\D X 


7340909 




Score 


:? o 








F von q 


1..49, 122. .286, 979. .1282 












f^ZT nDQr i T"i o 
OX IJC id -^-^ • 


(AP001550) hypothetical 


protein [Oryza 


bdllva J 








Seq. No. 


45295 




Seq. ID 


OJ000251_ 


_34, 


.0303 


.C32 


Gene No. 


95740 




Strand 










O L-Cli. L. 


1 




End 


1282 








Name 


OJ000251 34.0303.C32.o2. 


gs 


Method 


GENSCAN 








OLdl L 


749 




End 


1010 










none 




Score 


1 










749. .948, 953. .1010 














Seq. No. 


45295 




Seq. ID 


OJ000251_ 


_34. 


.0303 


.C32 


Gene No. 


95741 




Strand 










Start 


7480 




End 


8781 








Ma mo 
in d±ii t; 


OJ000251 34.0303.C32.o4. 


gs 


Method 


GENSCAN 








J Ldi L 


7480 




End 


7963 








GI 


none 




Score 


.63 








F von q 


7480. .7501, 7627. .7778, 


7922. 


.7963 












45295 




Seq. ID 


OJ000251_ 


_34. 


,0303 


.C32 


Gene No. 


95741 




Strand 










Start 


7480 




End 


8781 








Name 


OJ000251 34.0303.C32.o2. 


np 


Method. 


AAT/NAP 








O L.dX L 


7605 




End 


8781 








(IT 


5295978 




Score 


112 








Exons 


7605. .7778, 7922. .7965, 


8720. 


.8781 










GI Descrip. 


(AB003322) MADS box-like 


protein [Oryza sativa] 








Seq. No. 


45296 




Seq. ID 


OJ000251_ 


34. 


0303 


.C33 


Gene No. 


95742 




Strand 










Start 


354 




End 


2991 









46602 



Name 


OJ000251 34.0303.C33.ol.gs 


Method 


GENSCAN 


Start 


354 ~~ 


End 


1830 


GI 


none 


Score 


. 73 


Rvon 

i«J *V V/ 1 1 *-J 


354.-489, 1615. .1735, 1821.. 


1830 




Seq. No. 


45296 


Seq. ID 


OJ000251_34 .0303.C33 


Gene No. 


95742 


Strand 




Start 


354 


End 


2991 


Name 


OJ000251 34.0303.C33.ol.np 


Method 


AAT/NAP 


Start 


1132 


End 


2991" 


GI 


5295978 


Score 


165 


Exons 


1132. .1156, 2522. .2589, 2689 


'..2788, 2902.. 2991 


GI Descrip. 


(AB003322) MADS box-like protein [Oryza sativa] 


Seq. No. 


45297 


Seq. ID 


OJ000251_30.0303.C4 


Gene No. 


95743 


Strand 


+ 


Start 


352 


End 


3138 


Name 


OJ000251 30.0303.C4 .ol.np 


Method 


AAT/NAP ■ 


Start 


352 


End 


2976 


GI 


7486560 


Score 


328 


Exons 


352.-636, 2063.. 2164, 2549.. 


2658, 2744 


..2792, 2884. .2976 


GI Descrip. 


hypothetical protein F6N23.3 


- Arabidopsis thaliana 




gi|3047124|gb|AAC13635.1| (AF058919) F6N23.3 gene product 




[Arabidopsis thaliana] gi | 7267391 | emb | 


CAB80861.il (AL161472; 




putative acetyl CoA thioesterase [Arabidopsis thaliana] 


Sea. No. 


45297 


Seq. ID 


OJ000251_30.0303.C4 


Gene No . 


95743 


Strand 


+ 


Start 


352 


End 


3138 


Name 


OJ000251 30.0303.C4 .ol.gp 


Method 


AAT/GAP 


Start 


488 


End 


585 


GI 


LIB34 31-006-P1-K1-C11 


Score 


173 


Exons 


488. .585 






GI Descrip. 


'3047124 5.0e-14 (AF058919) 


No definition line found 




[Arabidopsis thaliana] 1 






Seq. No. 


45297 


Seq. ID 


OJ000251_30.0303.C4 


Gene No. 


95743 


Strand 


+ 


Start 


352 


End 


3138 


Name 


OJ000251 30.0303.C4.ol.gs 


Method 


GENSCAN 


Start 


488 


End 


3138 


GI 


none 


Score 


.57 


Exons 


488. .615, . 1542. .1604, 2522.. 


2556, 2744 


. .2792, 3052. .3138 


Seq. No. 


45297 


Seq. ID 


OJ000251_30.0303.C4 


Gene No. 


95743 


Strand 


+ 


Start 


352 


End 


3138 


Name 


OJ000251 30. 0303. C4 . o2 . gp 


Method 


AAT/GAP 


Start 


1563 


End 


2947 


GI 


25534 1.R1084 


Score 


784 


Exons 


1563.. 1604, 1676.. 1731, 2068 


..2160, 2424. .2480, 2557. .2658, 



GI Descrip. 



2744. .2792, 2884. 
'3047124 6.0e-26 



.2947 

(AF058919) No definition line found 



[Arabidopsis thaliana] ' 



Seq. No. 
Gene No. 



45297 
95744 



Seq. ID OJ000251_30. 0303.C4 
Strand + 



46603 



Start 
Name 
Start 
GI 

Exons 



3212 End 

OJ000251_30 . 0303 . C4 . o3 . gp Method 

3212 . End 

569033 Score 
3212. .3408 



3408 
AAT/GAP 
3408 
318 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45297 Seq. ID 

9574.5 Strand 

10059 End 

OJ000251_30.0303.C4 .o2.ts Method 

489 End 

none Score 



OJ000251_30.0303.C4 
+ 

11219 

TBLASTX: Soybean 

2976 

138 



489. .596, 490. .597, 496. .600, 2072. .2161, 2421. .2483, 
2422. .2490, 2552. .2659, 2554. .2658, 2745. .2795, 2884. .2976 



45297 
95745 
10059 
OJ0002 
1548 
none 
1548. . 
2069 
2552 
2747 
3025 



51 30. 0303. C4 . o2 . tm 



Seq. ID OJ000251_30.0303.C4 
Strand • + 
End 11219 
_ Method TBLASTX: Maize 

End" 3105 
Score 58 

1604, 1558. .1599, 1673. .1735, 1674. .1751, 2069. .2158, 
2158, 2071. .2163, 2071. .2160, 2421. .2483, 2422. .2490, 
2659, 2552. .2656, 2554. .2658, 2714. .2791, 2718. .2795, 
2797, 2882. .2950, 2883 .. 2951 , 2883 .. 2954 , 2884. .2955, 
3096, 3073.. 3105 



30. 0303. C4 



45297 Seq. ID OJ000251_ 

95745 Strand + 

10059 End 11219 

OJ000251_30 . 0303 . C4 . o2 . np Method AAT/NAP 

9730 End 11219 

7435661 Score 702 

9730. .9923, 10305 .. 10711, 10742. .11219 

subtilisin-like proteinase (EC 3. 4. 21.-) p69f '- tomato 

gi I 3183991 1 embl CAA06414.il (AJ005173) P69F protein [Lycopersicon 

esculentum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45297 
95745 
10059 

OJ000251_30.0303.C4 .o4 . gp 
1004 6 

uC-osflM202020dllbl 
10046. . 10561 

'3183979/emb|CAA06412.1| 2. 
[Lycopersicon esculentum] 1 

45297 
95745 
10059 

OJ000251_30 . 0303 . C4 . o3 . gs 

10059 

none 

10059. .11186 



Seq. ID OJ000251_30.0303.C4 

Strand + 

End 11219 

Method AAT/GAP 

End 10561 

Score ■ 975 

0e-10 (AJ005171) P69C protein 



Seq. ID OJ000251_30.0303.C4 

Strand + 

End 11219 

Method GENSCAN 

End 11186 

Score .95 



Seq. No. 



45297 



Seq. ID OJ000251 30. 0303. C4 



46604 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



95745 Strand 

10059 End 

OJ000251_30 . 0303 . C4 . ol . tc Method 

.10314 End 

none Score 



+ 

11219 

TBLASTX: Cress 

11210 

114 



10314. .10478, 10647. .10697, 1074 5 10885, 1074 6 10895, 
10902. .11009, 10998. .11210, 11108.. 11206 



Seq. No. 45297 
Gene No. 95745 
Start 10059 

Name ■ OJ000251_30 . 0303 . C4 . ol . ts 

Start 10323 
GI none 
Exons 10323. 

10766. 

10998. 



,10478, 10593. .10649, 1064 7 .. 10697 , 10764 
,10822, 10817. .10888, 10824 .. 10892, 10902 
,11210, 11108.. 11209 



Seq. ID OJ000251_30.0303.C4 

Strand + 

End 11219 

Method TBLASTX : Soybean 

End 11210 

Score 105 

10823, 
10982, 



v*3 



Seq. No. 45297 

Gene No. 95745 

Start 10059 

Name OJ000251_30 . 0303 . C4 . ol . tm 

Start 10721 

GI none 

Exons 10721. .10906, 10722 .. 11135, 
11156. .11218 



Seq. ID OJ000251_30.0303.C4 

Strand + 

End 11219 

Method TBLASTX : Maize 

End . 11219 

Score 576 
10920. .11057, 1114 8. .11219, 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45297 
95745 
10059 

OJ000251_30. 0303.C4 .ol.tw 

10827 

none 



Seq. ID OJ000251 30. 0303. C4 



Strand 
End 

Method 

End 

Score 



+ 

11219 

TBLASTX: Wheat 

11210 

69 



10827. .10892, 10899. .10982, 1098 9. .11210, 11021. .11200 



45298 Seq. ID 

95746. Strand 

69 End 

OJ000251_30 . 0303 .C5.ol.gs Method 

69 End 

none Score 
69. .868 



OJ000251_30.0303.C5 
+ 

868 

GENSCAN 

868 

.82 



Seq. No. 45298 Seq. ID 

Gene No. 95747 Strand 

Start 809 End 

Name OJ000251_30 . 0303 . C5 . ol . gp -Method 

Start 809 End 

GI 2428668 Score 

Exons 809. . 1166 



OJ000251_30.0303.C5 

1166 
AAT/GAP 
1166 
677 



Seq. No. 45298 Seq. ID 

Gene No. 95748 Strand 

Start 2 90'2 End 

Name OJ000251_30 . 0303 .C5.ol.tc Method 

Start 4 End 

GI none Score 



OJ000251_30.0303.C5 
4288 

TBLASTX: Cress 

4287 

103 



46605 



Exons 



4. .90, 5. .91, 119. .307, 145. .267, 311. .460, 515. .550, 578. .793, 
3190. .3291, 3292. .3405, 3418. .3576, 3419. .3574, 3604. .3948, 
3608.. 3862, 3972.. 4055, 4056.. 4286, 4165.. 4287 



Seq. No. 45298 

Gene No. 95748 

Start 2902 

Name OJ000251_30 . 0303 . C5 . o2 . tm 

Start 4 

GI none 
Exons 



Seq. ID OJ000251_30.0303.C5 
Strand 

End 4288 

Method TBLASTX : Mai ze 

End 4287 

Score 117 



4. .138, 11. .91, 3622. .3675, 3625. .3939, 3626. .3880, 3969. .4001, 
4089. .4286, 4099. .4287, 4153. .4287 



Seq. No. 45298 

Gene No. 95748 

Start 2902 

Name OJ000251_30 . 0303 .C5.ol.ts 

Start 4 

GI none 
Exons 



Seq. ID OJ000251_30.0303.C5 
Strand 

End 4288 

Method TBLASTX : Soybean 

End 4286 

Score 108 



4. .156, 5. .103, 146. .268, 151. .267, 311. .460, 482. .682, 
689. .793, 3184. .3291, 3290. .3385, 3292. .3405, 3418. .3576, 
3455. .3577, 3592. .3948, 3608. .3862, 3972. .4055, 4056. .4286 



Seq. No. 45298 

Gene No. 95748 

Start 2902 

Name OJ000251__30 . 0303 . C5 . o2 . tw 

Start 5 

GI none 
Exons 



Seq. ID OJ000251_30.0303.C5 
Strand 

4288 

TBLASTX: Wheat 
3729 
44 



End 

Method 
End 
Score 

5. .79, 145. .294, 146. .295, 3430. .3591, 3443. .3586, 3625. .3693, 
3643. .3729 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45298 
95748 
2902 

OJ000251J30.0303.C5.ol. tm 

145 - _ 

none 



Seq. ID OJ000251_30.0303.C5 
Strand 

4288 

TBLASTX : Maize 
3576 
778 . 



End 

Method 
End 
Score 

145. .306, 146. .793, 349. .792, 785. .814, 787. .897, 3083. .3133, 
3190. .3255, 3289. .3405, 3292. .3576, 3296. .3571 



45298 
95748 
2902 

OJ000251_30.0303.C5.ol.np 
2902 
3413481 
2902.. 4288 

(AJ006786) serine protease [Lycopersicon esculentum] 



Seq. ID OJ000251__30.0303.C5 
Strand 

End 4288 

Method AAT/NAP 

End 4288 

Score 1004 



45298 
95748 
2902 

OJ000251_30.0303.C5.o2.gs 

2902 

none 

2902. .3993, 3999. .4277 



Seq. ID OJ000251_30.0303.C5 
Strand 

End 4288 

Method GEN SCAN 

End 4277 

Score .97 



46606 



Seq. No. 45298 

Gene No. 95748 

Start 2902 

Name OJ000251_30 . 0303 . C5 . ol . tw 

Start 4032 

GI none 

Exons 4032.. 4286, 4165.. 4287 

Seq. No. 45299 

Gene No. 95749 

Start 7931 

Name OJ000251_30 . 0303 . C6 . o3 . gs 

Start 7931 

GI none 
Exons 



Seq. ID OJ000251_30.0303.C5 
Strand 

End 4288 

Method TBLASTX : Wheat 

End 4287 

Score 62 



Seq. ID OJ000251_30.0303.C6 

Strand + 

End 12275 

Method GENSCAN 

End 12271 

Score .88 



7931. .7963, 9019. .9311, 9376. .9454, 10163 .. 10553, 10655 .. 10775 , 
10880. .11034, 11130. .12271 



Seq. No. 45299 Seq. ID OJ000251_30 . 0303 . C6 

Gene No. 9574 9 Strand + 

Start 7931 End 12275 

Name OJ000251_30 . 0303 . C6 . o2 . np Method AAT/NAP 

Start 10169 End 12275 

GI 7486457 Score 818 

Exons : 10169. .10433, 10640 .. 11005 , 11113 .. 11204 , 11300 .. 11596, 

11723. .12055, 12155.. 12275 
GI Descrip. hypothetical protein F4I18.13 - Arabidopsis thaliana 

gi I 3386605 |gb| AAC28535. 1 1 (AC004665) hypothetical protein 

[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45299 
95750 
18267 

OJ000251_30.0303.C6.o5.gs 

18267 

none 



Seq. ID OJ000251 30. 0303. C6 



Strand 
End 

Method 

End 

Score 



+ 

21937 
GENSCAN 
21937 
.58 



18267. .18423, 20060 .. 20253, 2 1031;. , 21114 , 21437.. 21937 



30. 0303. C6 



45299 
95751 
23135 

OJ000251_30.0303.C6.o4.gp 
23135 
2799050 
23135. .23612 

1698774/gb|U70311|CVU70311 1.0e-20 Filamentous phage display 
expression cloning vector pZGT5 with murine Ig kappa light chain 
fragment insert, complete sequence 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_ 
+ 

23612 
AAT/GAP 
23612 
805 



Seq. No. 45299 Seq. ID 

Gene No. 95752 Strand 

Start 1 End 

Name * OJ000251_30 . 0303 . C6 . ol . np Method 

Start ' 1 End 

GI 7435659 Score 

Exons 1..97, 124.. 454 

GI Descrip. subtilisin-like proteinase (EC 3.4.21.-) - tomato 



OJ000251_30.0303.C6 
469 

AAT/NAP 
454 
161 



46607 



gi I 3183979 I emb I CAA06412.il (AJ005171) P69C protein [Lycopersicon 
esculentum] 



Seq. No. 45299 Seq. ID 

Gene No. 95752 Strand 

Start 1 End 

Name OJ000251_30 . 0303 . C6 . ol . gs Method 

Start 38 End 

GI none Score 

Exons 38.. 469 



OJ000251_30.0303.C6 
469 

GENSCAN 
.4 69 
.66 



Seq. No. 45299 Seq. ID 

Gene No. 95753 Strand 

Start 1560 End 

Name OJ000251_30 . 0303 . C6 . o2 . gs Method 

Start 1560 End 

GI none Score 

Exons 1560.. 1775 



OJ000251_30.0303.C6 

1775 
GENSCAN 
1775 
.46 



: a? 



Seq. No. 45299 

Gene No. 95754 

Start 6661 

Name • OJ000251_30 . 0303 . C6 . ol . gp 

Start 6661 

GI 38012_1.R1084 

Exons 6661.. 6741 

GI Descrip. ' 4097947/gb | U72255 | OSU72255 2 
beta-1, 3-glucanase precursor 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_30.0303.C6 

6741 
AAT/GAP 
6741 
103 



. Oe-23 Oryza sativa 
(Gns9) gene, complete cds 1 



Seq. No. 


45299 


Seq. ID 


OJ000251 


_30.0303.C6 


Gene No. 


95755 


Strand 






Start 


12577 


End 


16705 




Name 


OJ000251 30.0303.C6.o2.gp 


Method 


AAT/GAP 




Start 


12577 


End 


13101 




GI 


3767768 


Score 


981 




Exons 


12577. .13.101 








Seq. No. 


45299 


. Seq. ID 


OJ000251 


_30.0303.C6 


Gene No. 


95755 


Strand 






Start 


12577 


End 


16705 




Name 


OJ000251 30.0303.C6.o4.gs 


Method 


GENSCAN 




Start 


12979 


End 


16705 




GI 


none 


Score 


.96 




Exons 


12979. . 13556, 13682 13928, 


14018. .14112, 14193 


. .15663, 




16417. .16469, 16570.. 16705 








Seq. No. 


45299 


Seq. ID 


OJ000251 


_30.0303.C6 


Gene No. 


95755 


Strand 






Start 


12577 


End 


16705 




Name 


OJ000251 30.0303.C6.o3.gp 


Method 


AAT/GAP 




Start 


13114 


End 


14065 




GI 


23314 1.R1084 


Score . 


1413 




Exons 


13114. .13556, 13682. .13928, 


14018. .14065 




GI Descrip. 


' 1698774/gb|U70311 ICVU70311 


1.0e-20 Filamentous 


phage display 




expression cloning vector pZGT5 with murine Ig 


kappa light chain 




fragment insert, complete sequence* 







46608 





Seq. No. 


45299 




Seq. ID 


OJ000251_30.0303 


. C6 






95756 




Strand 








Start 


23493 




End 


27269 






Name 


OJ000251 30. 0303. C6, 


.o6.gs ■ 


. Method 


GENS CAN 






Start 


23493 




End 


27269 






GI 


none 




Score 


.81 






R xon ^ 

LJ *v W HO 


23493 23610 24033 


, .24145, 


24467. .24562, 24 920 .. 25036, 








25229 25357 . 25409 


, . 25540, 


25621. .25797, 25933 .. 26105, 








26560 26646 26768 


27269 










Seq. No. 


45299 




Seq. ID 


OJ000251_30.0303, 


. C6 






95756 




Strand 








Start 


23493 




End 


27269 






Name 


OJ0 00251 30 . 0303 .C6 . 


, o3 . np 


Method 


AAT/NAP 






Start 


23496 




End 


26681 






GI 


6319167 




Score 


973 






Exons 


23496 . .23610, 24033 . 


.24145, 


24467. .24562, 24 920 .. 25036, 








25229 25327, 25409 


.25540, 


25621. .25797, 25933 .. 26105, 








26573 26681 












Q T Dp s c t "i r> 


(AF193846) branched- 

\ -ii J_ i ^ ju i w y j. allelic u 


-chain amino acid aminotransferase [Sol; 






tuberosuml 

LtXy W J- N-/ iJ LAX LI J 












Seq. No. 


45299 




Seq. ID 


OJ000251_30.0303. 


C6 


: ; 


Gene No. 


95757 




Strand 








Start 


• 27801 




End 


27893 




vll 


Name 


OJ000251 30 0303 C6 




Method 


TBLASTX : Soybean 






Start 


10635 ~ 




End 


11007 




? : E 


GI 


none 




Score 


148 




~ 


J— J ifc 1 l O 


10635 10766. 10648 


.10767, 


10876. . 11007 




w 


Sea No 


45299 




Seq. ID 


OJ000251_30.0303. 


.C6 


H 


Gene No. 


95757 




Strand 






;y 


Start 


27801 




End 


27893 






Name 


OJ000251 30 0303 C6 


o5 . tm 


Method 


TBLASTX: Maize 






Start 


10651 ~~ 




End 


11037 






GI 


none 




Score 


161 






1_J £\ \J 1 L *J 


10651 10767 10654 


. 10722, 


10665. .10766, 10878 .. 10970 , 




• 1 




10879.. 10971. 1097 5 


.11037, 


10980. .11033 






Sea No 


45299 




Seq. ID 


OJ000251_30.0303. 


,C6 


r ~ 


Gene No. 


95757 




Strand 








Start 


27801 




End 


27893 






Name 


OJ000251 30 0303 C6 


o3 . tm 


Method 


TBLASTX: Maize 






Start 


11295 _ 




End 


11536 






GI 


none 




Score 


107 






P, vnn ^ 


11295 11336 11299 


.11388, 


11300. .11362, 1138 6. .11502, 








11387 11536 11423 


.11536 










Seq. No. 


45299 




Seq. ID 


OJ000251_30.0303. 


C6 




Gene No. 


95757 




Strand 








Start 


27801 




End 


27893 






Name 


OJ000251 30. 0303. C6. 


o3 . tc 


Method 


TBLASTX: Cress . 






Start 


11300 




End 


11596 






GI 


none 




Score 


54 






Exons 


11300. .11344, 11396. 


.11596, 


11416. . 11595 






Seq. No. 


45299 




Seq. ID 


OJ000251_30.0303. 


C6 



46609 



Gene No. 


95757 




Strand 






Start 


27801 




End 


27893 




Name 


OJ000251 30. 0303. C6. 


o2 . tc 


Method 


TBLASTX: Cress 




Start 


11717 ~ 




End 


12063 




GI 


none 




Score 


245 




Exons 


11717. . 11935, 11719. 


. 11934, 


11939. .12058, 11941. .12063 




Seq. No. 


45299 




Seq. ID 


OJ000251_30.0303 


.C6 


Gene No. 


95757 




Strand 






Start 


27801 




End 


27893 




Name 


OJ000251 30. 0303. C6. 


o2. ts 


Method 


TBLASTX: Soybean 




Start 


11741 




End 


12264 




GI 


none 




Score 


203 




Exons 


11741. . 11935, 11744 . 


. 11935, 


11939. .12055, 11941. .12051, 






12152. .12256, 12154. 


.12264 








Seq. No. 


45299 




Seq. ID 


OJ000251_30.0303 


.C6 


Gene No. 


95757 




Strand 






Start 


27801 




End 


27893 • 




Name 


OJ000251 30. 0303. C6. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


11867 




End 


12261 




GI 


none 




Score 


51 




Exons 


11867. .11893, 11867. 


. 11911, 


11902. .12057, 11903. .12055, 






12145. . 12252, 12152. 


. 12259, 


12152. .12250, 12154. .122 61 




Seq. No. 


45299 




Seq. ID-'" 


OJ000251_30.0303 


.C6 


Gene No. 


95757 




Strand 






Start 


27801 




End 


27893 




Name 


OJ000251 30. 0303. C6. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


13000 




End 


13787 




GI 


none 




Score 


71 




Exons 


13000. .13146, 13015. 


.13143, 


13141. .134 58, 13160. .134 62, 





13704. .13787 



Seq. No. 45299 Seq. ID 

Gene No. .95757 Strand 

Start 27801 End 

Name OJ000251_30 . 0303 . C6 . ol . tw Method 

Start 13160 . End 

GI none Score 

Exons 13160. .13459, 13162.. 13458 



OJ000251_30.0303.C6 
27893 

TBLASTX: Wheat 

13459 

71 



Seq. No. 45299 
Gene No. 95757 
Start 27801 

Name OJ000251_30 . 0303 . C6 . ol . tm 

Start 23475 

GI none 

Exons 23475. .23609, 23489 

24032. .24151, 24032 
24912. .25004, 24920 
25403. .25540, 25404 
25619. .25825, 25930 



23608, 
24151, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

23491 

24 4 64 



OJ000251 30. 0303. C6 



25027, 25223. 
25541, 25407. 
26088, 25933. 



27893 

TBLASTX: Maize 
26104 
99 

.23613, 23496. .23612, 
.24574, 24465. .24575, 
.25336, 25272. .25328, 
.25541, 25618. .25842, 
.26103, 25937. .26104 



Seq. No. 
Gene No. 
Start 



45299 
95757 
27801 



Seq. ID 

Strand 

End 



OJ000251 30. 0303. C6 



27893 



46610 



Name 

Start 

GI 

Exons 



OJ000251_30.0303.C6.ol. ts Method 
23493 End 
none Score 



TBLASTX: Soybean 

25825 

68 * 



23493. .23582, 24032 24 151 , 24 033 .. 24 14 9, 24077 .. 24169, 
24464. .24574, 24 920 25027 , 25223 25336, 2538 6 . . 2554 1 , 
25391. .25540, 25618 25797, 25619.. 25825 



Seq. No. 


45299 


Seq. ID 


OJ000251_30.0303.C6 


Gene No. 


95757 


Strand 




Start 


27801 


End 


27893 


Name 


OJ000251 30. 0303.C6.ol. tc 


Method 


TBLASTX: Cress 


Start 


25235 


End 


26112 


GI 


none 


Score 


118 


Exons 


25235. .25318, 25400. .25540, 


25422. .25538, 25618 .. 258 18 , 




25628 .. 25801, 25933. .26112 






Seq. No. 


45299 


Seq. ID 


OJ000251_30.0303.C6 


Gene No. 


95757 


Strand 




Start 


27801 ' 


End 


27893 


Name 


OJ000251 30.0303.C6.o4. ts 


Method 


TBLASTX: Soybean 


Start 


25933 


End 


26104 


GI 


none 


Score 


108 


Exons 


25933. .26103, 25934. .26104 






Sea. No. 


45299 


Seq. ID 


OJ000251_30.0303.C6 


Gene No. 


95757 


Strand 




Start 


27801 


End 


27893 


Name 


OJ000251 30.0303.C6.o5.gp 


Method 


AAT/GAP 


Start 


27801 


End 


27893 


GI 


LIB3477-003-P1-K1-E9 


Score 


91 


Exons 


27801. .27893 






GI Descrip. 


•2498586/sp|Q40638 IMP01 ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 






Seq. No. 


45300 


Seq. ID 


OJ000251_30.0303.C8 


Gene No . 


95758 


Strand 


+ 


Start ' 


612 


End 


6300 


Name 


OJ000251 30.0303.C8.ol.gs 


Method 


GENSCAN 


Start 


612 


End 


6300 


GI 


none 


Score 


.55 


Exons 


612. .696, 1412. .1678, 1794.. 


1982, 2652 


..2757, 3856.. 3969, 




4505. .4615, 4805. .5071, 5860 


. .6300 , 




Seq. No. 


45300 


Seq. ID 


OJ000251_30.0303.C8 


Gene No. 


95758 


Strand 


+ 


Start 


612 


End 


6300 


Name 


OJ000251 30.0303.C8.ol.np 


Method 


AAT/NAP 


Start 


4478 


End 


5908 


GI 


6907088 ' 


Score 


1156 


Exons 


4478. .4615, 4791. .5029, 5522 


. .5908 




GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


45301 


Seq. ID 


OJ000251_30.0303.C9 


Gene No. 


95759 


Strand 


+ 


Start 


2275 


End 


4590 


Name 


OJ000251 30.0303.C9.ol.gs 


Method 


GENSCAN 



46611 






Start 


2275 








End 


4590 




GI 


none 








Score 


.93 




Exons 


2275. .2904, 


3008 . 


. . 3148, 


3710. 


.3766, 4257. .4319, 4561. .4590 




Seq. No. 


45301 








Seq. ID 


OJ000251_30.0303.C9. 




Gene No. 


95759 








Strand 


+ 




Start 


2275 








End 


4590 




Name 


OJ000251 30, 


.0303. 


C9.ol. 


np 


Method 


AAT/NAP 




Start 


2275 








End 


3802 




GI 


4388774 








Score 


1342 




Exons 


2275. .2904, 


3008. 


.3148, 


3710. 


.3802 






GI Descrip. 


(X76911) transmembrane 


protein [Hordeum vulgare] 




Seq. No. 


45301 








Seq. ID 


OJ000251_30.0303.C9 




Gene No. 


95759 








Strand 


+ 




Start 


2275 








End 


4590 




Name 


OJ000251 30. 


,0303. 


C9.ol. 


gp 


Method 


AAT/GAP 




Start 


2540 








End 


4043 




GI 


. 43 3.R1084 








Score 


1501 




Exons 


2540. .2904, 


3008. 


.3148, 


3710. 


.4043 






GI Descrip. 


'47 68 911/gb|AAD2967 6.1 | 


AF131201 1 2.0e- 


-92 (AF131201) plasma 






membrane MIP protein [Zea mays] 1 




rl 


Seq. No. 


45301 








Seq. ID 


OJ000251_30.0303.C9 




Gene No. 


95760 








Strand 


+ 




Start 


4949 








End 


5365 


r:" 

u : : 


Name 


OJ000251 30. 


0303. 


C9.o2. 


gp 


Method 


AAT/GAP 




Start 


4949 








End 


5365 




GI 


4715353 








Score 


794 


v.y 


Exons 


4949. .5365 












». j 


Seq. No. 


45301 








Seq. ID 


OJ000251__30.0303.C9 


= y 


Gene No . 


95761 








Strand 






Start 


4755 








End 


9725 




Name 


OJ000251 30. 


0303. 


C9.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


2271 








End 


3805 




GI 


. none 








Score 


54 


r- 


Exons 


2271. .2342, 


2275. 


.2388, 


2313. 


.2348, 2362.". 2916, 2418. .2741, 


: J 




2757. .2915, 


3007. 


.3081, 


3008. 


.3148, 3017.. 3148, 3103.. 3153, 


r 




3127. .3153, 


3668. 


.3793, 


3700. 


.3804, 3710. .3805 




Seq. No. 


45301 








Seq. ID 


OJ000251_30.0303.C9 




Gene No . 


95761 








Strand 






Start 


4755 








End 


9725 




Name 


OJ000251 30. 


0303. 


C9.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2275 








End 


3974 




GI 


none 








Score 


1050 




' Exons 


2275. .2916, 


2313. 


.2354, 


2418. 


.2915, 3006. .3107, 3006.. 3152, 






3008. .3148, 


3103. 


.3153, 


3677. 


.3805, 3685.. 3804, 3710.. 3841, 






3936. .3968, 


3945. 


.3974 










Seq. No. 


45301 








Seq. ID 


OJ000251_30.0303.C9 




Gene No. 


95761 








Strand 






Start 


4755 








End 


9725 




Name 


OJ000251 30. 


0303. 


C9.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


2275 








End 


3100 




GI 


none 








Score 


943 



46612 




Exons 


2275. .2916, 


2313 


. .2351, 2418. 


.2915, 3007.. 3081, 3008.. 3100 


Seq. No. 


45301 






Seq. ID 


OJ000251_30.0303.C9 


Gene No. 


95761 






Strand 




Start 


4755 






End 


9725 


Name 


OJ000251 30 


. 0303 


.C9.ol.tw 


Method 


TBLASTX: Wheat 


Start 


2365 






End 


9593 


GI 


none 






Score 


164 


Exons 


2365. .2517, 


2421 


. . 2507, 2502. 


.2915, 2503.. 2916, 3008.. 3145, 




3027. .3152, 


3707 


..3730, 3728. 


.3796, 9519.. 9593 


Seq. No. 


45301 






Seq. ID 


OJ000251_30.0303.C9 


Gene No. 


95761 






Strand 




Start 


4755 






End 


9725 


Name 


OJ000251 30 


.0303 


.C9.o2 .np 


Method 


AAT/NAP 


Start 


4755 






End 


9725 


GI 


6456172 






Score 


1579 


Exons 


4755. .4778, 


6366 


..6599, 6871. 


..6962, 7055.. 7291, 7578.. 7685, 




7778. .7837, 


8164 


..8239, 8335. 


.8495, 8725. .8787, 8894. .8981, 




9223. .9725 










GI Descrip. 


(AC011622) putative protein kinase [Arabidopsis thaliana] 


Seq. No. 


45301 






Seq. ID 


OJ000251_30.0303.C9 


Gene No. 


95761 






Strand 




Start 


4755 






End " 


9725 


Name 


OJ000251 30 


.0303 


.C9.o2 .gs 


Method' 


GENSCAN 


Start 


6086 






End 


9470 


GI 


none 






Score 


.78 


Exons 


6086. . 6409, 


7055 


..7291, 8164. 


.8239, 8335.. 8495, 8725.. 8787, 




8894. .8981, 


9223 


. . 9470 






Seq. No. 


45301 






Seq. ID 


OJ000251_30.0303.C9 


Gene No. 


95761 






Strand 




Start 


4755 






End 


9725 


Name 


OJ000251 30, 


.0303, 


.C9.o2.tm 


Method 


TBLASTX: Maize 


Start 


6089 






End 


6601 


GI 


none 






Score 


64 


Exons 


6089. . 6151, 


6093. 


..6149, 6093. 


.6173, 6143.. 6232, 6151.. 6234, 




6231. . 6566, 


6233. 


..6565, 6568. 


.6600, 6569.. 6601 


Seq. No. 


45301 






Seq. ID 


OJ000251_30.0303.C9 


Gene No. 


95761 






Strand 




Start 


4755 






End 


9725 ' 


Name 


OJ000251 30, 


,0303, 


.C9.o3.gp 


Method 


AAT/GAP 


Start 


6197 




End 


6981 


GI 


62012 1.R1084 




Score 


820 


Exons 


6197. . 6599, 


6871, 


. .6981 






GI Descrip. 


'4204912 1.0e-29 


(U58918) MEK 


kinase | 


[Arabidopsis thaliana] 


Seq. No. 


45301 






Seq. ID 


OJ000251_30.0303.C9 


Gene No. 


95761 






Strand 




Start 


4755 






End 


9725 


Name 


OJ000251 30. 


,0303. 


C9.o3.tm 


Method 


TBLASTX: Maize 


Start 


7047 






End 


8472 


GI 


none 






Score 


142 ' 


Exons 


7047. .7223, 


7051. 


.7194, 7052., 


.7195, 7172.. 7291, 7196.. 7312, 




7197. .7355, 


7564 . 


.7686, 7572., 


.7688, 7742. .7840, 7767. .7841, 



46613 



7775. .7837, 8158. .82.41, 8159.. 8242, 8334.. 8471, 8335.. 8472 



Seq. No. 45301 
Gene No. 95761' 
Start 4755 

Name OJ000251_30 . 0303 . C9 . o3 . tc 

Start 7106 
GI none 

Exons 7106.. 7312, 7130.. 7291, 7146. 

7775. .7813, 7776. .7814, 8122. 
8327. .8473, 8334. .8492, 8335. 



Seq. ID OJ000251_30.0303.C9 
Strand 

End 9725 
Method TBLASTX : Cress 
End 8935 
Score 70 

.7355, 7566. .7688, 7567. .7686, 
.8241, 8158. .8241, 8159. .8242, 
.8472, 8728. .8796, 8894. .8935 



Seq. No. - 45301 
Gene No. 95761 
Start 4755 

Name OJ000251_30 . 0303 . C9 . o2 . ts 

Start 7136 
GI none 
Exons 7136 

7577 

8334" 

8901 



7291, 7146. .7289, 7565. 

7687, 7764. .7844, 7775. 

8492, 8335. .8493, 8699. 
8987 



Seq. ID OJ000251_30.0303.C9 
Strand 

End 9725 

Method TBLASTX : Soybean 

End 9001 

Score 96 

.7687, 7566. .7688, 7576. .7686, 
.7837, 8149. .8241, 8150. .8242, 
.8791, 8728. .8796, 8894. .9001, 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45301 
95761 
4755 

OJ000251_30.0303.C9.o4 .gp 
8398 
4715352 



9725 
AAT/GAP 
9429 
814 

8398. .8495, 8725. .8787, 8894. .8981, 9223. .9429 

4204912 1.0e-29 (U58918) MEK kinase [Arabidopsis thaliana] 



Seq. ID OJ000251_30.0303.C9 
Strand 
End 

Method 
End 
Score 



Seq. No. 45301 

Gene No. 95761 

Start 4755 

Name OJ000251_30 . 0303 . C9 . o2 . tc 

Start 8937 

GI none 

Exons 8937.. 8987, 8942.. 8983, 9223. 

9371.. 9583, 9423.. 9584, 9423. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.9339, 
.9584 



OJ000251_30.0303.C9 
9725 

TBLASTX: Cress 
9584 
68 

9223. . 9294, 9225. . 9338, 



Seq. No. . 45301 

Gene No. 957 61 

Start 4755 

Name . OJ000251_30 . 0303 . C9 . o3 . ts 

Start 9223 

GI none 
Exons 



Seq. ID OJ000251_30. 0303.C9 
Strand 

End 9725 

Method TBLASTX : Soybean 

End 9545 

Score 78 



9223.. 9321, 9225.. 9359, 9438.. 9545 



Seq. No. 45302 

Gene No. 957 62 

Start 1 

Name OJ000251_30 . 0303 . C10 . ol . np 

Start 1 

GI 6456172 

Exons 1 . . 501 

GI Descrip. (AC011622) putative protein kinase [Arabidopsis thaliana] 



Seq. ID OJ000251_30. 0303. C10 
Strand 

End 501 

Method AAT/NAP 

End 501 

Score 216 



46614 



Seq. No. 


45302 




Seq. ID 


OJ000251_30. 0303. C10 




Z7 -J / U J 








o tar U 


fin 6*3 






ooou 


Name 


V_/iJ U U.U £. «J X JU 








Qt-a y-4- 
jlaiL 


606*3 ~~ 

U \J \J *J 






6541 
Dj ft J. 


n T 






Score 


• o 


LaUI 




6*394 6*375 6d'6*3 

\J 0£ H , ■ QO / J; D4DJ i 


654 1 




Seq. No. 


45302 




Seq. ID 


OJ00025l_30. 0303. C10 


Gene No. 


95763 




Strand 




Start 


6063 




End 


8880 


Name 


OJ000251 30 


.0303. C10. o2.np 


Method 


AAT/NAP 


Start 


6210 




End 


8880 


GI 


5915846 




Score 


1809 


Exons 


6210. .6293, 


7282. .8880 






GI Descrip. 


CYTOCHROME 


P450 86A2 gi | 7430724 |pir| IT01535 probable cytochrome 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



P450 A_IG005I10.21 - Arabidopsis thaliana 

gi|2252844 | gb | AAB62843 . 1 | (AF013293) belongs to the cytochrome 
p450 family [Arabidopsis thaliana] 

gi| 6049886|gb|AAF02801.1 |AF195115_21 (AF195115) belongs to the 
cytochrome p450 family [Arabidopsis thaliana] 
gi|7267123|emb|CAB80794.1| (AL161471) probable cytochr 



45302 Seq. ID 

95763 - Strand 

6063 End 
OJ000251__30. 0303. C10. o3.gs Method 

7243- End 

none Score 
7243. .8880 



OJ000251_30. 0303. C10 

8880 
GENSCAN 
8880 
. 66 



Seq. No. 45302 

Gene No. 95763 

Start 6063 

Name OJ000251_30 . 0303 . C10 . ol . ts 

Start 7297 

GI none 

Exons 7297.. 7782, 7313.. 7741, 7822. 

8053. .8352, 8090. .8320, 8389. 



Seq. ID OJ000251_30. 0303. C10 
Strand 

End 8880 

Method TBLASTX : Soybean 

End 8880 

Score ' 4 62 

.7998, 7823.. 8023, 7993.. 8025, 
.8880, 8393.. 8827 



Seq. No.. 45302 
Gene No. ' 95763 

Start 6063 

Name OJ000251_30 . 0303 . C10 . ol . tc 

Start 7324 
GI none 

Exons 7324.. 7530, 7325.. 7531, 7531. 

7687... 7782, 7822. .7971, 7823. 
8077. "8349, 8111. .8320, 8392. 



Seq. ID OJ000251__30. 0303. C10 
Strand 

End 8880 . 

Method TBLASTX : Cress 
End 8 835 

Score 165 

.7680, 7532. .7681, 7685. .7738, 
.7960, 7993.. 8046, 7994.. 8029, 
.8835, 8429.. 8812 



Seq. No. 45302 Seq. ID 

Gene No. 95763 Strand 

Start 6063 End 

Name OJ000251_30 . 0303 . C10 . ol . tm Method 

Start 7375 End 

GI none Score 



OJ000251_30. 0303. C10 
8880 

TBLASTX: Maize 

8836 

149 



46615 






7375 7524 


7376 


. .7510, 


7528 . 


.7785, 7529. .7738, 7822. .7986, 




7823 7981 


7897 


7992, 


7993 

/ ZJ Z? J . 


.8043, 7994. .8035, 8077. .8352, 




8111 8320 


8386 


8694, 


84 95 

Q *i Zs «J . 


.8689, 8570. .8698, 8572. .8691, 




8701 8835 


8702 


8836 








kj • LNU < 


45302 

1 J Jut 








Seq. ID 


OJ000251_30. 0303. C10 


Gene No. 


95763 








Strand 




Start 


6063 








End 


8880 


Name 


OJ000251 30 


. 0303 


. C10 . ol 


. tw 


Method 


TBLASTX: Wheat 




7564 ~" 








End 


8745 


O X 


none 








Score 


180 


1-1 AVI 1 O 


7564 7785. 


7565 


. .7741, 


7822 . 


.8004, 7823. .7981, 8605. .8679, 




8695 8745 














45302 








Seq. ID 


OJ000251_30. 0303. C10 


Gene No . 


95763 








Strand 




Start 


6063 








End 


8880 


Name 


■OJ000251 30 


.0303 


.C10.o2 


.gp 


Method 


AAT/GAP 


Start 


8408 








End 


8750 




3061211 








Score 


637 


F! von 


8408. .8750 














3386598 3.0e-38 


(AC004665) putative cytochrome p450 [Arabidt 




thaliana] 














45303 








Seq. ID 


OJ000251_30.0303.C11 


Gene No. 


95764 








Strand 


+ 


Start 


1 








End 


821 


Name 


OJ000251 30 


.0303 


.Cll.ol 


.np 


Method 


AAT/NAP 


O Lai. L 


1 








• End 


821 




6630742 *' 








Score 


207 


1—1 A \S 1 1 O 


1..136, 620 


. .821 












(AL132958) 


thioredoxin- 


like protein [Arabidopsis thaliana] 


Seq. No. 


45303 








Seq. ID 


OJ000251_30.0303.C11 


Gene No. 


95765 








Strand 




Start 


1704 








End 


2861 


Name 


OJ000251 30 


.0303, 


.Cll.o2 


. ts 


Method 


TBLASTX: Soybean 


Start ' 


603 








End 


806 


GI 


none 








Score 


254 


F.xon i 


603. .779, 606. .779, 688 


. .780, 


783. .806 




Sea No 


45303 








Seq. ID . 


OJ000251_30.0303.C11 


Gene No. 


95765 








Strand 




Start 


1704 








End 


2861 ' 


Name 


OJ000251 30 


.0303. 


.Cll.o2 


.np 


Method 


AAT/NAP 


Start 


1704 








End 


2861 


GI 


6119540 








Score 


938 


E von 


1704. .2469, 


2796, 


. .2861 








GI Dp^rri o 

u J- L/C >J ^ X X L^> ■ 


(AC011560) 1 


nypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


45303 








Seq. ID 


OJ000251_30.0303.C11 


Gene No. 


95765 








Strand 




Start 


1704 








End 


2861 


Name 


OJ000251 30 


.0303. 


,Cll.o3 


. ts 


Method 


TBLASTX: Soybean 


Start 


1759 








End 


2015 


GI 


none 








Score 


211 


Exons 


1759. .2004, 


1798. 


. .1995, 


1814. , 


.2005, 1830. .2015 



46616 



Seq. No. 45303 

Gene No. 95765 

Start 1704 

Name OJ000251_30 . 0303 . CI 1 . ol . ts 

Start 2028 

GI none 
Exons 



Seq. ID OJ000251_30.0303.C11 
Strand 

End 2861 

Method TBLASTX : Soybean 

End 2500 

Score 56 



2028. .2141, 2083. .2133, 2222. .2311, 2229. .2309, 2297. .2422, 
2303.. 2500 



Seq. No. 45303 

Gene No. 95765 

Start 1704 

Name OJ000251_30 . 0303 . Cll . ol . tc 

Start 2216 

GI none 
Exons 



Seq. ID OJ000251_30. 0303. Cll 
Strand 

End 2861 

-Method TBLASTX : Cress 

End 2455 

Score 103 



2216. .2455, 2217. .2306, 2222. .2455 



Seq. No. 45303 

Gene No. 95765 

Start 1704 

Name OJ000251_30 . 0303 . Cll . ol . tm 

Start 2216 

GI none 
Exons 



Seq. ID OJ000251_30. 0303. Cll 
Strand 

End 2861 

Method TBLASTX : Mai ze 

End 2437 

Score 91 



2216. .2311, 2220. .2303, 2303. .2437, 2303. .2437 



Seq. No. 45304 

Gene No. 95766 

Start 5395 

Name OJ000251_30 . 0303 . C12 . o2 . gs 

Start 5395 

GI none 
Exons 



Seq. ID OJ000251_30.0303.C12 

Strand + 

End 8 956 

Method GENSCAN 

End 8 956 

Score . 7 



5395. .5595, 5846. .5949, 6734. .6762, 6845. .6892, 6993. .7088, 
7353. .7509, 7942. .8017, 8108. .8261, 8605. .8699, 8774. .8956 



Vj Seq. No. 


45304 






Seq. ID 


OJ000251_ 


30, 


.0303 


.C12 


; 7 Gene No . 


95767 






Strand 


+ 








Start 


14067 






. End 


15544 








Name 


OJ000251 30.0303.C12 


.ol.gp 


Method 


AAT/GAP 








U Start 


13997 






End 


15544 








ij gi 


none 






Score 


1521 








Exons 


13997. 


.14198, 14458., 


. 14606, 


15098. .15544 








Seq. No. 


45304 






Seq. ID 


OJ000251_ 


_30. 


.0303 


.C12 


Gene No. 


95767 






Strand 


+ 








Start 


14067 






End 


15544 








Name 


OJ000251 30.0303.C12. 


. o4 . gs 


Method 


GENSCAN 








Start 


14067 






End 


15263 








GI 


none 






Score 


.73 








Exons 


14067. 


.14198, 14458., 


.14606, 


15098. .15263 








Seq. No. 


45304 






Seq. ID 


OJ000251_ 


30. 


,0303 


.C12 


Gene No. 


95768 






Strand 










Start 


1325 






End 


4334 








Name 


OJ000251 30.0303.C12. 


, ol . gs 


Method 


GENSCAN 








Start 


1325 






End 


4334 








GI 


none 






Score 


.42 









46617 



f 6 * 



! S 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1325. .2030, 3068. .3301, 3787. .4334 



45304 
95769 
9439 

OJ000251_30, 

1316 

none 

1316. .1543, 

45304 
95769 
9439 

OJ000251_30. 

1728 

none 

1728. .2096, 

45304 
95769 
9439 

OJ000251_30. 

2037 

none 

2037. .2105, 

45304 
95769 
9439 

OJ000251_30. 

3085 

none 

3085. .3249, 

45304 
95769 
9439 

OJ000251_30. 

3840 

none 

3840. .4214, 

45304 
95769 
9439 

OJ000251_30. 

3924 

none 

3924 . .4037, 

45304 
95769 
9439 

OJ000251_30. 
3975 
none 

3975. .4214, 



,0303.C12.o6.tm 
1317. .1544 

0303.C12.o2.tm 
1730. .2095 

0303.C12.o3.ts 
2039.. 2104, 3082, 

0303.C12.o8.tm 
3113.. 3187, 3259. 

0303.C12.o2. ts . 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_30.0303.C12 
13012 

TBLASTX: Maize 

1544 

190 



OJ000251_30.0303.C12 
13012 

TBLASTX: Maize 

2096 

449 



OJ000251_30.0303.C12 
13012 

TBLASTX: Soybean 

3258 

64 



.3252, 3083.. 3187, 3094.. 3258 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_30.0303.C12 
13012 

TBLASTX: Maize 

3851 

67 



.3300, 3777.. 3851 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_30.0303.C12 
13012 

TBLASTX: Soybean 

4214 

50 



3844.. 3879, 3958. .4032, 4096.. 4203 



0303.C12.o3.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_30.0303.C12 
13012 

TBLASTX: Maize 

4275 

75 



3924. .4214, 3955. .4038, 4093. .4275 



0303.C12.o2.tc 
3994. .4038, 4096. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
,4206 



OJ000251_30.0303.C12 
13012 

TBLASTX: Cress 

4214 

67 



46618 



Seq. No. 45304 
Gene No. 95769 
Start 9439 

Name OJ000251_30 . 0303 . C12 . o5 . tm 

Start 5524 
GI none 

Exons 5524.. 5595, 5807.. 5908, 5845. 

6005.. 6157, 6515.. 6625, 6515. 
6707.. 6766, 6708.. 6776, 6844. 



Seq. ID OJ000251_30.0303.C12 
Strand 

End 13012 
Method TBLASTX : Mai ze 
End 6870 
Score 107 

.5907, 5994. .6107, 5998. .6108, 
.6631, 6692. .6760, 6693.. 6761, 
.6870, 6844. .6870 



Seq. No. 45304 Seq. ID 

Gene No. 95769 Strand 

Start 9439 End 

Name- OJ000251_30 . 0303 . C12 . o4 . tm Method 

Start 7269 End 

GI none Score 

Exons 7269. .7508, 7270.. 7509, 7271.. 7507 



OJ000251_30.0303.C12 
13012 

TBLASTX: Maize 

7509 

298 



Seq. No. 
Gene No. 
Start 
Name 
?^ Start 

•3 GI 
;f Exons 



45304 
95769 
9439 

OJ000251_30.0303.C12.o7, 

8173 

none 

8173. .8262, 8174. .8272, 
8747. .8827, 8764. .8826, 



tm 



8588. 
8765. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8695, 8588 
.8827 



OJ000251 30.0303.C12 



13012 

TBLASTX: Maize 
8827 
108 

8737, 8604.. 8699, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45304 
95769 
9439 

OJ000251_30.0303.C12.ol .np 

9424 

1705734 

9424. .9498, 9581. .9680, 



Seq. ID OJ000251_30.0303.C12 
Strand 

End 13012 

Method AAT/NAP 

End 12218 

Score 1493 
.10032, 10112. .10279, 



9905 

10593. .1074 5, 10843, .1098 6, 11252. .11755, 12005. .12218 
CALCIUM-DEPENDENT PROTEIN KINASE, ISOFORM 2 (CDPK 2) 
gi 1 1362176 | pir | | S56652 probable calcium-dependent protein 
(clone OSCPK2) - rice gi | 5874 98 | emb | CAA57157 | (X81394) 
calcium-dependent protein kinase [Oryza sativa] 



10359. . 10471, 



kinase 



Seq. No. 45304 Seq. ID 

Gene No. 95769 Strand 

Start 9439 End 

Name OJ000251_30 . 0303 . C12 . ol . ts Method 

Start 9436 End 

GI . none Score 
Exons 



OJ000251_30.0303.C12 
13012 

TBLASTX: Soybean 

11753 

37 



9436. .9498, 9460. .9501, 9590. .9706, 9590. .9694, 9904. .10047, 
9904.. 10029, 10112. .10285, 10113 1028 6, 10115 .. 102 91 , 
10356. .10472, 10375 .. 104 73, 10594 .. 1074 9, 10610 .. 10753, 
10844. .10987, 10845 .. 10991, 1084 5 .. 10988 , 11247 114 59, 
11247. .11753, 11251.. 11700 



Seq. No. 45304 Seq. ID 

Gene No. 95769 Strand 

Start 9439 End 

Name OJ000251 30 . 0303 . C12 . o3 . gs Method 



OJ000251_30.0303.C12 

13012 
GENSCAN 



46619 




oLail 








End 


13012 






none 






Score 


.69 




Exons 


9439. . 


9498, 9581.. 9680, 9905.. 10059, 


10175. .10279, 10359. .1 




10843. 


.10986, 11252. 


.12017, 


12270. .12323, 12866.. 13012 




oeq . wo . 


45304 






Seq. ID 


OJ000251_30.0303 


. Liz 


bene wo . 


95769 






Strand 








9439 






End 


13012 




Name 


OJ000251 30.0303.C12 


. ol . tm 


Method 


TBLASTX: Maize 




OLaiL 


9445 






End 


11753 




GI 


none 






Score 


69 




Exons 


9445. . 


9498, 9584.. 9694, 9904.. 10029, 


9905. . 9997, 9907. . 


1 UU H 




10112. 


.10285, 10113. 


.10286, 


10356. .10451, 10375. .104 52, 






10440. 


.10472, 10447. 


.10470, 


10594. .10749, 10609. .10731, 






10610. 


.10753, 10840. 


.10989, 


1084 4. .10987, 1084 5. .10991, 






10845. 


.10988, 10853. 


.10987, 


10854 . . 10991, 11247. . 11345, 






11251. 


.11346, 11271. 


.11594, 


11274. .11753, 11275. .11745 




o e q . in o • 


45304 






Seq. ID 


.OJ000251_30.0303 


-C12 


bene no . 


95769 






Strand 








9439 






End 


13012 




Name 


OJ000251 30.0303.C12 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


9451 






End 


11753 




GI 


none 






Score 


40 




Exons 


9451. . 


9501, 9451. .9507, 9581. .9727, 9584.-9694, 9896. .9997, 




9904. . 


10029, 10112.. 




10113. .10286, 10356. . 10451, 






10375. 


.10452, 10444. 


.10470, 


1044 6. .10472, 105 94. .1074 9, 






10607. 


.10753, 10844. 


.10987, 


10845. .10997, 11247. .11753, 






11250. 


.11459, 11251. 


.11700 








oeq . JNO . 


45304 






Seq. ID 


OJ000251_30.0303 


.C12 


Gene No. 


95769 






Strand 






Start 


9439 






End 


13012 




Name 


OJ000251 30.0303.C12 


.o2 . tw 


Method 


TBLASTX: Wheat 




o tar l 


10594 






End 


11300 




r t 


none 






Score 


77 




Exons 


10594 . 


.10749, 10595. 


.10753, 


10844. .10987, 10845 .. 10970, 






10845. 


.10994, 11247. 


.11300, 


11250. .11297 




Seq. No. 


45304 






Seq. ID 


OJ000251_30.0303 


.C12 


Gene No. 


95769 






Strand 






JLdl L 


9439' 






End 


13012 




Name 


OJ000251 30.0303.C12 


. ol . tw 


Method 


TBLASTX: Wheat 






11301 






End 


11573 






none 






Score 


117 






11301. 


.11474, 11301. 


.11573, 


11323. .11571 




Seq. No. 


45305 






Seq. ID 


OJ000251_30.0303 


.C13 


Gene No. 


95770 






Strand 


+ 




on ar l 


80 






End 


2023 




Name 


OJ000251 30.0303.C13 


. ol . gs 


Method 


GENSCAN 




Start 


80 






End 


2023 




GI 


none 






Score 


.53 . 




Exons 


80. .166, 1038. .1221, 


1245. . 


1379, 1890, 


. .2023 




Seq. No. 


45305 






Seq. ID 


OJ000251 30.0303 


.C13 


Gene No. 


95771 






Strand 


+ 





46620 



ouai i 






DO / J 




Name 


n.Tnnn9M n^n^ n ^ rr— 

ujuuuz ji ju.ujUj.^ij.oi.yp 


LYietnoa 






Of a v-+- 


jUIO 




JDl / 




o J. 


none 


S core 


x U DU 




Exon s 


JUIO . . JDJ. / 








Seq. No. 


45305 


Seq. ID 


OJ000251 


_30.0303.C13 


Gene No. 


95771 


Strand 


+ 




Of a r i- 

OLdl L 


J £. D -7 


End 


6673 




Name 




Method 


GENSCAN 




Of a y-t- 


J C. O -7 


End 


6673 




PT 
\3 X 


none 


Score 


.83 






^9fiQ R"l fiQ R977 RdDD R-.Q'* 


.6073, 6200. .6475, 


0 04 J . . 0 O / J 


Cpn Kin 




Seq. ID 


OJ000251 


JU . UjU J . X J 


IN(J • 


QS77 1 


Strand 


+ 




Start 


3269 


End 


6673 




Name 


OJ000251 30.0303.C13.o2.np 


Method 


AAT/NAP 




Start 


3371 


End 


6494 




\J X 


4836872 


Score 


1851 




HiXUilo 


3371. .3745, 3795. .4102, 4133. 


.4906, 4946. .5169, 


con c >i 

DZ II.. 04UU , 




5493. .5786, 5871. .6073, 6200. 


. 6494 






OX UcoLLip^ 


(AC007260) lcllprt seq No definition line found 


[ Arabidops i: 




thaliana] 








o e q . IN (J . 


45305 


Seq. ID 


OJ000251 


on n "3 n t. r* i *3 
jU.UjUj.OIj 


Gene No. 


95772 


Strand 


+ 




Start 


9042 


End 


12586 




Mama 


OJ000251 30.0303.C13.o5.np 


Method 


AAT/NAP 




Of- -a v-f- 


9042 


End 


12586 




CT 


5917666 


Score 


129 






9042.. 9288, 11057 .. 11273, 11323.. 11631 


, 12423..: 


JLZ JO O 


T P^O O f> T* T 

yjx Ucbtlip. 


(AF159297) extensin-like protein [Zea 


mays] 




O c * In (J * 


45305 


Seq. ID 


OJ000251_ 


jU.UjUj.U1j 


Gene No. 


95773 


Strand 






Start 


336 


End 


2431 






OJ000251 30.0303.C13.ol.np 


Method 


AAT/NAP 






336 


End 


2431 




ox 


7523517 


Score 


387 




Fvnnc 

LiAUilo 


336. .381, 1933. .1976, 2128. .2431 








(AP001633) hypothetical protein [Oryza 


sativa] 




Otr^i LN (J • 


45305 


Seq. ID 


OJ000251_ 


on mm pi o 
jU . UjUj. tlj 


Gene No. 


95774 


Strand 






Start 


7393 


End 


9437 




Name 


OJ000251 30.0303.C13.o3.gs 


Method 


GENSCAN 






7393 


End 


9419 




O X 


none 


Score 


.7 




Tr 1 V /"N T"l O 


7393. .7419, 7452. .7574, 7666. 


.7937, 8250. .8371, 


Q A A O OCOyl 




8945. .9224, 9314. .9419 








Seq. No. 


45305 


Seq. ID 


OJ000251_ 


_30.0303.C13 


Gene No. 


95774 


Strand 






Start 


7393 


End 


9437 




Name 


OJ000251 30.0303.C13.o3.np 


Method 


AAT/NAP 




Start 


7419 


End 


7814 





46621 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6572059 Score 190 

7419. .7574, 7666. .7814 

(AL133452) putative protein [Arabidopsis thaliana] 



45305 Seq. ID 

95774 Strand 

7393 End 

OJ000251_30.0303.C13.o4 . np Method 

8375 End 

7459614 Score 



OJ000251_30.0303.C13 

9437 
AAT/NAP 
9437 
489 



8375.-8594, 8945. .9191, 9296. .9437 

hypothetical . protein F4B14.20 - Arabidopsis thaliana 
gi|3367593|emb|CAA20045.1| (AL031135) putative protein 
[Arabidopsis thaliana] gi | 7270527 | emb | CAB8 1484 . 1 | (AL161588) 
putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45305 
95775 
10889 

OJ000251 30.0303.C13.ol.tc 



OJ000251 30.0303.C13 



Seq. ID 
Strand 
End 

_ Method 
3559 End 
none Score 
35S9..3672, 3656.-3796, 3659. .3823, 3775. .3828, 3778. .3900, 
3844. .3999, 3860. .4060, 3878. .4057, 4054. .4272, 4055. .4078, 
4139. .4270 



14307 

TBLASTX: Cress 

4272 

46 



Seq. No. 


45305 








Seq. ID 


OJ000251_30.0303.C13 


Gene No. 


95775 








Strand 




Start 


10889 








End 


14307 


Name 


OJ000251 30 


.0303 


.C13.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


4289 








End 


4696 


GI 


none 








Score 


515 


Exons 


4289. .4696, 


4294 , 


. .4695 








Seq. No. 


45305 








Seq. ID 


*OJ000251_30.0303.C13 


Gene No. 


95775 








Strand 




Start 


10889 








End 


14307 


Name 


OJ000251 30 


.0303, 


.C13.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


4369 








End 


4687 


GI 


none 








Score 


358 


Exons 


4369. .4677, 


4370. 


. .4687 








Seq. No. 


45305 








Seq. ID 


OJ000251_30.0303.C13 


Gene No. 


95775 








Strand 




Start 


10889 








End 


14307 


Name 


OJ000251 30 


.0303, 


,C13.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


4769 








End 


5178 


GI 


none 








Score 


74 


Exons 


4769. .4831, 


4832, 


, .5170, 


4906. 


.5169, 5029.. 5178 


Seq. No. 


45305 








Seq. ID 


OJ000251_30.0303.C13 


Gene No. 


95775 








Strand 




Start 


10889 








End 


14307 


Name 


OJ000251 30 


.0303. 


C13.o6 


. ts 


Method 


TBLASTX: Soybean 


Start 


5080 








End 


5405 


GI 


none 








Score 


86 


Exons 


5080. .5157, 


5081. 


.5158, 


5272. 


.5400, 5272. .5400, 5274. .5405 



46622 





Seq. No. 


45305 








Seq. ID 


OJ000251_30.0303.C13 




Gene No. 


95775 








Strand 






O -1 1 v- 4- 










End 


14307 




Name 


UJ UUUZ j 1 oU. 


n *3 n o 
UjUj 


. Li J . Oj 




Method 


TBLASTX: Maize 




otart 










End 


5549 




bx 


none 








Score 


204 






OZ 0 y . . O fl U J , 


/ X 


. ■ O H X X / 


c 9 7 c 
J^ / o . 


.5403, 5492.. 5548, 5493.. 5549, 






jjUZ . . OOfi y 














Seq. No. 


45305 








Seq. ID 


OJ000251_30.0303.C13 




Gene No. 


95775 








Strand 






C4-2 -V-+- 

o tar u 


l U o o y 








End 


14307 




Name 




UjUj 


. Ul J . ox 


. rm 


Method 


TBLASTX: Maize 




o tart. 


R Gi R fl 








End 


6324 






none 








Score 


289 




TP -%j /~\ Y"\ 


c c c n c 7 q c 
j jjU . m D / yD f 


J J jZ 


R7 7 Q 


JOD4 . 


.5795, 5865. .6074, 5867. .6061, 






JO OZ . . OU / O, 


OZ U 1 


. . DjZj, 


£9H9 
OZ UZ . 


.6324, 6206.. 6322 




Seq. No. 


45305 








Seq. ID 


OJ000251_30.0303.C13 




Gene No . 


y o / / o 








Strand 






btart 


1 nQQQ' 








End 


14307 




Name 


UJUUUZox JU. 


n o n o 


. LI j . OZ 


. ts 


Method 


TBLASTX: Soybean 




o tar u 


0/40 








End 


6050 






none 








Score 


79 


?S 


Exons 


o / 4 o . . o / yo , 


00 DO 


. . OUOU, 


0 O DO . 


.6023, 5873. .6040 




beq. no. 


4 j jUj 








Seq. ID 


OJ000251_30.0303.C13 




Gene No . 


95775 








Strand 




u 


Start 


10889 








End 


14307 




Name 


UJUUU/jI jU, 


0303 


.C13.o4 


.ts 


Method 


TBLASTX : Soybean 




btart 


oz u y 








End 


6460 


* 


C T 


0 0/ / OOU 








Score 


247 




Exons 


DZU y . . D40U/ 


6219 


. . 6437 








u 


GI Descrip. 


z^D4 joy d . ue 


-22 


(AC002354) predicted protein of unknown function 






[ Arabidops is 


thaliana] 










Seq. No. 


45305 








Seq. ID 


OJ000251_30.0303.C13 




oene ino . 


q c 7 n c 

y o / / o 








Strand 






otart 


i u o o y 








End 


14307 


Vet 


Name 


UJUUUZOx oU. 


0303 


.C13.o7 


.ts 


Method 


TBLASTX: Soybean 




OLail 


Q 7 7 9 

o J / z 








End 


8587 






none 








Score 


109 




Exons 


Q Q 7 O QCQl 

oj/Z. ,ojo / , 


8453 


. .8584 










Seq. No. 


45305 








Seq. ID 


OJ000251_30.0303.C13 




Gene No. 


95775 








Strand 






oian 


i u o o y 








End 


14307 




Name 


UJUUUZox jU. 


0303 


.C13.o2 


. tc 


Method 


TBLASTX :Cress 




Start 


84 50 








End 


9488 




GI 


none 








Score 


114 




Exons 


8450. .8620, 


8462, 


. .8602, 


8535. 


.8621, 8944. .9177, 8945. .9157, 






9249. .9488 














Seq. No. 


45305 








Seq. ID 


OJ000251_30.0303.C13 




Gene No. 


95775 








Strand 






Start 


10889 








End 


14307 



46623 






OJ000251 30.0303.C13 


. 06. tm 


Method 


TBLASTX: Maize 






8453 




End 


9398 




ox 


none 




Score 


65 




U 1 von c 


8453. .8611, 8944. .9177, 8945. .9136, 9259. .9372, 9276. .9398 


Seq. No. 


45305 




Seq. ID 


OJ000251_30.0303 


.C13 


Gene No. 


95775 




Strand 






OLal L 


10889 




End 


14307 




Name 


OJ000251 30.0303.C13 


. o5 . ts 


Method 


TBLASTX : Soybean 




Cf-3 v*+- 

O Lai L 


8932 




End 


9398 




(IT 
\J X 


none 




Score 


108 




Fvon c 


8932. .9177, 8942. .9121, 9276.-9398, 9307. .9372 




o c ^ • • 


45305 




Seq. ID 


OJ000251_30.0303 


.C13 


fipne No 


95775 




Strand 






Start 


10889 




End 


14307 




Name 


OJ000251 30.0303.C13, 


. 06 . np 


Method 


AAT/NAP 




Start 


10709 




End 


13036 




ox 


6815059 




Score 


390 




LiAUliO 


10709. .10738, 12615.. 


,13036 








ox ucouiip t 


(AP001080) Similar to geranylgeranyl hydrogenase . (AF069318) 




[UryZd Sail VdJ 










Seq. No. 






Seq. ID 


OJ000251_30.0303, 


O 1 O 

. Clo 


Gene No. 


y d 1 1 d 




Strand 






qf a rt 


i u o o y 




End 


14307 




Name 


UJUUUzol JU.UjUj.L1j, 


, o4 . gs 


Method 


GENSCAN 




u Ldl L 


10889 




End 


14307 




o x 


none 




Score 


.54 




F" von Q 


10889. . 11316, 12501 . . 


. 12858, 


13072. . 13236, 14246.. 14307 




JC 1 ^ • LN • 


45305 




Seq. ID 


OJ000251__30.0303, 


.C13 


Gene No. 


95775 




Strand 






Start 


10889 




End 


14307 




Name 


OJ000251 30.0303.C13. 


,o3. ts 


Method 


TBLASTX: Soybean 




Of- -a v-+- 
O Lai L 


12638 




End 


13007 




O X 


none 




Score 


137 




TP von £3 


12638. .12841, 12640.. 


,12948, 


12722. .12946, 12754. .12948, 






12930. .13007 










Seq. No. 


45305 




Seq. ID 


OJ000251_30.0303. 


.C13 


Gene No. 


95775 




Strand 






Start 


10889 




End' 


14307 




Name 


OJ000251 30.0303.C13. 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


12640 




.End 


12949. 




GI 


none 




Score 


118 




P 1 von q 


12640. .12948, 12722. . 


12949 








Seq. No. 


45305 




Seq. ID 


OJ000251_30.0303. 


C13 


Gene No. 


95775 




Strand 






Start 


10889 




End 


14307 




Name 


OJ000251 30.0303.C13. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


12661 




End 


12950 




GI 


none 




Score 


249 




Exons 


12661. .12948, 12662.. 


12949, 


12759. .12950 




Seq. No. 


45306 




Seq. ID 


OJ000251_30.0303. 


C14 



46624 



Gene No. 95776 Strand + 

Start 5012 End 5141 

Name OJ000251_30 . 0303 . C14 . ol . gp Method AAT/GAP 

Start 5012 End 5141 

GI none Score 211 

Exons 5012.. 5141 



Seq. No. 45306 Seq. ID 

Gene No. 95777 Strand 

Start 5970 End 

Name OJ000251_30 . 0303 . C14 . o2 . gs Method 

Start 5970 End 

GI none Score 

Exons 5970.. 6191 



OJ000251_30.0303.C14 
+ 

6191 
GENSCAN 
6191 
.95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45306 Seq. ID 

.95778 Strand 

1 ■ End 
OJ000251_30 . 0303 . C14 . ol . np Method 

1 End 

6815109 Score 
1..347, 1375. .1414 

(AP001081) hypothetical protein [Oryza sativa] 



OJ000251_30.0303.C14 

6344 
AAT/NAP 
1414 
171 



4 5306 
95778 
1 

OJ000251_30.0303.C14 . o2 . np 
1 

5042454 



Seq. ID OJ000251_30.0303.C14 
Strand 

End 6344 

Method AAT/NAP 

End 634 4 

Score 298 



1..87, 1895. .2285, 2842. .2914, 6240. . 6344 
(AC007789) putative polyprotein [Oryza sativa] 



45307 Seq. ID 

95779 Strand 

1 End 

OJ000251_30 . 0303 . C15 . ol . np Method 

1 End 

6573707 Score 
1..122, 248. .847, 987. .1385 
(AC009978) T23E18.7 [Arabidopsis thaliana] 



OJ000251_30.0303.C15 
+ 

2753 
AAT/NAP 
1385 
1259 



45307 Seq. ID 

95779 Strand 
1 . .End 

OJ000251_30 . 0303 . C15 . ol . gs Method 
248 End 
none ' Score 
248. .847, ..987. .1269, 1291. .1367, 1456. 
2001. .2139, 2198. .2290, 2615. .2715 



OJ000251_30.0303.C15 
+ 

2753 
GENSCAN 
2715 
.84 

1531, 1759. .1919, 



Seq. No. 45307 Seq. ID 

Gene No. 95779 Strand 

Start 1 End 

Name OJ000251_30 . 0303 . C15 . ol . gp Method 

Start 1034 End 

GI 24957 1.R1084 Score 



OJ000251_30.0303.C15 
+ 

2753 
AAT/GAP 
1647 
822 



46625 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1034. .1367, 1456. .1531, 1625. .1647 

, 5689035/dbj IBAA83071.il 1.0e-57 (AB022053) prolyl 
oligopeptidase [Mus musculus] ' 



45307 Seq. ID 

95779 Strand 

1 End 

OJ000251_30.0303.C15.o2.np Method 

1498 End 

6573708 Score 



OJ000251_30.0303.C15 
+ 

2753 
AAT/NAP 
2260 
429 



1498. .1531, 1625. .1688, 1787. .1919, 2001. .2114, 2198. .2260 
(AC009978) T23E18.8 [Arabidopsis thaliana] 



45307 Seq. ID 

95779 Strand 
1 End 
OJ000251_30 . 0303 . C15 . o3 . np Method 
2614 End 
5852172 Score 
2614. .2753 

(AL117265) zhb0002.1 [Oryza sativa] 

45307 Seq. ID 

95780 Strand 
4296 End 
OJ000251_30.0303.C15.o2. ts ' Method 
3 End 
none Score 
3. .122, 11. .121, 245. .343, 247. .336, 355. .567, 356. .568 



OJ000251__30.0303.C15 
+ 

2753 
AAT/NAP 
2753 
71 



OJ000251_30.0303.C15 
+ 

6494 - 

TBLASTX : Soybean 
568 
160 



45307 
95780 
4296 

OJ000251_30.0303.C15.o2.tm 
36 

none 

36. .137, 38. .136, 245. .346, 247 
S69..649, 574. .636 



Seq. ID OJ000251_30.0303.C15 

Strand + 

End 64 94 

Method TBLASTX : Mai ze 

End 64 9 

Score 117 

,345, 362. .565, 364. .558, 



45307 
95780 
4296 

OJ000251_30. 0303.C15.ol.tc 

355 

none 



Seq. ID OJ000251_30.0303.C15 



Strand 
End 

Method 

End 

-Score 



+ 

6494 

TBLASTX: Cress 

1340 

528 



355. .822, 356. .862, 972. .1325, 983. .1339, 984. .1340 



45307 
95780 
4296 

OJ000251_30. 0303. CIS. ol.tm 

698 

none 



Seq. ID OJ000251_30.0303.C15 

Strand + 

End 6494 

Method TBLASTX : Mai ze 

End 2263 

Score 175 



698. .862, 706. .849, 972. .1109, 984. .1367, 986. .1363, 1453. .1533, 
1453. .1524, 1458. .1532, 1623. .1691, 1624. .1692, 1630. .1692, 
1785. .1826, 1842. .1919, 1844. .1924, 1982. .2122, 2001. .2123, 
2197. .2259, 2198. .2263 



46626 



Seq. No. 


45307 




Seq. ID 


OJ000251_30.0303.C15 


Gene No . 


95780 




Strand 


+ 


Start 


4296 




End 


64 94 


Name 


OJ000251 30. 0303. CI 5. ol . 


. ts 


Method 


TBLASTX : Sovbean 


Start 


975 ~ 




End 


1343 


GI 


none 




Score 


490 


Exons 


975. . 1343, 998 . . 1339 








Seq. No. 


45307 




Seq. ID 


OJ000251_30.0303.C15 


Gene No. 


95780 




Strand 


+ 


Start 


4296 




End 


6494 


Name 


OJ000251 30. 0303. CIS. o3 


, ts 


Method 


TBLASTX : Soybean 


Start 


1642 ~~ 




End 


2098 


GI 


none 




Score 


98 


Exons 


164 2. .1692, 1647. .1691, 


1785 . 


.1826, 1842. .1919, 1844. .1924, 




1982 . . 2098 








Seq. No. 


45307 




Seq. ' ID 


OJ000251_30.0303.C15 


Gene No. 


95780 




Strand 


+ 


Start 


4296 




End 


6494 


Name 


0 JO 00251 30.0303.C15.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


1663 ~~ 




End 


2251 


GI 


none 




Score 


60 


Exons 


16 63. . 16 92, 1785.. 1826, 


1787 . 


.1822, 1842. .1925, 1844. .1924, 




1997. .2134, 1998. .2123, 


2198 . 


.2251, 2198. .2242 


Seq. No. 


45307 




Seq. ID 


OJ000251_30.0303.C15 


Gene j^o . 


95780 




Strand 


+ 


Start 


4296 




End 


6494 


Name 


OJ000251 30. 0303. CI 5. o2. 


CIS 


Method 


GENSCAN 


Start 


4296 ~ 




End 


6494 


GI 


none 




Score 


.87 


Exons 


4296.. 4868, 5370.. 5489, 


5789 . 


.5997, 6449. .6494 


Seq. No. 


45307 




Seq. ID 


OJ000251_30.0303.C15 


Gene No . 


95780 




Strand 


+ 


Start 


4296 




End 


6494 


Name 


OJ000251 30.0303.C15.o4 . 


np 


Method 


AAT/NAP 


Start 


4308 




End 


5513 


GI 


4966342 




Score 


666 


Exons 


4308. .4868, 5370. .5513 








GI Descrip . 


(AC006341) ESTs gb|T04357 and 


gb|AA595092 come from this gene 




[Arabidopsis thaliana] 








Seq. No . 


45307 




Seq. ID 


OJ000251_30.0303.C15 


Gene No . 


95780 




Strand 


+ 


Start 


4296 




End 


6494 


Name 


OJ000251 30.0303.C15.o2. 


gp 


Method 


AAT/GAP 


Start 


4543 


End 


5502 


GI 


LIB34 33-006-Q6-K6-F11 




Score 


810 


Exons 


4543. .4868, 5370. .5502 








GI Descrip. 


'4966342/gb|AAD346.73.1|AC006341 1 1 . 0e- 


-13 (AC006341) ESTs ■ 




gb T04357 and gb AA595092 come from this gene." [Arabidopsis 




thaliana] ' 








Seq. No. 


45307 




Seq. ID 


OJ000251_30.0303.C15 



46627 




Gene No. 


95780 








Strand 


+ 






Start 


4296 








End 


6494 






Name 


OJ000251 30 


. 0303 


. C15 . o3 


. tm 


Method 


TBLASTX: 


Maize 




Start 


4718 ~~ 








End 


5502 






GI 


none 








Score 


112 






Lj AUl 1 0 


4718 4834 


4734 


4 82 6 


4 809 

T O V J 


..4868, 4820. .4948, 


5355. .5495, 




5368 5502. 


5369 


. .5491 












Seq. No. 


45308 








Seq. ID 


OJ000251 

w \J V \J V £~ *J J_ 


30 0303 


. C16 


Gene No. 


95781 








Strand 


+ 






Start 


156 








End 


873 






Name 


OJ000251 30 


.0303 


. C16 . ol 


n ^ 

. 


Method 


GENSCAN 






Start 


156 








End 


873 






GI 


none 








Score 


.74 






F.ynns 


156. .210, 650. .8 


73 












Seq. No. 


45308 








Seq. ID 


OJ000251 


_30.0303 


. C16 


cpnp No 


95782 








Strand 








Start 


1 








End 


2457 






Name 


OJ000251 30 


.0303 


-C16.ol. 


.np 


Method 


AAT/NAP 






Start 


1 








End 


2457 






GI 


7509998 








Score 


89 






F vnn q 


1..82, 281. 


.395, 


722. .794, 1296. .1376, 


1558. .1632,. 1695, 


. 1826, 




1917. .1946, 


2075 


. .2140, 


2426, 


. .2457 








GI Dp^rriD 

V-J J- L-/ ^* O V— ' X. -1- k-/ * 


hypothetical protein Y48C3A.n - Caenorhabditis 


elegans 




Seq. No. 


45308 








Seq. ID 


OJ000251 


_30.0303, 


. C16 


Gene No. 


95782 








Strand 








Start 


1 








End 


2457 






Name 


OJ000251 30 


.0303 


.C16.o2, 


.gs 


Method 


GENSCAN 






Start 


1156 








End 


2103 






GI 


none 








Score 


.75 






Exons 

hLJ *v v_/ J. 1 


1156. .1194, 


1558 


. .1632, 


1707. 


..1869, 2075.. 2103 






Sea No 


45308 








Seq. ID 


OJ000251 


_30.0303, 


.C16 




95782 








Strand 








Start 


1 








End 


2457 






Name 


OJ000251 30, 


.0303 


.C16.ol. 


. tm 


Method 


TBLASTX: 


Maize 




Start 


1549 








End 


2000 






GI 


none 








Score 


105 






Exons 


1549. .1632, 


1559 


. .1636, 


1696. 


,.1824, 1702. .1827, 


1704. .1832, 




1707... 1838, 


1913 


. .1999, 


1914. 


,.2000, 1914.. 1997, 


1915. . 1998, 




1916. .1999 
















Seq. No. 


45309 








Seq. ID 


OJ000251 


_30.0303. 


,C17 


Gene No. 


95783 








Strand 


+ 






Start 


999 








End 


2359 ' 






Name 


OJ000251 30. 


.0303, 


.C17.ol. 


gs 


Method 


GENSCAN 






Start 


999 








End 


2359 






GI 


none 








Score 


.44 






F" von c: 


999. .1118, 1373., 


.1562, 1758.. 


2062, 2330. .2359 






Seq. No. 


45309 








Seq. ID 


OJ000251 


_30.0303. 


C17 


Gene No . 


95784 








Strand 


+ 






Start 


10190 








End 


10348 






Name 


OJ000251 30. 


,0303. 


.C17.o2. 


gp 


Method 


AAT/GAP 






Start 


10190 






End 


10348 







46628 



P T 


none 


S core 


9fi ^ 
z o j 




Exons 


. ..LUjfiO 








Seq. No. 


45309 


Seq. ID 


OJ000251 


_30.0303.C17 


Gene No. 


95785 


Strand 






jCail 


17 9 


Hi 1 1U 


fi :7 0 




Name 


mnnnoti'i ^n n^n^ pi 7 rro 

UUUUUZDl jU.UjUj.L1 f .Ol. yp 




7\ Z\T /P Zi D 






17 9 








P T 


none 


Score 


4 "31 

*i J -L 




Tj 1 V ATI o 


179 9 7 £ "3 £ 1 A Qfi 








O 6 q . IN (J . 




Seq. ID 


OJ000251 


r>n 0^0"^ P17 
jU.UjUj.L1 / 


Con o NT /-^ 


.7 J / O O 


Strand 






Start 


2620 


End 


5176 




Name 


OJ000251 30.0303.C17.o2.np 


Method 


AAT/NAP 




Start - 


2617 


End 


4697 




GI 


7485206 


Score 


202 




Exons 


2617.. 2802, 2878. .3160, 3236. 


.3416, 3562. .3714, 


3827. .4004, 




4623. .4697 








GI Descrip. 


hypothetical protein - Arabidopsis thaliana 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



gi I 2244981 1 emb| CAB10402.il (Z97340) proline-rich, APG like 
protein [Arabidopsis thaliana] gi | 7268372 | emb | CAB78665 . 1 | 
(AL161543) proline-rich, APG like protein [Arabidopsis thaliana] 



45309 Seq. ID 

95786 Strand 

2620 End 

OJ000251_30 . 0303 . C17 . o2 . gs Method 

2620 End 

none Score 



OJ000251_30.0303.C17 

5176 
GENSCAN 
5176 
.66 



2620. .2834, 2919. .3120, 3157. .3234, 3280. .3498, 3578. .3714, 
3827. .4183, 4574. .4693, 5011. .5176 



Seq. No. 45309 Seq. ID OJ000251_30 . 0303 . C17 

Gene No. 95786 Strand 

Start 2620 End 5176 

Name OJ000251_30 . 0303 . C17 . ol . np Method AAT/NAP 

Start .2626 End 4106 

GI 6714341 Score 243 

Exons 2626.-2832, 2923.. 3271, 3346.-3488, 3562.. 3691, 3807.. 4106 

GI Descrip. (AC016162) putative GDSL-motif lipase/acylhydrolase [Arabidopsis 
thaliana] 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



45309 Seq. ID 

95787 . Strand 
6272 End 
OJ000251_30 . 0303 . C17 . o4 . tm Method 
820 End 
none Score 



OJ000251_30.0303.C17 
10289 

TBLASTX: Maize 

1024 

78 



820. .999, 833. .1015, 834. .1016, 835. .1020, 836. .1024 



Seq. No. 45309 Seq. ID 

Gene No. 95787 Strand 

Start 6272 End 

Name OJ000251_30 . 0303 . C17 . o3 . tm Method 

Start 3350 End 

GI none Score 



OJ000251_30.0303.C17 
10289 

TBLASTX: Maize 

8924 

206 



46629 




"Fy fin 


3350 3421 
•j *j *j \j . • j 1 1. 1 / 


7325 


7609, 


7336. 


.7608, 8817. .8924 






45309 








Seq. ID 


OJ000251 


30 0303 C17 


CZa n & No 

UCilC IN W . 


95787 








Strand 






Start 


6272 








End 


10289 




Name 


OJ000251 30 


.0303. 


.C17.o3 


.np 


Method 


AAT/NAP 




o Lai u 


6261 








End 


9186 




CT 


6552745 








Score 


1582 




CiAUl 1 O 


6261 6499 


6607, 


. .6685, 


6770. 


.7144, 7244. .7592, 


7710 7812. 




7894 8164 


8818, 


. .8927, 


9040. 


.9186 








(AC013482) 


T26F17.6 [Arabidopsis thaliana] 






4 5309 








Seq. ID 


OJ000251 


30 0303 C17 


Gene No. 


95787 








Strand 






Start 


6272 








End 


10289 




Name 


OJ000251 30 


.0303. 


X17.o3 


. gs 


Method 


GEN SCAN 






6272 ~ 








End 


10289 




CT 


none 








Score • 


.48 




P v on 


6272 6685 


6778. 


. .7144, 


7187. 


.7592, 7710. .7789, 


7913 8164, 




8327 8424, 


8814. 


8927 , 


9040 . 


.9207, 10194. .1028 


9 


O C ^ • IN ^ • 


4 5309 








Seq. ID 


OJ000251 


30 0303 C17 


Gene No. 


95787 








Strand 






Start 


6272 








End 


10289 




Name 


OJ000251 30 


.0303, 


,C17.ol 


. tm 


Method 


TBLASTX: 


Mai z e 


O Lai L 


6296 _ 








End 


7146 




CT 


none 








Score 


182 




F" v on q 


6296 6505 


6327. 


, . 6506, 


6604 . 


.6687, 6604. .6684, 


6721 6861 




6769 6858 


6925 . 


. .714 6, 


694 0 . 


.7077, 6995. .7141, 


7053 7145 


Seq. No. 


45309 








Seq. ID 


OJ000251 


_30.0303.C17 


Gene No. 


95787 








Strand 






Start 


6272 








End 


10289 




Name 


OJ000251 30 


.0303. 


,C17.ol 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


6302 _ 








End 


6696 




GI 


none 








Score 


243 




P von 


6302 6505 


6324 . 


. . 6506, 


6604 . 


.6696, 6604.. 6681 




Qprr No 


4 5309 








Seq. ID 


OJ000251 


30 0303 C17 


Gene No. 


95787 








Strand 






Start. 


6272 








End 


10289 




Name 


OJ000251 30 


.0303. 


,C17.ol 


- tc 


Method 


TBLASTX: 


Cress 


Start 


6314 ~~ 








End 


7147 




GI 


none 








Score 


153 




P. yon 


6314 6505. 


6342. 


, . 6506, 


6604 . 


.6684, 6605. .6685, 


6769 6873. 




6770 6862. 


6925. 


.7146, 


6995. 


.7147 






Q prr Kf n 

JC^ • IN . 


4 5309 

1 *J >J \J Zf 








Seq. ID 


OJ000251 


30 0303 C17 


ucnc inu • 


95787 








Strand 






Start 


6272 








End 


10289 




Name 


OJ000251 30 


.0303. 


C17.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


6314 








End 


9141 




GI 


none 








Score 


167 




Exons 


6314. .6505, 


6327. 


. 6506, 


6604 . 


.6684, 6605. .6685, 


6769. .6873, 




6770. .6874, 


6925. 


.7146, 


7001. 


.7147, 7336. .7608, 


7372. .7590, 




7379. .7594, 


7699. 


.7809, 


7709. 


.7813, 7S 


197. .8163, 


7904 . .8161, 




8817. .8927, 


8821. 


.8928, 


9040. 


.9141, 9041. .9130 





46630 





Sea No 


45309 








Seq. ID 


OJ000251 


30 0303 C17 




Gene No. 


95787 








Strand 








•■ Start 


6272 








End 


10289 






Name 


OJ000251 30. 


, 0303, 


.C17 .o2 , 


. tc 


Method 


TBLASTX: 


Cress 




Start 


7243 ~ 








End 


9160 






GI 


none 








Score 


52 






Exons 


7243. . 7299, 


7336. 


. . 7593, 


7379. . 


,7627, 7744 . .7809, 


7748 . . 7813, 






7892. .8161, 


7897 . 


. .8163, 


8817 . . 


,8927, 8818. .8928, 


9040 . . 9114 , 






9041. . 9160 
















Seq. No. 


45309 








Seq. ID 


OJ000251 


_30.0303.C17 




Gene No . 


95787 








Strand 








Start 


6272 








End 


10289 






Name 


OJ000251 30. 


0303. 


,C17.o2. 


, tm 


Method 


TBLASTX: 


Mai ze 




Start 


7731 ~ 








End 


8161 






GI 


none 








Score 


79 






Exons 


7731. .7805, 


7732, 


. . 7848, 


3.733. . 


,7837, 7892. .8161, 


7897 . . 8160 




Seq. No. 


45310 








Seq. ID 


OJ000251 


_30.0303.C18 




Gene No . 


95788 








Strand 


+ 






Start 


1 








End 


4179 






Name 


OJ000251 30. 


0303. 


.C18.ol. 




Method 


AAT/GAP 






Start 


1 ~~ 








End 


2191 






GI 


none 








Score 


638 




if% 


Exons 


1 . . 79, 1719. 


.1793, 1876. 


, . 1947, 


2065. .2191 




T- S 


Sea No 


45310 








Seq.'- ID 


OJ000251 


_30.0303.C18 


f ^ 


Gene No. 


95788 








Strand 


+ 




: . 3 


Start 


1 








End 


4179 






Name 


OJ000251 30. 


0303. 


,C18.ol. 


tm 


Method 


TBLASTX: 


Maize 


t ^ 


Start 


3 








End 


3862 




: ! 3 


GI 


none 








Score 


103 




I" 


Exons 


3. .83, 8. .82, 1701. .1802, 1719. .1808, 


1876. . 1947, 1877. .1930, 


„ _ 




2159. .2200, 


2307. 


.2342, 


2965. . 


3099, 29 


85. .3101, 


2988. .3101, 






3809. .3862, 


3812. 


.3862 












Seq. No. 


45310- . . 








Seq. ID 


OJ000251 


_30.0303.C18 




Gene No . 


95788 








Strand 


+ 




U 


Start 


1 








End 


4179 




r ~ 


Name 


OJ000251 30. 


0303. 


C18.ol. 


gs 


Method 


GENSCAN 






Start 


1999 








End 


3897 






GI 


none 








Score 


.56 






Exons 


1999. .2199, 


2989. 


.3098, 


3591. . 


3643, 3811.. 3897 






Seq. No. 


45310 








Seq. ID 


OJ000251 


_30.0303.C18 




Gene No. 


95788 








Strand 


+ 






Start 


1 








End 


4179 






Name 


OJ000251 30. 


0303. 


C18.ol. 


np 


Method 


AAT/NAP 






Start 


2949 








End 


4179 






GI 


7490349 








Score 


128 






Exons 


2949. .3102, 


4029. 


.4179 











GI Descrip. conserved hypothetical protein- SPBC3H7 . 09 - fission yeast 
' (Schizosaccharomyces pombe) gi I 3417417 | emb| CAA20305 . 1 1 



(AL031261) 
pombe] 



conserved hypothetical protein [Schizosaccharomyces 



46631 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 


45310 


Seq. ID 


OJ000251_30. 


0303 


Gene No. 


95788 


Strand 


+ 




Cfarf 


\ 


End 


4179 




Name 




L 1C L11UU 


TBLASTX : Soybean 


OLdi l 


^ \J -J 


RnH 


3901 






none 


OLUiC 


214 




R von *=> 


2965. .3099, 2985. .3107, 3806. 


. 3901 






Seq. No. 


45311 


Seq. ID 


OJ000251 33 


0331 


Gene No. 


95789 


Strand 






Start 


293 


End 


363 




LN dMlG 


OJ000251 13 0331 C2 ol as 


Mpt* hoH 


GENSPAN 




Start 


293 _ 


End 


363 




VJX 


none 


S core 


.6 




TynnQ 


293 363 










4 5312 


Seq. ID 


OJ000251J33. 


0331 


ripnp No 


957 90 


Strand * 


. + 




Start 


5620 


End 


5701 




Name 


OJ000251 33.0331.C3.o4.gp 


Method 


AAT/GAP 




Start 


5620 


End 


5701 




(ZT 

\J X 


1RD1 2 1 R1 0R4 
j o w x x • in x o *a 


Score 


105 




R vnn q 


sfi?n ~s7ni 

>J U ^. VJ . ■ .J / V/ X 










1 4097947 /ab 1 U72255 1 OSU72255 2 


. Oe-23 Oryza sativa 






JJC LCI X , <J UlUvullClOC UiCLUL OUi 


(Gns9) gene, complete 


cds V 


O 6 q . In O . 


4 R 9 1 9 


Seq. ID 


OJ000251__33. 


0331 


Gene No. 


95791 


Strand 






Start 


1573 


End 


4 920 




Name 


OJ000251 33.0331.C3.ol.gp 


Method 


AAT/GAP 




Start 


1292 


End 


1750 




GI 


26322 1.R1084 


Score . 


863 




Exons 


1292. .1750 









, 576771/gb|U16256|OSU16256 0.0e+00 Oryza sativa cone SRI 
sucrose-regulated mRNA, 3 1 1 -end sequence 1 



45312 Seq. ID 

95791 Strand 

1573 End 

OJ000251_33 . 0331 . C3 . ol . gs Method 

1573 End 

none Score 

1573. .2042, 2236. .4837 



OJ000251_33.0331.C3 

4920 
GENSCAN 
4837 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



45312 
95791 
1573 

OJ000251_33 .0331 . C3 . ol . np 
1576 
7434429 

1576. .1673, 1731. .2042, 
hypothetical, protein F6H11 
gi|2827715|emb|CAA16688. 1 | 



OJ000251 33. 0331. C3 



Seq. ID 
Strand 

End 4920 
Method AAT/NAP 
End 4831 
Score 3498 
2236. .4831 

170 - Arabidopsis thaliana 
(AL021684) receptor protein kinase 



like protein [Arabidopsis thaliana] 



45312 
95791 



Seq. ID 
Strand 



OJ000251 33. 0331. C3 



46632 



Start 


1573 


End 


4920 


Name 


OJ000251 33.0331.C3.o2.gp 


Method 


AAT/GAP 


Start 


2942 


End 


3408 


GI 


23174 99 


Score 


915 




2942 3408 






GI Descrio. 


2827715/emb 1 CAA16688 1 2 Oe- 


51 (AL021684) recepb 




— 1 "i ke nroi" pin f Arshi rinn 6 ; i «; 


thaliana] 




o c ^ • LV\J . 


4 S^l 2 

U Jit. 


Seq. ID 


OJ000251 


Gene No. 


95791 


Strand 




Start 


1573 


End 


4 920 


Name 


OJ000251 33.0331.C3.o3.gp 


Method 


AAT/GAP 


Start 


4459 


End 


4920 


GI 


none 


Score 


793 


Exons 


4459. .4920 







Seq. No. 45312 

Gene No. 95792 

Start 7627 

Name OJ000251_33 . 0331 . C3 . o2 . tw 

Start 1574 

GI none 

Exons 1574.. 1615, 1708.. 1848, 1730. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1843, 1747. .1848 



OJ000251_33.0331.C3 
12736 

TBLASTX: Wheat 
1848 
153 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



45312 
95792 
7627 
OJ0002 
1694 
none 
1694. . 
2251. . 
3056. . 
3059. . 
3188. . 
3267. . 
3482. . 
3494 . . 
3638. . 
3983. . 
4175 
4424 



Seq. ID OJ000251_33. 033L'.C3 
Strand 



51 33.0331.C3.ol.tc 



1909, 

2532, 

3481, 

3370, 

3469, 

3452, 

3883, 

3709,- 

4045, 

4246, 

4480, 

4564, 



1732. 
2271. 
3056. 
3059. 
3203. 
3270. 
3482. 
3495. 
3710. 
3993. 
4181. 
4490. 



1881, 
2636, 
3250, 
3469, 
3469, 
3446, 
4021, 
4376, 
4099, 
4097, 
4471, 
4609, 



1889. 
2639, 
3057. 
3077. 
3204. 
3296. 
3482. 
3560. 
3711. 
4016. 
4181. 
4490. 



End 

Method 
End 
Score 

.2044, 1909 

.2854, 2664 

.3215, 3059 

.3322, 3119 

.3287, 3224 

.3499, 3325 

.3829, 3494 

.3937, 358.7 

.3959, 3782 

.4168, 4157 

.4348, 4199 

.4603, 4490 



12736 
TBLASTX: 
4621 
83 

2043, 
2837, 
3478, 
3472, 
3358, 
3372, 
4408, 
3748, 
4165, 
4456, 
4486, 
4573, 



Cress 



2237. 
2978. 
3059. 
315,2. 
3248. 
3480. 
3494 . 
3593. 
3875. 
4169. 
4289. 
4583. 



.2635, 
,3466, 
.3298, 
,3286, 
,3511, 
,4010, 
,3901, 
,3853, 
,4051, 
,4486, 
,4480, 
,4621 



Seq. No. 


45312 








Seq. ID 


OJ000251_33.0331 


.C3 


Gene No. 


.95792 








Strand 






Start 


7627 








End 


12736 




Name 


OJ000251 33, 


.0331, 


.C3.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


1699 








End 


1962 




GI 


none 








Score 


24 9 




Exons 


1699. .1962, 


1724, 


. .1918, 


1747. 


.1947 






Seq. No. 


45312 








Seq. ID 


OJ000251_33.0331, 


.C3 


Gene No. 


95792 








Strand 






Start 


■7627 








End 


12736 




Name 


OJ000251 33. 


.0331. 


.C3.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


1723 








End 


4621 




GI 


none 








Score 


136 





46633 



Exons 



1723. .1938, 1751. .1918, 1756. .1929, 1936. .2043, 1940. .2071, 

1942. .2040, 1955. .2044, 2237. .2752, 2237. .2845, 2271. .2837, 

2975. .3115, 2975. .4294, 2979. .3371, 3132. .3386, 3495. .4154, 

4169. .4564, 4169. .4390, 4181. .4480, 4190. .4486, 4190. .4456, 

4208. .4480, 4217. .4471, 4289. .4471, 4316. .4435, 4496. .4621, 
4583. .4621 



OJ000251 33. 0331. C3 



Seq. No. 45312 Seq. ID 

Gene No. 95792 ~ Strand 

Start 7627 End 

Name OJ000251_33 . 0331 . C3 . ol . tm Method 

Start 1969 End 

GI none Score 

Exons 1969.. 2040, 1969.. 2043, 2220 .. 2852 ,' 2237 .. 2857, 2248.. 2769, 
2271. .2858 



12736 

TBLASTX: Maize 

2858 

71 



Seq. No. 45312 Seq. ID 

Gene No. 95792 Strand 

Start 7627 End 

Name OJ000251_33 . 0331 . C3 . ol . tw Method 

Start 2333 End 

GI none Score 

Exons 2333.. 2656, 2334.. 2651 



OJ000251_33.0331.C3 
12736 

TBLASTX: Wheat 

2656 

244 



Seq. No. 45312 Seq. ID 

Gene No. 95792 Strand 

Start 7627 End 

Name OJ000251_33 . 0331 . C3 . o2 . tm Method 

Start 2866 End 

GI none Score 

Exons 2866. .3396, 2867. .3397, 2877. .3401, 

3125. .3460, 3203. .3466, 3494. .3829, 

3782. .4084, 3855. .4157, 3920. .4165, 

4139. .4270, 4163. .4471, 4181. .4336, 



.OJ000251_33.0331.C3 
12736 

TBLASTX: Maize 
4480 
440 

2912. .3400, 2934. .3401, 
3566.. 3892, 3632. .3937, 
3998. .4165, 4065. .4166, 
4217. .4480, 4272. .4373 



Seq. No. 45312 

Gene No. 95792 

Start 7627 

Name OJ000251_33 . 0331 . C3 . o3 . tw 

Start 3059 

GI none 

Exons 3059, 
3653. 



,3316, 3074. .3400, 3146. 
,3937,' 3725. .4021, 3800. 



Seq. ID OJ000251_33.0331.C3 
Strand 

End 12736 

Method TBLASTX : Wheat 

End 4 684 

Score 104 
.3475, 3494. .3748, 3581 
.4117, 3864. .4157, 3869 



3983. .4171, 4181. .4327, 4187. .4480, 4232. .4480, 4586. 



3892, 
4165, 
4684 



Seq. No. 45312 Seq. ID OJ000251_33 . 0331 . C3 

Gene No. 95792 Strand 

Start 7627 End 12736 

Name OJ000251_33 . 0331 . C3 . o5 . gp. Method AAT/GAP 

Start 6309 End 6912 

GI 3761363 Score 881 

Exons 6309.. 6912 

GI Descrip. 5852170/emb I AL117265 . 1 | OST17804 1.0e-151 Oryza sativa 

indica{GLA4) genomic DNA, chromosome 4, BAC clone :t 178 04 



Seq. No. 
Gene No. 



45312 
95792 



Seq. ID 
Strand 



OJ000251 33. 0331. C3 



46634 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start- • 
GI 

Exons 



7 627 End 

OJ000251_33 . 0331 . C3 . o2 . np Method 

6871 End 

6063554 Score 



12736 
AAT/NAP 
12736 
211 



6871. .7044, 7658. .7689, 8345. .8458, 8524. .8643, 8834. .9013, 
9626. . 9763, 12680. .12736 

(AP000615) ESTs AU075609 (C6334 4 ) ,C71850 (E04 64 ) , C98 611 (E04 64) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251 33. 0331. C3 



45312 
95792 
7627 

OJ000251_33. 0331.C3.o6.gp 
7456 

101153_1.R1084 
7456. .7706 

, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t 17804 1 



12736 
AAT/GAP 
7706 
392 



45312 
95792 
7627 

OJ000251_33.0331.C3.o2.gs 

7627 
none 

7627. .7686, . 8198. .8326, 8332. 
11303. .11363 



Seq. ID 
Strand 
End 

Method 
End 

Score - 
.8584, 



OJ000251 33. 0331. C3 



12736 
GEN SCAN 
11363 
.76 

8947. .8992, 



9508. .9669, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45312 Seq. ID OJ000251_33 . 0331 . C3 

95792 Strand 

7627 End 12736 

OJ000251_33 . 0331 . C3 . o7 . gp Method AAT/GAP 

12264 End 12736 

576771 Score 803 

12264 .. 12518, 12545.. 12736 

576771/gb|U16256|OSU16256 0.0e+00 Oryza sativa cone SRI 
sucrose-regulated mRNA, 3' -end sequence 



^ Seq, No. 


45313 




Seq. ID 


OJ000251 


": : Z Gene No. 


95793 




Strand 


+ 


P Start 


65 




End 


2153 


Name 


OJ000251 33. 0331. C5 


.ol.gs 


Method 


GENSCAN 


Start 


65 




End 


2153 


GI 


none 




Score 


.74 


Exons 


65. .208, 515. .710, 


1977. .2153 






Seq. No. 


45313 




Seq. ID 


OJ000251 


Gene No. 


95794 




Strand 




Start 


3172 




End 


3342 


Name 


OJ000251 33. 0331. C5 


. o2 . gs 


Method 


GENSCAN 


Start 


3172 




End 


3342 


GI 


none 




Score 


.97 


' Exons 


3172. .3342 








Seq. No. 


45314 




Seq. ID 


OJ000251 


Gene No. 


95795 




Strand 





46635 



Start 


5077 


End 


6538 




Name 


OJ000251 33. 


0331 . C7 . o2 . gs Method 


GENSCAN 




Start 


5077 ~ 


End 


6538 




GI 


none 


Score 


.74 ... 




Exons 


5077 . . 5097, 


5952. .6081, 6309. .6538 






Seq. No. 


45314 


Seq. ID 


OJ000251_33.0331. 


C7 : 


Gene No. 


95796 


Strand 


+ 




Start 


7976 


End 


12076 




Name 


OJ000251 33. 


0331.C7.o3.gs Method 


GENSCAN 




Start 


7976 


End 


12064 




GI 


none 


Score 


.51 




Exons 


7976. .8090, 


8616. .8873, 9666. .9990, 10073 .. 10298 , 10419. 


. 10616, 




10747. .10856, 11309 .. 114 04 , 114 87 11574 , 11835. .12064 




Seq. No. 


45314 


Seq. ID 


OJ000251_33.0331. 


C7 


Gene No. 


95796 


Strand 


+ 




Start * 


7976 


End 


12076- • 




Name 


OJ000251 33. 


0331.C7.o2.np Method 


aat/nap 




Start 


9601 • 


End 


12076 




GI 


7486570 


Score 


1424 




Exons 


9601. .9990, 


10073. .10298, 10419. .10670 


, 10747. .10856, 






11309. .11404 


, 11487. .11574, 11835. .12076 




GI Descrip. 


hypothetical 


protein F7H19.180 - Arabidopsis thaliana 




Sea No 


45314 


Seq. ID 


OJ000251_33.0331. 


C7 


Gene .No. 


95797 


Strand * 






Start 


1 


End 


421 




Name 


OJ000251 33. 


0331 . C7 . ol . gp Method 


AAT/GAP 




Start 


1 


End 


421 




GI 


LIB3432-059- 


P1-K1-D8 Score 


748 




Exons 


1..421 









GI Descrip. ' 5734 616/dbj | AP000391 . 1 | AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 



i -J 


Seq. No. 


45314 


Seq. ID 


OJ000251_33.0331.C7 




Gene No. 


95798 


Strand 






Start 


581 


End 


3448 




Name 


OJ000251 33.0331.C7.ol.gs 


Method 


GENSCAN 




Start 


581 


End 


3448 




GI 


none 


Score 


.84 




.Exons 


581. .596, 1179. .1249, 2783.. 


2915,. 3034 


. .3235, ; 332,2. .3448 




Seq. No. 


45314 


Seq. ID 


OJ000251_33.0331.C7 




Gene No. 


'95798 


Strand 






Start 


581 


End 


3448 




Name 


OJ000251 33.0331.C7.ol.np 


Method 


AAT/NAP 




Start 


1131 


End 


3212 




GI 


7267281 


Score 


534 




Exons 


1131. .1249, 1444. .1510, 1599 


..1669, 1743. .1794, 1955. .2018, 






2383. .2432, 2839.. 2897, 3034 


. .3212 






GI Descrip. 


(AL161503) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


45314 


Seq. ID 


OJ000253._33.0331.C7 




Gene No. 


95798 


Strand 






Start 


581 


End 


3448 




Name 


OJ000251 33.0331.C7.o2.tm 


Method 


TBLASTX: Maize 



46636 






Start 


1749 






End 


3233 






GI 


none 






Score 


117 






Exons 


1749. . 


1796, 2837.. 2914, 2838.. 2915, 3031.. 3216, 3036.. 3233 




Sea No 


45314 






Seq. ID 


OJ000251_33.0331 


.C7 






95799 






Strand 








Start 


10094 






End 


10668 






Name 


OJ000251 33. 0331. CI. 


ol , tm 


Method 


TBLASTX: Maize 






Start 


10094 






End 


10668 






GI 


none 






Score 


67 






Exons 


10094. 


.10144, 10095. 


.10148, 


10148. .10276, 10149. .10277, 








10394. 


.10663, 10432. 


.10593, 


10443. .10664, 10447. .10668, 








10449. 


.10664 












Seq. No. 


45314 






Seq. ID 


OJ000251_33.0331, 


.C7 




Gene No . 


95800 






Strand 








Start 


10765 






End 


11555 






Name 


OJ000251 33. 0331. CI. 


o3 . tm 


Method 


TBLASTX: Maize 






Start 


10765 






End 


11555 






GI 


none 






Score 


154 






Ex on s 


10765. 


.10863, 10770. 


.10862, 


11309. .11404, 11309. .11404, 








11310. 


.11417, 11470. 


. 11550, 


114 71. . 11551, 114 87 . . 11555, 








11488. 


.11553 










p 


Seq. No. 


45314 






Seq. ID 


OJ000251_33.0331, 


.C7 


v3 


Gene No. 


95801 






Strand 






a 


Start 


11832 






End 


12068 




\ y 


Name 


OJ000251 33. 0331. CI. 


ol.ts 


Method 


TBLASTX: Soybean 






Start 


11832 






End 


12068 




u 


GI 


none 






Score 


251 






Exons 

U AVI 1 


11832. 


.12068, 11857. 


. 11988, 


11921.. 12067 






Sea. No 


45315 






Seq. ID 


OJ000251_33.0331, 


,C8 




Gene No. 


95802 






Strand 


. + 






Start 


9 






End 


' 2319 






Name 


OJ000251 33. 0331. C8. 


ol .np 


Method 


AAT/NAP 




" M 


Start 


9 






End 


2319 






GI 


748657,1 




Score 


1116 






Exons 


9. .66, 


155.. 357, 614 


. .946, 


1080. . 1181, 


1891. .2319 






GI Descrip. 


hypothetical protein 


. F7H19. 


190 - Arabidopsis thaliana 




P 


Seq. No. 


45315 






Seq. ID 


OJ000251_33.0331. 


,C8 




Gene No. 


95802 






Strand 


+ 






Start 


9 






End 


2319 






Name 


OJ000251 33. 0331. C8. 


ol.ts 


Method 


TBLASTX: Soybean ■ 






Start 


156 






End 


823 






GI 


none 






Score 


330 






Exons 


156.. 359, 157.. 360,' 


595.. 807, 599.. 823 








Seq. No. 


45315 






Seq. ID 


OJ000251_33.0331. 


,C8 




Gene No. 


95802 






Strand 


+ 






Start 


9 






End 


2319 






Name 


OJ000251 33. 0331. C8. 


o2. tm 


Method 


TBLASTX: Maize 






Start 


156 






End 


372 






GI 


none 






Score 


364 • 






Exons 


156. .356, 157. .372 











46637 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45315 
95802 
9 

OJ000251J33.0331.H28 .ol.gs 

235 

none 



Seq. ID OJ000251_33.0331.C8 

Strand + 

End 2319 

Method . GENSCAN 

End ' . 2192 

Score . 67 



235. .357, 614. .946, 1080. .1181, 1891. .2192 



45315 
95802 
9 

OJ000251_33. 0331.C8 .ol. tm 

613 

none 

613. .897, 614. .898, 614. .898 



Seq. No. 45315 

Gene No. 95802 

Start 9 

Name OJ000251_33 . 0331 . C8 . o3 . tm 

Start 902 

GI none 
Exons 



Seq. ID OJ000251_33.0331.C8 

Strand + 

End 2319 

Method TBLASTX : Mai ze 

End 898 

Score 506 



Seq. ID OJ000251_33. 0331.C8 

Strand + 

End 2319 

Method TBLASTX : Mai ze 

End 1181 

Score 61 



902. .955, 1078. .1173, 1080. .1181, 1080. .1181 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000251_33.0331.C8 

Strand + 

End 2319 

Method AAT/GAP 

End 2188 

Score 437 



45315 
95802 
9 

OJ000251_33.0331.C8 .ol.gp 
1949 

LIB3433-027-P1-K1-B11 
1949. .2188 

? 5139333/emb|CAB45564.1| 6.0e-42 (AL031018) hypothetical protein 
[Arabidopsis thaliana] 1 



45316 
95803 
1 

OJ000251_33 .0331 . C9 . ol . gs 
1 

none 
1. .1674 



Seq. ID OJ000251_33. 0331.C9 

Strand + 

End . 1674 

Method GENSCAN 

End 1674 

Score .59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



45316 Seq. ID OJ000251_33 . 0331 . C9 

95803 Strand + 

1 End 1674 

OJ000251_33 . 0331 . C9 . ol . np Method AAT/NAP 

1 End 1293 

7489509 Score 600 

1..1293 

NBS-LRR type resistance protein - rice (fragment) 

gi|2792238|gb|AAB96994.1| (AF032697) NBS-LRR type resistance 
protein [Oryza sativa] 



45316 Seq. ID 

95803 Strand 
1 End 

OJ000251 33.0331.C9.ol. tm Method 



OJ000251_33.0331.C9 
+ 

1674 

TBLASTX: Maize 



46638 



Start 
GI 

Exons 



295 End 693 

none Score 93 

295.-396, 309. .386, 319. .387, 421. .693, 516. .692 



Seq. No. 45317 

Gene No. 95804 

Start 1186 

Name OJ000251_33 . 0331 . CIO . ol . gp 

Start 1186 

GI 1007JL.R1084 

Exons 1186.. 1393, 3710. 
GI Descrip. 



Seq. ID OJ000251_33. 0331. CIO 
Strand + 
End 5073 
Method AAT/GAP 
End 5073 
Score 1135 
.5073 

'2497903/spl P9402 9 | MT21_ORYSA 2.0e-17 METALLOTHIONE IN-LIKE 
PROTEIN TYPE 2 >gi_17528 31_dbj_BAA14 038 . 1_ (D89931) 
metallothionein-like protein [Oryza sativa] >gi_1815628 (U43530) 
metallothionein-like type 2 [Oryza sativa] 1 



.3787, 4640. 





C/urr Mo 

OtHj i L\\J . 


45317 


Seq. ID 


OJ000251_33. 0331. C10 




UCliC ViKJ . 


95804 


Strand 


+ 




O Lai L 


1186 


End 


5073 




Name 


OJ000251 33.0331.C10.ol.gs 


Method 


GENSCAN 




OCal L 


1325 


End 


1724 




GI 


none 


Score 


.96 




Exons 


.1325.. 1393, 1692.. 1724 








o c q ■ in u . 


45317 


Seq.' ID 


OJ000251_33. 0331. C10 




o r\ a Mo 


95804 


Strand 


+ 




OtdlL 


1186 


End 


5073 


- 


Ma mo 


OJ000251 33.0331.C10.ol.np 


Method 


AAT/NAP 




u Lai L 


1329 


End 


4742 




GI 


2497903 


Score 


416 




Exons 


1329. .1393, 3710. .3787, 4640. 


.4742 








METALLOTHIONEIN-LIKE PROTEIN 


TYPE 2 gi | 7441820 |pir| IT03727 


; 




metallothionein-like protein 


- rice gi 


I 1752831 |dbj IBAA14038 . 1 | 






(D89931) metallothionein-like 


protein 


[Oryza sativa] 






gi I 1815628 | gb|AAC49627. 1 1 (U43530) metallothionein-like type 2 






[Oryza sativa] 








Seq. No. 


45317 


Seq. ID 


OJ000251J33. 0331. C10 




Gene No. 


95805 


Strand 






Start 


2392 


End 


3671 




Name 


OJ000251 33.0331.C10.o2.gs 


Method 


GENSCAN 




Start 


2392 


End 


3671 




GI 


none 


Score 


.65 




Exons 


2392. .3064, 3333. .3384, 3554. 


.3671 






Seq. No. 


45317 


Seq. ID 


OJ000251J33. 0331. C10 




Gene No. 


95806 


Strand 






Start * 


5262 


End 


5712 - 




Name 


OJ000251 33.0331.C10.o3.gs 


Method 


GENSCAN 




Start 


5262 


End 


5712 




GI 


none 


Score 


.54 




Exons 


5262.. 5420, 5489.. 5635, 5641. 


.5712 






Seq. No. 


45317 


Seq. ID 


OJ000251_33. 0331. C10 




Gene No. 


95807 


Strand 






Start 


8874 


End 


9353 




Name 


OJ000251 33.0331.C10.ol.tm 


Method 


TBLASTX: Maize 



46639 




Of ^ vf 


91 








juna 


9 £Q7 

z d y / 








P T 


none 








Score 










Exons 


9 1 OT7 O 
Z1DD. . Z J /Z, 


Z 4 4 U 


9£1 ^ 
. . Z D X J / 


9 £ ^9 
Z D JZ 


9 £Q7 
* . Z O y / 










Seq. No. 


45317 








Seq. ID 


OJ000251 


_33 


.0331 


.C10 


Gene No. 


95807 








Strand 










OLalt 


ftft 74 










y JJ J 








Name 


nTnnn9m ^7 

UJUUU^Dl JJ 


. U J JX 


pi 0 o9 

.LIU. oz 


. cm 


JVVf +* V* /"J 


1 DXj/\o 1 A . 


Maize 




Of 2 >-f 


"3 "3 9 9 








r nr i 

i^no 


j d y o 








p t 

VjX 


none 








Score 


X D X 








Exons 




"^97 
JJZ / 


. . jDjj 














Seq. No. 


45317 








Seq. ID 


OJ000251 


_33, 


.0331 


.C10 


Gene No. 


95807 








Strand 










Of a >-f 












jjj j 








Name 




. U J J X 


PI f) r\ ^ 
. LIU . 


. gs 


f V*fc /*> /^i 










O f >-f 

btan 


O O / 4 








i^na. 


Q T "5 
y JO J 








P T 
^X 


none 








Score 










Exons 


00 / h ... j 


















Seq. No. 


45318 








Seq. ID 


OJ000251 


j j . 


. U J J X 


.Cll 


Gene No. 


95808 








Strand 










Of -a r-f 


1 £7 Q 
ID / j 










iyui 








Name 


UJ UUUZ Jl 


n ^ *5 1 

. U J J X 


PI 1 1 
. til . 01 , 


• gp 


Method 


7\ 7\qi /CIS. D 








Q J v -K- f 

o tar u 


id / y 








i^na. 


x yui 








P T 


J / D / / / / 








Score 


9 Q Q 

z 0 y 








Exons 












- 








oeq . no . 










oeq. xu 


UJUUUZOX 


j j . 


n ^ ^ 1 

. U J J X 


PI 9 

. uxz 


Gene No. 


95809 








Strand 


+ 








Start 


1 








End 


453 








Name 


pi"rnno9m ^ 


.0331 


.C12.01. 


.np 


L v ie inou 


AMI f INHir 








Cf n v-f 


1 
1 








rjna 


/I CO 

4 O J 








P T 


DO OZUofl 








Score 


0 y 








XT \S o 


1 ^7 "3£Q 
X . . J / f jDj. 


.453 
















<aj_ uescirip. 


/ 7\t 1 1 7 9 a a \ 


zwh0007.1 [Oryza 


sat 1 va J 










Seq. No. 


45319 








Seq. ID 


OJ000251 


_33. 


,0331 


,C12 


Gene No. 


95809 








Strand 


+ 








Cf ^ r-f 

o u.ar n 


X 










/ t; 0 
4 0 J 








Name 


UJUUUZ 01 JJ 


.0331 


.C12.01. 


.gs 


Method 










Qf 2 ~-f 


9 9 7 ~ 
Z Z / 










9 £9 
Z DZ 








PT 
VjX 


none 








Score 


a t; 








Exons 


9 9 7 9 £9 
Z Z / . . Z DZ 


















Seq. No. 


45320 








Seq. ID 


OJ000251_ 


_33. 


,0331 


.C13 


Gene No. 


95810 








Strand 


+ 








Of a y-f 

o tart 


j u 4 0 








End 


4 4 30 








Name 


UJ UUUZ j 1 J J 


.0331 


.C13.o2. 


gs 


Method 


GENSCAN 








Qf ^ v-f 


O A /l Q 








End 


4430 








GI 


none 








Score 


.86 








Exons 


3048. .3065, 


3371 


. .3618, 


3945 


. .4094, 4118. .4430 








Seq. No. 


45320 








Seq. ID 


OJ000251_ 


_33. 


0331 


.C13 


Gene No. 


95811 








Strand 










Start 


71 








End 


1860 








Name 


OJ000251 33 


.0331, 


.C13.ol. 


gp 


Method 


AAT/GAP 









46640 



Start 71 End 

GI none Score 

Exons 71.. 331, 1771.. 1860 

Seq. No. 45320 Seq. ID 

Gene No. 95812 Strand 

Start 24 95 End 

Name OJ000251_33 . 0331 . C13 . o2 . gp Method 

Start 24 95 End 

GI 5003145 Score 

Exons 2495.. 2918 



1860 
625 



OJ000251_33.0331.C13 

2918 
AAT/GAP 
2918 
811 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45320 Seq. ID 

95813 Strand 

4665 End " 
OJ000251_33 . 0331 . CI 3 . o3 . gs Method 

4665 End 

none Score 

4665. .4818, 5124. .5207, 5596. .5680* 



OJ000251_33.0331.C13 

5680 
GENSCAN 
5680 
.45 



Seq. No. 45321 Seq. ID 

Gene No. 95814 Strand 

Start 1060 End 

Name OJ000251_33 . 0331 . C14 . ol . gs Method 

Start 1060 End 

GI none Score 

Exons 1060.. 2259 



OJ000251_33.0331.C14 
+ 

2259 
GENSCAN 
2259 
.79 



Seq. No. 45321 

Gene No. 95815 

Start 3597 

Name OJ000251_33 . 0331 . C14 . ol . tm 

Start 1498 

GI none 

Exons 1498.. 1602, 1500.. 1601, 1609. 
1774. .1881 



Seq. ID OJ000251_33.0331.C14 

Strand + 

End 5636 

Method TBLASTX : Mai ze 

End 1881 

Score 104 

.1770, 1660. .1746, 1773. .1880, 



Seq. No. 45321 Seq. ID 

Gene No. 95815 Strand 

Start 3597 End 

Name OJ000251_33 . 0331 . C14 . o2 . gs Method 

Start 3597 . End 

GI none Score 

Exons 3597.. 3634, 4942.. 5022, 5357.. 5636 

Seq. No. 45322 Seq. ID 

Gene No. 95816 . Strand 

Start 6 " " ' End 

Name OJ000251_33 . 0331 . C15 . ol . gs Method 

Start 6 End 

GI none Score 

Exons 6. . 323 



OJ000251_33.0331.C14 
+ 

5636 
GENSCAN 
5636 . 
.85 



OJ000251_33.0331.C15 
+ 

570 

GENSCAN 
323 
. 94 



Seq. No. 45322 Seq. ID 

Gene No. 95816 Strand 

Start 6 End 

Name OJ000251_33 . 0331 . C15 . ol . gp Method 



OJ000251_33.0331.C15 
+ 

570 

AAT/GAP 



46641 





Z.IU 




Hil LKJL 


S7H 










none 




OLUI c 


68 6 








Exons 


216 S7D 














Seq. No. 


45322 




Seq. ID 


OJ000251 


_33. 


0331 


.C15 


Gene No. 


95817 




Strand 










u Lai L 


1095 




End 


1548 








Name 


ojooopsi 33 0331 pi ^ n2 


. gp 




AAT /nap 








o Lai L 


1095 ~~ 
















none 




O LUI C 


8 

U ~> -7 










1095 1S48 














Seq. No. 


45323 




Seq. ID 


OJ000251_ 


_33. 


0331 


.C16 


Gene No. 


95818 




Strand 


+ 








jiai l 


4256 




End 


5395 








i^aillc 


OJ000251 33 0331 C16 o3 




L iC LUVJU 


GENSPAN 








o Lai i_ 


42^6 ~~ 




FnH 

EjI 1U 


5395 








\j x 


none 




Score 


.78 










4 2S6 4 6R4 4 97 6 M24- 


^341 

J J *i X 












C q /~r Mrt 
O fc! L| ■ LN L> . 


45323 




Seq. ID 


OJ000251_ 


33 


0331 

U »J *J X 


PI 6 


Gene No. 


95819 




Strand 


+ 








Start 


11947 




End 


14034 








Name 


OJ000251 33.0331.C16.o2 


. np 


Method 


AAT /NAP 








D t a. IT T_ 


11947 




End ■ 


14034 








(~1T 


7523517 




Score 


344 








TP vAn a 


1194 7. .12244, 1238 9. . 124 43, 


14012. . 14034 










(AP001633) hypothetical 


protein [Oryza 


sativa] 








OCL]. LN \J . 


45323 




Seq. ID 


OJ000251_ 


_33. 


0331 


.C16 


Gene No. 


95820 




Strand 










Start 


1089 




End . 


2875 








IM CUllC 


OJ000251 33.0331.C16.ol 


.gs 


Method 


GENSCAN 








ij Lai L 


1089 




End 


2875 . 








\J X 


none 




Score 


.57 








Fvnn q 

LAUl 1 0 


1089. .1127, 1260. .1310, 


1413 


..1505, 1584. .1693, 


1992. .2073, 




2702. .2875 














Seq. No. 


45323 




Seq. ID 


OJ000251_ 


_33. 


0331 


.C16 


Gene No. 


95821 




Strand 










O L CI X L. 


3190 




End 


3525 










OJ000251 33.0331.C16.o2 


.gs . 


Method 


GENSCAN 








O Ldl L 


3190 




End 


3525 










none 




Score 


.99 








X_j.ALJllo 


3190. .3525 














C /2l /-T M/-N 

O C LJ • LN (J . 


45323 , . 




Seq. ID 


OJ000251_ 


_33. 


0331 


.C16 


Gene No. 


95822 ' 




Strand 










Start 


3865 




End 


10041 








Name 


OJ000251 33.0331.C16.ol 


.np 


Method 


AAT /NAP 








C +- 

uLdi L 


3865 




End 


10041 








GI 


7339707 




Score 


69 








Exons 


3865. .3969, 4648. .4807, 


9607 


. . 10041 










GI Descrip. 


(AP001539) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


45324 




Seq. ID 


OJ000251_ 


_33. 


0331 


.C20 


Gene No. 


95823 




Strand 











46642 



Start 
Name 
Start 
GI 

Exons 



714 End 1369 

OJ000251_33 . 0331 . C20 . ol . gs Method GENSCAN 

714 End 1369 

none Score .5 

714. .816, 1056. .1258, 1283. .1369 



Seq. No. 45325 Seq. ID 

Gene No. 95824 Strand 

Start 892 End 

Name OJ000251_33 . 0331 . C21 . ol . tw Method 

Start 854 End 

GI none Score 
Exons 



OJ000251_33.0331.C21 
7859 

TBLASTX: Wheat 

2153 

118 



854. .961, 855. .968, 855.-968, 856. .972, 1043. .1117, 1044. .1115, 
1045. .1116, 1045. .1143, 1819. .1887, 1819. .1896, 1829. .1891, 
1865. .2032, 1947. .2030, 1963. .2034, 2121. .2153, 2125. .2151 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45325 
95824 
892 

OJ000251_33 . 0331 . C21 . ol . tm 
885 



OJ000251 33.0331.C21 



none 
885. 
1045 
1801 
2121 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

959, 886. .960, 886. .972, 1043. .1117, 1044. .1109, 
.1116, 1045. .1134, 1800. .1883, 1800. .1877, 1801. 

1891, 1946. .2032, 1963. .2034, 2115. 
2242, 2131. .2229, 2335.. 2568, 2336. 
2569, 2552.. 2893, 2571.. 2603, 2581. 



7859 

TBLASTX: Maize 

2893 

97 



1896, 1808 

2228/ 2123 

2340. .2495, 2342 
2604. .2861 



1884, 
2228, 
2575, 
2607, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45325 Seq. ID 

95824 Strand 
8 92 End 
OJ000251_33 . 0331 . C21 . ol . np Method 
8 92 End 
1669655 Score 
892. .960, 1046. .1114, 1801. .1878, 1963, 
2340.. 2869, 2946. .3162, 4361.. 4975, 5056 
(X95962) CER3 [Arabidopsis thaliana] 



OJ000251 33.0331.C21 



7859 
AAT/NAP 
6053 
909 

.2029, 2123.. 2227, 
5099, 5413.. 6053 



45325 Seq. ID 

95824 Strand 

8 92 * End 

OJ000251_33.0331 .C21.o3.ts Method 

8 98 End 

none Score 
898. .972, 1043. .1117, 1801. .1896, 1808 
2123. .2209, 2134. .2214 



OJ000251_33.0331.C21 
7859. 

TBLASTX: Soybean 

2214 

73 

..1897, 1963. .2034, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45325 
95824 
892 

OJ000251_33. 

1817 

none 

1817. .1878, 
3324 . .3491, 
6680. .7026, 



0331.C21.o2.gs 



2123. 
3512. 
7083. 



.2227, 
.3750, 
.7450 



2428, 
4331, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.2624, 2682. .2869, 
.4941, 5413. .6032, 



OJ000251_33.0331.C21 

7859 
GENSCAN 
7450 
.54 



2955. 
6236. 



.302.0, 
.6430, 



46643 



Seq. No. 45325 Seq. ID OJ000251_33 . 0331 . C21 

Gene No. 95824 Strand 

Start 892 ' ' End 7859 

Name OJ000251_33 . 0331 . C21 . ol . gp Method AAT/GAP 

Start 2002 End 3168 

GI 18254_1.R1084 Score 1668 

Exons 2002.. 2029, 2123.. 2227, 2340.. 2869, 2955.. 3168 

GI Descrip. ' 1669655/emb | CAA65198 I 2.0e-56 (X95962) CER3 [Arabidopsis 
thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45325 
95824 
892 

OJ000251_33.0331.C21.o2. ts 
2354 
none 

2354. .2557, 2603. .2821, 2604. .2711 



Seq. ID OJ000251_33.0331.C21 
Strand 

End 7859 

Method TBLASTX : Soybean 

End 2821 

Score 60 



Seq. No. 45325 
Gene No. 95824 
Start 892 

Name OJ000251_33 . 0331 . C21 . o2 . 

Start 2985 
GI none 

Exons 2985.. 3026, 2986.. 3060, 

3059.. 3163, 3087.. 3164, 
4540. .4839, 4542. .4817, 
4868..4987, 5044. .5100, 
5410. .5523, 5410. .5526, 



Seq. ID 
Strand 
End 

tm Method 
End 
Score 



OJ000251 33.0331.C21 



7859 

TBLASTX: Maize 
5537 
83 

2989. .3060, 3034. .3156, 3059. .3163, 
4329.. 4544, 4330. .4542, 4331.. 4573, 
4549. .4824, 4864. .4971, 4866. .4970, 
5048. .5101, 5048. .5101, 5055. .5102, 
5412. .5537, 5414. .5536 



Seq. No. 45325 Seq. ID 

Gene No. 95824 Strand 

Start 892 End 

Name OJ000251_33 . 0331 . C21 . o4 . ts Method 

Start • 4368 End 

GI none Score 

Exons 4368. .4526, 4563. .4865 



OJ000251_33.0331.C21 
7859 

TBLASTX : Soybean 

4865 

132 



Seq. No. 45325 Seq. ID OJ000251_33 . 0331 . C21 

Gene No. 95824 Strand 

Start 892 . End 7859 

Name OJ000251_33 . 0331 . C21 . o2 . gp Method AAT/GAP 

Start 5049 End ' 56£0 

GI uC-osrocyp007bllbl Score 562 

Exons 5049.. 5099, 5413.. 5660 

GI Descrip. * 1669655/emb | CAA65198 | 3.0e-12 (X95962) CER3 [Arabidopsis 
-'"■■-thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45325 Seq. ID 

95824 Strand 

892 End 

OJ000251_33 . 0331 . C21 . o2 . np Method 

6205 End 

7406426 Score 



OJ000251_33.0331.C21 

7859 
AAT/NAP 
7758 . 
692 



6205.. 6430, 6680.. 7031, 7083.. 7440, 7525.. 7758 

(AL162874) ubiquit in-protein ligase E3-alpha-like protein 



46644 



[Arabidopsis thaliana] 

Seq. No. 45325 

Gene No. 95824 

Start 892 

Name OJ000251_33 . 0331 .C21 . ol . ts 

Start 7090 

GI . none 
Exons 



Seq. ID OJ000251__33.0331.C21 
Strand 

End 7859 

Method TBLASTX : Soybean 

End 7605 

Score 75 

7090. .7446, 7121. .7192, 7253. .7441, 7525.-7584, 7525. .7605 



Seq. No. 45325 

Gene No. 95824 

Start 892 

Name OJ000251_33 . 0331 . C21 . o3 . gp 

Start 7357 

GI LIB34 74-012-P1-K1-G1 

Exons 7357.. 7440, 7525.. 7859 

GI Descrip. * 2224 639/dbj | BAA20806 | 6.0e-ll ; (AB002347) KIAA0349 [Homo 
sapiens] 1 



Seq. ID OJ000251_33.0331.C21 
Strand 

End 7859 

Method AAT/GAP 

End 7859 

Score 609 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45326 
95825 
1 

OJ000251_33.0331.C22.ol.np 
1 

7406426 



Seq. ID OJ000251_33.0331.C22 
Strand 

End 2858 

Method AAT/NAP 

End 2858 

Score 1261 



1..299, 336. .600, 649. .1198, 1706. .2858 

(AL162874) ubiquitin-protein ligase E3-alpha-like protein 
[Arabidopsis thaliana] 



Seq. No. 45326 

Gene No. 95825 

Start 1 

Name OJ000251_33 . 0331 . C22 . ol . tm 

Start 61 

GI none 
Exons 



Seq. ID OJ000251_33.0331.C22 
Strand 

End 2858 

Method TBLASTX: Maize 

End 347 

Score 103 



61. .150, 64. .141, 173. .229, 177. .230, 177. .230, 178. .231, 
226. .339, 227. .343/ 228. .338, 230. .346, 240. .347 



Seq. No. 45326 

Gene No. . 95825 

Start .1 

Name ' OJ000251_33 . 0331 . C22 . ol . gs 
Start 301 
GI none 

Exons 301. .1198, 1784. .2794 



Seq. ID OJ000251_33.0331.C22 
Strand 

End 2858 

Method GENSCAN 

End 2794 

Score .53 



Seq. No. 45326 

Gene No. 95825 

Start 1 

Name OJ000251_33 . 0331 . C22 . ol . ts 

Start 839 

GI none 

Exons 839.. 1114, 849. .1115 



Seq. ID OJ000251_33.0331.C22 
Strand 

End 2858 

Method TBLASTX : Soybean 

End 1115 

Score 102 



Seq. No. 
Gene No. 



45326 
95825 



Seq. ID OJ000251_33.0331.C22 
Strand 



46645 



Start 


1 


End 


2858 




Name 


OJ000251 33.0331.C22 o2 tm 


Mpfhod 


TRT/ASTX 'Mai 7P 




Start 


989 _ 


End 


-L W _7 




GI 


none 


Score 


170 




Exons 


989. .1201, 989. .1204, 1000 


1209. 1039 


1209 




Seq. No. 


45327 


Seq. ID 


OJ000251 33.0331 


.C23 


Gene No. 


95826 


Strand 


+ 




Start 


1978 


End 


3681 




Name 


OJ000251 33 . 0331 . C23 . ol . gs 


Met hod 


GRN^PAN 




Start 


1978 ~~ 


End 


3681 




GI 


none 


Score 


. 63 




Exons 


197 8. .2001, 3541. .3681 








Seq. No. 


45327 


Seq. ID 


OJ000251_33.0331. 


.C23 


Gene No. 


95827 


Strand 






Start 


4798 


End 


5591 




Name 


OJ000251 33 . 0331 . C23 . o2 . gs 


Met hod 


GENSCAN 




Start 


4798 — 


End 


5591 




GI 


none 


Score 


. 4 




Rxon s 

J_J N-/ I 1 O 


4798 4839 4957 5177 55E 


15 m .5591 






Seq. No. 


. 45328 


Seq. ID 


OJ000251 33.0331. 


. C24 


Gene No. 


95828 


Strand 


-f ~ 




Start 


477 


End 


3240 




Name 


OJ000251 33.0331.C24.ol.np 


Method 


AAT/NAP 




Start . 


477 


End 


•2813 




GI 


1351270 


Score 


977 




Exons 


477. .593, 727. .850, 1205. .1289, 1560.. 


1692, 2174. .2268, 





■Q GI Descrip. 



Seq. No. 
'Li Gene No. 
[3 Start 
IZ Name 
: :f Start 
P GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2398. .2476, 2594. .2676, 2769. .2813 

TRIOSEPHOSPHATE ISOMERASE, XYTOSOLIC (TIM) gi | 4784 10 | pir | UQ2255 
triose-phosphate isomerase (EC 5.3.1.1) - rice 
gi I 169821 |gb|AAA18541.1 1 (M87064) triosephosphate isomerase 
[Oryza sativa] 



45328 Seq. ID 

95828 Strand 

477 End 

OJ000251_33 . 0331 . C2 4 . ol . gp Method 

518 End 

424_1.R1084 Score 
518. .593, 727. .850, 1205. .1289, 1560.. 



OJ000251_33.0331.C24 
+ 

3240 
AAT/GAP 
3240 
2100 

1692, 2174.. 2268, 



2398. .2476, 2594. .2676, 2769. .3240 

' 1351270/sp| P48494 | TPIS_ORYSA 1.0e-139 TRIOSEPHOSPHATE 

ISOMERASE, CYTOSOLIC (TIM) >gi_4 7 8 4 10_pir JQ2255 

triose-phosphate isomerase (EC 5.3.1.1) - rice >gi_169821 
(M87064) triosephosphate isomerase [Oryza sativa]' 



45328 . Seq. ID 

95828 Strand 
477 End 
OJ000251_33 . 0331 . C24 . ol . gs Method 
518 End 
none Score 
518. .593, 727. .850, 1205. .1289, 1560. 
2398.-2476, 2594. .2676, 2769. .2816 



OJ000251_33.0331.C24 
+ 

3240 
GENSCAN 
2816 
.89 

1692, 2174.. 2268, 



46646 



Q*=>rr Mo 


45328 






Con T n 


nmnnom n^^i coa 




95829 






Strand 


+ ~ 


OLal L 


4179 






End 


6573 


Name 


OJ00025T 33 


.0331.C24.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


518 






End 


2813 


GI 


none 






Score 


68 


LAUllo 


518. .592, 725. .841, 726 


fid R 


726; .848, 


. 776.. 859, 1197.. 128.0, 




1201. .1281, 


1202. . 1288, 




.1289, 1509. .1691, 1538. .1687, 




1561. .1695, 


2172. .2270, 


Z. J. / 0 . 


.2271, 2382. .2477, 2392. .2475, 




2395. .2478, 


2592. .2675, 




.2676, 2765. .2809, 2769. .2813 


Q&n Mo 


45328 






Seq. ID 


OJ000251 33.0331.C24 


rZonci Mo 


95829 






Strand 


+ 




4179 






End 


6573 


Name 


OJ000251 33 


.0331.C24.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


518 






End 


2807 


GI 


none 






Score 


71 




518. .592, 520. .624, 718 


7 


726. .848, 


729. .848, 776. .859, 




1197. .1289, 


1203. .1289, 


X J U _7 • 


.1691, 1559. .1687, 2172. .2270, 




2176. .2271, 


2395. .2478, 


0 ^Q7 

c. ~J Z> i . 


.2477, 2592.. 2669, 2593.. 2682, 




2599. .2676, 


2762. .2806, 


0110 


.2807 




Q /^pr MO 


45328 






Seq. ID 


OJ000251 33.0331.C24 


Gene No. 


95829 






Strand 


+ 


Start 


4179 






End 


6573 


Name 


OJ000251 33. 


.0331.C24.o2 




Method 


TBLASTX: Cress 


0 Lai u 


518 






End 


2217 


0 a. 


none 






Score 


75 


P von q 


518. .592, 518. .625, 718 


771 


726. .848, 


794. .859, 1203. .1289, 




1209. .1289, 


1509. .1691, 


1 J JZ. , 


.1671, 1559. .1687, 2173. .2217 


9 <=>rr Mo 


45328 






Seq. ID 


OJ000251_33.0331.C24 


Gene No. 


95829 






Strand 


+ 


Start 


4179 






End 


6573 


Name 


OJ000251 33, 


.0331.C24.ol 


r 0 


Method 


TBLASTX: Cress 


Qf art- 


2217 






End 


2813 




none 






Score 


82 


F von q 


2217. .2270, 


2218. .2271, 


2218: 


.2271,- 2395. .2478, 2397. .2477, 




2589. .2669, 


2592. .2675, 




.2676, 2762. .2806, 2769. .2813 


Seq. No. 


45328 






Seq. ID 


OJ000251_33.0331.C24 


Gene No. 


95829 






Strand 


+ 


u Lul L 


4179 






End 


6573 


In dlltt: 


OJ000251 33. 


0331.C24.o2. 


. gs 


Method 


GENSCAN 


jLcii L 


4179 




End 


6573 


GI 


none 






Score 


.6 


Exons 


4179. .4364, 


5410. .5707, 


c; QQ yt 

o y O 4 . 


.6386, 6469.. 6573 




45329 






Seq. ID 


OJ000251_33.0331.C25 


Gene No . 


95830 






Strand 


+ 


Start 


1 






End 


768 


Name 


OJ000251 33. 


0331.C25.ol, 


.np 


Method 


AAT/NAP 


Start 


1 






End 


765 


GI 


2795807 






Score 


413 


Exons 


1..113, 214. 


.324, 439. .765 






GI Descrip. 


(AC003674) hypothetical 


protein [Arabidopsis thaliana] 



46647 





Seq. No. 


45329 


Seq. ID 


OJ000251_33.0331.C25 




Gene No. 


95830 


Strand 


+ 




Start 


1 


End 


768 




Name 


OJ000251 33.0331.C25.ol.gs 


Method 


GENSCAN 




Start " . 


223 


End 


768 




GI 


none 


Score 


.87 




Exons 


223. .324, 439. .768 








Seq. No. 


45329 


Seq. ID 


OJ000251 33 0331 C25 




Gene No. 


95831 


Strand 


+ ~~ 




Start 


2629 


End 


4819 




Name 


OJ000251 33.0331.C25.ol.gp 


Method 


AAT/GAP 




Start 


2532 


End 


3139 




GI 


32592 1.R1084 


Score 


1124 




Exons 


2532. .3139 








GI Descrip. 


'2735841 7.0e-16 (AF010283) 


No definition line found [Sorghum 






bicolor] ' 








Seq. No. 


45329 


Seq. ID 


OJ000i251_33.0331.C25 




Gene No. 


95831 


Strand 


+ 




Start 


2629 


End 


4819 




Name 


OJ000251 33.0331.C25.o2.gs 


Method 


GENSCAN 




Start 


2629 


End 


4687 


f ~ 


GI 


none 


Score 


.8 


1ST 


Exons 


2629. .2823, 2907. .3732, 4659 


. .4687 




in 


Seq. No. 


45329 


Seq. ID 


OJ000251 33.0331.C25 


i y 


Gene No. 


95831 


Strand 


+ 




Start 


2629 


End 


4819 


: . z 


Name 


OJ000251 33.0331.C25.o3.np 


Method 


AAT/NAP 




Start 


2725 


End 


4819 


"..el 


GI 


7485265 


Score 


313 


i ': s 
: ir 


Exons 


2725. .3065, 3155. .3414, 3445 


..3773, 4671. .4819 




GI Descrip. 


hypothetical protein A__IG005I10 . 22 - Arabidopsis thaliana 



gi|2252841|gb|AAB62840.1| (AF013293) A_IG005I10 . 22 gene product 
[Arabidopsis thaliana] gi | 604 9883 | gb | AAF027 98 . i | AF195115_18 
(AF195115) F5I10.22 gene product [Arabidopsis thaliana] 



gi I 7267125 | emb | CAB80796.il 
EST gb:AI995530. 1, F14072, 
[Arabidopsis thaliana] 



(AL161471) similarity to; contains 
F14071, Z26823, AI998935.1 



Seq. No. 45329 Seq. ID 

Gene No. 95831 Strand 

Start ' 2629 End 

Name OJ000251_33 . 0331 . C25 . o4 . np Method 

Start 2806 End 

GI 7489654 Score 

Exons 2806.. 3018, 3116.. 3431, 3465.. 3732, 
GI Descrip. 



OJ000251_33, 
+ 

4819 
AAT/NAP 
4819 
369 
4657. .4819 



0331. C25 



probable transcription regulator protein - sorghum 
gi|2735841|gb|AAB94013.1| (AF010283) No definition line found 
[Sorghum bicolor] 



Seq. No. 45329 

Gene No. 95831 

Start 2629 

Name OJ000251_33 . 0331 . C25 . o2 . gp 

Start 3259 



Seq. ID OJ000251_33.0331.C25 

Strand + 

End '4819 

Method AAT/GAP 

End 3723 



46648 



GI 

Exons 

GI Descrip. 



2311077 Score 823 

3259. .3723 

2735841 7.0e-16 (AF010283) No definition li'he "found [Sorghum 
bicolor] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45329 
95832 
1276 

OJ000251_33.0331.C25.o2.tm 
62 

none 



Seq. ID OJ000251_33.0331.C25 
Strand 
End 

Method 
End 
Score 



1497 

TBLASTX: Maize 

515 

71 



62. .121, 63. .113, 219. .329, 226. .330, 439. .504, 439. .501, 
447. .515, 449. .514 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45329 Seq. ID OJ000251_33 . 0331 . C25 

95832 Strand 

1276 End 1497 

OJ000251_33.0331.C25.o2.np Method AAT/NAP 

1276 End ' "1497 

6069646 Score 179 

1276. .1497 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



1 f^r 


Seq. No. 


45329 




Gene No. 


95833 




Start 


3422 




Name 


OJ000251 




Start 


3422 




GI 


none 


2* 


Exons 


3422. .37 




Seq. No. 


45329 


I, J. 


Gene No. 


95834 




Start 


4668 




Name 


OJ000251 




Start 


4668 




GI 


none 




Exons 


4668. .48 




Seq. No. 


45330 




Gene No. 


95835 




Start 


1 




Name 


OJ000251 




Start 


1 




GI 


6587797 




Exons 


1..137, ; 




GI Descrip. 


(AC01092- 



Seq. No. 
Gene No. 
Start 



Seq. ID 
Strand 
End 

. 0331 . C25 . ol . tm Method 

End 
Score 

3422. .3715, 3468. .3731, 3478. .3732 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.4818 



4814, 4681. .4818, 4681. 



_33.0331.C26.ol.np 



262. .474, 573. .800 



Seq. ID 

Strand 

End 

Method 

End 

Score* 



OJ000251_33.0331.C25 
3732 

TBLASTX: Maize 

3732 

277 



OJ000251_33. 0331.C25 
"4818 

TBLASTX: Maize 

4818 

183 



OJ000251_ 
+ 

839 

AAT/NAP 

80.0 

417 



33.0331.C26 



regulator from Zea mays. ESTs gb|F14071, gb|Z26823, gb|AI998935 
come from .this gene. [Arabidopsis thaliana] 



45330 
95835 
1 



Seq. ID OJ000251_33.0331.C26 
Strand + 
End 839 



46649 



Name 

Start 

GI 

Exons 



OJ000251_33 . 0331 . C26 . ol . tm Method TBLASTX : Maize 
4 End 839 

none Score 116 

4. .135, 4. .138, 11. .139, 50. .145, 259. .474, 261. .476, 531. .839, 
573. .785, 593. .808, 637. .816 



Seq. No. 45330 Seq. ID OJ000251_33 . 0331 . C2 6 

Gene No. 95835 Strand + 

Start 1 . End 839 

Name OJ000251_33 . 0331 . C26 . ol . gs Method GENSCAN 

Start 12 End 806 

GI none Score . 95 

Exons 12. .137, 262. .474, 573. .806 





o e q . in o . 


A c. o on 
1 J j jU 






UuUUvZ Jl jJ.Ujjl 




bene ino . 








T 




Start 


1 




End 


839 




Name 


OJ000251_33.0331.C26.o2 


•tc 


Method 


TBLASTX: Cress 












4 / / 




C T 


none 




Score 


1 Ql 




Exons 


9 ^ Q 447 9^0 All 










oeq. no. 


/coon 




oeq . jl u 






bene no . 






Q +- r 3nH 

otidna 


X 

r 




, bear u 


1 










Name 


OJ000251 33.0331.C26.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


295 




End 


725 


: 


GI 


none 




Score 


186 




Exons 


295. .474, 303. .476, 573 


. .725, 


596. .724 




i LI 


Seq. No. 


45330 




Seq. ID 


OJ000251_33.0331 


? 1 1 


Gene No. 


95835 




Strand 


+ 


£ 


Start 


1 




End 


839 




Name 


OJ000251 33.0331.C26.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


570 




End 


766 




GI 


none 




Score 


225 




Exons 


570.. 752, 573.. 764, 614 


. .766 








Seq. No. . 


45331 




Seq. ID 


OJ000251_33.0331 


: : 


Gene No. 


95836 




Strand 


+ 




Start 


1 




End 


540 




Name 


OJ000251 33.0331.C27.ol 


• gp 


Method 


AAT/GAP 




Start 


1 




End 


540 




GI 


705 3.R1084 




Score 


1056 




Exons 


1..540 









GI Descrip. 1 1362184/pir | | S56685 4.0e-44 histone H2B-8 - wheat 

>gi_531058_dbj_BAA07157_ (D37943) protein H2B-8 [Triticum 
aestivum] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45331 Seq. ID 

95836 Strand 

1 End 
OJ000251_33 . 0331 . C27 . ol . np . Method 

1 End 

1362184 Score 
1. .324 

histone H2B-8 - wheat gi | 531058 I dbj | BAA07157 . 1 | (D37943) protein 



OJ000251_33.0331.C27 
+ 

540 

AAT/NAP 

324 

476 



46650 



• 



H2B-8 [Triticum aestivum] 



Seq. No. 45331 Seq. ID 

Gene No. 95836 Strand 

Start 1 . End 

Name OJ000251_33 . 0331 . C27 .oLtc * Method 

Start 1 End 

GI none Score 

Exons 1..339, 9.. 317 



OJ000251__33.0331.C27 
+ 

540 

TBLASTX: Cress 

339 

460 



Seq. No. 45331 Seq. ID 

Gene No. 95836 Strand 

Start 1 End 

Name OJ000251_33 . 0331 . C27 . ol . ts Method 

Start 1 End 

GI none Score 

Exons 1..351, 33.. 317 



OJ000251_33.0331.C27 
+ 

540 

TBLASTX : Soybean 

351 

453 



Seq. No. 45331 - . 

Gene No. 95836 

Start 1 

Name OJ000251_33 . 0331 . C27 . ol . tm 

Start 3 

GI none 

Exons 3.. 350, 4.. 345 

Seq. No. 45331 

Gene No. 95836 

Start 1 

Name OJ000251_33 . 0331 . C27 . ol . tw 

Start 10 

GI none 

Exons 10.. 90, 37.. 321, 39.. 320, 39. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.191, 40. 



OJ000251_33.0331.C27 
+ 

540 

TBLASTX: Maize 

350 

489 



OJ000251_33.0331.C2-7 
+ 

540 

TBLASTX: Wheat 
321 
53 
.156 



Seq. No. 45331 Seq. ID 

Gene No. 95836 Strand 

Start 1 End 

Name OJ000251_33 . 0331 . C27 . ol . gs Method 

Start 22 End 

GI none Score 

Exons 22.. 327 



OJ000251_33.0331.C27 
+ 

540 

GENSCAN 

327 

1 



Seq. No. 45332 Seq. ID 

Gene No. 95837 Strand 

Start 487 . End 

Name OJ000251_33 . 0331 . C28 . ol . gs Method 

Start 487 End 

GI none Score 

Exons 487. .720 ■ 



OJ000251_33.0331.C28 
720 

GENSCAN 

720. 

.73 



Seq. No. .45332 Seq. ID 

Gene No. 95838 Strand 

Start 1032 End 

Name OJ000251_33 . 0331 . C28 . ol . np Method 

Start 1032 End 

GI 7228450 Score 

Exons 1032.. 1144, 1234.. 1372, 1507.. 1582 



OJ000251_33.0331.C28 

1582 
AAT/NAP 
1582 
214 



46651 



GI Descrip. (AP001366) hypothetical protein [Oryza sativa] 



Seq. No. 45333 Seq. ID OJ000251_33 . 0331 . C29 

Gene No. 95839 Strand + 

Start 3512 End 4405 

Name OJ000251_33 . 0331 . C29 . ol . np Method AAT/NAP 

Start 3512 End 4405 

GI 2126090 Score 1580 

Exons 3512.. 4405 

GI Descrip. transposase (insertion sequence IS10) - Escherichia coli 

gi I 4 5567 6 | bbs 1 14 037 9 (S67119) transposase [Escherichia coli, 
LBB84 , plasmid pXT107, IS10L/R-1, Peptide 

PlasmidTransposonlnsertionMutant , 402 aa] [Escherichia coli] 
gi| 6634720|gb|AAF19728.1|AC012463_2 (AC012463) T2E6.2 
[Arabidopsis thaliana] 



Sea No. 


45333 ' 








Seq. ID 


OJ000251 33 0331 


. C29 


Gene No. 


95840 








Strand 






Start 


1140 








End 


1457 




Name 


OJ000251 33 


.0331 


.C29.ol, 


■ gp 


Method 


AAT/GAP 




Start 


1140 








End 


1457 




GI 


none 








Score 


544 




Exons 


1140. .1457 














Seq. No. 


45333 








Seq. ID 


OJ000251_33.0331, 


.C29 


Gene No. 


95841 








Strand 






Start 


' 3397 








End 


3552 




Name 


OJ000251 33 


.0331, 


,C29.ol. 


. tc 


Method 


TBLASTX: Cress 




Start 


3397 








End 


3552 




GI 


none 








Score 


222 




Exons 


3397. .3552, 


3401, 


. .3550, 


3406. 


.3552 






Seq. No. 


45334 








Seq. ID 


OJ000251_33.0331. 


,C30 


Gene No. 


95842 








Strand 


+ 




Start 


3187 








End 


3894 




Name 


OJ000251 33 


.0331. 


.C30.ol. 


■ gp 


Method 


AAT/GAP 




Start 


3092 








End 


3894 




GI 


705 3.R1084 








Score 


1398 




Exons 


3092. .3671, 


3705. 


. .3894 











GI Descrip. ' 1362184 /pir I I S5 6685 4.0e-44 histone H2B-8 - wheat 

>gi_531058_dbj_BAA07157_ (D37943) protein H2B-8 [Triticum 
, aestivum] ' 



Seq. No. 


45334 










Seq. ID 


OJ000251 


Gene No. 


95842 










Strand 


+ 


Start 


3187 










End 


3894 


Name 


OJ000251 33 


.0331 


.C30 


.o2. 


.gs 


Method 


GEN SCAN 


Start 


3187 










End 


3648 


GI 


none 










Score 


.99 


Exons 


3187. .3648 














Seq. No. 


45334 










Seq. ID 


OJ000251 


Gene No. 


95842 










Strand 


+ 


Start 


3187 










End 


3894 


Name 


OJ000251 33 


.0331 


.C30 


.o2. 


.np 


Method 


AAT/NAP 


Start 


3187 










End 


3645 


GI 


3913804 










Score 


684 



46652 



Exons 3187.. 3645 

GI Descrip. HISTONE H2B.3 gi | 577825 | emb | CAA4 9584 | (X69960) H2B histone [Zea 
mays] 





C>eq. LNO . 


A S ^ "3 4 




Oct]* J- u 


UUUUUi Jl jj.-UjjJ, 


p^n 

. LOU 




uene ino ■ 


qqo / o 




Of- r anH 








OLdX L 








-L v t. \> 






Name 


HJUULf^.J.1. OJ.U-JO-L.^JU.UX 


. gt> 










OLdXl 


TO ~ 






1 696 

J. L> Z. \j 






GI 


none 




Score 


. 63 






Exons 


32. .839, 1023. .1626 












C ^ r-r 

JCtj. IN Vj • 


45334 




Seq. ID 


OJ000251_33.0331 


p?o 




r* i^. ri o \7(^\ 


95843 




Strand 








OLaiL 


32 




End 


1626 






Nam© 


OJ000251 33.0331.C30.ol, 


.np 


Method 


AAT/NAP 






Cf a >-+- 
DUar t 


526 




. End 


1038 








6649087 




Score 


849 






Exons 


-526. .1038 












P T Ho c y "i t~\ 
IjI UcoLlip . 


(AF146270) resistance gene 


analog PIC23 [Oryza sativa] 






oeq . INO . 


45334 




Seq. ID 


OJ000251_33.0331 


p^n 




bene lno. 


95844 




Strand 


- 




1,3 




5027 




End 


6368 






Name 


OJ000251_33.0331.C30.o3, 


. tm 


Method 


TBLASTX: Maize 




W 


Start '* ' 


O C\ R 




hna 


1 fl O "5 




\j 3 


GI 


none 




Score 


92 






TP v/~\r"\ o 


205. .477, 206. .382, 425. 


. .5E 


J9, 502. .603, 


799. .1023 




? ~ 


oeq . no . 


45334 




Seq. ID 


OJ000251_33.0331 


p^n 
. l o u 




bene ino . 


95844 




Strand 






?': : 




5027 




End 


6368 






Name 


OJ000251 33.0331.C30.ol. 


. tc 


Method 


TBLASTX: Cress 




S: 


Start 


3372 




End 


3660 






GI 


none 




Score 


435 








3372. .3638, 3373. .3660 












oecj . LNO . 


45334^ 




Seq. ID 


OJ000251_33.0331 


. LOU 




bdlc LNO * 


-95844 




Strand 










5027 




End 


6368 




f 


Name 


OJ000251 33.0331.C30.o2, 


,tm 


Method 


TBLASTX: Maize 






Start 


3372 




End 


3671 






GI 


none 




Score 


450 






Exons 


3372.. 3671, 3373.. 3666 












oeq . lno . 


45334 




Seq. ID 


OJ000251__33.0331 


p^n 




bene jno . 


95844 




Strand . 








Start 


5027 




End 


6368 






Name 


OJ000251 33.0331.C30.ol. 


, ts 


Method 


TBLASTX: Soybean 






Start 


3372 




End 


3672 






GI 


none 




Score 


429 






Exons 


3372.. 3638, 3373.. 3672 












Seq. No. 


45334 




Seq.' ID 


OJ000251_33..0331 


.C30 




Gene No. 


95844 




Strand 








Start 


5027 




End 


6368 






Name 


OJ000251 33.0331.C30.ol. 


, tw 


Method 


TBLASTX: Wheat 





46653 





^79 








End 


3642 


vJX 


I lvJi 1C 








Score 


159 






^79 
jj 


^tS 1 9 


j j / j . 


.3477, 3373. .3642, 3598. .3642 




4 S^4 








Seq. ID 


OJ000251_33.0331.C30 


Gene No. 


95844 








Strand 




Start 


5027 








End 


6368 


Name 


run no? si ^ 


.0331 


.C30.o3, 


.np 


Method 


AAT/NAP 


o Lai L 


sn97 ~ 








End 


6368 


\j ± 


6S99sqd 








Score 


712 


rvnn q 
XJivUl lo 


S097 SI 76 
ju ^ / • • j x / u , 


5204 


. .5415, 


5578. 


.6368 






f AT.1 *3?9 Q9 \ 

\ c\xj x j j ^ 


receptor kinase-like protein [Arabidopsis thaliana 


Seq. No. 


45334 








Seq. ID 


OJ000251_33.0331.C30 


Gene No. 


95844 








Strand 






J U t 








End 


6368 


Name 




.0331 


.C30.O4. 


. tm 


Method 


TBLASTX: Maize 


uLal L. 


snsi — 








-End 


• 5417 


\J X 


none 








Score 


8 9 


IjAUiIO 


S0S1 S4 1 6 

J 1/ J X . • J ^ X U , 


S94 1 


S4 1 7 

• .341/ 








Q&rt Ma 
JC^t LM(J • 


4 S ^4 

4 J J J4 








Seq. ID 


OJ000251_33.0331.C30 


Gene No. 


95844 








Strand 




Start 


5027 








End 


6368 


LNCtiUC 


WUUUU^ J J. JJ 


.0331 


,C30.o2. 


. ts 


Method 


TBLASTX: Soybean 




S9 ^4 ~~ 

J6 J4 








End 


6169 


x 


none 








Score 


90 


JliAUIlO 


S9 ^4 S4 1 


j jlU 


R A 1 7 


R £ R "7 
DDj / . 


.5815, 5673. .5813, 5864. .6067, 




JO U J i ■ U V U O , 


6089 


• .6169, 


6096. 


.6143 




C o rr Ma 


4 S "3^4 
*± j j j i 








Seq. ID 


OJ000251_33.0331.C30 


Gene No. 


95844 








Strand 




Start 


5027 








End 


6368 


Name 


VU vUwt, J 1 JJ 


.0331 


.C30.ol. 


, tm 


Method 


TBLASTX: Maize 


O LClX L- 


S S8 Q _ 

J J O _7 








End 


6034 


KJ X 


none 








Score 


158 


DAUllO 


SSR 9 Sfil ? 

J J O -7 • • J O X J , 


5604 


. . 6032, 


5633. 


.6016, 5657. .6034, 5860. .6018, 




JODO i • OUJt 












Seq. No. 


45334 








Seq, ID 


OJ000251_33.0331.C30 


Gene No. 


95844 








Strand 




Start 


sn97 








End 


6368 . 


Name 


n 7nnn9 si 77 


.0331 


.C30.O2. 


tc 


Method 


TBLASTX: Cress 


O L. cl X U 


c c — 

J O J J 








End 


6169 


ox 


ilVJilC 








Score 


116 


IT v An q 


SPSS 61 6Q 

JO JJ i ■ DID J/ 


5874 


. .6122 








UC^. IN VJ • 


1 J JJJ 








Seq. ID 


OJ000251_33.0331.C31 


Gene No . 


95845 








Strand 




Start 


1 








End 


1281 


Name 


OJ000251 33 


.0331. 


.C31.ol. 


np 


Method 


AAT/NAP 


Start 


1 








End 


1281 


GI 


7489568 








Score 


763 


Exons 


1. .1281 












GI Descrip. 


protein kinase Xa21 (EC 


2.7.1 


. -), receptor type - rice 



gi I 2586087 | gb | AAB82756 . 1 | (U72724) receptor kinase-like protein 
[Oryza sativa] 



46654 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45335 
95845 
1 

OJ000251 
3 

none 
3. .359, 
33. .359, 



OJ000251 33.0331.C31 



33.0331.C31.ol.tc 



1281 

TBLASTX: Cress 

1198 

156 



178. , 
369. , 
375. , 
609. , 
636. . 
920. . 
1058. 



336 
629 
488 
758 
740 
102 
. 11 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

3. .287, 6. .359, 6. .359, 6. .359, 6... 299, 6. .362, 12. .359, 

33. .359, 34. .354, 36. .362, 106. .261, 144. .362, 
, 225.-365, 232. .261, 363. .629, 363. .485, 366.-635, 
, 369. .638, 369. .629, 369. .629, 369. .590, 369. .626, 
, 384. .629, 388. .480, 397. .630, 399. .638, 469. .624, 
, 609. .746, 618. .737, 630. .740, 630. .737, 630. .737, 
, 682. .804, 684. .827, 708. .839, 747. .839, 849. .1040, 



7, 920. 
89 



,1054, 1047. .1082, 1052. .1180, 1058. .1198, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45335 
95845 
1 

OJ000251_33.0331.C31.ol.tm 
6 



OJ000251 33.0331.C31 



Seq. ID 
Strand 
End 

Method 
End 
Score- 

153, 15. .359, 126. .362, 303. .356, 
360. .629, 363. .629, 363. .578, 369. .629, 369. .626, 375. .485, 
375. .431, 397. .480, 397. .633, 414. .638, 609. .740, 636. .734, 
645. .737, 657. .740, 738. .839, 920. .1054, 920. .1018, 1052. .1204 



none 

6. .362, 6 



1281 

TBLASTX: Maize 

1204 

60 



359, 6. .359, 13. 



45335 
95845 
1 

OJ000251 33.0331.C31.ol.ts 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ000251_33.0331.C31 
1281 

TBLASTX : Soybean 
1213 
124 



none 

6. .359, 6. .629, 6. .473, 6. .359, 24. .359, 24. .359, 25. .360, 
33. .353, 51. .359, 105. .359, 174. .362, 363. .638, 366. .626, 
366.-734, 369. .638, 38.7..'. 737, 387. .635, 391. .474, 393. .626, 
397. .492, 486. . 617, 583. .633, 630. .725, 745. .810, 747. .839, 
747. .815, 906. .1019, -920. .1105, 920. .1048, 923. .1042, 923. .1051, 
1151. . 1213 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



45335 Seq. ID OJ000251_33 . 0331 . C31 . 

95845 Strand 

1 End 1281 

OJ000251_33.0331.C31.ol.tw '. Method TBLASTX : Wheat 

6 End 857 

none Score 65 

6.. 80, 51. .320, 159. .245, 168. .464, 169. .336, 441. .629, 

486.-623, 486. .638, 508. .627, 558. .641, 628. .834, 628. .843, 

630. .854, 630. .734, 669. .857, 708. .839 

45335 Seq. ID OJ000251_33 . 0331 . C31 

95845- Strand 

1 End 1281 

OJ000251_33 . 0331 . C31 . ol . gs Method GENSCAN 

669 End 1207 

none Score . 65 



46655 



Exons 



669.. 813, 909. .1207 



Seq. No. 


45336 


Seq. ID 


OJ000251_33.0331 


.C33 


Gene No. 


95846 


Strand 


+ 




Olfll L 


9241 


End 


14364 




ln a it it; 


OJ000251 33.0331.C33.o3.gs 


Method 


GENSCAN 




q+- a rl- 
o Lai L 


9241 


End 


13990 






none 


Score 


.65 




I? von q 

Hi A. L* 1 1 


9241. .9497, 9963. .10195, 10666 .. 10752 , 


11340. .11420, 






11573. . 11615, 11779. .12073, 


12087. .12855, 13666. .13772, 






13883. . 13990 








O C LJ • LN • 


45336 


Seq. ID 


OJ000251_33.0331 


.C33 


Gene No. 


95846 


Strand 


+ 




Start 


9241 


End 


14364 




Ma m p* 


OJ000251 33.0331.C33.o4.np 


Method 


AAT/NAP 




o Lai L 


10730 


End 


14364 




r;T 
o ± 


4006882 * 


Score 


57 




F von q 


10730. .10766, 12531. .12679, 


14337.. 14364 






(Z99707) UDP-glucuronyltransf erase-like protein [Arabidopsis 




thaliana] gi | 7270638 | emb | CAB80355 . 1 | (AL161590) 






UDP-glucuronyltransf erase-like protein 


[Arabidopsis thaliana 


Seq. No. 


45336 


Seq. ID 


OJ000251_33.0331 


.C33 




'95847 


Strand 






0-1- = >-+- 
O Lai L 


6860 


End 


14094 




Name 


OJ000251 33.0331.C33.o2.np 


Method 


AAT/NAP 




ciai L 


6116 


End 


6273 




GI 


5852172 


Score 


72 




Pyrin q 


6116. .6273 








GI Descrip. 


(AL117265) zhb0002.1 [Oryza 


sativa] 






Q&n Mn 


45336 


Seq. ID 


OJ000251_33.0331 


.C33 


(^^no Mo 


95847 


Strand 






j Lai L 


6860 


End 


14094 




Name 


OJ000251 33.0331.C33.o2.gs 


Method 


GENSCAN 




Of- -a v-f 


6860 


End 


8891 




GI 


none 


'Score 


* .6 




uAUilD 


6860. .7048, 7441. .7470, 8200 


..8274, 88 


83. .8891 




Seq. No. 


45336 


Seq. ID 


OJ000251_33.0331, 


.C33 


pi n £i Mo 

y CilC LN *J • 


95847 


Strand 






uLdl L 


6860 


End 


14094 




Name 


OJ000251 33.0331.C33.o3.np 


Method 


AAT/NAP 




O L a I. L 


8546 


End 


14094 




GI 


4914319 


Score 


173 






8546.-8658, 12080 .. 1234 5 , 14070. .14094 






GI Descrip. 


(AC005489) F14N23.5 [Arabidopsis thaliana] 




Seq. No. 


45336 


Seq. ID 


OJ000251_33.0331. 


.C33 


Gene No. 


95847 


Strand 






Start 


6860 


End 


14094 




Name 


OJ000251 33.0331.C33.ol.tm 


Method 


TBLASTX: Maize 




Start 


12536 


End 


12695 




GI 


none 


Score 


162 




Exons 


' 12536. . 12685, 12540 .. 12695, 


12545. .12694 





46656 




Sea. No. 


45337 




Seq. ID 


OJ000251_33. 


.0331. C34 


Gene No. 


95848 




Strand 


+ 




Start 


4188 




End 


8030 




Name 


OJ000251 33. 0331 . C34 . o2 




Method 


GENSCAN 




Start 


4188 ~~ 




End 


8030 




GI 


none 




Score 


.85 




Exons 


4188 .4265. 4465 4615. 


5149. 


.5235, 5586. .5727, 6081. .6247, 




6300. . 64 94, 70 60. . 7254, 


7465. 


.7608, 7879. .8030 




Seq. No. 


45337 




Seq. ID 


OJ000251_33. 


0331 C34 


Gene No. 


95849 




Strand 


+ 




Start 


9916 




End 


10601 




Name 


OJ000251 33. 0331 .C34 . o3 


crs 


Method 


GENSCAN 




Start 


9916 ~~ 




End 


10601 




GI 


none 




Score 


.87 




Exons 


9916 . .9926, 9977 . .10601 










Seq. No. 


45337 




Seq. ID 


OJ000251_33. 


0331 C34 


Gene No, 


95850 




Strand, 






Start 


624 




End 


2042 




Name 


OJ000251 33.0331.C34.ol 


.np 


Method 


AAT/NAP 




Start 


624 ~ 




End 


2042 




GI 


7340868 




Score 


186 




Exons 


624. .702, 1853. .2042 










GI Descric 


(AP001551) hvcothetical 


protein [Oryza 


sativa] 




Sea. No. 


45338 




Seq. ID 


OJ000251_33. 


0331. C35 


Gene No . 


95851 




Strand 


+ 




Start 


396 




End 


2650 




Name 


OJ000251 33.0331.C35.ol. 


■ gp 


Method 


AAT/GAP 




Start 


396 




End 


1805 




GI 


15388 1.R1084 




Score 


1059 




Exons 


396. .516, 991. .1211, 1331. .1460, 1606.. 


1668, 1764.. 


1805 


GI Descrip. 


'2832628/emb|CAA16757. 1| 


I 2.0e 


i-40 (AL021711) putative protein 




[Arabidopsis thaliana] 1 










Seq. No. 


45338 




Seq. ID 


OJ000251_33. 


0331. C35 


Gene No. 


95851 




Strand 


+ 




Start 


396 




End 


2650 




Name 


OJ000251 33.0331.C35.ol. 


,gs 


Method 


GENSCAN 




Start 


■ 397 




End 


2625 




GI 


none 




Score 


.77 




Exons 


397. .516, 991. .1211, 1331. .14 


60, 1943.. 


2034, 2144.. 


2206, 




2294. .2444, 2483. .2516, 


2555. 


.2625 






Seq. No. 


45338 




Seq. ID 


OJ000251__33. 


0331. C35 


Gene No. 


95851 




Strand 


+ 




Start 


396 




End 


2650 




Name 


OJ000251 33.0331.C35.ol. 


np 


Method 


AAT/NAP 




Start 


995 




End 


2650 




GI 


7485421 




Score 


481 




Exons 


995. .1211, 1331. .1460, 1606.. 


1668, 1764 


..1841, 1943 


. .2034, 



2147. .2200, 2294. .2438, 2564. .2650 
GI Descrip. hypothetical protein F13C5.170 - Arabidopsis thaliana 
gi|2832628|emb|CAA16757.1| (AL021711) putative protein 
[Arabidopsis thaliana] gi | 72 68 694 | emb | CAB78 902 . 1 | (AL161549) 
putative protein [Arabidopsis thaliana] 
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PT 
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OJ000251 
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95853 








Strand 








Of- v-f 


3274 








End 


4395 






Name 


OJ000251 33, 


.0331 


.C35.ol 


. tin 


Method 


TBLASTX :■ 






OLdl L 


389 








End 


2707 






GI 


none 








Score 
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Exons 


389. .517, 394. .516, 986 


. .1057 
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L058, 1037 


..1207, 


v3 




1057. .1212, 


1057 


. .1215, 


1 1 m 


.1222, 1298.. 1459, 


1114 14 fin 






1332. .1460, 


1333 


. .1461, 


1 coc 
X D O 3 . 


.1671, 1603. .1668, 


17fifl 1 p/fl 
X / 0 U . . X 0 ft U , 


: b? 




1761. . 1841, 


1764 


. .1841, 




.2034, 1943. .2035, 


1Q41 Ofi^Q 






1944. .2036, 
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. .2203, 


914 9 


.2207, 2275. .2439, 


997 Q 94 41 






2288. .2443, 


2289 


. .2447, 


99QS 


.2447, 2552. .2653, 


9RR1 9fifil 






2554. .2664, 


2595 


. .2663, 


9 fin q 


.2707, 2620. .2664 
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45338 








Seq. ID 


OJ000251 


_33.0331.C35 




CZ ono M o 


95853 








Strand 






? 


Start 


3274 








End 


4395 






Name 


OJ000251 33, 


,0331 


.C35.ol 


. ts 


Method 


TBLASTX: 


Soybean 
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Start 


394 








End 


2661 






\J JL 


none 








Score 


111 






TP g 


394. .465, 987. .1214, 1027. .1212, 1298, 


..1459, 1329. .1460, 


i. Jj 




1357. .1461, 


1582 


. .1671, 


1622. 


.1669, 1760. .1840, 


1764. .1841, 






1936. .2034, 


1943 


. .2035, 


2129. 


.2203, 2142.. 2207, 


2288. .2443, 






2289. .2447, 


2548 


. .2661, 


2549. 


.2647 
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45338 








Seq. ID 


OJ000251 


_33.0331.C35 




Gene No. 


95853 








Strand 








Start 


3274 








End 
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Method 


TBLASTX: 1 
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2015. .2035, 
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. .2205, 
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2263. .2439, 
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. .2443, 


2288. 


.2443, 2289.. 2447, 


2304. .2447, 






2552. .2662, 


2553, 
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Seq. No. 


45338 








Seq. ID 


OJ000251 


_33.0331.C35 




Gene No. 
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Strand 
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3274 








End 
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Name 


OJ000251 33. 
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Method 


GENSCAN 






Start 


3274 
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Seq. No. 

Gene No. 
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GI Descrip. 



Seq. No. 

Gene No. 

Start 
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Gene No. 
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GI 
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GI Descrip. 
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,3379, 4346. .4395 



45339 
95854 
1 

OJ000251_33.0331.C36.ol.np 
1 

7487872 

1..187, 242. .335, 791. .1034, 
hypothetical protein T9I4.13 
gi | 34 6184 5 I gb | AAC33231 . 1 1 
[Arabidopsis thaliana] 

45339 
95854 
1 

OJ000251_33.0331.C36.ol.gs 
46 

none 



OJ000251_33.0331.C36 
+ 

2638 
AAT/NAP 
1709 
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Seq. ID 
Strand 
End 

Method 
End 
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- Arabidopsis thaliana 
(AC005315) hypothetical protein 



Seq. ID OJ000251 33.0331.C36 



Strand 
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Method 

End 
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+ 
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2638 
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46. .324, 871. .1034, 1178. .1341, 1783. .1909, 2535. .2638 
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137 End 1279 
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137. .324, 871. .1034, 1178. .1279 



33.0331.C36 
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[Arabidopsis thaliana] 1 



Oe-ll (AB008097) cytochrome P450 
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GI 
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Start 
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GI 
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Method 
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Method 
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OJ000251_33.0331.C36 
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TBLASTX: Maize 
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OJ000251 33.0331.C36 



4925 

TBLASTX : Soybean 
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44 
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1568, 1450. .1611, 1486. .1509, 
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Strand 
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Method 
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OJ000251_33.0331.C36 
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none 








Score 


156 


Exons 

■LJ A V-* UiJ 


3272 3490 


3306 


. .3485, 


3390. 


.3494, 3391..3507, 3558. .3704, 




3606 3698 


3695 


. .3790, 


3707. 


.3787, 3925.. 4077 


Seq. No. 


45339 








Seq. ID 


OJ000251_33.0331.C36 


Gene No. 


95855 








Strand 




Start 


3260 








End 


4925 


Name 


0.70002^1 33 


.0331 


.C36.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


3287 ~~ 








End 


3502 


GI 


none 








Score 
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626 

.97 



Seq. No. 45343 Seq. ID 

Gene No. 95859 Strand 
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GI none Score 
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1 17 69887 /emb | CAA65051 | 1.0e-151 (X95736) amino acid permease 6 
[Arabidopsis thaliana] 1 
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457 End 8262 
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(X95736) amino acid permease 6 [Arabidopsis thaliana] 
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• gp 


Method 


AAT/GAP 


~'~ 


Start 
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Unknown protein [Arabidopsis 
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End 
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Method 
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Start 
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C 1 v /~\ n 0 


8313. .9017, 9098. .9772 
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T rio c r 1 t n 
ul UcouL . 


hypothetical protein T27I1.4 


- Arabidopsis thaliana 
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[Arabidopsis thaliana] 
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769 




Name 


OJ000251 33.0331.C50.ol.gp 


Method 


AAT/GAP 




q-f- o r-h 
u Lai. L 


331 


End 


769 






4714617 


Score 


818 




Exons 


331. .769 










5922603/dbj | AP0004 92 . 1 | AP0004 92 4.0e-57 


1 Oryza satiya genomi* 






DNA, chromosome 1, clone : P0705D01 






Sea No 


45348 


Seq. ID 


OJ000251_33.0331.C50 




Gene No. 


95869 


Strand 






Start 


949 


End 


3388 




Name 


OJ000251 33.0331.C50.ol.gs 


Method 


GENSCAN 




Start 


949 


End 


3272 




GI 


none 


Score 


.88 




Exons 


949. .1047, 1136. .1211, 1322. 


.1377, 1809 


I..1952, 2034 . .2084, 



46664 






2192 . . 2277, 


* 2398 . 


. 2496, 


3152 


. . 3272 




Sea. No. 


45348 








Seq. ID 


OJ000251_33.0331.C50 


Gene No. 


95869 








Strand 




Start 


949 








End 


3388 


Name 


OJ000251 33 


.0331. 


C50.ol 


.np 


Method 


AAT/NAP 


Start 


955 








End 


2483 


GI 


7543908 








Score 


559 


Exons 


955 . . 1047, 


1136. . 


1211, 


1322. 


.1377, 1612. .1656, 1809. .1889, 




2034 . . 2084, 


2192. 


.2277, 


2380 


. . 2483 




GI Descrip. 


' (AL163572) 


putative protein 


t Arabidops 


is thaliana] 


Seq. No. 


45348 








Seq. ID 


OJ000251_33.0331.C50 


Gene No. 


95869 








Strand 




Start 


949 








End 


3388 


Name 


OJ000251 33 


.0331. 


C50.O2 


.gp 


Method 


AAT/GAP 


Start 


2190 ~ 








End 


3388 


GI 


4714616 








Score 


748 


Exons 


2190 . . 2277, 


2398. 


.2496, 


3152 


. .3388 




Seq. No. 


45348 








Seq. ID 


OJ000251_33.0331.C50 


Gene No. 


95870 








Strand 




Start 


10135 








End 


10595 


Name 


OJ000251 33 


.0331. 


C50.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2059 ~~ 








End 


2498 


GI 


none 








Score 


41 


Exons 


2059. . 2085, 


2061. 


.2084, 


2190 


..2276, 2192. .2278, 2397. .2435, 




2399. . 2437, 


2432. 


.2497, 


2433 


. .2498 




Sea. No. 


45348 








Seq. ID 


OJ000251_33.0331.C50 


Gene No. 


95870 








Strand 




Start 


10135 








End 


10595 


Name 


OJ000251 33 


.0331. 


C50.O2 


. ts 


Method 


TBLASTX: Soybean 


Start 


8304 ~~ 








End 


8974 


GI 


none 








Score 


81 


Exons 


8304 . . 8378, 


8310. 


.8366, 


8412 


..8465, 8553. .8594, 8700. .8801, 




8702 . . 8779, 




ft 974 


883S 

O O O yj 


. .8972 




Seq. No. 


45348 








Seq. ID 


OJ000251_33.0331.C50 


Gene No. 


95870 








•Strand 




Start 


10135 








End 


10595 


Name 


OJ000251 33 


.0331. 


CSO.ol 


. tc 


Method 


TBLASTX : Cress 


Start 


8876 ~ 








End 


9346 


GI 


none 








Score 


115 


Exons 


8876. . 8983, 


,8877. 


.8981, 


9041 


..9112, 9131. .9313, 9145. .9288, 




9299. . 9346 












Seq. No. 


45348 








Seq. ID 


OJ000251_33.0331.C50 


Gene No. 


95870 








Strand 




Start 


10135 








End 


10595 


Name 


OJ000251 33 


.0331. 


CSO.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


9091 








End 


9484 


GI 


none 








Score 


394 


Exons 


9091. . 9309, 


9092. 


. 9'361, 


9242, 


..9313, 94 


09. .9483, 9419. . 9484 


Seq. No. 


45348 








Seq. ID 


OJ000251_33.0331.C50 


Gene No. 


95870 








Strand 





46665 



# • 





Start 


10135 




End 


10595 








Name 


OJ000251 33 0331 C50 ol 


. tm 


Method 


TBLASTX: 


Mai ze 








9293 ~~ 




End 


9598 








GI 


none 




Score 


91 








F.von s 


9293 9358. 9347 9397 


9388 . 


.9597, 9422. .9598 








Seq. No. 


45348 




Seq. ID 


OJ000251 


_33.0331 


.C50 




Gene No. 


95870 




Strand 


- 








Start 


10135 




End 


10595 








Name 


OJ000251 33 0331 C50 o3 


. tm 


Method 


TBLASTX • 


Mar ze 






Start 


9599 ~~ 




End 


9790 








GI 


none 




Score 


184 








Exons 


95 99.. 97 90, 95 99.. 9784 














Seq. No. 


45348 




Seq. ID 


OJ000251 


_33.0331, 


.C50 




Gene No . 


95870 




Strand 


- 








Start 


10135 




End 


10595 








Name 


OJ000251 33.0331.C50.o3. 


.gs 


M^t~ hoH 










Start 


10135 




End 


10595 








GI 


none 




Score 


.41 








F.von s 

1—1 £\ \~/ 1 1 O 


10135. .10203, 10239.. 10595 












Seq. No. 


45349 




Seq. ID 


OJ000251 


_33.0331, 


.C51 


o 


Gene No. 


95871 




Strand 


+ 








Start 


581 




End 


1636 








Name 


OJ000251 33.0331.C51.ol. 


gs 


Mpt* hod 








- 


Start 


581 




End 


1636 






! y 


GI 


none 




Score 


.61 






Vsr 
3 : 


Exons 


581. .767, 1493. .1636 














Seq. No. 


45350 




Seq. ID 


OJ000251 


_33.0331, 


.C52 




Gene No. 


95872 




Strand 


- 








Start 


167 




End 


659 








Name 


OJ000251 33.0331.C52.ol. 


gs 


Method 


GEN SCAN 










167 




End 


659 








GI 


none 




Score 


.7 








JJAV llu 


167. .387, 606. .659 












IT. 

^ S* 


Seq. No. 


45351 




Seq. ID 


OJ000251 


33 0331 


. C53 


la? 


Gene No. 


95873 




Strand 


+ 








Start 


302 




End 


3868 








Name 


OJ000251 33.0331.C53.ol. 


np 


Method 


AAT/NAP 








Start 


302 




End 


3868 








GI 


4028547 




Score 


88 








Exons 


302. .474, 3849. .3868 













GI Descrip. (AF093689) MEK kinase alpha [ Dictyostelium discoideum] 



Seq. No. 


45351 






Seq. ID 


OJ000251 


_33, 


,0331. 


.C53 


Gene No. 


95874 






Strand 










Start 


126 






End 


3047 








Name 


OJ000251 


33.0331.C53. 


ol . gs 


Method 


GENSCAN 








Start 


126 






End 


3047 








GI 


none 






Score 


.51 








Exons 


126. .365, 


2245. .2400, 


2673. 


.2801, 2946 


. .3047 








Seq. No. 


45351 






Seq. ID 


OJ000251 


_33, 


.0331. 


■ C53 


Gene No. 


95874 






Strand 











46666 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



126 



End 

Method 
End 
Score 



3047 
AAT/GAP 
507 
139 



OJ000251_33.0331 .C53.ol.gp 
249 

5867_1.R1084 
249. .270, 418. .507 

M64986/sp| P35132 |UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase {EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA7 8714_ (Zi4990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



Seq. No. 45351 Seq. ID 

Gene No. 95875 Strand 

Start 5152 End 

Name OJ000251_33 . 0331 . C53 . o2 . gs Method 

Start " 5152 End 

GI none ' Score 

Exons 5152.. 7191 



OJ000251_33.0331.C53 

7191 
GENSCAN 
7191 
.84 



Seq. No. 45351 Seq. ID 

Gene No. 95876 Strand 

Start 8476 End 

Name OJ000251_33 . 0331 . C53 . o3 . gs Method 

Start . 8476 End 

GI none Score 

Exons 8476.. 8605, 8779.. 8852 



OJ000251_33.0331.C53 

8852 
GENSCAN 
8852 
.83 



Seq. No. 45351 
Gene No. 95877 
Start 9121 

Name OJ000251_33 . 0331 . C53 . o5 . 

Start 5149 
GI none 
Exons 5149 . . 

5407.. 

15515. 



tm 



5150.. 5182, 5222. 



Seq. ID OJ000251_33.0331.C53 
Strand 

End 17815 

Method TBLASTX : Mai ze 

End 15791 

Score 4 9 

.5335, 5236.. 5373, 5239.-5373, 



5187, 

5469, 15417. .15497, 15501 .. 15752, 15501 .. 15677 , 
.15790, 15515. .15790, 15744. .15791 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45351 

95877 

9121 

OJ0002 

5246 

none 

5246. . 

5852. . 

6820. . 

15567. 

16155." 

16615. 

17314 . 



51 33.0331.C53.ol.tc 



5326, 

5881, 

6966, 

.15677 

.16340 

.16896 

.17364 



Seq. ID OJ000251_33.0331.C53 
Strand 

End 17815 
Method TBLASTX : Cress 
End 17378 
• Score 65 
5248. .5385, 5494. .5853, 5495. .5821, 5848. .6057, 
5966. .6034, 6379. .6420, 6520. .6648, 6685. .6753, 
7036. .7116, 154 32. . 154 55, 15554 . . 15790, 
, 15770. .16132, 15810. .16097, 16151 16345, 
, 16342. .16635, 16358 .. 164 95 , 16614 .. 16913, 
16917. .17213, 1694 8. .17214, 17205. .17378, 



Seq. No. 45351 Seq. ID 

Gene No. 95877 Strand 

Start 9121 End 

Name OJ000251 33 . 0331 . C53 . o3 . ts Method 



OJ000251_33.0331.C53 
17815 

TBLASTX : Soybean 



46667 



Start 
GI 

Exons 



5266 
none 

5266. .5385, 5407. .5589, 5495. 



End 15901 
Score 67 

.5587, 15590. .15901, 15591. .15866 



Seq. No. 45351 
Gene No. 95877 
Start 9121 

Name OJ000251_33 . 0331 . C53 .-ol . tm 

Start 5486 
GI none 

Exons 5486. .5821, 5494. .5820, 5848. .6057, 5852. .5881, 5975. .6046, 

15800. .16126, 15801. .16001, 15802 .. 16125, 15803 .. 16132, 
15810. .16133, 16130. .16345, 16131 1634 6, 16342 .. 16371, 
16355. .16375 



Seq. ID OJ000251_33.0331.C53 
Strand 

End 17815 

Method TBLASTX: Maize 

End 16375 

Score 291 



Seq. No. 45351 

Gene No. 95877 

Start 9121 ■ 

Name OJ000251_33 . 0331 . C53 . o2 . tw 

Start 5584 

GI none 
Exons 



Seq. ID OJ000251_33.0331.C53 
Strand 
End 

Method 
End 
Score 



17815 - 

TBLASTX: Wheat 

16282 

254 



5584. .5652, 5620. .5817, 5851. .5979, 158 96 .. 15952 , 15932. .16282 



C3 Seq. No. 45351 

,i Gene No. 95877 

S Start 9121 

Zl Name OJ000251_33 . 0331 . C53 . ol . ts 

~ S =J Start 5605 

\J GI none 

LJ Exons 5605 . . 

A 15917, 
1634 5. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_33.0331.C53 
17815 

TBLASTX : Soybean 

16426 

83 



5853, 5606. .5824, 5845. .6054, 5846. .5881, 15917 16138 , 



.16138, 16154. 
.16425 



16339, 16155. .16349, 16343 .. 16426, 



Seq. ID OJ000251_33.0331.C53 
Strand 
End 

Method 
End 
Score 

6367. .6402, 6368. .6400, 6430. .6459, 6494. .6637, 6520. .6657, 
6655. .6750, 6668. .6745, 16614 .. 16910, 16615. .16908 



Seq. No. 45351 

Gene No-: 95877 

Start 9121 

Name OJ000251_33 . 0331 . C53 . o4 . tm 

Start .6367 * ' 

GI none 
Exons 



17815 

TBLASTX: Maize 

16910 

36 



Seq. No. 45351 

Gene No. 95877 

Start ■ 9121 

Name OJ000251_33 . 0331 . C53 . o3 . tw 

Start 6503 

GI none ■ " 
Exons 



Seq. ID OJ000251_33.0331.C53 
Strand 
End. 
Method 
End 
Score 



17815 

TBLASTX: Wheat 

17003 

54 



6503. .6667, 6503. .6613, 6511. .6660, 6649. .6750, 16758 .. 16925 , 
16914. .17003, 16948. .17001 



Seq. No. 45351 Seq. ID 

Gene No. 95877 Strand 

Start 9121 End 

Name OJ000251_33 . 0331 . C53 . o2 . ts Method 

Start 6559 End 

GI none Score 



OJ000251_33.0331.C53 
17815 

TBLASTX : Soybean 

17399 

103 



46668 






Exons 


6559 6657. 6670 6744. 7027 


..7104, 16812. .17105, 16951 


17 






17106 17207 17262 17399 ~ 


17275. .17397 








45351 


Seq. ID 


OJ000251_33.0331 


rs3- 




Gene No. 


95877 


Strand 


- 






Start 


9121 


End 


17815 






Name 


- OJ000251 33.0331.C53.o3.tm - 


Method 


TBLASTX: Maize 






Start 


7027 


■End 


17429 






GI 


none 


Score 


142 






Rvati q 


7027. .7095, 16917 .. 17213, 16969. .17208 


, 17256. . 17429, 








17264. .17329, 17278.. 17394 












45351 


Seq. ID 


OJ000251 33 0331 


■ j 






95877 


Strand 








Start 


9121 


End 


17815 






Name 


OJ000251 33.0331.C53.o4.gs 


Method 


GENSCAN 






Start 


9121 


End 


17815 






GI 


none 


Score 


.51 








9121. .9230, 9923. .10214, 1108 6. .11756, 


■13451. . 13742, 








14 300. .14 4 30, 14740 .. 14888, 


15441. .158 


31, 15883. . 16253, 








16588. .17533, 17707. .17815 










Seq. No. 


45351 


Seq. ID 


OJ000251__33.0331. 


.C53 




Gene No. 


95877 


Strand 








Start 


9121 


End 


17815 






Name 


OJ000251 33.0331.C53.o4 .tw 


Method 


TBLASTX: Wheat 






Start 


11890 


End 


12222 




fl 1 


GI 


none 


Score 


54 






Kxon s 


11890. .12021, 11897. .11998, 


12028. .12222, 12040. .12216 






Seq. No. 


45351 


Seq. ID 


OJ000251_33.0331. 


.C53 


fy 


Gene No. 


95877 


Strand 








Start 


9121 


End 


17815 






Name 


OJ000251 33.0331.C53.o2.tm 


Method 


TBLASTX: Maize 




1-=. 


Start 


11980 


End 


12900 






GI 


none 


Score 


94 




=. & 


Fxon ^ 


11980. .12420, 12446. .12652, 


12460.. 12900 






Seq. No. 


45351 


Seq. ID 


OJ000251_33.0331. 


,C53 




Gene No. 


95877 


Strand 








Start 


9121 


End 


17815 






Name 


OJ000251 33.0331.C53.o2.np 


Method 


AAT/NAP 






Start 


15433 


End 


17483 






GI 


7446441 


Score 


1717 






Exons 


15433. .17222, 17256. .17483 









GI Descrip. probable serine/threonine-specif ic protein kinase F13M22.21 (EC 
2.7.1.-) - Arabidopsis thaliana gi | 3236253 | gb | AAC2364 1 . 1 | 
(AC004 684) putative receptor-like protein kinase [Arabidopsis 
thaliana] 



Seq. No. 45351 

Gene No. 95877 

Start 9121 

Name OJ000251_33 . 0331 . C53 . ol . tw 

Start 16426 

GI none 
Exons 



Seq. ID OJ000251_33.0331.C53 
Strand 
End 

Method 
End 
Score 



17815 

TBLASTX: Wheat 

16758 

46 



16426. .16470, 16427 .. 1 64 8 9, 16474 .. 16635, .16475 .. 16594 , 



46669 



16614. .16751, 16624.. 16758 



Seq. No. 


45352 




Seq. ID 


OJ000251 


VJC1LC ivu • 


9S878 

^ *J o / o 




Strand 




Cf 3 V-f- 

O L. d J. u 


1 

X 




End 




Mama 


ojonn^si 33 0331 rss ni 


.np 


Method 


AAT /NAP 
rtrt± / vine 


O Lai. L 


1 ~~ 

X 




End 


2139 


GI 


7340881 




Score 


155 


P yon Q 


1 211 317 3S6 2076 


.2139 






GI Descrip. 


(AP001551) hypothetical 


protein [Oryza 


sativa] 


Sen No 


45352 




Seq. ID 


OJ000251 


Canp Mo 

OC11C LN . 


95878 




Strand 


x. 


O taJ. L 


1 




End 


6602 


Name 


OJ000251 33 0331 C55 ol 


. gs 


Method 


GENSCAN 


Start 


843 ~~ 




End 


1787 


(IT 

\J X 


none 




Score 


. 7 1 


LAUllO 


ft 4 3 1 7ft 1 

OHO* • X f O r 








Seq. No. 


45352 




Seq. ID 


OJ000251 


Gene No. 


95878 




Strand 


+ 


Start 


1 




End 


6602 


Name 


OJ000251 33.0331.C55.o2 


.np 


Method 


AAT /NAP 


Start 


909 




End 


1784 


GI 


5042448 




Score 


1325 


Exons 


909. .1784 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AC007789) putative ORFO protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



45352 
95878 
1 

OJ000251_33 . 0331 . C55 . o2 . gs 

2037 

none 



Seq. ID OJ000251_33.0331.C55 

Strand + 

End 6602 

Method GENSCAN 

End 4835 

Score .79 



2037. .2561, 2700. .2997, 3034. .3234, 3907 .. 4040, 4080 .. 4835 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



45352 
95878 
1 

OJ000251_33.0331.C55.o3.np 
2037 
4680179 
2037. .6599 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ000251_33.0331.C55 

Strand + 

End 6602 

Method AAT /NAP 

End 6599 

Score 7519 



45352 
95878 
1 

OJ000251_33. 0331.C55.o3.gs 

4962 

none 

4962.. 5606, 5808.. 6602 

45352 
95879 
7140 



Seq. ID OJ000251_33.0331.C55 

Strand + 

End 6602 

Method GENSCAN 

End 6602 

Score .93 



Seq. ID OJ000251_33.0331.C55 
Strand + 
End 12356 



46670 



Name 

Start 

GI 

Exons 



OJ000251_33 . 0331 . C55 . o4 . gs Method GENSCAN 
7140 End 9533 

none Score . 62 

7140. .7283, 7408. .7553, 7646. .7737, 7782. .8131, 8317. .8404, 
9493. .9533 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45352 
95879 
7140 

OJ000251_33.0331.C55.o4 . np 
7197 
7340881 

7197. .7283, 7430. .7553, 7646. .7737, 7794. .8071 
9740. .9794, 10156. .10326, 12337. .12356 
(AP001551) hypothetical protein [Oryza sativa] 



Seq. ID OJ000251_33.0331.C55 
Strand + 

12356 
AAT/NAP 
12356 
780 



End 

Method 

End 

Score 



9501. .9634, 



45352 
95880 
1 

OJ000251_33.0331.C55.o5.np 
1 

2865431 



Seq. ID OJ000251_33.0331.C55 
Strand 

End 19477 

Method AAT/NAP 

End 19477 

Score 22 



1..34, 10941. .11126, 11788. .11834, 1 6934 .. 17204 , 19445. .19477 
(AF039373) polyprotein [Arabidopsis thaliana] 



45352 
95880 
1 

OJ000251_33.0331.C55.o7.tw 

2287 

none 



Seq. ID OJ000251_33.0331.C55 
Strand 

End 19477 

Method TBLASTX : Wheat 

End 2663 

Score 56 



2287. .2403, 2303. .2404, 2304. .2663, 2429.-2662 



Seq. No. 45352 

Gene No. 95880 

Start 1 

Name OJ000251_33 . 0331 . C55 . o7 . tm 

Start 2544' 

GI none 
Exons 



Seq. ID OJ000251_33.0331.C55 
Strand 

End 19477 

Method TBLASTX : Mai ze 

End 16935 

Score 201 



2544. .2840, 2544. .2828, 16723 .. 167 91 , 16828. .16935 



Seq. No. 45352 

Gene No. 95880 

Start 1 

Name OJ000251_33 . 0331 . C55 . 08 . tw 

Start 3183 

GI none 
Exons 



Seq. ID OJ000251_33.0331.C55 
Strand 

End 19477 

Method TBLASTX: Wheat * 

End 3599 

Score 149 



3183. .3392, 3233. .3331, 3438. .3599, 3443. .3598 



Seq. No. 45352 

Gene No. 95880 

Start 1 

Name OJ000251_33 . 0331 . C55 . o4 . tw 

Start 3759 

GI none 
Exons 



Seq. ID OJ000251_33. 0331 .C55 
Strand 

End 19477 

Method TBLASTX : Wheat 

End 4244 

Score 511 



3759. .4244, 3872. .4201, 3873. .4241 



46671 



Seq. No. 45352 Seq. ID 

Gene No. 95880 Strand 

Start 1 End 

Name OJ0002 51_33 . 0331 . C55 . o5 . tm Method 

Start 3774 End 

GI none Score 

Exons 3774.. 4061, 3872.. 4063 



OJ000251_33.0331.C55 
19477 

TBLASTX: Maize 

4063 

287 



Seq. No. 45352 

Gene No. 95880 

Start 1 

Name OJ000251_33 . 0331 . C55 . o3 . tm 

Start 4131 

GI none 

Exons 4131.. 4310, 4296.. 4631, 4382. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4513, 4383.-4625 



OJ000251_33.0331.C55 
19477 

TBLASTX: Maize 
4631 
161 



Seq. No. 45352 

Gene No. 95880 

Start ^ 1 

Name OJ000251_33 . 0331 .C55 . ol . ts 

Start 4185 

GI none 

Exons .4185.. 4217, 4185.. 4229, 4221. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
4580, 4316. .4579 



OJ000251_33.0331.C55 
19477 

TBLASTX: Soybean 
4580 
57 



Seq. No. 45352 Seq. ID 

Gene No. 95880 Strand 

Start 1 End 

Name OJ000251_33 . 0331 . C55 . o5 . tw Method 

Start 4293 End 

GI none Score 

Exons 4293. .4595, 4294.-4395, 4313. .4594 



OJ000251_33.0331.C55 
19477 

TBLASTX: Wheat 

4595 

402 



Seq. No. 45352 Seq. ID 

Gene No. 95880 Strand 

Start 1 End 

Name OJ000251_33 . 0331 . C55 . o2 . tw Method 

Start 4596 End 

GI ' none Score 

Exons 4596.. 5105, 4628. .4939, 4674. .5021 



OJ000251_33.0331.C55 
19477 

TBLASTX: Wheat 

5105 

585 



Seq. No. 45352 

Gene No. 95880 

Start 1 

Name OJ000251_33 . 0331 . C55 . o2 . tm 

Start 4668 

GI none 

Exons 4668.. 5021, 4670.. 4936, 4722. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
5033.,^.4736. .5026 



OJ000251_33.0331.C55 
19477 

TBLASTX: Maize 
5033 
450 



Seq. No. 45352 Seq. ID 

Gene No. 95880 Strand 

Start 1 End 

Name OJ000251_33 . 0331 . C55 . o3 . tw Method 

Start 5106 End 

GI none Score 

Exons 5106.. 5588, 5154.. 5555, 5333.. 5587 



OJ000251_33.0331.C55 
19477 

TBLASTX: Wheat 

5588 

569 



Seq. No. 



45352 



Seq. ID OJ000251_33.0331.C55 



46672 



Gene No. 95880 Strand 

Start 1 End 

Name OJ000251_33 . 0331 . C55 . o2 . ts Method 

Start 5376 End 

GI none Score 

Exons 5376.. 5636, 5381.. 5635 



19477 

TBLASTX : Soybean 

5636 • 

300 



Seq. No. 45352 

Gene No. 95880 

Start 1 

Name OJ000251_33 . 0331 . C55 . o4 . tm 

Start 5435 

GI none 

Exons 5435.-5722, 5436.. 5726 



Seq. ID OJ000251_33.0331. 
Strand 

End 19477 

Method TBLASTX : Mai ze 

End 5726 

Score 385 



C55 



Seq. No. 45352 

Gene No. 95880. 

Start 1 

Name OJ000251_33 . 0331 . C55 . ol . tw 

Start 5595 

GI none 

Exons 5595.. 6221, 5597.. 6220 



Seq. ID OJ000251_33.0331. 
Strand 

End 19477 

Method TBLASTX : Wheat 

End 6221 

Score 700 



C55 



Seq. No. 45352 ■ 
Gene No. - 95880 

Start 1 

Name OJ000251_33 . 0331 . C55 . ol . tm 

Start 5775 

GI none 
Exons 



Seq. ID OJ000251_33.0331. 
Strand 

End 19477 

Method TBLASTX : Maize 

End 6362 

Score 203 



C55 



5775. .5936, 5783. .5929, 5934. .6362, 5936. .6361 



Seq. No. 45352 

Gene No. 95880 

Start 1 

Name OJ000251_33 . 0331 . C55 . 06 . tw 

Start 6222 

GI none 
Exons 



Seq. ID OJ000251_33.0331, 
Strand 

End 19477 

Method TBLASTX : Wheat 

End 6554 

Score 356 



C55 



6222.. 6554, 6249.. 6329, 6314.. 6553 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



45352 
95880 
1 

OJ000251_33.0331.C55.o6.tm 

6362 

none 



Seq. ID OJ000251_33.0331, 
Strand 

End 19477 

Method TBLASTX: Maize 

End 6607 

Score 205 



C55 



6362. .6433, 6363. .6575, 6503. .6574, 6551. .6607 



45352 
95880 
1 

OJ000251_33. 0331.C55.o5.gs 

11034 

none 



Seq. ID OJ000251_33.0331. 
Strand 

End 19477 

Method GENSCAN 

End 12079 

Score . 64 



C55 



11034. .11302, 114 07. .11532, 11688 .. 11772, 12065. .1207 9 



45352 
95880 



Seq. ID OJ000251_33.0331, 
Strand 



C55 



46673 



Start 


1 


End 


19477 








Name- 


OJ000251_33.0331.C55.o6.np 


Method 


AAT/NAP 










1 O QO c 


End 


19477 










DUUDj / O 


Score 


657 








Exons 


1 QQOC 1 Q'JCO 1 Q /Irt 1 Q/T7 

i o y z d . . i y j do / i y 4 4 u . . i y ft / / 












GI Descrip. 


\/\truuuDoy; oimnar to. UKt j 


protein - 


rice tungro 


bacillif orm 




Viru.5 ai\l UUKr o ^ ^L^U/ODJ 


[Oryza sativa] 








Seq. No. 


45353 


Seq. ID 


OJ000251_ 


JJ . 


n t o "i 
. U j Jl , 




Gene No. 


95881 


Strand 


+ 








otari 




End 


2538 








Name 


UJUUUZOl jj . U jj 1 . Lj 0 . Ol . CJS 


Method 


GENSCAN 








otarc 


/ u 


End 


2538 










none 


Score 


.67 








Exons 


/u. . ii / u, iji / . . iDDZ/ i o y o 


. .2538 












45353 


Seq. ID 


OJ000251_ 


33, 


,0331. 


.C56 


Gene No. 


95882 


Strand 










Start 


2754 " 


. End 


4 54 8 - 








Name 


OJ000251 33.0331.C56.o2.np 


Method 


AAT/NAP 








Start 


2754 


End 


4548 








GI 


7486632 


Score 


176 








Exons 


2754. .2784, 3904. .4244, 4370. .4548 











GI Descrip. hypothetical protein F8B4.160 - Arabidopsis thaliana 

gi|4049348|emb|CAA22573.1| (AL034567) putative protein 
[Arabidopsis thaliana] gi | 7270150 | emb I CAB7 9963 . 1 | (AL161581) 
putative protein [Arabidopsis thaliana] 





Seq. No. 


45353 








Seq. ID 


OJ000251_33.0331. 


C56 


s. Li 


Gene No. 


95882 








Strand 








Start 


2754 








End 


4548 




f) 2 


Name 


OJ000251 33, 


.0331, 


.C56.o2, 


.gs 


Method 


GENSCAN 






Start 


3280 








End 


4402 






GI 


none 








Score 


.56 






Exons 


3280. .4279, 


"4308. 


. .4402 












Seq. No. 


45353 ■ 








Seq. ID 


OJ000251_33.0331. 


C56 


r-sr 


Gene No. 


95882 








Strand 








Start 


2754 








End 


4548 






Name 


OJ000251 33. 


.0331, 


.C56.ol. 


.tm 


Method 


TBLASTX: Maize 




? ~ : 


Start 


3784 








End 


4209 






GI 


none 








Score 


35 






Exons 


3784.. 3840, 


3952. 


. ". 4203, 


3959. 


.4147, 4150. .4209, 4159. .4206 




Seq. No. 


45353 








Seq. ID 


OJ000251_33.0331. 


C56 




Gene No. 


95882 








Strand 








Start , 


2754 








End 


45.48. 






Name 


OJ000251 33. 


,0331, 


.C56.01, 


, tc 


Method 


TBLASTX: Cress 






Start 


3943 








End 


4203 . 






GI 


none 








Score 


125 






Exons 


3943. .4203, 


3953. 


, .4147 












Seq. No. 


45353 








Seq. ID 


OJ000251_33.0331. 


C56 




Gene No. 


95882 








Strand 








Start 


2754 








End 


4548 






Name 


OJ000251 33. 


0331. 


,C56.ol. 


, ts 


Method 


TBLASTX : Soybean 






Start 


3943 








End 


4203 





46674 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

3943. .4203, 3953. .4141 



Score 



113 



45354 
95883 
1 

OJ000211_24 .0317.C2.ol.np 
1 

7485573 
1..67, 503. .705 

hypothetical protein F16J13.190 — Arabidopsis thaliana 
gi | 4586117 | emb | CAB4 0953 . 1 | (AL049638) putative protein 
[Arabidopsis thaliana] gi | 7267913 | emb | CAB78255 . 1 | (AL161533) 
putative protein [Arabidopsis thaliana] 



Seq. ID OJ000211_24.0317.C2 

Strand + 

End 705 

Method . AAT/NAP 

End 7 05 

Score 196 * 



45354 Seq. ID 

95883 Strand 

1 End 

OJ000211_24 . 0317 . C2 . ol . tc Method 

487 End 

none Score 
487. .615, 503. .667, 542. .667 

45354 Seq. ID 

95883 • Strand 

1 End 

OJ000211_24 .'0317.C2.ol.ts Method 

487 End 
none Score 
487. . 630, 503. .694, 581. . 694 

45354 Seq. ID 

95883 Strand 

1 End 

OJ000211_24 . 0317 . C2 . ol . tm Method 

488 End 

■ none . Score 
488. .694, 503. .694 

45354 Seq. ID 

95883 Strand 

1 End 

OJ0002li_24.0317.C2.ol.gs Method 

503 End 

none Score 
503. .696 



OJ000211_24.0317.C2 
+ 

705 . 

TBLASTX: Cress 

667 

216 



OJ000211_24.0317.C2 
+ 

705 

TBLASTX: Soybean 

694 

239 



OJ000211_24.0317.C2 
+ 

705 

TBLASTX: Maize 

694 

293 



OJ000211_24.0317.C2 
+ 

705 

GENSCAN 

696 

.93 



Seq. No. 45355 Seq. ID 

Gene No. 95884 Strand 

Start 907 End' 

Name OJ000211__24 . 0317 . C3 . ol . gs Method 

Start 907 End 

GI none Score 

Exons 907 . . 1359 



OJ000211_24 .0317.C3 

1359 
GENSCAN 
1359 
.95 



Seq. No. 
Gene No. 



45356 
95885 



Seq. ID OJ000211_24 .0317.C4 
Strand + 



46675 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



,^ Seq. No. 

^ Gene No. 

\2 Start 

fft Name 

til Start 

ri GI 

*~ Exons 



2170 End 

OJ000211_24.0317.C4.o2.gs Method 

2170 End 

none Score 



9316 
GEN SCAN 
9316 
.45 



2170. .2241, 2306. .2470, 3098. .3113, 3456. .3692, 4025. .4331, 
5492. .5712, 5810. .5893, 6002. .6184, 6732. .6902, 7740. .7949, 
8413. .8444, 8663. .9316 



Seq'. ID 

Strand 

End 

Method 

End 

Score 



OJ000211_24.0317.C4 
+ 

9316 
AAT/NAP 
9298 
1016 



45356 
95885 
2170 

OJ000211_24.0317.C4.o2.np 
5625 
7485679 

5625. .5712, 6008. .6184, 6732. 
8651. .9298 

hypothetical protein F1707.19 - Arabidopsis thaliana 
gi|3176691|gb|AAC18814.1| (AC003671) Contains homology to 
serine/threonine protein kinase gb 1X99618 from Mycobacterium 
tuberculosis. ESTs gb|F14403, gb|F14404, and gb|N96730 come 
from this gene. [Arabidopsis thaliana] 



,6902, 7740. .7975, .8124. .8240, 



45356. Seq. ID 

95886 Strand 

9664 End 

OJ000211_24 . 0317 . C4 . o3 . tm Method 

5796 End 

none Score 



OJ000211_24 .0317.C4 
12360 

TBLASTX: Maize 

6213 

77 



5796. .5876, 5805. .5888, 5806. .5880, 5872. .5922, 6018. .6185, 
6019. .6183, 6025. .6213 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45356 
95886 
9664 

OJ000211_24 , 

6091 

none 

6091. . 6180, 
7745. .7831 



0317.C4.ol.tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000211_24.0317.C4 
12360 

TBLASTX: Cress 

7831 

98 



6733. .6858, 6734. .6904, 7738. .7761, 7744. .7827, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



0317.C4.o2.tm 



6733. 
8609. 



.6903, 6734. 
.8650 



Seq. ID 
Strand 
End 

Method 
End 
Score 



45356 
95886 
9664 

OJ000211_24 . 
6731 
none 

6731. .6901, 
8603. .8650, 

45356 
95886 
9664 

OJ000211_24 .0317.C4 .ol.ts 
6733 
none 

6733. .6858, 6734. .6904, 6834. .6890 



OJ000211_24.0317.C4 
12360 

TBLASTX: Maize 

8650 

282 



,6904, 7709. .7828, 7738. .7827, 



Seq. ID OJ000211_24.0317.C4 
Strand 
End 

Method 
End 
Score 



12360 

TBLASTX: Soybean 

6904 

204 



46676 




oeq. in o . 


A C O C C. 

H. 0 3D D 






Seq. ID 


OJ000211_24.0317.C4 


Gene No. 


95886 






"Strand 




Start 


9664 






End 


12360 


Name 


n.TDnn?i i 94 


VJl / . ^4 .OX. 


l_ w 


Method 


TBLASTX: Wheat 


jLdl L 


77 ^6 ~~ 






End 


8222 










. Score 


160 


Exons 


77^6 7949 


77^R 7QRD 
/ / jo . • / you f 


77^ft 
/ too 


..7950, 7739.-7963, 8129.. 8218 






R 999 


ft 1 ?7 

O X O I 


. .8220 




Seq. No. 


45356 






Seq. ID 


OJ000211_24. 0317. C4 


Gene No. 


95886 






Strand 




DL.ci.XL 








End 


12360 


Name 




rni 7 r4 o9 


L S 


Method 


TBLASTX: Soybean 


otdil 


11 ^ ~~ 

1 f \>D 






End 


7931 




none 






Score 


182 


Exons 


776S 7Q9fi 


777ft 7Q97 


77ft 9 


..7931, 7787. .7927 


OcCj. LN U . 


. 4 J J JD 






Seq. ID 


OJ000211_24..0317.C4 


P^in n NT /-\ 
belle LNU • 


Q^ft ftfi 






Strand 




O L. a r L. 


_? D D 4 






End 


12360 


Name 


OJ000211 24. 


0317. C4 .ol. 


tm 


Method 


TBLASTX: Maize 


Start 


7829 






End 


9239 




none 






Score 


194 




7R9Q TQCQ 


lOTi 7 QRH 
iOjI. . /jjU/ 


ft i 


..8219, 8130. .8219, 8137. .8220 




oc:i o 7 Q7 

OOOl . . 0 / J / / 


ft £M ft77£ 


ft 7 Qft 


..8833, 8834. .9019, 8851.. 9018 




OOD4 . . UUj / , 


. . ;7X X4 , 


QOQR 


..9118, 9146. .9223, 9148. .9222 




Q1 fift Q9^Q 










Seq. No. 


45356 






Seq. ID 


OJ000211_24.0317.C4 


Gene No. 


95886 






Strand 




Q+- a r-+- 


:? O O 4 






End 


12360 


Name 


UUUUUZll 4 • 


m i 7 r*4 /^9 

U Jl f .V^4 • UZ • 


LW 


Method 


TBLASTX: Wheat 


OLdiL 


ft 7 "3ft ~~ 






End 


-9022 


laX 


none 






Score 


83 




ft7^R R7Q7 


ft740 ft7Qfi 


ft 7 Qft 


..8818, 8834. .9022, 8845. .9018 


Corr Mo 
oct|. IN U . 


4 JjjO 






Seq. ID 


OJ000211_24.0317.C4 


Gene No. 


95886 v ' 






Strand 




Start 


9664 






End 


12360 


Name 


n Tnnn9 1 1 9d 


0317.C4.o3. 


gs 


Method 


GENSCAN 


jldlt 








End 


12279 


^x 


none 






Score 


.56 


Exons 


O 0 4 . . z?y*z.3 f 


10003. .10081, 10142. .10274 


, 10326. . 10497, 




i 1 Ton 1 i coi 


, 11880. .11996, 


12157. .12279 




4 5356 






Seq. ID 


OJ000211_24.0317.C4 


Gene No. 


95886 






Strand 




Start 


9664 






End 


12360 


Name 


OJ000211 24. 


0317.C4.o3. 


np 


Method 


AAT/NAP 


Start 


10340 






End 


12360 


GI 


7471586 






Score 


49 


Exons 


10340. . 10414 


, 11381. .11521, 


12336. .12360 



GI Descrip. conserved hypothetical protein - Deinococcus radiodurans (strain 
Rl) gi| 6460210|gbfAAF11939.1|AE002070_l (AE002070) conserved 
hypothetical protein [Deinococcus radiodurans] 

Seq. No. 45356 Seq. ID OJ000211_24 . 0317 . C4 



46677 






Gene No. 


95886 


Strand 








Start 


9664 


End 


12360 






Name 


o.tooo?i I OA 0*31 7 CA nd tm 


Method 


TBLASTX : 


Mai ze 




OLaiL 


1 1 TQ1 
llJOl 


End 


■11985 






riT 


none 


Score 


109 








I 1 ?fi1 1 1 S91 ll^flfi 1 1 

II JOl • i 11 JlJ.^ 11 JOU . . 11 Ji J; 


11388. .11516, 11607 








1 1 61 1 1167^ 11R7S IIQRS 

llUllt tllU/J^ llu / J • • 11.70 Jf 


11877. .11981 








i j j .j / 


Seq. ID 


OJ000211 


OA mi*7 pc; 




Gene No. 


95887 


Strand 


+ 






Start 


3134 


End 


5179 






Name 


0.7000911 ?d 0^17 PS r\0 rrQ 


Method 


GENSCAN 






91- ^ rt- 

OLdi L 


"31 ?4 ~~ 

J 1 O *i 


End 


5179 








none 


Score 


.66 






ill A. W 1 ID 


^1^4 ??1 1 "3961 ^R^? *3£Qft 


. .4036, 4272. .4353, 


4 y o i . . 3U j J 






SIRS SI 7 Q 

Jl JJ • » Jl / 5 










Con M/-v 


4 S"3S7 

4 JJJ / 


Seq. ID 


OJ000211 


o a h^it r* r 

Z ft . U j 1 / . LO 




Gene No. 


95888 ' 


Strand 


+ 






Start 


6939 


End 


9651 






Name 


OJ000211 24.0317.C5.ol.np 


Method 


AAT/NAP 






O Lai L 


5938 


End 


9651 






\J X 


6714301 


Score 


110 






IjAUi Jo 


5938.. 5961, 7173.. 7348, 9594 


. .9651 






V.sr 


\j X UcoLIlp. 


(AC013354) F15H18.9 [Arabidopsis t'haliana] 




I? 1 


Seq. No. 


45357 


Seq.. ID 


OJ000211 


_24.0317.C5 




Gene No. 


95888 


Strand 


+ 






Start 


6939 


End 


9651 






Name 


OJ000211 24.0317.C5.o3.gs 


Method 


GENSCAN 




W 


Of- -a >"+- 


6939 


End 


7469 






\J X 


none 


Score 


.85 




s br 

S-' 




6939. .7344, 7417. .7469 








f ■ 


Seq. No. 


45357 


Seq. ID 


OJ000211 


_24.0317.C5 




Gene No. 


95889 


Strand 


+ 






Start 


9623 


End • 


9724 




%'i 


Marti 


OJ000211 24.0317.C5.o4.gs 


Method 


GENSCAN 




3 ' ~? 


O Lai L 


9623 


End 


9724 






GI 


none 


Score 


. 61 








9623. . 9724 










Seq. No. 


45357 


Seq. ID 


OJ000211_ 


_24.0317.C5 




Gene No. 


95890 


Strand 








Start 


118 


End 


902 






Name 


OJ000211 24.0317.C5.o.l.gs 


Method 


GENSCAN 






Of- o -rf- 

OLdi L 


118 


End 


902 






(IT 


none 


Score 


.81 








118. .560, 743. .902 










Seq. No. 


45358 


Seq. ID 


OJ000211_ 


_24.0317.C6 




Gene No. 


95891 


Strand 


+ 






Start 


522 


End 


3960 






Name 


OJ000211 24.0317.C6.ol.np 


Method 


AAT/NAP 






Start 


522 


End 


3748 






GI 


5734718 


Score 


1011 






Exons 


•522. .578, 1930. .2073, 2192. .2461, 2686 


.2822, 2902. .3048, 



46678 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3137. .3748 

(AC008075) F24J5.16 [Arabidopsis thaliana] 



45358 Seq.' ID 

95891' Strand 

522 End 

OJ000211_24 . 0317 . C6 . ol . gs Method 

1655 End 

none Score 



OJ000211_24.0317-.C6 
+ 

3960 
GENSCAN 
3808 
.92 



1655. .1775, 1936. .2073, 2192. .2461, 2686. .2822, 2902. .3048, 
3137.. 3808 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45358 Seq. ID 

95891 Strand 

522 End 

OJ000211_24.0317.C6.ol.gp Method 

2345 End 

LIB3434-048-P1-K1-A11 Score 
2345.. 2822, 2902.. 2966 
'5734718/gb|AAD49983.1 |AC008075_16 2 
[Arabidopsis thaliana] 1 



OJ000211_24.0317.C6 
+ 

3960 
AAT/GAP 
2966 
1044 

Oe-26 (AC008075) F24J5.16 



45358 • Seq. ID 

95891 Strand 

522 End 

OJ000211_24.0317.C6.o2 ,gp Method 

3460 End 

none Score 
3460. .3960 



OJ000211_24.0317.C6 
+ 

3960 
AAT/GAP 
3960 
966 



Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



45358 
95892 
7804 

OJ000211_24.0317.C6.o3.np 

7804 

7484956 

7804. .8094, 9373 
extensin homolog 
gi I 2781362 |gb|AAB968 63 
thaliana] gi 
[Arabidopsis 



. . 9421 
F2401~ 



18 
II 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000211_ 
+ 

9421 
AAT/NAP 
9421 
84 



24 .0317. C6 



5454187 |gb|AAD43602 
thaliana] 



- Arabidopsis thaliana 
(AC003113) F2401.18 [Arabidopsis 

1IAC005698 1 (AC005698) T3P18, 



45358 Seq. ID 

95893 Strand 

24968 End 

OJ000211_24 . 0317 . C6 . o5 . gs Method 

24968 End 

none Score 

24968. .27070, 27241 .. 27843, 

28678. .28787, 28829. .29163 

45358 Seq. ID 

95893 Strand 

24968 End 

OJ000211_24 . 0317 .C6 . o4 . np Method 

25337 End 

7489501 Score 



24. 0317. C6 



OJ000211_ 
+ 

29163 
GENSCAN 
29163 
.87 

27934 . .28167, 28536 .. 28630, 



OJ000211_24.0317.C6 
+ 

29163 
AAT/NAP 
27264 
798 



46679 



Exons 25337. .25466, 25666.-27264 

GI Descrip. NBS-LRR type resistance protein - rice (fragment) 

gi|2792220|gb|AAB96985.1| (AF032688) NBS-LRR type resistance 
protein [Oryza sativa] 



Seq. No. 45358 
Gene No. 95894 
Start 3843 

Name OJ000211_24 . 0317 . C6 . o3 . gp 

Start 3843 
GI 14336_1.R1084 
Exons 3843.. 3880, 4330.. 4799, 

5529. .5682, 6216. .6452, 
GI Descrip. 1 4 17 6420/dbj | BAA37 1 67 | 

[Arabidopsis thaliana] 



4895 
6551 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.4967, 
.6653 



OJ000211 24. 0317. C6 



8220 
AAT/GAP 
6653 
2295 
5117. .5231, 



5366. .5448, 



2.0e-ll (AB008097) cytochrome P450 



Seq. No. 45358 

Gene No. 95894 

Start 3843 

Name OJ000211_24 . 0317 . C6 . o2 . gs 

Start 4657 

GI none 

Exons 4657.. 4799, 4895.. 4967, 5117, 
6216. .6452, 6551. .6774, 6950. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000211 24. 0317. C6 



8220 
GENSCAN 
8220 
.94 

5231, 5366.. 5448, 5529. 
7067, 7751. .8220 



5682, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45358 Seq. ID 

95894 Strand 

3843 End 

OJ000211_24 . 0317 . C6 . o2 . np Method 

4 687 End 

6382496 Score 



OJ000211_24 .0317.C6 

8220 
AAT/NAP 
7241 
480 



4687. .4799, 4895. .4967, 5117. .5231, 5366. .5428, 5503. .5670, 
6216. .6452, 6551. .6759, 6950. .7241 



GI Descrip. (AC010704) nucellin-like protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45358 
95895 
14015 

OJ000211_24.0317.C6.o3.gs 

14015 

none 



Seq. ID OJ000211_24.0317.C6 
Strand 

End 16826 

Method GENSCAN 

End 16826 

Score .52 



14015. . 14206, 15516. .15540> 16211 .. 16342, 16771. .16826 



Seq. No. 45358 

Gene No. 95896 

Start 19719 

Name OJ000211_24 . 0317 . C6 . o2 . ts 

Start 1917 

GI none 
Exons 



Seq. ID OJ000211 24. 0317. C6 



Strand 
End 

Method 

End 

Score 



21183 

TBLASTX: Soybean 

2732 

88 



1917. .2075, 1982. .2077, 2194. .2466, 2196. .2462, 2212. .2469, 
2213. .2470, 2685. .2732 



Seq. No. 45358 Seq. ID 

Gene No. 95896 Strand 

Start 19719 End 

Name OJ000211_24 . 0317 . C6 . o2 . tm Method 

Start 2027 End 



OJ000211_24 .0317.C6 
21183 

TBLASTX: Maize 
2424 



46680 



• 



P T 


none 








Score 


c 0. 

0 y 


Exons 


ZUZ / . . ZU / 1 , 


9 n 9 7 
ZUZ 1 


9 m 1 
. . ZU / x , 


9 n 9 q 
ZUZo . 


9 m 9 91 1 
. /JU /Z , zl 


oc o/inc 9ion o/tno 

Bo..^4Uo, zly(J..z40z, 




9 1 G9 Oji H7 

. . Z ft U / , 


9 1 q c 
z x y b 


9 a n. q 
. . Z4 uo , 


zj y 0 . 


9 /l 9 /! 

. 4 Z 4 




oeq . no . 


/I COCO 
4 JJJ o 








Seq. ID 


OJ000211_24.0317.C6 


Gene No. 


95896 








Strand 




Start 


19719 








End 


21183 


Name 


n to n n. o i i o a 

UJ U U UZ ± 1 Z 4 


. Uol / 


pc ^1 


tis 


Method 


TBLASTX: Soybean 


oca xr t 


z 1 jo 








End 


3349 


P T 


none 








Score 


84 


V /"\ O 

lxous 


Ol^O OQOC 
Z / J J . ./OZJ/ 


0 on 9 

z yuz 


9 n A Q 
. . JU4 0 , 


z y U4 . 


.3044, 3135. .3347, 3136. .3348, 




ji j / . . jjfiy 












OcCji 1NO . 


A R 9 Q 
ft 0 jO O 








Seq. ID 


OJ000211_24.0317.C6 


Gene No. 


95896 








Strand 




Start 


19719 








End 


21183 


Name 


n Tfinn oi 1 9 a 

UU U U U Z ± J. Z 4 


. U 0 X / 


PC ^1 


f- — 
lc 


Method 


TBLASTX: Cress 


OLdl L 


9 7 7 Q 
Z / / 0 








End 


3271 


PT 


none 








Score 


56 


Exons 


OTTO 9 Q 9 C 


9 q n 9 
z y UZ 


9fl /I Q 

. . OU4 0 , 


9 q m 
z y u / . 


.3050, 2907.. 3044, 3134.. 3238, 




■31 9 9 H C 


9 197 


9 9 7 1 








Seq. No. 


45358 








Seq. ID 


OJ000211_24.0317.C6 


Gene No. 


95896 








Strand 




Of- -a >-f- 


1 Q71 Q 

± y / ± y 








End 


21183 


Name 


nTfinnoi 1 9/i 
UJUUUzll Z4 


9 1 7 


p c /-v / 
. Lb . 04 . 


tm 


Method 


TBLASTX: Maize 


C f- -> ^4- 


JJ / O 








End 


3835 


p t 


none 








Score 


241 


Exons 


OC7Q 9 Q 1 1 




9 Q 9 c 








Co/if VI 

oeq . NO . 


/coco 
fiJJJO 








Seq. ID 


OJ000211_24.0317.C6 


t^ene no. 


y oo y b 








Strand 






1 Q7 1 Q 

1 y / 1 y 








End 


21183 


Name 


Pi Tnn n 911 9/1 
UJ UUUZ11 Z 4 


mi 7 


PC /-% 1 


4- m 

tm 


Method 


TBLASTX: Maize 


Start 


4681 








End 


7899 


GI 


none 








Score 


121 


Exons 


4 bo 1 . . 4 o U y , 


A CQ Q 
4 bo O . 


. . 4 oUl / 


AQQ A 
4 O O 4 . 


.4979, 4897. .4968, 5063. .5233, 




JlUj . . OZZ 0 , 


C. 9 A Q 

Do4 0 . 


C. A A c 

. . 04 4 b, 


C 9 C C 


.5421, 5524. .5679, 5524. .5676, 




ccoc c; cg 1 


bZ±0 . 


C/l c. 1 
. . b4 0 1 , 


C9 1 C 

bZ x b . 


.6452, 6216. .6458, 6545. .6775, 




CKAQ C7 9 A 
bO 4 O . . b / Z 4 , 


c c n 


C777 
, . b / / / , 


c c, c n 


.6777, 6570. .6791, 6948. .7064, 




^Qcn 7 Pi CC 

0 y 0 u . . / u do , 


cq c;i 
by 0 1 , 


7 fl C/1 

. . / U b4 , 


7 7 c. n 


.7812, 7751. .7813, 7873. .7899 


Seq. No. 


45358 








Seq. ID 


OJ000211_24.031'7.C6 


Gene No. 


95896 








• Strand 






1 Q7 1 Q 

l y / x y 








End 


21183 


Name 


UJUUUZxl Z4 . 


A01 7 

. U J x / . 


PC aC 


ts 


Method 


TBLASTX: Soybean 


Of , v-f- 










End' 


5681 


P T 


none 








Score 


93 


Exons 


c-Jfi9 C 9 9 /I 

jIUj . . OZ o4 , 


cine 


C 9 c 1 


C 9 c c 
Oo bo . 


.5421, 5523. .5609, 5631. -.5681 


Sen No 


45358 








Seq. ID 


OJ000211_24 .0317 ,C6 


Gene No. 


95896 








Strand 




Start 


19719 








End 


21183 


Name 


OJ000211 24, 


,0317. 


C6.01. 


tw 


Method 


TBLASTX: Wheat 


Start 


5565 








End 


6634 


GI 


none 








Score 


124 


Exons 


5565.. 5681, 


5566. 


.5679, 


5577. 


.5681, 6215. .6451, 6216. .6452, 



46681 



6216. .6452, 6217. .6453, 6379.-6453, 6545. .6634, 6546. .6629, 
6550. .6633 



Seq. No. 45358 Seq. ID 

Gene No. 95896 Strand 

Start 19719 End 

Name OJ000211_2"4 . 0317 . C6 . o4 . gs Method 

Start 19719 End 

GI none Score 
Exons 



OJ000211_24.0317.C6 

21183 
GEN SCAN 
21183 
.66 



19719. .19796, 1 9884 20018 , 20764 2084 6, 21093. .21183 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45358 
95897 
25714 

OJ000211_24 . 0317 .C6. o4 . ts 

25714 

none 



Seq. ID OJ000211_24.0317.C6 
Strand 

End 26578 

Method TBLASTX : Soybean 

End 26203 

Score 24 6 



25714. .25851, 257 15 ... . 2604 1, 25894 26064 , 26123. .26203 



45358 
95897 
25714 

OJ000211_24 .0317 .C6.o3.tm 
26093 
none 
26093. 



Seq. ID OJ000211_24.0317.C6 
Strand 

End 26578 

_ Method TBLASTX: Maize 

End 26578 

Score 272 
26578, 26194. .26559, 26285. .26563 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000211 24. 0317. C6 



45358 Seq. ID 

95897 Strand 

25714 End 

OJ000211_24 . 0317 .C6.o3. ts Method 

26237 End 

4397495 Score 
26237. .26485, 26248. .26433 

4234955 2.0e-22 (AF098971) NBS-LRR-like protein cD8 [Phaseolus 
vulgaris] 



26578 

TBLASTX : Soybean 

26485 

257 



45359 Seq. ID 

95898 Strand 

16035 End 

OJ00021 1_24 . 0317 . C7 . o2 . gs Method 

16035 End 

none * Score 



OJ000211_24.0317.C7 
+ 

30613 
GENSCAN 
21946 
.68 



16035. .16302, 164 11 .. 17584 , 1784 9. .18025, 18068. .18966, 
19580. . 19637, 19976 .. 20168, 2028 9 .. 20406, 21589 .. 21747 , 
21786. .21946 



Seq. No. 45359 Seq. ID 

Gene No. 95898 ' Strand 

Start 16035 End 

Name OJ000211_24 . 0317 . C7 . ol . np Method 

Start 16404 End 

GI 7489501 Score 

Exons 16404. .16539, 16730.. 18323 

GI Descrip. NBS-LRR type resistance protein - rice (fragment) 

gi|2792220|gb|AAB96985.1| (AF032688) NBS-LRR type resistance 
protein [Oryza sativa] 



OJ000211_24.0317.C7 
+ 

30613 
AAT/NAP 
18323 
822 



46682 




OcCj. IN O • 


45359 






Seq. ID 


OJ000211_24 .0317 


P7 




95898 






Strand 


+ 




Start 


16035 






End 


30613 




Name 


OJ000211 24. 0317. C7 


,o2 . np 


Method 


AAT/NAP 




o Lain, 


19873 






End 


30613 






6815097 




Score 


1987 




Exons 


19873. . 


19891, 24287 


. .24444, 


24559. .25473, 25887 .. 26304 , 






29103. . 


29466, 29608 


. .30039, 


30280. .30613 




CI T nocfvi n 


(AP001081) Similar 


to putative copia ; 


polyprotein (AC006248 




[Oryza 


sativa] 










Seq. No. 


45359 






Seq. ID 


OJ000211_24.0317 


PT 


OfcJilfc; IN (J . 


95898 






Strand 


+ 




Of a 

O L.a IT L. 


16035 






End 


30613 




Name 


OJ000211 24. 0317. C7 


. o3 . gs 


Method 


GENSCAN 




o t ar u 


25133 






End . 


27298 




pr 


none 






Score 


.56 




HtXCJIlo 


25133. . 


25180, 25249 




25897. .26223, 27071.. 27298 




Seq. No. 


45359 






Seq. ID 


OJ000211_24 .0317 


,C7 


P fln/a NT /-i 


95898 






Strand 


+ 




C -I- v-+- 

Otait 


16035 






End 


30613 




Name 


OJ000211 24. 0317. C7 


. o4 . gs 


Method 


GENSCAN 




onaru 


28154 






End 


28411 




P T 


none 






Score 


1 




Exons 


28154. . 


28411 












45359 






Seq. ID 


OJ000211_24.0317 


. L / 


Gene No. 


95899 






Strand 


+ 




Start 


45469 






End 


45631 




Name 


OJ000211 24. 0317. C7 


. o3.np 


Method 


AAT/NAP 




OtQlt 


45469 






End 


45631 




PT 


5042462 




Score 


121 




Exons 


45469. . 


45510, 45539 


. .45631 








bi uescirip. 


(AC007789) putative 


negatively light-: 


regulated protein 


r Ay, 




sativa] 












Seq. No. 


45359 






Seq. ID 


OJ000211_24.0317 


.C7 


Gene No. 


95900 






Strand 






OLaJ. L 


31597 






End 


43517 




Name 


OJ000211 24. 0317. C7 


. ol . ts 


Method 


TBLASTX: Soybean 




v-f- 

OLdl L 


16773 






End 


17321 




P T 
Lj 1 


none 






Score 


267 




DAUilb 


16773. . 


16898> 16776 


. .17162, 


16997. .17125, 17163. .17321, 






17213. . 


17320 










Seq. No. 


45359 






Seq. ID 


OJ000211_24.0317 


.C7 


bene no . 


95900 






Strand 






o tart 


31597 






End 


43517 




Name 


OJ000211 24. 0317. C7 


. o4 . tm 


Method 


TBLASTX : Maize 




Start 


17151 






End 


17636 




GI 


none 






Score 


276 




Exons 


17151. . 


17636, 17252 


. .17617 








Seq. No. 


45359 






Seq. ID 


OJ000211_24.0317 


.C7 


Gene No. 


95900 






Strand 







46683 



Start 31597 End 

Name OJ000211_24 . 0317 . C7 . o2 . ts Method 

Start 17322 End 

GI ' 4397495 Score 

Exons 17322. . 17543, 17339.. 17491 

GI Descrip. 4234955 2.0e-22 (AF098971) NBS-LRR-like protein cD8 [Phaseolus 
vulgaris] 



43517 

TBLASTX : Soybean 

17543 

232 



Seq. No. 45359 

Gene No. 95900 

Start 31597 

Name OJ000211_24 . 0317 . C7 . 06 . gs 

Start 31597 

GI none 

Exons 31597 
34737 



Seq. ID OJ000211_24 .0317.C7 
Strand 

43517 
GENSCAN 
43517 
.88 



End 

Method 
End 
Score 

31730, 33682. .33808, 34026 .. 34228 , 34361 .. 344 93, 
35036, 35271. .35460, 35968 .. 3614 5 , 36254 .. 36308 , 



36636. .39650, 3974 5 .. 39997 , 4 14 38 424 74 , 43332. .43517 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45359 
95900 
31597 

OJ000211_24.0317.C7.o3.tm 

31822 

none 



Seq. ID OJ000211_24 .0317.C7 
Strand 

End 43517 

Method TBLASTX : Mai ze 

End 34233 

Score 39 



31822. .31857, 31 902 .. 31934 , 31938 32033, 31942.-32010,.. 
33606. .33809, 33614 .. 33811 , 33616 .. 33810, 34 014 .. 34229, 
34022. .34231, 34026 34223, 34030.. 34233 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45359 
95900 
31597 

OJ000211_24 . 0317 . C7 . o2 . tm 
35367 



none 
35367, 
36434 . 
36635. 



,35423, 35368, 
,36544, 36434, 
,36730, 36642, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

35463, 35369.-35464, 36433 
36547, 36510. .36551, 36634 



OJ000211 24. 0317. C7 



43517 

TBLASTX: Maize 
36925 
103 

36543, 
36900, 



36917, 36645. .36914, 36773 .. 36925, 



36791. .36919 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45359 
95900 
31597 

OJ000211_24 . 0317 . C7 . ol . tm 

37698 

none 

37698.-37724, 37722 .. 377 96, 
37725. .37802, 37806 .. 38192, 
37832. .38200, 38199.. 38237 

45360 
95901 
257 

OJ000211_24.0317.C8.ol.gs 

257 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000211 24. 0317. C7 



43517 

TBLASTX: Maize 
38237 
79 

37723. .37797, 37723. .37800, 
37818. .38192, 37832 .. 38194 , 



Seq. ID OJ000211_24.0317.C8 
Strand 

End 8263 

Method GENSCAN 

End 8263 

Score . 67 



257. .531, 1049. .1171, 1195. .1261, 2305. .2394, 2447. .2691, 
3844. .4349, 4519. .5000, 5454. .5640, 6022. .6163, 7888. .7973, 



46684 



8078, .8263 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

GI Descrip. 



45360 
95901 • 
257 

OJ000211_24 .0317.C8.ol.np 
950 

1169170 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000211 24. 0317. C8 



8263 
AAT/NAP 
3796 
249 

950. .1016, 2422. .2633, 3346. .3382, 3559. .3796 
APOCYTOCHROME F PRECURSOR gi | 1363527 | pir | | S58564 

plastoquinol — plastocyanin reductase (EC 1 . 10 . 99 . 1 )* cytochrome f 
- maize chloroplast gi | 902234 | emb | CAA60298 | (X86563) cytochrome 
f [Zea mays] 



45360 Seq. ID 

95901 Strand 

257 End 

OJ000211_24 . 0317 . C8 . o2 . np Method 

2150 End 

7487112 Score 
2150. .2192, 



OJ000211_24.0317.C8 

8263 
AAT/NAP 
6150 
478 



4675. 



5000, 5454.. 5634, 6022.. 6150 
hypothetical protein T17A13.50 - Arabidopsis thaliana 
gi|7269821|emb|CAB79681.1| (AL161574) putative protein 
[Arabidopsis thaliana] 



O ci (4 ■ IN O . 


A S O fTf) 
*i D O DU 








Seq. ID 


OJ000211_24 .0317.C8 


Gene No. 


95901 








Strand 




Start 


257 








End 


8263 


Name 


OJ000211 24 


.0317, 


.C8.0I. 


ts 


Method 


TBLASTX: Soybean 


Start 


2435 








End 


2634 


GI 


none 








Score 


204 


Exons 


2435. .2632, 


2439. 


.2630, 


2439. 


.2633, 2440. .2634 


Seq. No. 


45360 








Seq. ID 


OJ000211_24 .0317.C8 


Gene No. 


95901 








Strand 




Start 


257 








End 


8263 


Name 


OJ000211 24, 


.0317. 


C8.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


2439 








End - 


2634 


GI 


none 








Score 


204 


Exons 


2439. .2630, 


2439. 


.2633, 


2440. 


.2634 




Seq. No. 


45360 








Seq. ID 


OJ000211_24,0317.C8 


Gene No. 


95901 








Strand 




Start 


257 








End 


8263 


Name 


OJ000211 24, 


.0317. 


C8.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2440 








End 


2609 


GI 


none 








Score 


271 


Exons 


2440. .2604, 


2441. 


.2605, 


2442. 


.2609 




Seq. No. 


45360 








Seq. ID ' 


OJ000211_24 .0317.C8 


Gene No. 


95901 








Strand 




Start 


257 








End 


8263 


Name 


OJ000211 24. 


.0317. 


C8.o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


3758 








End 


4151 


GI 


none 








Score 


101 


Exons 


3758. .3889, 


3781. 


.3888, 


3961. 


.4047, 3965. .4048, 3968. .4045, 




3969. .4046, 


4048. 


.4116, 


4052. 


.4111, 4054. .4116, 4114. .4146, 



46685 



4122. .4151 





Seq. No. 


45360 








Seq. ID 


OJ000211_24.0317.C8 




f^ono Ma • 










Strand 






OLaiL 


9 R7 

Z yj / 








End 


8263 




Name 


n.~rooo9i i 9 4 


mi 7 






Method 


TBLASTX: Cress 






*J f± :? 








End 


5008 




ox 


nunc 








Score 


35 






4 4 QQ 4 R67 


4 fift 7 


4 fi 1 9 

* • 401Z/ 


4 fift7 
y do r • 


.4794, 4706. .4813, 4853. .5008, 






4ftfi7 rooi 














Seq. No. 


45360 








Seq. ID 


OJ000211_24 .0317.C8 




OdUC IN . 


QSQOI 








Strand 






OLdl L 


9 R7 

Z -J f 








End 


8263 






0,100091 i 94 


0^1 7 






Method 


TBLASTX: Maize 




Cf a r+" 
O Ldl. L 


4 fift *H ~~ 

T UO J 








End 


4954 




(IT 










Score 


206 






4 68^ 4ft Qft 


4 fift 4 


4 QOft 


4 fift 4 


.4929, 4706. .4924, 4895. .4954,- 






4903. .4953, 


4910 


. .4954 




















Seq. ID 


OJ000211_24.0317.C8 




T*i M 


Qc: Qfl-1 








Strand 






jLal L 


9 R7 
Z O / 








End 


8263 




Name 


n Tonn9 1 1 94 


0^1 7 


Pft o9 
. ^0 • oz . 




Method 


TBLASTX: Soybean 




OtaiL 


4 7 Rfi ~~ 








End 


4993 


Jt Si 


ox 


none 








Score 


118 . 


- : = 


Exons 


4756. .4992, 


4757, 


. .4993, 


4759. 


.4992, 4811. .4993 




c /~t Kin 


4 r ^ fin 








Seq. ID 


OJ000211_24.0317.C8 


; : I 


Carta Kl o 


Q R QO 1 








Strand 




W 


*5 1- a r"t" 
O t-clX C 


9R7 

ZD/ 








End 


8263 


r i 5 


Name 


0.700091 1 94 

UuUUUZil Z 4 


0^17 




L S 


Method 


TBLASTX: Soybean 




OLdl I, 


R4 R9 ~~ 








End 


5637 


=■ 


\J X 


none 








Score 


175 


IJ 


Exons 


5452. .5637, 


5453. 


, .5626 










JClji LN U ■ 


4 R^fiO 








Seq. ID 


OJ000211_24 .0317.C8 




belle 1NU . 










Strand 








9 S7 
z. «j / 








End 


8263 


t3 


Name 


0.700091 1 94 


0^1 7 


PR 
1 l^O • U J • 


HU 


Method 


TBLASTX: Maize 




Start 


SSQQ ~ 

■~J *J Zt J 








End 


6166 






none 








Score 


67 










R 64 1 
. • D O H X , 


fiOl 7 


.6165, 6019.. 6162, 6020.. 6166 




Seq. No. 


45361 








Seq. ID 


OJ000221_24 .0315.C2 




UCllC IN U • 


QRQ09 

"J -?UZ 








Strand 


+ 




OLdl L 


OQOC 
ZOZ j 








End 


10221 




IN cUllC? 


0 1000991 94 


0^1 R 


uz . oz . 


gs 


Method 


GENSCAN 




Start 


2825 ~~ 








End 


10221 




GI 


none 








Score 


.72 




Exons 


2825. .2925, 


5504 . 


.5540, 


5974 . 


.6341, 6447. .7407, 7507. .7602, 






8326. .8462, 


8566. 


.8769, 


10155 


. . 10221 






Seq. No. 


45361 








Seq. ID 


OJOO'0221 24. 0315. C2 




Gene No. 


95902 








Strand 


+ 




Start 


2825 








End 


10221 




Name 


OJ000221 24. 


0315. 


C2.o3. 


np 


Method 


AAT/NAP 



46686 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6175 End 8632 

6730753 Score 1004 

6175. .6336, 6415. .7407, 7507. .7602, 8326. .8632 
(AC016529) unknown protein [Arabidopsis thaliana] 



45361 
95902 
2825 

OJ000221_24.0315.C2.o4 . np 
9781 
7485509 
9781. .9863 

hypothetical protein F15B8, 
gi I 4 678270 | emb | CAB4 1178 . 1 1 
protein [Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000221_ 
+ 

10221 
AAT/NAP 
9863 
92 



24. 0315. C2 



40 - Arabidopsis thaliana 
(AL049660) protein kinase-like 



45361 
95903 
205 

OJ000221_24.0315.C2.ol.np 
205 

6166140 

205.. -484, 645.. 768, 927. 
ELONGATION FACTOR 1-BETA 
elongation factor 1-beta 
elongation factor 1 beta 

45361 
95903 
205 

OJ000221_24.0315.C2.ol.gp 
371 

159 1.R1084 



Seq. ID 
Strand 
End . 
Method 
End 
Score 
1011, 1089. 
(EF-1-BETA) 
- Rice 
[Oryza 



OJ000221_24 .0315.C2 

,2249 
AAT/NAP 
1379 
739 

1205, 1294. .1379 
gil 1084457 |pir | IS41086 
gi | 432368 | dbj | BAA04 903 | (D23674 ] 
sativa] 



Seq. ID OJ000221_24.0315.C2 
Strand 

End 2249 

Method AAT/GAP 

End 2249 

Score 1109 



371. .484, 645. .768, 927. .1011, 1089. .1205, 1294. .1410, 
2177. .2249 

, 3292830/emb|CAA19820.1| 1.0e-15 (AL031018) putative protein 
[Arabidopsis thaliana] 1 



45361 
95903 
205 

OJ000221_24 .0315.C2.ol.gs 

371 

none 



Seq. ID OJ000221_24 .0315.C2 
Strand 

End 2249 

Method GENSCAN 

End 137'9 

Score .85 



371. .484, 645. .768, 927. .1011, 1089. .1205, 1294. .1379 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45361 
95904 
2828 

OJ000221_24 .0315. C2.o2.ts 

356 

none 



Seq. ID OJ000221_24 . 0315 . C2 
Strand 

End 3355 

Method TBLASTX : Soybean 

End 1380 

Score 117 



356. .484, 360. .524, 372. .470, 1091. .1213, 1104. .1205, 
1104. .1229, 1290. .1379, 1291. .1380 



Seq. No. 
Gene No. 



45361 
95904 



Seq. ID OJ000221_24 .0315.C2 
Strand 



46687 






Start 


2828 






End 


3355 




Name 


OJ000221 24 


.0315 


.C2.ol.tc 


Method 


TBLASTX: Cress 






360 






End 


1392 






none 






Score 


95 




Exons 


360. .524, 371. .487, 372. .500, 


1091. .1213, 1098. .1205, 






1281. .1382, 


1291 


. .1392 








OctJ. LN (J . 


45361 






Seq. ID 


OJ000221_24 .0315.C2 




uene lnq • 


95904 






Strand 






Start 


2828 






End 


3355 




Name 


OJ000221 24 


.0315 


.C2 .o2. tm 


Method 


TBLASTX: Maize 






360 






End 


1401 




p T 


none 






Score 


125 






360. .524, 372. .482, 926. .1006, 927. .1025, 931. .1014, 1091.. 






1101. .1202, 


1105 


..1206, 1281. 


-.1385, 1290. .1385, 1294. .1401, 






1 9QS 1 ^Q^ 












Q o. /-t M rt 
O C <-J . LN O . 


JjDI 






Seq. I'D 


:OJ000221_24.0315.C2 




Gene No. 


QtrQn/1 






Strand 






Start 


9ft 9ft 






End 


3355 




Name 


P) TO 00 991 94 


.0315 


.C2.ol.tw 


Method 


TBLASTX: Wheat 




Of ar f- 
O L dl L 


Qft 9 

_7 O C. 






End 


1369 




P T 


none 






Score 


137 


Q 




982. .1014, 


1089. 


.1205, 1091.. 


1213, 1098. .1211, 1281. .1361, 


in 




1 9Q0 1 ^61 


1291 


..1362, 1295. 


.1369 




f.:J = 


C rt rt- VI rt 

oeq. no. 


fl -J O O JL 






Seq. ID 


OJ000221_24.0315.C2 


ssr 


Gene No. 


-?0 .3 U fl 






Strand 






Start 


9ft 9ft 

Z. O Z, 0 






End 


3355 


v3 


Name 


O.T000991 94 


.0315, 


,C2 .o2.np 


Method 


AAT/NAP 






9ft 9ft ~ 






End 


3355 




PT 








Score 


133 




Exons 


2828. .2901, 


3184, 


. .3355 










(AP000837) : 


hypothetical protein [Oryza 


sativa] 




O fc: q ■ LN (J . 


4 0 J O ± 






Seq. ID 


OJ000221_24.0315.C2 




Gene No. 








Strand 






Start 


6238 






End 


8466 


r 


Name 


OJ000221 24 


.0315, 


.C2.ol.ts 


Method 


TBLASTX : Soybean 




O i- d. i. l_ 


6238 






End 


7407 




PT 


none 






Score 


66 






6238. .6321, 


6436. 


..6543, 6757. 


.6819, 6.844.. 6927, 6846.. 6905, 






6975. .7205, 


6985, 


..7206, 7276. 


.7407 






O • \j . 


45361 






Seq. ID- 


OJ000221_24.0315.C2 




P o n o K7 o 


95905 






Strand 






Start 


6238 






End 


8466 




Name 


OJ000221 24 


.0315. 


.C2.ol.tm 


Method 


TBLASTX: Maize 




OL.cl.LL 


6436 






End 


8466 




PT 


none 






Score 


44 






6436. . 6525, 


6592. 


,.6663, 6694. 


.6834, 6801. .6905, 6844. .6927, 






6975. .7205, 


6985. 


,.7206, 7276. 


.7407, 7501. .7605, 8314. .8466, 






8331. .8462 ■ 












Seq. No. 


45361 






Seq. ID 


OJ000221_24 .0315.C2 




Gene No. 


95905 






Strand 






Start 


6238 






End 


8466 



46688 



Name 

Start 

GI 

Exons 



OJ000221__24 . 0315 . C2 . o3 . ts Method 

8320 End 

none Score 
8320'.. 8466 



TBLASTX: Soybean 

8466 

182 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45361 
95906 
9643 

OJ000221_24.0315.C2.o3.tm 

9643 

none 

9643. .9834, 9644. .9835 

45362 
95907 
2123 

OJ000221_24.0315.C3.ol.gs 

2123 
none 

2123. .2682, 2765. .2984 



Seq. ID OJ000221_24.0315.C2 
Strand 

End 9835 

Method TBLASTX: Maize 

End 9835 

Score 225 



Seq. ID OJ000221_24.0315.C3 
Strand 

End 3058 

Method GEN SCAN 

End 2984 

Score .99 



45362 
95907 
2123 . 

OJ000221_24..0315.C3.ol.np 
2197 
4895239 
2197. .2699, 2765. .2984 

(AC007659) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000221_24.0315.C3 
Strand 

End 3058 

Method AAT/NAP 

End 2984 

Score 489 



45362 
95907 
2123 

OJ000221_24 . 0315.C3.ol.gp 
2441 

24903_1.R1084 
2441. .2819 

'4895239/gb|AAD32824.1|AC007659_6 5.0e-10 (AC007659) 
hypothetical protein [Arabidopsis thaliana] 1 



Seq. ID OJ000221_24.0315.C3 
Strand 

End 3058 

Method AAT/GAP 

End 2819 

Score 714 



?3 Seq. No. 


45362 








Seq. ID 


OJ000221 


_24.0315.C3 


Gene No. 


95907 








Strand 






Start 


2123 








End 


3058 




Name 


OJ000221 24 


.0315, 


.C3.o2. 


gp 


Method 


AAT/GAP 




Start 


2832 








End 


3058 




GI 


2801199 








Score 


367 




Exons 


2832. .3058 














Seq. No. 


45362 








Seq. ID 


OJ000221 


_24.0315.C3 


Gene No. 


95908 








Strand 






Start 


13573 








End 


14998 




Name 


OJ000221 24, 


.0315, 


,C3.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


2195 








End 


2984 




GI 


none 








Score 


197 




Exons 


2195. .2353, 


2233. 


. .2349, 


2425. 


.2466, 2426.. 2467, 


2506. .2541, 




2515. .2613, 


2600\ 


. .2629, 


2769. 


.2822, 2773.. 2871, 


2874 . .2984, 



2875. .2979 



46689 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45362 
95908 
13573 
OJ00022 
9561 
none 
9561. .9 
9831. .1 
9999. .1 
10218. . 
10401. . 
10611. . 
11042. 



1 24.0315.C3.ol.tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000221_24 .0315.C3 
14998 

TBLASTX: Cress 

11158 

79 



731, 

0043, 

0352, 

10565 

10769 

10823 

11158 



9738. .9932, . 9738. .10028, 9777. .10160, 97 80. .9968, 
9897. .1024 4, ■ 9908. .10180, 9930. .1017 8, 9998. .10168, 
10095. .10457, 10098. .10283, 1014 6 .. 1037 6, 
, 10272. .10355, 10314 .. 10667 , 10350 10592 , 
, 10518. .10832, 10563. .10775, 10587 107 90 , 
, 10829. .11002, 10832. .11149, 10838 10981, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45362 
95908 
13573 

OJ000221_24 .0315.C3.ol. ts 
9645 



OJ000221 24. 0315. C3 



none 
9645. . 
9783. , 
10503, 
10829. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

9749, 9681. .9881, 9738. .9887, 9738. .10244, 9741.. 
10655, 10122. .10244, 10197 1084 1 , 10395 10769, 
.10820, 10523. .10840, 10829 .. 11158 , 10829 .. 11158 , 
.11164 



14998 

TBLASTX : Soybean 

11164 

66 



10445, 



Seq. No. 45362 Seq.. ID 

Gene No. 95908 Strand 

Start 13573 End 

Name OJ000221_24 . 0315 . C3 . o2 . tm Method 

Start 9738 End 

GI none Score 

Exons 9738.. 10148, 9741.. 10205, 9780.. 10343, 9909.. 10568, 9911, 

9954. .10673, 10104 .. 10772 , 10221 .. 10832 , 10524 .. 10820 , 
10536. .10886, 10709 .. 1084 6, 10709 .. 10843, 10829. .11155 



OJ000221_24.0315.C3 
14998 

TBLASTX: Maize 
11155 
145 



10180, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



45362 Seq. ID 

95908 Strand 

13573 End 

OJ000221_24 .0315.C3.o3.np Method 

13573 • End 

5852084 Score 
13573. .13674, 14927. .14998 
(AL117264) zwh0007.1 [Oryza sativa] 



OJ000221_24.0315.C3 

14998 
AAT/NAP 
14998 
89 



45363 
95909 
171 

OJ000221_24 .0315.C4 .ol.gs 

171 

none 



Seq. ID OJ000221 24. 0315. C4 



Strand 
End 

Method 

End 

Score 



+ 

9022 
GENSCAN 
9022 
.57 



171. .276, 959. .1104, 5029. .5341, 5424. .5630, 6151. .6352, 
6522. .6579, 6920. .7059, 8112. .8232, 8392. .8588, 8873. .9022 



45363 
95909 
171 



Seq. ID OJ000221_24 . 0315.C4 
Strand + 
End 9022 



46690 



Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000221_24 . 0315 . C4 . ol .gp 
5000 

2806JL.R1084 

5000. .5341, 5480. .5630, 6151, 



Method AAT/GAP 
End 7209 
Score 2583 
,6413, 6522.. 6579, 6676. 



.7209 



, 5882728/gb|AAD55281.1|AC008263_12 2.0e-25 (AC008263) ESTs 
gb_T75898, gb_R65457, gb__AA597517 and gb_AA597420 come from this 
gene. [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



45363 Seq. ID 

95909 Strand 
171 End 
OJ000221_24 . 0315 . C4 . ol . np Method 
5209 End 
5882728 Score 
5209.. 5530, 6159.. 6406, 6503.. 6579, 6676.. 6766 
(AC008263) ESTs gb|T75898, gb|R65457, gb|AA597517 and 
gb|AA597420 come from this gene. [Arabidopsis thaliana] 
gi| 6646769|gb|AAF21081.1|AC013258_19 (AC013258) unknown protein 
[Arabidopsis thaliana] 



OJ000221_24.0315.C4 
+ 

9022 
AAT/NAP 
6766 
138 



45363 Seq. ID 

95910 Strand 

11453 End 

OJ000221_24 .0315.C4.o2.gs Method 

11453 End 

none Score 

11453. .11609, 12257. .12528 



OJ000221_24.0315.C4 
+ 

12528 
GENSCAN 
12528 • 
. 94 



1 24.0315.C4.o2.np 



45363 
95911 
14953 
OJ00022 
14935 
4587549 

14935. .15076, 1 
17276. . 17337, 1 
18096. . 18212, 1 
' (AC006.577) Simi 
(TIAR) from Mus 
recognition mot 
from this gene. 



Seq. ID OJ000221_ 
Strand + 
End 20128 
Method AAT/NAP 
End 19485 
Score 1005 
16866. . 16968, 17105. 
17788. .17863, 17951. 
18932. .19105, 19216. 



24. 0315. C4 



6291. .16352, 16866 .. 16968 , 17105 .. 17181, 
7429. .17516, 17788 .. 17863, 17 951 .. 17981, 
8733. .18818, 18932. .19105, 19216. .194 85 
lar to gb|U558.61 RNA binding protein nucleolysin 

musculus and contains several PF| 00076 RNA 
if domains. ESTs gb|T21032 and gb|T44127 come 
[Arabidopsis t . . . 



45363 ' Seq. ID 

95911 Strand 

14953 End 

OJ000221_24 . 0315 . C4'. o3 . gs Method 

14953 ' End 

none Score 
14953. 
17951. 
19287. 



OJ000221_24.0315.C4 
+ 

20128 
GENSCAN 
20128 
.82 



,15161, 16866, . 16968, 17105 .. 17181, 17788 .. 17863, 
17981, 18096. . 18212, 18733 .. 188 18 , 18 932 .. 19105, 
19413, 19794 . .20128 



45363 Seq. ID 

95912 Strand 

20702 End 

OJ000221_24 . 0315 . C4 . o4 . gs Method 

20702 End 



OJ000221_24.0315.C4 
+ 

21506 

GENSCAN 

21506 



46691 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

20702. .20902, 21090.. 21506 

45363 
95913 
15388 

OJ000"221_24 . 0315 . C4 . ol . tm 

5241 

none 

5241. .5300, 
6170. .6268, 
6487. . 6579, 
6922. . 6969, 



5242.. 5304, 5523. 

6183.. 6275, 6336. 

6521.. 6580, 6671. 

7008. .7043, 7063. 



Score .99 



Seq. ID OJ000221_24 .0315.C4 

Strand - ■ 

End 21521 

Method TBLASTX: Maize 

End 7154 

Score 97 
.5630, 5533. .5601, 6164.. 6274, 
.6356, 6337. .6396, 6376. .6411, 
.6775, 6676. .6780, 6677. .6778, 
.7116, 7125.. 7154 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45363 
95913 
15388 

OJ000221_24 .0315.C4 .o3.np 

15388 

3153821 



OJ000221 24. 0315. C4 



Seq. ID 
Strand 

End 21521 
Method AAT/NAP 
End 21467 
Score 53 
15388. . 15448, 207 98 .. 20873, 21252. .21467 

(AF062655) plenty-of-prolines-101; POP101; SH3-philo-protein 
[Mus musculus] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45363 
95913 
15388 

OJ000221_24 .0315.C4 . o2 . tm 

16287 

none 

16287. .16358, 16288. .16353, 

16867. .16986, 16893 .. 1697 6, 

17104. .17184, 17104. .17184, 

17283. .17399, 17431 .. 17517 , 

17786. .178 63, 17788. .178 65, 

17948. .17983, 18094 .. 18159, 

18729. .18827, 18729 ... 18818, 

18952. .19101, 19009. .19089, 

19209. .19298, 19212 .. 19232, 
19413. .19484 



Seq. ID 
Strand 
End 

Method 
End 
Score 

16290 

17102 

17277 

17431 

17791 

18095 

18929 

19010 

19235 



OJ000221 24. 0315. C4 



21521 

TBLASTX: Maize 
19484 
107 

16355, 16866 
17182, 17103 
17339, 17279 
17529, 17433 
17865, 17932 
18166, 18095 
19129, 18930 



19105, 19016. 
19285, 19394. 



16976, 
17183, 
17338, 
17540, 
17997, 
18157, 
19073, 
19108, 
19444, 



Seq. No. 45363 
Gene No. 95913 
Start 15388 

Name OJ000221_24 . 0315 . C4 . ol . tc 

Start 16288 
GI none 
Exons 16288. 

16867. 

17279. 



16353, 
16968, 
17332, 
17433. .17540, 
17791. .17865, 
18095. .18172, 
18929. .19075, 
19300. . 19347 



16290. 
17102. 
17425. 
17773. 
17946. 
18729. 
18952. 



.16355, 
. 17182, 
.17517, 
.17865, 
.17987, 
.18821, 
. 19071, 



Seq. ID 
-Strand 
End 

Method 
End 
Score 

16866 

17104 

17426 

17774 

17948 

18745 

19016 



OJ000221 24. 0315. C4 



21521 

TBLASTX -Cress 
19347 
93 

1*6961, 16867. .16986, 
17178, 17277. .17336, 
17515, 17431. .17529, 
17863, 17789. . 17872, 
17983, 18094. .18159, 
18831, 18779. . 18826, 
19108, 19210. .19233, 



Seq. No. 



45363 



Seq. ID OJ000221 24. 0315. C4 



46692 




Gene No. 


rt c rt 1 o 

95913 




Strand 








Start 


1 C O O O 

15388 




End 


21521 






Name 


/~\ -rrt n rt rt rt i rt /i mi c r~< a 

OJ000221 24. 0315. C4 


.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


16288 




End 


19341 






GI 


none 




Score 


96 






Exons 


16288. .16353, 16290 


. .16358, 


16308. .16355, 16867 


. .16986, 






17102. .17182, 17104 


. .17184, 


17104 .. 17178, 17277 


. .17351, 






i/z/o..i/j/y, i/z/y 


. . 1 / JJO , 


17431. .17517, 17436 


. .1/516, 






1 T T O £T 1 "7 O *T rt 1 1 rt O O 
1//OD. .1/ODJ/ 1 / /OO 


1 rt O C C 

. .178 65, 


17791. .17865, 17948 


1 rt rt O rt 

. .17 983, 






1 QfiQi 101/1*7 IQrtQC 

lo 09 1 . . 18 1 4 / , loUyo 


. . 18166, 


18095. .18166, 18648 


"1 O O rt rt 

. . 18833, 






1 O 1 rt rt 1 OOT1 1 OT CI 

lo /zy . . 18821 , 18/61 


1 o o rt c. 

. .18826, 


18929. .19087, 18949 


1 rt rt rt A 

. . 1 9074 , 






irt.rt.ic i o i a o i d rt i n 

19016 .. 19108 , 19210 


i o. rt rtrt 
. . 1 9233, 


19300. .19341 






Seq. No. 


4 5363 




Seq. ID 


OJ000221 


24 . 0315 . 


C4 


Gene No. 


95913 




Strand 








Start 


15388 




End 


21521 






Name 


/rtTrtrtrtrtrti Oyi rt rt i c a 
OJ00U221 24. 0315. C4 


. o2 . tw 


Method 


TBLASTX : 1 


Wheat 




Start 


1 "7 1 1 rt 

17112 




. End 


17508 






GI 


none 




Score- 


58 






Exons 


1 T 1 1 rt 1 11 OA 1 Ti 1 y| 

1 /112 . . 1 / 180, 1/114 


1 rt 1 O rt 

. . 17182, 


17134 .'.171! 


81, 17271 


. .17375, 






1 "7 rt *7 rt 1 T OC 1 1 rt rt "7 O 

1 / / . . 1 / Jol, 1 / 2 / o 


1 rt rt i c 

. .1/3/6, 


17427. .17507, 17428 


. .17508 




Seq. No. 


4 5363 




Seq. ID 


OJ000221 


_24.0315. 


C4 


Gene No . 


n c rt i rt 

95913 




Strand 








Start 


1 C O O O 

15388 




End 


21521 






Name 


OJ000221 24. 0315. C4 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


17821 




End 


19105 






GI 


none 




Score 


74 






Exons 


1 rt O rt 1 1 rt O r C 1 rt O rt rt 

1 /821 . . 1 /8 65 , 17822 


. . 178 63, 


17932. .17982, 17940 


. .17981, 






*i o rt rt /i irticrt Trtrtrtir 

18094 18159, 18095 


. . 18205, 


18149. . 18217, 18170 


. .18217, 






1 O rt rt rt. 1 O O rt 1 1 O *"7 rt rt 

18 /29 .. 18821, 18/30 


i o o rt vi 

. . 18834 , 


18905. . 18982, 18929 


. .18982, 






1 O rt. rt 1 TOrtO/l 1 O (1 C rt 

iby . . 18 yo4 , 18952 


1 o rt O A 

. .18 984, 


19010. .19105 






Seq. No. 


45363 




Seq. ID 


OJ000221_ 


_24.0315. 


C4 


Gene No. 


95913 




Strand 








btart 


1 COQQ 

loooo 




End 


21521 






Name 


y^N Trt rt rt rt rt 1 O / A Ol C /"l^l 

OJ000221 24. 0315. C4 


. o2 . gp 


Method 


AAT/GAP 






Start 


rt n a r rt 

20563 




■ End 


20883 • 






GI 


none 




Score 


576 






Exons 


ofic /n rt rt o o rt 

20563 . . 20883 












Seq. No. 


45363 




Seq. ID 


OJ000221_ 


_24.0315. 


C4 


Gene No. 


95913 




Strand 








Start 


15388 




End 


21521 






Name 


r\ Trt rt rt rt rt 1 rt A rt*31C /-i y| 

OJ000221 24. 0315. C4, 


.o3.gp 


Method 


AAT/GAP 






Start 


rt 1 rt o o 

21088 




End 


21521 






GI 


none 




Score 


822 






Exons 


rtirtoo rt i c rt i 

21088 . . 21521 












Seq. No. 


45364 




Seq. ID 


OJ000221_ 


_24 .0315. 


C6 


Gene No. 


95914 




Strand 


+ 






Start 


205 




End 


408 






Name 


OJ000221 24. 0315. C6. 


. ol . gs 


Method 


GENSCAN 






Start 


205 . 




End 


408 






GI 


none 




Score 


.94 






Exons 


205. .408 













46693 



Seq. No. 45364 Seq. ID OJ000221_24 . 0315 . C6 

Gene No. -95915 Strand + 

Start 1980 End 6774 

Name OJ000221_24 . 0315 . C6 . o3 . np Method AAT/NAP 

Start 1980 End 4909 

GI 7487328 Score 77 

Exons 1980.. 2067, 3621.. 3713, 4892.. 4909 

GI Descrip. hypothetical protein T22A6.300 - Arabidopsis thaliana 
gi I 5051789 | emb | CAB45082.il (AL078637) putative protein 
[Arabidopsis thaliana] gi | 7269297 | emb | CAB79357 . 1 | (AL161561) 
putative protein [Arabidopsis thaliana] 



Seq. No. 45364 Seq. ID 

Gene No. 95915 Strand 

Start 1980 End 

Name OJ000221_24 . 0315 . C6 . o4 . np Method 

Start 2778 End 

GI 7485859 Score 

Exons 2778.. 2804, 3975.. 5675 

GI Descrip. hypothetical protein F20D10.300 - Arabidopsis thaliana 

gi | 4467124 | emb | CAB37558 . 1 | (AL035538) hypothetical protein 
[Arabidopsis thaliana] gi | 7270802 | emb | CAB80483 . 1 | (AL161593) 
hypothetical protein [Arabidopsis thaliana] 



OJ000221_24 .0315.C6 
+ 

6774 
AAT/NAP 
5675 
881 



Seq. No. 
Gene No. 
.Start 
Name 
Start 
GI 

Exons 



45364 Seq. ID 

95915 ■ Strand 

1980 End 

OJ000221_24 . 0315 . C6 . o3 . gs Method 

3935 End 

none Score 

3935. .5691, 5868. .5923, 6674.-6774 



OJ000221_24 . 0315. C6 
+ 

6774 
GENS CAN 
6774 
. 67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45364 Seq. ID 

95916 Strand 

100 End 

OJ000221_24 . 0315.C6.ol.np Method 

100 End 

5777617 Score 
100. .197, 1388. .1408 

(AJ245900) CAA30375.1 protein [Oryza sativa] 



OJ000221_24 .0315.C6 

3782 
AAT/NAP 
1408 
72 



45364 Seq. ID 

95916 Strand 

100 End 

OJ000221_24 .0315.C6.ol.gp Method 

390 End 

59493_1.R1084 Score 

390. .498, 840. .998, 2556. .2631, 2729.. 



OJ000221_24 .0315.C6 

3782 
AAT/GAP 
2798 
715 
2798 



1 54 53930/ref | NP_006224 . 1 1 pPOLR2I | 4.0e-25 polymerase .(RNA) II 
(DNA directed) polypeptide I (14.5kD) 

>gi_54 8702_sp_P36954_RPB9_HUMAN DNA- DIRECTED RNA POLYMERASE II 

14.5 KD POLYPEPTIDE (RPB9) (RPB14.5) >gi_54 3001_pir S41621 

DNA-directed RNA polymerase (EC 2.7.7.6) II 14 . 5K chain - human 
>gi_397150_emb_CAA8064 9v>-. (Z23102) RNA Polymerase II subunit 14.5 
kD [Homo sapiens] >gi_1905901 (ADO 1 



Seq. No. 



45364 



Seq. ID OJ000221 24. 0315. C6 



46694 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



95916 Strand 

100 End 3782 

OJ000221_24 . 0315 . C6 . o2 . np Method AAT/NAP 

421 End 2787 

5453930 Score 223 

421.. 501, 840. '.'998, 2556.. 2631, 2729. .2787 

polymerase (RNA) II (DNA directed) polypeptide I (14.5kD) 

gi|54 8702|sp|P36954 |RPB9_HUMAN DNA- DIRECTED RNA POLYMERASE II 

14.5 KD POLYPEPTIDE (RPB9) (RPB14.5) gi I 54 3001 | pir | | S4 1621 

DNA-directed RNA polymerase (EC 2.7.7.6) II 14. 5K chain - human 

gi I 397150 |emb|CAA8.0649| (Z23102) RNA Polymerase II subunit 14.5 

kD [Homo sapiens] gi 11905901 (AD001527) HUMAN DNA-DIRECTED RNA 



Seq. No. 


45364 








Seq. ID 


OJ000221__24.0315 


.C6 


Gene No . 


95916 








Strand 






Start 


100 








End 


3782 




Name 


OJ000221 24 


.0315 


.C6.o2. 


gs 


Method 


GEN SCAN 




Start 


2169 








End 


3782 




GI" 


none 








Score 


.76 




Exons 


2169. .2225, 


2508 


. .2631, 


2729 


..2860, 3028.. 3782 




Seq. No. 


45364 








Seq. ID 


OJ000221_24 .0315 


.C6 


Gene No. 


95917 








Strand 






Start 


7444 








End . 


8869 




Name 


OJ000221 24 


.0315 


.C6.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


411 








End 


2760 




GI 


none 








Score 


80 




Exons 


411. .500, 418. .501, 419 


>. .505 


, 838. .999, 


839. .1000, 839. 


.1000, 




840. .1007, 


840. . 


1001, 2556.. 


2633, 2556. 


.2630, 2707.. 2760 


Seq . - No . 


45364 








Seq. ID 


OJ000221_24.0315 


.C6 


Gene No . 


95917 








Strand 






btart 


7444 








End 


8869 




Name 


OJ000221 24 


.0315 


.C6.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


414 








End 


2760 




GI 


none 








Score 


66 




Exons 


414. .476, 416. .475, 418 


. .501 


, 419;. 505, 


838. .999, 840.. 


1007, 




840. .1001, 


2556. 


.2633, 


2556. 


.2627, 2731 


.. .2760 




Seq. No. 


45364 








Seq. ID 


OJ000221_24 .0315 


.C6 


Gene No. 


95917 








Strand 






Start 


7444 . 








End 


8869 




Name 


, OJ000221 24 


.0315 


.C6.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


3995 








End 


4270 




GI 


none 








Score 


257 




Exons 


3995. .4270, 


3999 


. .4145, 


4054 


..4266, 4176. .4268 




Seq. No. 


45364 








Seq. ID 


OJ000221_24 .0315 


.C6 


Gene No. 


95917 








Strand 






Start 


7444 








End 


8869 




Name 


OJ000221 24 


.0315 


.C6.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


4343 








End 


4597 




GI 


none 








Score 


361 




Exons 


4343. .4597, 


4346 


. .4462, 


4378 


. .4596 






Seq. No. 


45364 








Seq. ID 


OJ000221_24 .0315 


.C6 


Gene No. 


95917 








Strand 







46695 



Start 
Name 
Start 
GI 

Exons 



7444 End 
OJ000221_24 . 0315 . C6 . ol . tc Method 
4532 End 

none •• Score 
4532.-4876 



8869 

TBLASTX: Cress 

4876 

205 



Seq. No. 45364 :.-Seq. ID 

Gene No. 95917 Strand 

Start 7444 End 

Name OJ00022 1_24 . 0315 . C6 . 06 . tm Method 

Start 4597 End 

GI none Score 

Exons 4597.. 4770, 4598.. 4771 



OJ000221_24.0315.C6 
8869 

TBLASTX : Maize 

4771 

205 



Seq. No-. 45364 

Gene No. 95917 

Start 7444 

Name OJ000221_24 . 0315 . C6 . ol . ts 

Start 4619 ' 

GI none 

Exons 4619.. 5173, 4621. .4941, 5219. 



Seq. ID OJ000221_24.0315.C6 
Strand 
End 

Method 
End 
Score 
.5332 



8869 

TBLASTX : Soybean 

5332 

382 



Seq. No. 45364 Seq. ID 

Gene No. 95917 Strand 

Start 7444 End 

Name OJ000221_24 . 0315 . C6 . ol . tm Method 

Start .4772 - End 

GI none Score 

Exons 4772.. 5203, 4774.. 5202 



OJ000221_24.0315.C6 
8869 

TBLASTX: Maize 

5203 

699 



Seq. No. 45364 Seq. ID 

Gene No. 95917 Strand 

Start 7444 End 

Name OJ000221__24 . 0315 . C6 . ol . tw Method 

Start 4793 End 

GI none Score 

Exons 4793.. 5224 



OJ000221_24.0315.C6 
8869 

TBLASTX: Wheat 

5224 

232 



Seq. No. 45364 Seq. ID 

Gene No. 95917 Strand 

Start 7444 End 

Name OJ000221_24 : 0315 . C6 . o2 . tm Method 

Start 5204 End 

GI none Score 

Exons 5204.. 5647, 5351.. 5617, 5353.-5646 



OJ000221_24. 0315. C6 
8869 

TBLASTX: Maize 

5647 

408 



Seq. -No- 


45364 




Seq. ID 


OJ000221_24.0315, 


.C6 


Gene No. 


95917 




Strand 






Start 


7444 




.End 


8869 




Name 


OJ000221 24. 


.0315.C6.o2.tc 


Method 


TBLASTX: Cress 




Start 


5351 




End 


5676 




GI 


none 




Score 


189 




Exons 


5351, .5671, 


5467. .5676 








Seq. No. 


45364 




Seq. ID 


OJ000221_24.0315. 


.C6 


Gene No. 


95917 




Strand 






Start 


7444 




End 


8869 





46696 





INCH IIC 


OJ000221 24 0315 C6 o5 no 


nc liiuu 


AAT /MAP 






uLaiL 


74 4 4 ~~ 

/ *i *i *i 


FnH 


8ft fiQ 

O O D -7 








5R52084 

JO JlUOI 




Q7 








7444 7527 8841 8869 












(AL117264} zwh0007 1 TOrvza 


o a 4- ■! T/a 1 
o d ' — l v a. j 








Seq. No. 


45365 


Seq. ID 


OJ000221_21.0314 


.C3 




Gene No. 


95918 


Strand 


+ 






Start 


512 


End 


707 






Name 


OJ000221 21 0314 P3 ol nq 


Mp ■j- h nH 








u Lai U 


512 ~~ 


End 


707 






GI 


none 


Score 


m 7 








51 2 707 










O C L^ • V* \J . 


4 5366 


UCVj • x u 


OJ0002 21 21 0 314 


CI 




fipne No 


95919 


Strand 








Start 


1 


End 


996 






Name 


OJ000221 21.0314.C7.ol.np 


Method 


AAT /NAP 






Start 


1 


End- 


996 






GI 


7444418 


Score 


838 








1. .996 












hypothetical protein T20D16. 


4 - Arabidopsis thaliana 








gi| 2642431 |gb IAAB87099.il (AC002391) putative retroelement 






polyprotein [Arabidopsis thaliana] 








Seq. No. 


45366 


Seq. ID 


ninnn99i 9i n^i/i 




h} - 


Gene No. 


95919 


Strand 


I 






Cfari" 


1 


End 


Q Q £ 

y y o 




- Si 

: = 


LMdlllC 


OJ000221 21.0314 .C7.ol.tc 


Method 


TBLASTX: Cress 






O Lai L 


4 


End 


263 






r;T 

vJ -L 


none 


Score 


82 




T'i H 
: =r 


Fvnn q 

D AUllO 


4. .66, 57. .263, 63. .254, 71. 


.262 








Seq. No. 


45366 


Seq. ID 


OJ000221_21.0314, 


.C7 


f 1 


Gene No. 


95919 


Strand 


+ 






Start 


1 


End 


996 






Name 


OJ000221 21.0314.C7.ol.tw 


Method 


TBLASTX: Wheat 






Start 


63 


End 


590 




i. 5 


GI 


none 


Score 


256 




f~5 


R v on q 


63. .389, 101. .157, 203. .334, 


381. .590, 


428. .553 






Qprr No 


45366 


Seq. ID 


OJ000221_21..0314 . 


,C7 




Gene No. 


• 95919 


Strand 


+ 






Start 


1 


End 


996 






Name 


OJ000221 21.0314.C7.o2.ts 


Method 


TBLASTX: Soybean 






O Lai L 


63 


End 


364 








5509260 


Score 


279 






pvnn<! 


63. .359, 68. .136, 203. .364 










(~1 T Dp<?rr "i n 












Con Nlo 


45366 


Seq. ID 


OJ000221_21.0314 . 


,C7 




Gene No. 


95919 


Strand 


+ 






Start 


1 


End 


996 






Name 


OJ000221 21.0314.C7.ol.gs 


Method 


GENSCAN - 






Start 


141 


End 


812 






GI 


none 


Score 


.53 






Exons 


141. .812 









46697 



• 



Seq. No. 45366 

Gene No. 95919 • 

Start 1 

Name OJ000221_21 . 0314.C7.ol.tm 

Start 183 

GI none 

Exons 183.. 623, 296.. 358 



Seq. ID OJ000221_21.0314.C7 

Strand + 

End 996 

Method TBLASTX : Maize 

End 623 

Score 326 



Seq. No. 45366 

Gene No. 95919 

Start 1 

Name OJ000221_21 . 0314 . C7 . o2 . tc 

Start 408 

GI none 

Exons 408.. 686, 455.. 682 



Seq. ID OJ000221_21.0314.C7 

Strand + 

End 996 

Method TBLASTX : Cress 

End 68 6 

Score 206 



Seq. No. 45366 

Gene No. 95919 

Start 1 

Name OJ000221_21 . 0314 . C7 . ol . ts 

Start 548 

GI none 
Exons 



Seq. ID OJ000221_21.0314.C7 

Strand + 

End 996 

Method TBLASTX : Soybean 

End 980 

Score 181 



548.-724, 549.-725, 737. .817, 738. .980, 864. .980 



Seq. No. 45366 

Gene No. 95919 

Start 1 

Name OJ000221_21 . 0314 . C7 . o2 . tw 

Start 600 

GI none 
Exons 



Seq. ID OJ000221_21.0314.C7 

Strand + 

End 996 

Method TBLASTX : Wheat 

End 98 6 

Score 106 



600. .719, 740. .871, 741. .986, 942. .977 



Seq. No. 45366 

Gene No. 95919 

Start 1 

Name OJ000221_21 . 0314 . C7 . o2 . tm 

Start 732 

GI none 

Exons 732.. 995, 830.. 943 



Seq. ID OJ000221_21.0314.C7 

Strand + 

End 996 

Method TBLASTX : Mai ze 

End 995 

Score 233 



Seq. No. 45367 

Gene No. 95920 

Start 1 

Name OJ000221_21 . 0314 . C8 . ol .np 

Start 1 

GI 2961349 

Exons 1..306 

GI Descrip. (AL022140) LTR retrotransposon like protein [Arabidopsis 
thaliana] 



Seq. ID OJ000221_21.0314.C8. 

Strand + 

End 306 

Method AAT/NAP 

End 306 

Score 228 



Seq. No. 45367 

Gene No. 95921 

Start 409 

Name OJ000221_21 . 0314 . C8 . ol . gs 

Start 409 

GI none 



Seq. ID OJ000221_21.0314.C8 

Strand + 

End 4309 

Method GENSCAN 

End 4309 

Score .57 



46698 



Exons 



409. .487, 932.-946, 4086. .4309 



Seq. No. 45367 Seq. ID 

Gene No. 95922 Strand 

Start 4984 End 

Name OJ000221_21 . 0314 . C8 . ol . ts Method 

Start 1 End 

GI none Score 

Exons 1..150, 3.. 167, 40.. 321, 235.. 321 



OJ000221_21.0314.C8 
5199 

TBLASTX: Soybean 

321 

219 



Seq. No. 4536.7 Seq. ID 

Gene No. 95922 Strand 

Start 4984 End 

Name OJ000221_21 . 0314 . C8 . ol . tm Method 

Start 12 End 

GI none Score 

Exons 12.. 320, 49.. 321, 224.. 322 



OJ000221_21.0314 .C8 
5199 

TBLASTX: Maize 

322 

298 



Seq. No. 45367 Seq. ' ID 

Gene No. 95922 Strand 

Start 4984 End 

Name OJ000221_21 . 0314 . C8 . o2 . gs Method 

Start 4984 End 

ij GI none Score 

il Exons 4984.. 5199 



OJ000221_21.0314.C8 

5199 
GEN SCAN 
5199 
.77 



Seq. No. 45368 Seq. ID OJ000221 

Gene No. 95923 Strand + 

Start 5298 End 8397 

Name OJ000221_21 . 0314 . C9 . ol . gp Method AAT/GAP 

Start 5298 End 8397 

GI 57713_5.R1084 Score 1313 

Exons 5298.. 5403, 5490.. 5738, 5829.. 5928, 7296.. 7361, 
GI Descrip. 1 60151 16/sp | 082653 | ERG ARATH 



21. 0314. C9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8150. .8397 
3.0e-34 GTP-BINDING PROTEIN ERG 
>gi_367 6071_emb_CAA7 697 9_ (Y17 969) ERG protein [Arabidopsis 
thaliana] * 



45368 Seq. ID 

95924 Strand 
1 End 
OJ000221_21.0314 .C9.ol.np Method 

1 ... . End 
7340881 Score 



OJ000221 21. 0314. C9 



2352 
AAT/NAP 
2352 
449 
2117, 2264, 



1..41, 1429. .1729, 1810. .1901, 1994. 
(AP001551) hypothetical protein [Oryza sativa] 

45369 Seq. ID OJ000221 

95925 Strand' + 

1 End 8863 

OJ000221_21. 0314 .C10. ol.np Method AAT/NAP 
1 End 1704 

6063554 Score 142 

1..72, 206. .433, 913. .943, 1558. .1704 
(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) 
correspond to a region of the predicted gene.; 
protein [Oryza sativa] 



.2352 



21.0314 .C10 



■C98611 (E0464) 
hypothetical 



46699 



oeq . LMO . 


A c; q a q 


oeq. id 




Gene No. 


95925 


Strand 


+ ~ 


Start 


1 


End 


8863 


Name 


0,7000991 91 0^1 4 n0 n1 rrc 


Method 


GENSCAN 


OLdl L 


1 fl S ~~ 

J. O J 


End 


8863 


OT 


none 


Score 


.61 


Hi AUi I O 


IRS 4^6 1 SSR ISfiQ 9617 

-LOJ..4.JU, 1JJO • • 1 JO?/ ^ u j. / • • 


2703, 2887. 


,.3127, 3887. .3914, 




49R0 4^69 4499 4S00 69^fl 


..6287, 8253. .8502, 8748. .8863 


Oc^< In \J . 




Seq. ID 


OJ000221_21. 0314 .C10 




95925 


Strand 


+ 


OLqiL 


1 


End 


8863 


Name 


OJ000221 21.0314.C10.o2.np 


Method 


AAT/NAP 


Start 


2446 


End 


2967 




2129618 


Score 


176' 


Exons 


2446. .2967 








hypothetical protein 1 - Arabidopsis thaliana retrotransposon 




Athila gi| 806535 | emb | CAA57397 | (X81801) 


Athila ORF 1 




'•.[Arabidopsis thaliana] 






oeq. in o . 


45369 


Seq. ID 


OJ000221_21. 0314. C10 


Gene No. 


95926 


Strand 




Start 


4280 


End 


5737 


Name 


OJ000221 21.0314.C10.o3.np 


Method 


AAT/NAP 




-4280 


End 


5737 




5852180 


Score 


411 




4280. .4654, 5653. .5737 






tji uescrip . 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 




o e q . in o . 


45369 


Seq. ID 


OJ000221_21. 0314. C10 


Gene No . 


95926 


Strand 




Start 


4280 


End 


5737 


Name 


OJ000221 21.0314.C10.ol.gp 


Method 


AAT/GAP 


Start 


4820 


End 


4890 


GI 


uC-osroM202024h08al 


Score 


82 


Exons 


4820. .4890 






GI Descrip. 


, 5852170/emb|AL117265.1|OST17804 5.0e-84 Oryza sativa 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t 17 804 1 
4 



OJ000221 21. 0314. C10 



45369 
95926 
4.28 0 

OJ000221_21. 0314 .C10. o2.gp 
5031 

uC-osflM202048cl2bl . 
5031. .5552 

f 5257255/dbj | AP000364.il AP000364 2.0e-16 Oryza sativa genomic 
DNA, chromosome" 8, clone : P0026F07 1 



Seq. ID 
Strand 
End 

Method 

End 

Score 



5737 
AAT/GAP 
5552 
826 



45369 Seq. ID 

95927 Strand 

5653 End 
OJ000221_21. 0314. C10. o4 .np Method 

5653 End 

5852180 Score 
5653.. 5737 

(AL117265) zhbOOOlO.l [Oryza sativa] 



OJ000221_21. 0314. C10 

5737 
AAT/NAP 
5737 
69 



46700 




Seq. No. 


45370 


Seq. ID 


OJ000221 


_21 


.0314, 


.Cll 


VjCllG IW • 


J -J Zr ^. O 


C f ran H 


_l_ 
i 








Of -a yf 


1 1 Q4 

-L X -7 4 




x o y o 








Name 


uuuuu^^i ^x.u.3Xfi.uxx.ox.ys 


\A f Vx /-\/^ 

lYie t nou 


P 17 M Q P Zl NI 










1 1 Q4 

J. X -3 1 












P T 


none 


Score 


. DO 










1 1 Q4 1 "368 1 699 1 












O C ^ • INU . 


45370 


Seq. ID 


O.T00099 1 


_ 21 


.0314. 


Cll 


Gene No. 


95929 


Strand 


+ 








Start 


4330 


End 


4713 








LNCUlLt: 


OJ000221 21.0314.Cll.ol.gp 


Method 


ZX ZiT /P.ZX P 








Cf a -r-h 


4330 


End 


fi / X J 








pT 


uC-osflcyp033a04bl 


Score 


ODD 








17" v r*i o 


4330. .4713 












ul UcSCiip. 


1 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


uryza 


sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 










Corr NT 

o e q . ln o • 


45370 


Seq. ID 


OJ000221 


_21. 


.0314. 


Cll 


Gene No. 


95930 


Strand 










Start 


1 


End 


6710 








Name 


OJ000221 21.0314.Cll.ol.np 


Method 


AAT/NAP 










1 


End 


6710 








P T 


5852180 


Score 


629 








U 1 -rjr /"\ -r~\ , 


1..26, 2236. .2306, 3009.. 3420, 3472.. 3579, 4562 


. .4673, 






6671. .6710 












I 1 T d C* /^i V* T K> 

k3± UcbClip . 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 










Seq. No. 


45370 


Seq. ID 


OJ000221 


_21. 


.0314. 


Cll 


Cdno NT 


95930 


Strand 












1 


End 


6710 








Name 


OJ000221 21.0314.Cll.o2.gs 


Method 


GENSCAN 








Of -a y-f 


2957 


End 


6328 








PT 

oX 


none 


Score 


.55 








Exons 


2957. .3579, 6121. .6328 












Seq. No. 


45371 


Seq. ID 


OJ000221_ 


_21. 


0314. 


C12 


otr lie 1NU • 


95931 


Strand 


+ 








Cf a rf" 


834 


End 


2123 








Name 


OJ000221 21.0314.C12.ol.gs 


Method 


GENSCAN 








O Ldil 


834 


End 


2123 








P T 


none 


Score 


.63 








Exons 


834. .2123 












Seq. No. 


45372 


Seq. ID 


OJ000221_ 


_21. 


0314. 


C15 


P o r\ o Nl /"\ 
Vj.tr lie IN (J . 


95932 


Strand 










Of a y-f 


169 


End 


3525 








Name 


OJ000221 21.0314.C15.ol.gs 


Method 


GENSCAN 








Start 


169 


End 


3504 








GI 


none 


Score 


.6 








Exons 


169. .248, 1789. .2009, 2867. .2973, 3080 


..3247, 3460, 


.3504 




Seq. No. 


45372 


Seq. ID 


OJ000221_ 


_21. 


0314. 


C15 


Gene No. 


95932 


Strand 










Start 


169 


End 


3525 








Name 


OJ000221 21.0314.C15.ol.np 


Method 


AAT/NAP 









46701 




Start 2809 End 3525 

GI 7488857 Score 250 

Exons . 2809.. 3525 

GI Descrip. hypothetical protein - fava bean (fragment) 

gi I 2522230 I dbj IBAA22788.il (AB007467) retrotransposon-like gene 
the first amino acid was determined to be leucine [Vicia faba] 



Can Mo 


4 S^7 ^ 




O C ^ • J_ L/ 


o.Tonn99i 91 n^i 4 

UJUUUZZl 61 . U Jl4 


. ± D 


Gene No. 


95933 




Strand 






Start 


46 




End 


882 




ln diut; 




. gs 


Mo "h h /~\H 


u£iiNoLi-iiN 




OtaiL 


H O 


EjIiU. 


ft 8 9 
O O Z 






none 




Score 


■ / 




Exons 


4 4^9 fin 1 Rft 9 










C a rr 

oeq. in u ■ 


4 JJ / J 




otrq . 1 u 


UJUUUZZl Zl.UOlfi 


. LID 


Gene No. 


95933 




Strand 






Start 


46 




End 


882 




Name 


o,Tnnn99i 91 n^i 4 r*i ni 

UuUUUZtl Zl . U Jl4 . LID .Ol 


+- 
. L.C 


Mo "H V 1 ! *H 


TRT 7\ QTY • Pracc 




ouar c. 


9 nfl — 

Z Uo 




Hjno 


^ 1 fi 
0 1 D 






none 




Score 


^ fi 
0 O 




Exons 


9flR m£ 997 4 HQ 4 40 
iUo . . jID; ZZ / . . 4 U I? , 4 4 U 


. . ouz 








Con \lr\ 

o e q . wo. 


4 J J / J 




oeq . lu 


nTnnn99i 9i n^i4 

UJUUUZZl Z1.U014 


. LID 


Gene No. 


95933 




Strand 






Start 


46 




End 


882 




Name 




• Lb 








Q-l- ^ v-h 
OLdi t 


ZOO 




Lna 


fi fi^ 
D DO 




PT 

bl 


none 




S core 






IT 1 v /-\ i^i o 


9C0 cop rc;q 

ZOO. . OZ O / J . . DDj 










o e q . in o . 


ft jj / O 




oeq. iu 


UJUUUZZl Z1.U014 


. LID 


Gene No. 


95933 




Strand 






Start 


46 




End 


882 




Name 


r>Tnnn99i 91 n^i4 n £ ni 

UUUUUZZl ZI . UJ14 .LID. Ol 




T\A /— \ -f~ V^i /""\ /~i 


TiRT AO TV « Ta7K oaf 






9 £ft 
ZOO 




Hjna 


£ £ ^ 

DDj 




ol 


none 




Score 


y D 




Exons 


9££ "349 "31 fi R9P R47 
ZD0..04Z, JlD . . J^Oy O fi / 


• * DDj 








oeq . jno . 


/ cot/ 




beq. iu 


UJUUUZZl Z1.UJ14 


. LI / 


Gene No. 


95934 




Strand 


+- ~~ 




Start 


361 




End 


540 




Name 


nTnnn9 9i 9i n^i4 pi 7 r\i 

UJUUUZZl Zl . U014 . Ll / . Ol 


. gs 


Method 


LblNbLAIN 




o tar z 


TCI 
OOl 




-[->__] 
bna 


o4 U 




GI 


none 




Score 


.97 




Exons 


361. .540 










Seq. No. 


45374 




Seq. ID 


OJ000221_21.0314 


.C17 


Gene No. 


95935 




Strand 


+ 




Start 


2005 




End 


3296 




Name 


OJ000221 21.0314.C17.o2 


.gs 


Method 


GENSCAN 




Start 


2005 




End 


3296 




GI 


none 




Score 


.44 




Exons 


2005. .2110, 3172. .3296 










Seq. No. 


45374 




Seq. ID 


OJ000221_21.0314 


.C17 


Gene No. 


95936 




Strand 







46702 



Start 
Name 
Start 
GI 

Exons 



3783 End 3880 

OJ000221_21 . 0314 .C17 . o3 . gs Method GENSCAN 

3783 End 3880 

none Score .85 
3783. .3880 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45375 
95937 
1371 

OJ000221_21. 0314 .C18.ol.np 
1371 
7523686 
1371. .1578 

(AC009526) Similar to Athila ORF 1 [Arabidopsis thaliana] 



Seq. ID OJ000221_21.0314.C18 

Strand + 

End 1578 

Method AAT/NAP 

End 1578 

Score 102 



45375 
95938 
889 

OJ000221_21.0314 .C18.ol.gs 

889 

none 



Seq. ID OJ000221_21.0314.C18 
Strand 

End 1476 

Method GENSCAN 

End 1476 

Score . 6 



889. .964, 1102. .1187, 1471. .1476 



Seq. No. 45376 

Gene No. 95939 

Start 61 

Name ■ OJ000221_21 . 0314 . CI 9 . ol . gs 

Start 61 

GI none 
Exons 



Seq. ID OJ000221_21.0314.C19 

Strand + 

End 1308 

Method GENSCAN 

End 1308 

Score .51 



61. .273, 372. .441, 518. .749, 1130. .1190, 1284. .1308 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45377 
95940 
411 

OJ000221_21. 0314 .C20.ol.gs 

411 

none 



Seq. ID OJ000221_21.0314.C20 

Strand + 

End 167 6 

Method GENSCAN 

End 167 6 

Score .91 



411. .523, 1274. .1343, 1566. .1676 



Seq. No. 45378 

Gene No. 95941 

Start 366 

Name OJ000221_21 . 0314 . C21 . ol . gs 

Start 366. 

GI none 

Exons 366.. 482 



Seq. ID OJ000221_21.0314.C21 

Strand + 

End . 4 82 

Method GENSCAN 

End 482 

Score .95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



45379 
95942 
16 

OJ000221_21. 0314 .C22.ol.gs 
16 

none 



Seq. ID OJ000221_21.0314.C22 
Strand 

End 3488 

Method GENSCAN 

End 3488 

Score .43 



16. .156, 268. .401, 687. .903, 1149. .1468, 2495. .2661, 3454. .3.488 



45379 
95943 



Seq. ID OJ000221_21.0314.C22 
Strand 



46703 



Start 3648 End 4854 

Name OJ000221_21 . 0314 . C22 . ol . np Method AAT/NAP 

Start 3648.,. End 4854 

GI 6063554 Score 137 

Exons. 3648.. 3821, 4730.. 4854 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ), C71850 (E0464 ) ,098611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


4 oo / y 


Seq. ID 


OJ000221 21.0314 


. CZZ 


Gene No. 


95943 


Strand 






Start 


3648 


End 


4854 




Name 


OJUUOzzl Z 1 . Uj 14 . CZZ . oZ . np 


Method 


AAT/NAP 




Start 


4376 


End 


4854 




GI 


5852178 


Score 


134 




Exons 


4376. .4470, 4759. .4854 








GI Descrip. 


t i\ t i 1 lore \ i_ i_ a o r\ o i r s~\ „ . . ^_ 

(AL117265) zhb0008.1 [Oryza 


sativa] 






Seq. No. 


45380 


Seq. ID 


OJ000221_21.0314 


. C23 


Gene No. 


9594 4 


Strand 


+ 




Start 


1 


End 


1624 




Name 


OJ000221_21. 0314 .C23.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1624 




GI 


50424 63 


Score 


72 




Exons 


1..59, 538. .807, 1543. .1624 








GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 




Seq. No. 


45380 


Seq. ID 


OJ000221_21.0314 


. C23 


Gene No. 


95945 


Strand 


+ 




Start 


2239 


End 


2854 




Name 


y^TAAAOOT Ol HOI/I pOl _ o „ „ 

OJ0U0z21 ^1 . 0 J14 . CZ 3 . o2 . np 


Method 


AAT/NAP 




Start 


2239 


End 


2854 




GI 


A A 1 TOO/" 

4417306 


Score 


264 




Exons 


2239 . . 2854 








GI Descrip. 


(AC006446) putative Atnila 


retroelement 0RF1 protein 






[Arabidopsis thaliana] 








Seq. No. 


45380 


Seq. ID 


OJ000221_21.0314 


.C23 


Gene No. 


95946 


Strand 






Start 


595 


End 


2848 




Name 


OJ000221 21.0314.C23.ol.gs 


Method 


GENSCAN 




O Lai L 


595 


End 


2747 




GI 


none 


Score 


.77 




Exons 


595. .725, 2162. .2294, 2361. 


.2516, 2628. 


.2747 




Seq. No. 


45380 


Seq. ID 


OJ000221_21.0314 


.C23 


Gene No. 


95946 


Strand 






Start 


595 


End 


2848 




Name 


OJ000221 21.0314 .C23.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2502 


End 


2848 




GI 


none 


Score 


93 




Exons 


2502. .2618, 2634. .2696, 2684. .2848 






Seq. No. 


45381 


Seq. ID 


OJ000221_21.0314 


.C24 


Gene No. 


95947 


Strand 


+ 




Start 


110 


End 


3296 




Name 


OJ000221 21.0314.C24.ol.gs 


Method 


GENSCAN 





46704 





O La. IT U 


110 












none 




Score 


. JO 




Exons 


110. .181, 339. .1187, 1513.. 








o e q . in u . 


45381 










\jj cue nu • 


95947 




Strand 


+ 






110 




End 


3296 




Name 


OJ000221 21.0314.C24.ol 


.np 


Method 


AAT/NAP 




Start 


327 




End 


1034 






7488857 




Score 


286 




P 1 von q 


327. .1034 












hypothetical protein - 


f ava 


bean (fragment) 






gi | 2522230 | dbj I BAA22788 


.11 


(AB007467) 


retrotran 






the' first amino acid was determined to 


be leuci: 




Seq. No. 


45381 




Seq. ID 


n,innn9 9 1 




Gene No. 


95948 




Strand 






u Ldi. L 


5001 




End 


JJUJ 








.gs 


Method 


vjCj IN O ^r\LN 




OLal L 


5001 




End 


JJUJ 






none 




• Score 


.54 




Fvatic 


5001. .5305 










oeq. in o. . 


45381 




Seq. ID 






Gene No. 


95949 




Strand 






Start 


6001 




End 


£d 9fi 




Mam o 

LN ClllLG 


OJ000221 21.0314.C24.o2 


.np 


Method 


a zx t /Map 




OLdll. 


6001 




End 


041 Z 0 






7340868 




Score 


-L O vj 




Exons 


6001. . 6428 










(~1 T Hocpr"! n 
o J. ucoLIl[; . 


(AP001551) hypothetical 


protein [Oryza 


sativa] 


fy 

3. 


Seq. No. 


45382 




Seq. ID 


OJ000221 


Gene No. 


95950 




Strand 




[3 


O U d -L u 


521 




End 


1573 




ln dint; 


OJ000221 21.0314.C25.ol 


.gs 


Method 


GENSCAN 




Of- a v-f- 


521 




End 


1573 






none 




Score 


.96 






521. .1573 








r :=5 s 


Sea No 


45382 




Seq. ID 


OJ000221 




Gene No. 


95951 




Strand 






Start 


3072 




End 


3825 




Name 


OJ000221 21.0314.C25.o2 


.gs 


Method 


GENSCAN 




Start 


3072 




End 


3825 




GI 


none 




Score 


.62 




Exons 


3072. .3547, . 3669. .3825 









Seq. No. 45382 

Gene No. 95952 

Start 4685 

Name OJ000221_21 . 0314 . C25 . ol . np 

Start 4685 

GI 6466937 

Exons 4685.. 4733, 5857.. 7467, 9341 
GI Descrip. 



Seq. ID OJ00022.1_21.0314.C25 
Strand 

End 94 4 8 

Method AAT/NAP 

End 9448 

Score 1009 
9448 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



46705 



Seq. No. 


45382 








Seq. ID 


OJ000221_21.0314 .C25 


P orio NT f~\ 

bene no . 










Strand 




btart 


4 boo 








End 


9448 


Name 


UJUUUZZ1 Zl 


. UOl4 


. bZO . Oj . 


.gs 


Method 


GEN SCAN 


bear t 


ccnfl 
jjUU 








End 


8820 


P T 
bl 


none 








Score 


.47 


Exons 


OjUU . . 0 / Z O , 


0 / / u 


. . dq y 1 , 


D y Dj . 


.7226, 7748. .7979, 8318. .8820 


Seq. No,. 


45382 








Seq. ID 


OJ000221_21.0314.C25 


Gene No. 


95952 








Strand 




Qf a r~+- 


fl DO O 








End 


9448 


Name 


UJ UUUzZl Z 1 , 


. U 014 . 


. uzo . oz , 


f m 


Method 


TBLASTX: Maize 


Of o vf 


0/01 








End 


6362 


PT 
bl 


none 








Score 


81 


TT* v /*\ r"i 0 


0/01. . JolD/ 


0 / D 1 . 


r q r n 
. . 00 0 u , 


en cr 
0 / DO . 


.5857, 5767. .5856, 5862. .6002, 




enen CI/11 
0 yOU . . Ol4 1 / 


DUjj, 


coco 
. . Dj dZ , 


Dlo4 . 


.6291 




Seq. No*. 


, ■ 45382 








Seq. ID 


OJ000221_21.0314.C25 


bene ino . 


y 0 yOZ 








Strand 




Of a -r-f 

0 tar l. 


/ roc 
4 DO J 








End 


9448 


Name 


p th n n 0 0 1 0 1 
uj uuuzz 1 . 


m 1 a 


pO R ^ 0 

. bzO . Oz . 


ft! 

tw 


Method 


TBLASTX : Wheat 


Of 3 >-f 

beam 


0 y do 








End 


6335 


P T 

bi 


none 








Score 


148 


Exons 


0 y DO . . bZOZ , 


0 y y<i . 


, . D OOO , 


■ bUoo . 


.6283, 6042. .6302 


Seq. No-. 


45382 








Seq. ID 


OJ000221_21.0314.C25 


bene no . 


yo y oz 








Strand 




Cf 5 v-f 


4 DO 0 








End 


9448 


Name 


UJUUUzZl zl . 


mi /i 
. U o!4 . 


pne — 1 
. bz 0 . Ol . 


f TW 

tm 


Method 


TBLASTX: Maize 


Cf = vf 


D4 uz 








End 


7037 


ul 


none 








Score 


354 


Exons 


D4UZ . . / (Jo / , 


d4Uj . 


. byjb, 


£ A R O 

b4 00 . 


.7037 




Seq. No. 


45382 








Seq. ID 


OJ000221_21.0314.C25 


bene lno • 


Q R Q R 9 

y 0 y 0 z 








Strand 




Of 3 r-f 


>l (roc 
4 DO 0 








End 


9448 


Name 


UJUUUzZl zl . 


U J14 . 


poc „ 0 

bz 0 . Oj . 


f t t 


Method 


TBLASTX: Wheat 


Of a -y-f 

O Lai L 


0 *± UZ 








End 


6782 


pT 
bl 


none 








Score 


70 


CjXons 


p4Uz. .D/OZ, 


04 U O . 


. bbo / 








Seq. No. 


45382 








Seq. ID 


OJ000221_21.0314.C25 


bene ino . 


yoyoz 








Strand 




0 rare 


4 DO 0 








End 


9448 


Name 


UJ U U UzZ 1 zl. 


U 0 1 4 . 


poc ^ l 
bzO . Ol . 


ts 


Method 


TBLASTX: Soybean 




DDjj 








End 


7017 


P T 
bl 


none 








Score 


91 


Exons 


DOOJ . . / U 1 D / 


b / z 1 . 


. /Ul / 








Seq. No. 


45382 








Seq. ID 


OJ000221_21.0314.C25 


Gene No. 


95952 








Strand 




Start 


4685 








•End 


9448 


Name 


OJ000221 21. 


0314. 


C25.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


6873 








End 


7304 


GI 


none 








Score 


131 


Exons 


6873. .7304, 


6877. 


.7131, 


6885. 


.7259 





46706 




Seq. No. 


45382 


Seq. ID 


OJ000221_21.0314 .C25 




QS9 


Strand 








End 


9448 


Name 


Z1.uj11.LZj.Oj. tin 


Method 


TBLASTX: Maize 


Q +- T~t- 
O LaL L 


70^fl ~ 

/ U J o 


End 


7446 


C T 


none 


Score 


88 


HtXUllb 


70*3ft 71£Q 70?R 7974 79fl1 
/ U JO . . / J. O :7 , /UjO . . / Z / ft , / Z O 1 . 


.7445, 7317. .7442, 7318. .7446 


Con Mn 


45383 


Seq. ID 


OJ000221_21.0314.C26 


fipnp No 


95953 


Strand 


+ 


Start 


7331 


End 


9024 


Name 


OJ000221 21.0314 .C26.ol.np 


Method 


AAT/NAP 


DLdl L 


7331 


End 


9024 


C T 


6907087 


Score 


753 


Exons 


7331. .8383, 8923. .9024 








(AP001129) ESTs C72771 (E2215) ,AU082313 (E2215) correspond to 




region of the predicted . gene . 


; hypothetical protein [Oryza 




sativa] 






oeq . ino . 


45383 


Seq. ID 


OJ000221 21.0314.C26 


Gene No. 


95954 


Strand 


+ 


Start 


11374 


End 


11624 


Name 


OJ000221 21.0314 .C26.ol.gp 


Method 


AAT/GAP 


otart 


11374 


End 


11624 


C T 


101153 1.R1084 


Score 


397 


TP /-\ y\ o 


11374 . . 11624 






bi uescrip. 


' 5852170/emb|AL117265. 1 I0ST17 


804 l.Oe- 


115 Oryza satiya 




indica(GLA4) genomic DNA, chromosome 4 


, BAC clone: tl7804 1 


Seq. No. 


45383 


Seq. ID 


OJ000221_21 . 0314 .C2 6 


Gene No. 


95955 


Strand 


+ 


Start 


12015 


End 


12903 


Name 


OJ000221 21.0314.C26.o2.gp 


Method 


AAT/GAP 


Start 


12015 


End 


12902 


GI 


4107138 


Score 


1161 



U Exons 12015.. 12902 

GI Descrip. 5852170/emb j AL1 17265 . 1 1 OST17 804 1.0e-149 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone: 1 17 804 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45383 Seq. ID 

95955 Strand 
12015 End 
OJ000221__21.0314.C26.o3.gp Method 
12015 End 
4107138 Score 
12015. .12903 

5852170/emblAL117265.1|OST17804 1.0e-149 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone: tl7804 



OJ000221_21.0314 .C26 
+ 

12903 
AAT/GAP 
12903 
1159 



45383 Seq. ID 

95955 Strand 

12015 End 
OJ000221_21 . 0314 . C26 . o4 . gp Method 

12626 End 

61605_1.R1084 Score 
12626. . 12900 



OJ000221_21.0314 .C2 6 
+ 

12903 
AAT/GAP 
12900 
460 



46707 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'5852170/emb|AL117265.1|OST17804 1.0e-137 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 1 



45383 
95956 
621 

OJ000221_21.0314.C26.ol.gs 

621 

none • 



Seq. ID OJ000221_21.0314.C26 
Strand 

End 4422 

Method GENSCAN 

End 4422 

Score . 92 



621. .686, 1613. .1759, 2675. .2767, 2792. .2958, 3036. .3615, 
4291. .4422 



Seq. No. 45383 

Gene No. 95957 

Start 6641 

Name OJ000221_21 . 0314 . C26 . o2 . gs 

Start 6641 

GI none 
Exons 



Seq. ID OJ000221_21.0314.C26 
Strand 

End 8693 

Method GENSCAN 

End 8693 

Score .59 



6641. .6686, 6753. .7030, 7326. .7439, 7959. .8183, 8473. .8567, 
8597. .8693 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seqi No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



45383 
95958 
10309 

OJ000221_21.0314.C26.o3.gs 

10309 
none 



Seq. ID OJ000221_21.0314.C26 
Strand 

End 15862 

Method GENSCAN 

End 15724 

Score .54 

10309. .10961, 11965. .12089, 12910 .. 1304 6, 13143 .. 13195, 
14562. .14671, 15240. .15724 



45383 
95958 
10309 

OJ000221_21.0314.C2 6.o2.np 
13705 
4416302 
^13705. .13798, 15159. .15862 
(AF105716') copia-type pol polyprotein .[*Zea mays] 



Seq. ID OJ000221__21.0314.C26 
Strand 

End 15862 

Method AAT/NAP 

End 15862 

Score 587 



45383 
95958 
10309 

OJ000221_21.0314.C26.ol.tm 

15164 

none 



Seq. ID OJ000221_21.0314.C26 
Strand 

End 15862 

Method TBLASTX :'Mai ze 

End 15566 

Score 99 



15164. .15565, 15165 .. 15374 , 15287 .. 15559, 15429. .15566 



45383 
95958 
10309 

OJ000221_21.0314.C2 6.ol.tw 

15164 

none 

15164. .15385, 15410. .15559 

45383 
95958 



Seq. ID OJ000221_21.0314.C26 
Strand 

End 15862 

Method TBLASTX : Wheat 

End 15559 

Score 104 



Seq. ID OJ000221_21.0314.C26 
Strand 



46708 



otart 


lUouy 


End 


15862 




Name 


UJUUUZZl Z 1 . U Jl h . b . Ol . u S 


Method 


TBLASTX: Soybean 




otart 


1 CI QT 

i o i y / 


End . 


15598- 




bl 


none 


Score 


66 




Exons 


1 CI Q7 1 CCQQ 1 CI QP 1 CO^Q 


15203. . 15373, 154 35. . 15581 




Seq. No. 


45383 


Seq. ID 


OJ000221 21.0314 


.C26 


Gene No. 


95958 


Strand 


- 




Of art* 


1U jU^ 


End 


15862 




Name 


ujuuuzzi z i . u -j 1 4 • b/o t • tin 


Method 


TBLASTX: Maize 




btart 


1 DO O / 


End 


15796 






none 


Score 


102 




Exons 


loot)/. , id / y4, iDooy . . i j / yb 








oeq . NO . 


4 0 JO 4 


Seq. ID 


OJ000221_20.0314 


p i 
. bl 


bene lno . 


95959 


Strand 


+ 




O Lai L 


1 


End 


1928 




Name 


OJ000221 20.0314 . CI. o2.np 


Method 


AAT/NAP 




Start 


1 


'End 


1928 




P T 
bl 


6016874 


Score 


304 




Exons 


1..24, 1649. .1928 








GI Descrip. 


(AP000570) ESTs C19143 (E10020) , D25076 (R3116) correspond 


to a 




region of the predicted gene 


. ; Similar 


to putative AC 9 






transposase. (P03010.) [Oryza 


sativa] 






beq . NO . 


45384 


Seq. ID 


OJ000221_20.0314 


. 01 


Gene No. 


95959 


Strand 


+ 




Start 


1 


End 


1928 . 




Name 


OJ000221 20.0314.Cl.ol.np 


Method 


AAT/NAP 




otart 


1406 


End 


1553 




P T 
bl 


6907084 


Score 


258 




Exons 


1406. . 1553 








GI Descrip . 


(AP001129) hypothetical protein [Oryza 


sativa] 




oeq . NO . 


45385 


Seq. ID 


OJ000221_20.0314 


. Cz 




95960 


Strand 


+ 




Start 


227 


End 


1952 




Name 


OJ000221 20.0314 .C2.ol.gp 


Method 


AAT/GAP 




Of 3 7-4- 

otart 


227 


End 


797 




P T 
bl 


82333 1.R1084 


Score 


397 




Exons 


227. .293, 448. .558, 676. .797 








bi uescrip. 


! 99809/pir| IS24950 5.0e-20 gene BplO protein - rape 






>gi_177 95_emb_CAA4 7177_ (X66608) Bplo 


[Brassica napus] f 




ocC]. NO. 


45385 


Seq. ID 


OJ000221_20.0314 


. bz 


belie NO . 


95960 


Strand 


+ 




Start 


227 


End 


. 1952 




Name 


OJ000221 20.0314 .C2.ol.np 


Method ' 


AAT/NAP 




Start 


313 


End 


1952 




GI 


6907083 


Score 


1338 




Exons 


313. .558, 676. .946, 1034. .1172, 1451.. 


1952 




GI Descrip. 


(AP001129) ESTs AU082304 (C61278 ) , C934 63 (C50982 ) correspond to 




region of the predicted gene 


. ; Similar 


to Arabidopsis thaliana 



DNA chromosome 4, BAC clone F24A6, Pollen- specific protein 
precursor like. (AL035396) [Oryza sativa] 



Seq. No. 



45385 



Seq. ID OJ000221 20. 0314. C2 



46709 




Gene No. 


95960 




Strand 


+ 


otart 


227 




bna 


i y oz 


Name 


OJ000221 20.0314.C2.ol. 


tc 


jxietnoa 


TOT 7\CTIV . f'-w-^mm 

l BLASTX : Cress 




446 




bna 


yo4 


bl 


none 




Score 


1 Z 


IT 1 V V"V T*"\ 


446. .562, 677. .946, 679. .948, 


o / y . . y o 4 




Seq. No. 


45385 




Seq. ID 


OJ000221 20. 0314. C2 


Gene No. 


95960 




Strand 


+ 




227 




T? r-\ 


i y oz 


Name 


OJ000221 20.0314.C2.ol. 


ts 


Method 


TOT 7\OTV • pAifUniw 

i D-LAb i a : boyoean 


O "I 1 4~ 

o t art 


446 






Q A C 

y 4 o 


C T 
bl 


none 




Score 


o U 


T7 1 »7 /"v y*v 


446. .562, 653. .946, 674 


:. .931, 


o / y . . y j y 




Seq. No. 


45385 




Seq. ID 


OJ000221_20.0314 .C2 


Gene No. 


95960 




Strand 


+ 




227 




End 


1 QCO 

i y oz 


Name 


OJ000221 20.0314.C2.ol. 


gs 


Method 


bLNbLAN 


C -~, -K- 4- 

otart 


449 




End 


1 CCl 

loo/ 


P T 


none 




Score 


O, A 

. y4 


Exons 


449. .558, 676. .946, 1034. .1172, 1451.. 


lob / 


Seq. No. 


45385 




Seq. ID 


OJ000221_20.0314.C2 


Gene No. 


95960 




Strand 


+ 


otart 


227 




End 


i yoz 


Name 


OJUUUZZl ZU . (Jol4 . C2 . 02 . 


tm 


Method ■ 


1 BLAb 1 x : Ma i ze 


Of 1 vf 

btart 


673 




End 


ybo 


P T 


none 




Score 


A O A 

4 Z4 


Exons 


673. .948, 674. .955 








beq. no. 


45385 




Seq. ID 


OJ000221_20.0314.C2 


Gene No. 


95960 




Strand 


+ 


Start 


227 




End 


1952 


Name 


OJ000221 20.0314.C2.ol. 


tm 


Method 


TBLASTX: Maize . 


btart 


1032 




End 


1737 


P T 


none 




Score 


112 


Exons 


1032. .1172, 1034. . 1174, 


1037. 


.1174, 1449. .1736, 1449.. 1736, 




1450. .1737, 1450. .1737 








Seq. No. 


45385 




Seq. ID 


OJ000221_20.0314.C2 


Gene No. 


95960 




Strand 


+ 


Of a y~j~ 

o T_ a. r T_ 


227 




End 


1952 


Name 


OJ000221 20.0314.C2.o2. 


ts 


Method 


TBLASTX: Soybean 




1034 




End 


1737 


P T 
bl 


none 




Score 


207 


Exons 


1034. .1174, -1034. .1165, 


1084 . 


.1173, 1449.. 1736, 1450.. 1737 


Seq. No. 


45385 




Seq. ID 


OJ000221_20.0314.C2 


Gene No. 


95960 




Strand 


+ 


Start 


227 




End 


1952 


Name 


OJ000221 20.0314.C2.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


1049 




End 


. 1731 


GI 


none 




Score 


44 


Exons 


1049. .1075, 1127. .1174, 


1449. , 


.1631, 1450. .1731, 1450. .1719 


Seq. No. 


45386 




Seq. ID 


OJ000221_20.0314 .C6 



46710- 





Gene No. 


95961 


Strand 






Start 


943 


End 


2716 




Name 


OJ000221 20.0314.C6.ol.np 


Method 


AAT/NAP 




Start 


943 


End 


2716 




GI 


6907101 


Score 


1516 




Exons 


943. .1376, 2233. .2716 








GI Descrip. 


(AP001129) Similar to Chlorella vulgaris C-27 chloroplast DNA, 






cell division inhibitor MinD. 


(AB001684) [Oryza sativa] 




Seq. No. 


45386 


Seq. ID 


OJUUU221 20. 0314. Co 




Gene No. 


95961 


Strand 






Start 


943 


End 


2716 




Name 


OJ000221 20.0314.C6.ol.gs 


Method 


GENSCAN 




Start 


948 


End 


2716 




GI 


none 


Score 


.73 




Exons 


948. .1376, 2233. .2716 








Seq. No. 


45386 


Seq. ID 


OJ000221.-20.0314.C6 




Gene No. 


95962 


Strand 






Start 


4039 


End 


5247 




Name 


OJ000221 20.0314.C6.ol.ts 


Method 


TBLASTX: Soybean 




Start 


923 


End 


1243 




GI 


none- 


Score 


54 




Exons 


923. .967, 982.. 1242, 983.. 1243 






Seq. No. 


45386 


Seq. ID 


OJ000221_20.0314.C6 




Gene No. 


95962 


Strand 




Jl- SSt. 


Start 


4039 


End 


5247 


IJ 


Name 


OJ000221 20.0314.C6.o2.ts 


Method 


TBLASTX: Soybean 




Start 


1244 


End 


2449 




GI 


none 


Score 


145 


ru 


Exons 


1244. .1393, 1246. .1377, 2222. 


.2278, 2279. .2449, 2295. .2351, 






2384 . .2425 








Seq. No. 


45386 


Seq. ID 


OJ000221_20.0314.C6 


S ! 


Gene No . 


95962 


Strand 




i . 


Start 


4039 


End 


5247. 




Name 


OJ000221 20.0314.C6.ol.gp 


Method 


AAT/GAP 




Start 


3604 


End 


5247 




GI 


15929 1.R1084 


Score 


2244 




Exons 


3604. .4202, 4711. .5247 








GI Descrip. 


•6069663/dbj |BAA85439.1| 5 . 0e- 


-44 (AP000616) ESTs 



C72127 (E1041) , AU078646 (E1041) correspond to a region of the 
predicted gene.; similar to Arabidopsis thaliana BAC F3D13; 
similar to Medicago truncatula MtN2 (AF069300). [Oryza sativa] ' 



Seq. No. 45386 
Gene No.. 95962 
Start 4039 

Name ' OJ000221_20 . 0314 . C6 . ol . tm 

Start 3976 
GI none 

Exons 3976..3993, 4039.. 4101, 4040. 

4112. .4210, 4117. .4221, 4117. 
4710. .4889, 4715. .4900, 4895. 
5126. .5245, 5128. .5244, 5139. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000221 20. 0314. C6 



5247 

TBLASTX: Maize 
5246 
69 

4120, 4077. .4199, 4085. .4210, 
4221, 4702. .4881, 4709. .4900, 
5113, 4895. .5110, 4942. .5118, 
5246 



46711 



Seq. No. 


45386 




Seq. ID 


OJ000221_ 


20, 


.0314 


.C6 


Gene No. 


95962 




Strand 










Start 


A A O. Q 

4 u jy 




End 


524 7 








Name 


OJUUU221 20 


. 0314 . C6 . o2 . gs 


Method 


GENSCAN 








Start 


40o9 


p _. _i 
End 


5172 










none 




Score 


o o 








Exons 


x a o n >i o a o 
4 QJ9 . . 4202, 


4711 . .4879, 5080 . 


.5172 










Seq. No. 


A C O O H 

4 5 Jo 6 




Seq. ID 


t A A A A O 1 

OJ000221 


O A 

20 . 


. 0314 , 


. C6 


OGIIC LNtJ . 






Strand 










Start 


4039 




End 


5247 








Name 


OJ000221 20 


.0314 .C6.o2.np 


Method 


AAT/NAP 








Start 


4042 




End 


5247 








GI 


6907100 




Score 


1231 








Exons 


4042. .4202, 


4711. .5247 












GI Descrip. 


(AP001129) : 


ESTs C99736(E21196) ,AU030984 (E60527) , 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI ■ 
Exons 



AU030985 (E60527) correspond to a region of the predicted gene. 
Similar to Arabidopsis thaliana .BAC IG002N01; A. thaliana cDNA 
T20924. (AF007269) [Oryza sativa] 



45387 
95963 
1 

OJ000221_20.0314 .C7.ol.np 

r' 

6907100 

1..56, 410. .603, 646. .784, 



OJ000221 20.. 0314. C7 



Seq. ID _ 
Strand 

End 2798 
Method AAT/NAP 
End 1384 
Score 972 
1079. .1384 

(AP001129) ESTs C99736 (E21196) , AU030984 (E60527 ) , 
AU030985 (E60527 ) correspond to a region of the predicted gene. 
Similar to Arabidopsis thaliana BAC IG002N01; A. thaliana cDNA 
T20924. (AF007269) [Oryza sativa] 



45387 
95963 
1 

OJ000221_20.0314 .C7.o2.np 
1 

'7485234' 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000221 20. 0314. C7 



2798 
AAT/NAP 
2798 
262 

1..21, 1099. .1590, 1686. .1857, 2194. .2584, 2724. .2798 
hypothetical protein A_IG002N01.4 - Arabidopsis thaliana 
gi I 2191145 | gb| AAB61032.il (AF007269) A_IG002N01.4 gene product 
[Arabidopsis thaliana] 



45387 Seq. ID 

95963 Strand 

1 ' End 

OJ000221_20.0314 .C7.ol.gs Method 

404 End 

none Score 
404. .784, 1079. .1395, 1479. .1584, 1683. 
2483. .2584, 2691. .2725 



OJ000221_20.0314 .C7 

2798 
GENSCAN 
2725 
.83 

.1861, 2198. .2394, 



Seq. No. 45387 Seq. ID 

Gene No. 95963 Strand 

Start 1 End 

Name OJ000221_20 . 0314 . C7 . ol . tm Method 

Start 409 End 



OJ0002-21_20.0314.C7 
2798 

TBLASTX: Maize 
688 



46712 



GI 

Exons 



none Score 
409. .687, 410. .688, 411. .683 



266 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45387 
95963 
1 

OJ000221_20.0314 .C7.ol.gp 
565 

85719_1.R1084 
565.-784, 1079.. 1395, 



Seq. TD 
Strand 
End 

Method 
End 
Score 
1479. .1584, 1683 



OJ000221_20.0314 .C7 

2798 
AAT/GAP 
1714 
1238 
. . 1714 



f 6002780/gb I AAF00138.il AF14 9806_5 2.0e-45 
[Oryza sativa] 1 



(AF149806) unknown 



45387 
95963 
1 

OJ000221_20 . 0314 . C7 . o2 . tm 

1073 

none 

1073. .1231, 
1220. .1318 



Seq. ID 

Strand 

End 

Method ■ 

End 

Score 



OJ000221_20.0314.C7 
2798 

TBLASTX: Maize 

1321 

124 



1077. .1187, 1096. .1215, 1178. .1321, 1204. .1308, 



Seq. No. 45387 

Gene No. 95963 

Start 1 

Name OJ000221_20 . 0314 . C7 . oi . ts 

Start 1100 

GI none 

Exons 1100.. 1300, 
1686.. 1736, 



1340. .1393, 1346. 
1767. .1859, 1768. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1396, 1462 
.1830 



OJ000221 20. 0314. C7 



2798 

TBLASTX: Soybean 
1859 
57 

1608, 1480. .1596, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45387 Seq. ID 

95963 Strand 
1 End 
OJ000221_20 . 0314 . C7 . o2 . gp Method 
2474 End 
41505_1.R1084 , Score 

2474. .2584, 2691. .2798 ^' 

, 6002775/gb|AF149806.1|AF149806 1.0e-137 Oryza sativa 
hypothetical protein, fertilin alpha subunit, membrane protein 
homolog, and Myb-related protein genes, complete cds; and 
unknown gene 1 



OJ000221_20.0314.C7 

2798 
AAT/GAP 
2798 
363 



45388 Seq. ID 

95964 Strand 

769 End 

OJ000221_20 . 0314 . C8 . ol . gs Method 

769 End 

none Score 

769. .938, 1501. .1558, 2756. .2776 



Seq. No. 45388 Seq. ID 

Gene No. 95964 Strand 

Start 7 69 v: > End 

Name OJ000221_20 . 0314 . C8 . ol . np Method 

Start 769 End 

GI 6002779 Score 



OJ000221_20.0314.C8 
+ 

2776 
GENSCAN 
2776 
.87 



OJ000221_20.0314.C8 
+ 

277 6 ■ 
AAT/NAP 
1561 
481 



46713 



Exons 

GI Descrip. 

Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



769. .961, 1448. .1561 

(AF149806) Myb-related protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000221 20. 0314. C8 



45388 
95965 
1 

OJ000221_20.0314 .C8.ol.gp 
1 

41505_1.R1084 
1..58, 157. .289 

' 6002775/gb|AF149806.1|AF149806 1.0e-137 Oryza sativa 
hypothetical protein, fertilin alpha subunit, membrane protein 
homolog, and Myb-related protein genes, complete cds; and 
unknown gene 1 



289 

AAT/GAP 

289 

347 





beq. ino. 


45388 




Seq. ID 


OJ000221_20.0314 


.C8 




Gene No . 


95966 




Strand 








otart 


841 




End 


2481 






Name 


OJ000221 20.0314.C8.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


841 




End 


2481 






C T 


none 




Score 


116 






Exons 


841. .939, 881. .937, 1504. .1557, 1505.. 


1561, 2143. .2265, 








9147 99H£ 91 £H 99£7 


9 1 £ 1 
Z101 . 


.2268, 2366.-2422, 2367. .2468, 






9"5£Q 9/17Q ooco o /I Q 1 
ZJQC5 . . / O , Z-3Dtf. . Z 4 O ± 










i ^ £ 

ifi 


oeq . cm o . 


/i coop 
<± D JO O 




Seq. ID 


OJ000221_20.0314 


c o 
. v^o 




t^ene ino . 


y d y D d 




Strand 






z : : 
: w 


Start 


Q /I 1 
o 4 i 




End 


2481 




iJ 


Name 


n.Tonn99i 9n n^i 4 rp ni 

UUUUUZZl ZU . U O X 4 . k^O . (J X • 


f" T.I 

LW 


Method . 


TBLASTX: Wheat 






OLdiL 


2142 




End 


2268 




%J 


r* t 


none 




Score 


93 




?■: = 


Exons 


2142. .2267, 2143. .2247, 


2143. 


.2268, 2144. .2266 




» ; 


beq . ino . 


45389 




Seq. ID 


OJ000221_20.0314 


.C9 


? =~ 


Gene No . 


95967 




Strand 


+ 




V. 1 


DtdX L 


55 




End 


328 






Name 


- OJ000221 20.0314.C9.ol. 


gs _ 


Method 


GENSCAN 






Start 


55 




End 


328 






GI 


none 




Score 


.64 






Exons 


55. .183, 293. .328 










i 


Seq. No. 


45389 




Seq. ID 


OJ000221_20.0314 


.C9 




Gene No. 


95968 




Strand 








Start 


664 




End 


1451 






Name 


OJ000221 20.0314.C9.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


618 




End 


1407 






GI 


none 




Score 


119 






Exons 


618.. 668, 664.. 846, 668 


. .838, 


874. .999 


, 985. .1083, 998. 


.1084, 






1177. .1407, 1178. .1225, 


1283. 


.1405 . 








Seq. No. 


45389 




Seq. ID 


OJ000221_20.0314 


.C9 




Gene No. 


95968 




Strand 








Start 


664 




End 


1451 






Name 


OJ000221 20.0314.C9.ol. 


tc 


Method 


TBLASTX: Cress 






Start 


664 




End 


856 






GI 


none 




Score 


83 






Exons 


664. .855, 665. .856 











46714 




Seq. No. 


45389 




Seq. ID 


OJ000221 


_20.0314. 


,C9 




95968 




Strand 








C4- -j r f 


664 




End 


1 4 M 

X 4 J X 






Name 


OJ000221 20 


.0314 .C9.ol.ts 


Method 


I DXi/io J. A • 


ouyDcan 






664 




End 


14 4^ 
X *± 4 3 






none 




Score 


X \J ± 








664. .855, 874. .999, 925. .1077, 1096.. 




144^ 




Seq. No. 


45389 




Seq. ID 


OJ000221 


_20.0314. 


C9 




95968 




Strand 








OUal L 


664 




End 


1 4 M 






Name 


OJ000221 20 


.0314.C9.o2.gs 


Method 










664 




End 


X -J *J D 






V3X 


none 




Score 


76 






IjAUilo 


664. .1356 












Seq. No. 


45389 




Seq. ID 


OJ0 0.6-2 21 


_20.0314 . 


C9 


Gene No. 


95968 




Strand 








o Lai L 


664 

U \J *i 




End 


1451 






Name 


OJ000221 20 


.0314.C9.ol.np 


Method 


AAT/NAP 






O Lai L 


667 




End 


1451 






fT 

ul 


6907095 




Score 


1327 








.667. . 1451 












f* T c o v ~t r\ 
bl Utrbt-XXp. 


(AP001129) ; 


Similar to Oryza 


sativa Sell protein 


(AF067401) 


Seq. No. 


45390 




Seq. ID 


OJ000221 


_20.031<£. 


C10 


Gene No. 


.7 J _7 O _/ 




Strand 








CH- -r-t- 
jtdXL 


1 




End 


1736 






Name 


OJ000221 20 


.0314. C10. ol.np 


Method 


AAT/NAP 






C4- 3 


1 




End 


1699 








6907095 




Score 


518 






Ej AUllO 


1..23, 1378 


. .1699 












(AP0Q1129) : 


Similar to Oryza 


sativa Sell protein 


(AF067401) 


Seq. No. 


T J J 




Seq. ID 


OJ000221 


_20.0314. 


C10 


ocilc LN\J • 


95969 




Strand 








o L a. X C 


1 




End 


1736 






Name 


OJ000221 20 


.0314 .C10. ol.gs 


Method 


GEN SCAN 






O L a.X C 


1196 




End 


1736 






fIT 

\J -L 


none 




Score 


.5 








1196. . 1277, 


1378. .1736 










Seq. No. 


45390 




Seq. ID 


OJ000221 


_20.0314. 


C10 




95970 . 




Strand 










2594 




End 


4507 






Name 


OJ000221 20 


.0314 .C10. o2.gs 


Method 


GENSCAN 






OLdit 


2594 




End 


4507 






bl 


none 




Score 


.95 






IT 1 v /"> r-* c* 


2594 . .3453, 


3559.. 3718, 4169 


. .4507 








Seq. No. 


45390 




Seq. ID 


OJ000221_ 


_20.0314. 


C10 


Gene No. 


95970 




Strand 








Start 


2594 




-End 


4507 






Name 


OJ000221 20 


.0314 .C10. o2.np 


Method 


AAT/NAP 






Start 


2597 




End 


4507 






GI 


6907094 




Score 


2359 







46715 



Exons 2597.. 3453, 3559.. 3718, 4169.. 4507 

GI Descrip. (AP001129) Similar to Phaseolus vulgaris Moldavian encoding 
asparagine-specif ic endopeptidase precursor (Z99956) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45390 
95970 
2594 

OJ000221__20. 0314 .CIO. ol.tm 

2604 

none 

2604. .2855, 2609. 
3192. .3239, 3245. 
3566.. 3640, 3567. 
4169. .4393, 4233. 



,2875, 2939. 

,3319, 3246. 

,3641, 3620. 
,4394 



Seq. ID OJ000221_20. 0314. C10 
Strand 

End 4507 

Method TBLASTX : Maize 

End 4394 

Score 176 

.2983, 3053.. 3109, 3179. .3238, 
.3317, 3317.. 3454, 3324.. 3455, 
.3721, 3645. .3719, 4169. .4234, 



Seq. No. 45390 
Gene No.. 95970 
Start 2594 

Name OJ000221_20 . 0314 . C10 . ol . ts 

Start 2604 
GI none 

Exons 2604.. 2855, 2609.. 2875, 2939. 

3179. .3238, 3192.. 3239, 3245. 
3555.. 3641, 3566.. 3640, 3620. 
4337. .4393 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000221 20. 0314. C10 



4507 

TBLASTX : Soybean 
4393 
131 

2983, 3053.. 3109, 3116.. 3157, 
3319, 3317.. 3454, 3324.. 3455, 
3721, 4169. .4336, 4233.-4337, 



Seq. No. 45390 
Gene No. 95970 
Start 2594 

Name OJ000221_20 . 0314 . C10 . ol . tc 

Start 2609 
GI none 

Exons 2609.. 2875, 2610.. 2852, 2939. 

3182.. 3238, 3192.. 3239, 3228. 
3324.. 3392 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000221 20. 0314. C10 



4507 

TBLASTX: Cress 
3394 
129 

.2980, 2940.. 2981, 3053. 
,3320, 3233.. 3319, 3317. 



,3109, 
,3394, 



Seq. No. 45390 

Gene No. 95970 

Start 2594 

Name OJ000221_20 . 0314 . C10 . o2 . tw 

Start 3053 

GI none 

Exons 3053.. 3109, 3089.. 3157, 
3317.. 3397, 3324.. 3392 



Seq. ID OJ000221_20. 0314 .C10 
Strand 

End 4507 

Method TBLASTX : Wheat 

End 3397 

Score 69 
3179. .3235, 3245.. 3319, 3246. .3320, 



Seq. No. 45390 

Gene No. 95970 

Start 2594 

Name OJ000221_20 . 0314 . C10 . o2 . tc 

Start 3401 

GI none 

Exons - 3401.. 3454, 3417.. 3455, 
4167. .4424, 4169. .4402 



Seq. ID OJ000221_20. 0314. C10 
Strand 

End 4507 

Method 'TBLASTX: Cress 

End 4424 

Score 36 
3555.. 3641, 3566.. 3640, 3572.. 3721, 



Seq. No. 
Gene No. 



45390 
95970 



Seq. ID OJ000221_20. 0314 .C10 
Strand 



46716 








9 RQ4 

c. -D -s 4 




End 


4507 










Name 


nTnnn99i 9fi 0^14 pi n ni 


• L W 


Method 


TBLASTX : 


Wheat 






jLaiL 


4 J. v? / 




End 


4394 












none 




Score 


108 












4167 4 ^ Q1 4 1 Q 4 ^ S 4 


4 1 


..4393, 4233.-4394 










Seq. No. 


45391 




Seq. ID 


OJ000221 


20 




.Cll 




Gene No. 


95971 




Strand 


+ 










JLdi L 


668 




End 


3840 










Name 


OJ000221 20.0314.Cll.ol 


.gs 


Method 


GENSCAN 










Q+- a r-+- 


668 




End 


3840 












none 




Score 


.46 










Exons 


668. .746, 2369. .2447, 3399.. 


3538, 3590 


. .3840 










o e q . ln o . 


45391 




Seq. ID 


OJ000221 


_20 


.0314 


pi i 
• til 




Gene No. 


95971 




Strand 


+ 










Start 


668 




End 


3840 










In a. 11 It. 


OJ000221 20.0314.Cll.ol. 


.np 


Method 


AAT/NAP 










OLqi L 


1 Q1 1 
±y±±. 




. End 


^fi ^7 










pr 


6907093 




Score 


456 










Exons 


1911. .1949, 3590. .3837 


















(AP001129) hypothetical 


protein [Oryza 


sativa] 










Seq. No. 


45391 




Seq. ID 


OJ000221 


90 


0^1 4 


.Cll 


- ^ 


Gene No . 


95972 




Strand 


- 








eft 


O Lax. L 


4519 




End 


5048 








I \ ; 


Name 


OJ000221 20.0314.Cll.o2. 


.gs 


Method 


Lj LN O ^rtlN 












4519 




End 


5048 










P T 


none 




Score 


.53 








Til 




4519. .4628, 4856. .5048 
















Seq. No. 


45392 




Seq. ID 


OJ000221 


9D 


• U J14 


.C12 




Gene No . 


" 95973 




Strand 


+ 








=• 


O Lai U 


802 




End 


1326 










Name 


OJ000221_20.0314.C12.ol. 


.gs 


Method 


GENSCAN 








! 


OLdlL 


r n 9 




End 


1164 










o J. 


none 




• Score 


.5 








*S 


IT vati a 


802. .1164 


















45392 




Seq. ID 


OJ000221 


_20 


.0314, 


PI 9 


C'3 


Gene No. 


95973 




Strand 


+ 










Start 


802 




End 


1326 










LN Cll LLC 


OJ000221 20.0314.C12.ol. 


.np 


Method 


AAT/NAP 










Of a 
o Larc 


802 




End 














6907092 




Score 


738 










Exons 


802. .1120, 1190. .1326 


















(AP00112 9) hypothetical 


protein [Oryza 


sativa] 










Seq. No. 


45392 




Seq. ID 


OJ000221_ 


20 


. 0314 . 


.C12 




Gene No. 


95974 




Strand 


+ 










Start 


4423 




End 


4684 










Name 


OJ000221 20.0314.C12.o2. 


gs 


Method 


GENSCAN 










Start ■ 


4423 




End 


4647 










GI 


none 




Score 


.84 










Exons 


4423. .4647 
















Seq. No. 


45392 




Seq. ID 


OJ000221_ 


20, 


.0314. 


.C12 



46717 



u a 

"''"•4 



f aria M f\ 


95974 






Strand 


+ 


Start 


4423 






End 


4684 


Name 


OJ000221 20.0314.C12.o2 


.np 




Method 


AAT/NAP 


OLd JO Zr 


4423 






End . 


4684 




6907091 






Score 


413 


Exons 


4423. .4684 












(AP001129) Similar to Rice 


mRNA for lactate- dehydrogenase . 




\u±joxi) [uryza odLivaj 










oeq. ln o . 


a c; too 

4i D O -7Z 






Qorr T Pi 

oeq • i u 


nTfinn99i 90 n^i/i pi o 

UJUUUcZl Z U . U J 1 41 .LIZ 


pn a NT ^ 


z) D y I f± 






Cf variW 


x 

T 


Start 


4 4 9^ 








4 £fi 4 
H DO 41 


Name 


OJ000221 20.0314.C12.o2, 


• gp 




Method 


AAT/GAP 


jldlt 


4431 






End 


4684 


C T 


nf.Ac y~ /-v. t 7r >. C\C\ A f n7hl 
u.v^ Oor ocypuufi J. vj / JJJ. 






Score 


4 7 6 
fi / D 


Exons 


4/1^1 4 £Q 4 
ftl Jl . . 4i DO 41 










ui uescrip. 


41 o O Z X 41 / UD j | DH/iU / 1 | D , 


. Uc 


- A 9 
41 Z 


( Hi TQ1 7 \ 
I Ul JO 1 / J 


ldCLdte aenyarog enasi 




[uryza sauivaj 










Seq. No. 








beq. iJJ 


UJUUUZZl ZU.UJ141.L1Z 


Gene No. 


95975 






Strand 




Of 3 y +- 


1 






End 


75 


Name 


UJUUUZZl ZU . Uj 141 . LIZ . Ol . 


■ gp 




Method 


7\ 7\ T i HIS. D 

/ L/\r 


otart 


1 
1 






bna 


/ D 




c n "5 QH 9 Q 






Score 


1 1 c 
1 10 


Exons 


i ti; 
1 . . / 3 










Seq. No. 








C ^ /-r TP* 

beq. id 


rimnnooi on mi a n o 
UJUUUZZl ZU.UJ14.L1Z 


Gene No. 


95976 






Strand 




otdlt 


4432 






End 


4683 


Name 


nTonnooi on mi 4 n9 

UUUUUZZl ZU . Uj14 . LIZ . Ol , 






c*ier.noa 


i D.L/\b i a : ixia i z e 


o tar z 


A A ^ 9 
4 41 OZ 








4 DOj 


C T 
LI 


none 






Score 


4 Q 
41 y 


Exons 


44*39 447fi 4R9R 4£R"3 
4 41 0 Z . .4141 '0/ 41 0 Z O . .41000, 


4525. 


. 41 Do -3 




Seq. No. 


41 jjyz 






beq. iu 


ATnnnooi on n^i /i no 
UJUUUZZl ZU.Uol41.LlZ 


Gene No. 


95976 






Strand 






4432 






End 


4683 


Name 


n~rnnn99i on mi4 ri o A i 

UJUUUZZl Z U . U J ± 41 . LIZ . Ol , 


. tc 




Ddennoa 


i tsij/\b i a . Lress 


OLdil 


a ^ i n ~ 
41 0 1 U 








y| (TOO 
4 DO J 




none 






Score 


o o n 
ZZU 


Exons 


4ID1U. .41DOO, 40oD. .41ooZ 










Seq. No. 


4 b jyz 






Seq. ID 


UJUOUzzl zO.Uil4.Clz 


Gene No. 


95976 






Strand 




otdil 


4432 






End 


4683 


Name 


OJ000221 20.0314.C12.ol. 


. ts 




Method 


TBLASTX: Soybean 




4513 ■ 






End 


4683 


bl 


none 






Score 


218 


Exons 


4513. .4677, 4522. .4683, 


4536. , 


.4682 




Seq. No. 


45393 






Seq. ID 


OJ000221_20.0314 .C13 


Gene No. 


95977 






Strand 


+ 


Start 


1 






End 


457 


Name 


OJ000221 20.0314.C13.ol. 


np 




Method 


AAT/NAP 


Start 


1 






End 


454 


GI 


6907091 






Score 


737 



46718 



Exons 1. .454 

GI Descrip. (AP001129) Similar to Rice mRNA for lactate dehydrogenase. 
(D13817) [Oryza sativa] 





Con No 


*a .J *J Zf *J 






C pn TO 


0.70009 91 9 0 






(lc*'ne* No 


95977 






Cf r And 


-}- 






Start 


1 






End 


457 






Name 


OJ000221 20 0^14 C13 


ol 


• y 13 


t* h oH 


W L_i IN OV^rtLN 






Start 


53 






End 


457 






GI 


none 






Score 


1 






pyrin c 


53. .457 














OC^j. IN • 


45393 






jc^ • x u 


OJ000221_20.0314 


.C13 






95978 






OLL Cli 1U 








9t a rt 


2075 






Fnd 


2437 






LN CtiUC 


OJ000221 20.0314.C13. 


ol 




Moh h oH 


TBLASTX : Cress 






Start 


7 






End 


571 






GI 


none 






Score 


108 






p von q 


' 7. .84, 8. .82, 110. .283, 


X *i ^ 


282 ^11 


,400, 380. .460, 533..: 




OC^. LN U * 


45393 






C pn T p) 
uC^. X \J 


OJ000221_20.0314 


.C13 




f^ipinp No 


95978 






Cf- v--a nH 


- 






91- a rt- 

OLai L 


2075 






Hi i ivj. 


2437 






LNdlut: 


OJ000221 20.0314.C13. 


ol, 


. LIll 


ixiei-noci 


TBLASTX: Maize 




as. 


Start 


7 






End 


283 






GI 


none 






Score 


107 




fy 


Tynnc 

Hi AL'llO 


7. .87, 8. .88, 110. .28 


!3, 


X O \J 


• • ^ o 








Qf=>rT NJo 


45393 








OJ000221_20.0314 , 


.C13 


= :| 


("la fl O NO 

L3 C J 1C LN LJ • 


95978 






oil a. il Li. 






. 


Start 


2075 








2437 




; 'dr 


LNCllUt; 


OJ000221 20.0314.C13. 


ol. 


> L. o 




TBLASTX: Soybean 






Start 


7 






End 


2235 






GI 


none 






Score 


96 




f 1 


W von q 


7. .78, 8. .76, 110. .28 


3,' 


1 4 S 

X *3 -J 


. . ^.O J; O VJ O * . 


400, 2155.. 2235 




r 


Qpn Ha 


45393 






c orT t n 

OfciLj . 1U 


OJ0002.21_20.0314. 


.C13 


V ; J 


fZo n o No 


95978 






O LI dllLl 








Gf ^ rt 

O Lai L 


2075 






FnH 


2437 




13 


LNCHLLC 


OJ000221 20.0314.C13. 


o2. 




neunoa 


GENS CAN 






OL.ai L- 


2075 






PnH 


2328 






OX 


none 






Score 


: 48 






Exons 


2075. .2328 














Qpf>r No 

O C ^ • IN <J • 


45393 








OJ000221_20.0314. 


.C13 




CZ o n o No 


95978 






our ana 








o L. a. X. L 


2075 






rjna 


2437 






Name 


OJ000221 20.0314.C13. 


o2. 


np 


Method 


AAT/NAP - 






Start 


2078- 






End 


2437 






GI 


6907090 






Score 


614 






Exons 


2078. .2437 














GI Descrip. 


(AP001129) Similar to 


Oryza 


sativa root 


:-specific RCc3 mRNA. 






(L27208) 














Seq. No. 


45394 






Seq. ID 


OJ000221_20.0314. 


C14 




Gene No. 


95979 






Strand 








Start 


92 






End 


635 





46719 



Name 


OJ000221 20 


.0314.C14.ol 


. g& 


Mot In nH 

L JC L. I 1UVX 


o Cj In O riXN 


C -f- -a r-t" 


92 






Hill (J 




O X 


none 






Q o T~ o 


7 S 
■ f j 


IT 1 V /~\ Tl Q 


92. .200, 547. .635 








Qon Ma 


45394 






Cprr T n 

oe^ . x u 


n.Tnnn?9 1 


Gene No. 


95980 ■ 






Strand 


+ 


Start 


2898 






End 


6189 


LN CUllC 


OJ000221 20 


.0314.C14.ol 


.np 


Method 


AAT /NAP 


O L.O.J. l_ 


2898 






End 


61 ft 
\j X O D 




6907089 






Score 


R^64 


P 1 von q 


2898. .4159, 


4254. .6186 








f^T Dp c ;r , T""iri 

VJ J. i-/COV-»J — L^r. 


(AP001129) 


hypothetical 


protein [Oryza 


c a r - n ua 1 
o d L. x vfl J 


Seq. No. 


45394 






Seq. ID 


OJ000221 


Gene No. 


95980 






Strand 


+ 


Start 


2898 






End 


61 ft Q 

U X O ^ 


LN C11UC 


OJ000221 20. 


.0314.C14.o3 


. gs 


i v ie imioci 


O £j LN O ^/-\LN 


OLdl L 


2898 






End 


61 ft Q 
U X O J 


riT 
ox 


none 






Score 


11 




2898. .4159, 


4254. .6189 








Seq. No. 


45394 






Seq. ID 


OJ000221 


Gene No. 


95981 






Strand ■ 




Oj-a r +- 

oiai l 


1025 






End 


1 ft ^ ^ 


Name 


OJ000221 20 


.0314.C14.o2 


.gs 


Method 


OlliLNO^.M.LN 




1025 






End 


1 ft ^ 


ox 


none 






Score 


S6 


Ej A. W 1 1 0 


1025. .1118, 


1484. .1554, 


1771. 


.1833 




Seq. No. 


45394 






Seq. ID 


OJ000221 


Gene No. 


95982 






Strand 




O L. O.X L. 


6819 






End 


1 A ?Qft 


IN dillc: 


OJ000221 20 


.0314.C14.o4 


.gs 


Method 


OCjLNOort.LN 




6819 






End 


Q4 7 9 


ox 


none 






Score 


ft7 


EjAUIIiD 


6819. .9308, 


9326. .9472 








O C ^ • LN • 


45394 






Seq. ID 


OJ000221 


Gene No . 


95982 






Strand 




Start 


6819 






End 


14298 


Name 


OJ000221 20 


.0314.C14.o2. 


. np 


Method 


AAT /NAP 


Start 


6822 






End ' 


12975 


GI 


7228457 






Score 


9759 


Exons 


6822. .8372, 


8439. .9590, 


9713. 


.10548, 10612. .125- 


GI Descrip. 


(AP001366) ! 


Similar to Sorghum bicolor Gypsy-Ty3 



20.0314.C14 



12609. . 12975 



retrotransposon RetroSorl, polyprotein. 
sativa] 



(AF098806) [Oryza 



Seq. No. 45394 Seq. ID 

Gene No. 95982 Strand 

Start 6819 End 

Name OJ00022 1_20 . 0314 . C14 . o5 . gs Method 

Start 9736 End 

GI none Score 

Exons 9736.. 10485 



OJ000221_20.0314.C14 

14298 
GENSCAN 
10485 
.91 



46720 



o e q . in o . 


4 J Jjl 


Seq. ID 


OJ000221_20.0314 




Gene No. 


95982 


Strand 






Start 


• 6819 


End 


14298 




Name 




Method 


GEN SCAN 




Of a T-f- 


1 0 Q ~~ 

1UJ4 J 


End 


13539 






none 


Score 


.7 




HiXUIlO 


10R4Q 117^0 1 1 RftQ i?n?"* 


12177. .13049, 13086. . 13260, 






1 "3477 1 ^R^Q 








Q /~f NT /-\ 
O C CJ . IN (J . 




Seq. ID 


OJ000221_20.0314 


P1 4 


Gene No. 


95982 


Strand 






Start 


6819 


End 


14298 




Name 


OJ000221 20.0314.C14.o3.np 


Method 


AAT/NAP 




O Lai t 


13207 


End 


14298 




r; T 


5042454 


Score 


258 




HiXOlio 


13207. .13260, 13477 13660 , 


14232. .14298 






■ (AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


•45394 


Seq. ID 


OJ000221_20.0314 


-C14 


Gene No. 


95983 


Strand 






OLdl U 


14469 


End 


14542 




Name 


OJ000221 20.0314.C14.o5.tw 


Method 


TBLASTX: Wheat 






6831 


End 


7433 






none 


Score 


77 






6831.. 6956, 6835.. 6957, 6987 


..7061, 71 


31. .7433, 7150. .7428 


Seq. No. 


45394 


Seq. ID 


OJ000221_20.0314 


.C14 


Gene No. 


95983 


Strand 






O t. a. IT L. 


14469 


End 


14542 




Name 


OJ000221 20.0314.C14.o3.tw 


Method 


TBLASTX : Wheat 






7434 


End 


7815 




C T 


none 


Score 


168 




IT* V/^iTl o 

Hi AvJI lo 


7434. .7814, 7465. .7713, 7473 


. .7811, 77 


59. .7815 




Seq. No. 


45394 


Seq. ID 


OJ000221_20.0314 


.C14 


Gene No. 


95983 


Strand 








14469 


End 


14542 




Name 


OJ000221 20.0314.C14.o2.tm 


Method 


TBLASTX: Maize 




O -f- a y-f- 


7629 


End 


7952 




PT 


none 


Score 


209 




Expns 


7629. .7952, 7642. .7923 








Seq. No. 


45394 


Seq. ID 


OJ000221_20.0314 


• C14 


Gene No. 


95983 


Strand 






Of a -rt- 


14469 


End 


14542 




Name 


OJ000221 20.0314.C14.o9.tw 


Method 


TBLASTX: Wheat 




C -f- -a >-+■ 


8145 


End 


8457 






none 


Score 


66 




Exons 


8145. .8405, 8281. .8457 










45394 


Seq. ID 


OJ000221_20.0314 


.C14 


Gene No. 


95983 


Strand 






Start 


14469 


End 


14542 




Name 


OJ000221 20.0314.C14.o2.ts 


Method 


TBLASTX : Soybean 




Start 


8205 


End 


8771 




GI 


5666795 


Score 


64 




Exons 


8205. .8405, 8460. .8597, 8673 


. .8771 







46721 




GI Descrip. 4206306 2.0e-10 (AF049110) prpol [Zea mays] 





Seq. No. 


45394 






Seq. ID 


OJ000221_20.0314 


.C14 




("ono Mrs 


95983 






Strand 








O LdlL 


14469 






End 


14542 






Nam© 


OJ000221 20. 


0314.C14.o4 


f- T.J 


Method 


TBLASTX: Wheat 






C +- -a r-f- 


8460 






End 


11921 








none 






Score 


88 






rynn <3 
£i AUl Id 


8460. .8609, 


8461. .8598, 


ft 64 ^ 

O D4 J . 


.8894, 8644. .8829, 8664. .8918, 






11868. .11921 














45394 






Seq. ID 


OJ000221_20.0314 


.C14 






95983 














Otal L 


14469 






una 


1 A 9 






IN culler 


OJ000221 20. 


0314.C14.o8 


f- j j, j 


J\A /-\ -f- V\ /-\ /-4 


TRT aQTV . MU oa f 
J. DLriO 1A . VlincaU 






Of arf 


9466 






i^na 


" / J J 








none 






Score 


A ft 






Exons 


9466. .9624, 


9468. .9755, 


9661. 


* y / D U 








JC*^. IN . 


45394 






Seq. ID 


OJ000221_20.0314 


.C14 




UCUC IN(J . 


95983 






Strand 








OLdl L 


14469 






End 


14542 






Name 


OJ000221 20. 


0314.C14.ol 


. L S 


Method 


TBLASTX: Soybean 




~ : zzu 

kJ 


0 4- a r-f- 
OtdlL 


9519 






End 


9921 




a 1 




none 






Score 


84 




tar 
f pa 


Exons 


9519. . 9749, 


9745. .9921, 


y i h y . 


.9874 








Seq. No. 


45394 






Seq. ID 


OJ000221_20.0314 


.C14 






95983 






Strand 








C j- 2 v-f- 


14469 






End 


14542 




i _J 


Naroe 


OJ000221 20. 


0314.C14.o3 


. LIU 


Method 


TBLASTX: Maize 




f ! ; 


Cf 3Kf 

O U Cl JL L 


9642 






End 


10027 






r-T 


none 






Score 


60 






Exons 


9642. .9836, 


9661. .9789, 


Ql A ft 
y / h o . 


.10026, 9749. .9883, 9810.. 


QQQ9 
yyy£ 


















-7'— 


OC^i Is \J ■ 


45394 






Seq. ID 


OJ000221_20.0314 


.C14 






95983 






Strand 






:j 


O Ldl C 


14469 






End 


14542 




1 —3 




OJ000221 20. 


0314.C14.o6 


. L W 


Method 


TBLASTX: Wheat 






O LCll L. 


9766 






End 


10077 








none 






Score 


92 






Exons 


9766. .10077, 


9779. .9877, 


9938 


. .10069 








Opn Mn 


45394 






Seq. ID 


OJ000221_20.0314 


.C14 




ucilc LNO . 


95983 






Strand 








oL.ci.ru 


14469 






End 


14542 






Name 


OJ000221 20. 


0314.C14 .ol 


. tm 


Method 


TBLASTX: Maize 






Of 3r f 


10054 






End 


10410 






GI 


none 






Score 


121 






Exons 


10054. .10359 


, 10054. .10410, 10064. .10375 






Seq. No. 


45394 






Seq. ID 


OJ000221_20.0314 


.C14 




Gene No. 


95983 






Strand 








Start 


14469 






End 


14542 






Name 


OJ000221 20. 


0314.C14.ol, 


.tw 


Method 


TBLASTX: Wheat 






Start 


10078 






End 


10540 





46722 




H T 
bl 


none 






Score 


226 




Exons 


10078. 


.10539, 10084. 


i neon 


10085. .10540 




Seq. No. 


45394 






Seq. ID 


OJ000221 20.0314 


.C14 


Gene No*. 


95983 






Strand 


- 




Of - yf 

atari 


14469 






End 


14542 




Name 


OJ000221 20.0314.C14 


. OJ . t s 


Method 


TBLASTX: Soybean 




otart 


10135 






End 


10500 




C T 


none 






Score 


112 




Exons 


10135. 


.10269, 10285. 


i n c. n pi 

. 1UDUU 








Seq. No. 


45394 






Seq. ID 


OJ000221_20.0314 


.C14 


Gene No. 


95983 






Strand 






Cf -ivf 

otart 


14469 






End 


14542 




Name 


OJ000221 20.0314.C14 


. oz . tw 


Method 


TBLASTX: Wheat 




Start 


- 10705 






End 


11191 




bl 


none 






Score 


171 




Exons 


10705. 


.11190, 10736. 


i n Q Q £ 


11018. .11191 




oeq. no. 


45394 






Seq. ID 


OJ000221_20.0314 


. bl 4 


Gene No. 


95983 






Strand 






Start 


14469 






End 


14542 




Name 


OJ000221 20.0314.C14 


.of. tw 


Method 


TBLASTX : Wheat 




otart 


11929 






End 


12321 




bl 


none 






Score 


92 




Exons 


11929. 


.12186, 11963. 


i o o n o 


12i69. .12267, 12170. .12262, 






12274. 


.12321 










Seq. No. 


45394 






Seq. ID 


OJ000221_20.0314 


.C14 


Gene No. 


95983 






Strand 






o t art 


14469 






End 


14542 




Name 


OJ000221 20.0314.C14 


. o4 . tm 


Method 


TBLASTX: Maize 




otart 


12031 






End 


12316 • 






none 






Score 


92 




Exons 


12031. 


.12279, 12032. 


1 oil c 
. iZol D 








Seq. No. 


45394 






Seq. ID 


OJ000221_20.0314 


.C14 


Gene No. 


95983 






Strand 






Of ->v-f 

otart 


14469 






End 


14542 




Name 


OJ000221 20.0314.C14 


. o7 . gs 


Method 


GENSCAN 




ot art 


14469 






End 


14542 




bl 


none 






Score 


. 96 




Exons 


14469. 


.14542 










Seq. No. 


45395 






Seq. ID 


OJ000221_20.0314 


.C15 


Gene No. 


95984 






Strand 


+ 




Of -I v-f 

otart 


24 6 






End 


1754 




Name 


OJ000221 20/0314. C15 


. ol . gs 


Method 


GENSCAN 




btart 


246 






End 


1754 




C T 

bl 


none 






Score 


.55 




Exons 


246.-482, 1221. .1754 










Seq. No. 


45395 






Seq. ID 


OJ000221_20.0314 


.C15 


Gene No. 


95985 






Strand 


+■ 




Start 


10288 






End 


10820 




Name 


OJ000221 20.0314.C15. 


. o3 . gs 


Method 


GENSCAN 




Start 


10288 






End 


10820 





46723 




GI 


none 


Score 


. /y 






Exons 


i nooo in"3/iR *y f\n ~\ a i noon 

lUZOO . . 1U J4 J; 1U / 14 . . lUbZU 










Seq. No. 




Seq. ID 


OJ000221_20 


.0314. 


GlO 


Gene no . 


yoyo 0 


Strand 


+ 






Start 


12470 


End 


14635 






Name 


OJ000221 20.0314.C15.o4.np 


Method 


AAT/NAP 






otart 


12470 


End 


14635 






GI 


6907086 


Score 


180 






Exons 


12470. .12561, 12880. .12997, 


13479. .13573, 13954. .14196, 






14256. .14635 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


45395 


Seq. ID 


OJ000221 20, 


.0314. 


CI D 


Gene No. 


95986 


Strand 


+ 






Start 


12470 


End 


14635 






Name 


OJ000221 20.0314.C15.o5.np 


Method 


AAT/NAP 






Start 


12638 


End 


14635 






bl 


6983857 


Score 


182 ' 






Exons 


12 638. .12997, 13736. .13979, 


14270. .14635 






GI Descrip. 


(AP001168) hypothetical protein [Oryza 


sativa] 






beq. no. 


45395 


Seq. ID 


OJ000221_20. 


.0314. 


LID 


Gene. No. 


95987 


Strand 








Start 


3059 


End 


8886 






Name 


OJ000221 20.0314.C15.ol.np 


Method 


AAT/NAP 






Start 


3030 


End 


8712 ■ 






Gl 


4680179 


Score 


4536 






Exons 


3030. .4130, 5240. .7556, 7659 


. .8712 








GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 


1 




Seq. No. 


45395 


Seq. ID 


OJ000221_20. 


,0314. 


C15 


Gene No. 


95987 


Strand 








o l art 


3059 


End 


8886 






Name 


OJ000221 20.0314.C15.o2.gs 


Method 


GENSCAN 






Start 


3059 


End 


8886 






GI 


none 


Score 


.85 






Exons 


3059. .4228, 4587. .4630, 5026 


..5160, 5259. .5747, 5754. .88 


0 c 
O O 


Seq. No. 


45395 


Seq. ID 


OJ000221_20. 


,0314. 


C15 


Gene No . 


95988 


Strand 








Start 


9864 . 


End 


10246 . 






Name 


OJ000221 20.0314.C15.ol.gp 


Method 


AAT/GAP 






otart 


9864 


End 


10246 






GI 


uC-osflcyp033a04bl 


Score 


664 






Exons 


9864. .10246 










Gi Descrip. 


* 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 




DNA, .chromosome 1, clone : P0711E10 1 








beq. no. 


45395 


Seq. ID 


OJ000221_20. 


0314. 


C15 




95989 


Strand 








Start 


10713 


End 


12589 






Name 


OJ000221 20.0314.C15.o2.np 


Method 


AAT/NAP 






Start 


10713 


End 


12589 






GI 


6907087 


Score 


1896 






Exons 


10713. .10814, 11353. .11998, 


12207. .12589 






GI Descrip. 


(AP001129) ESTs C72771 (E2215 ) , AU082313 1 


( E2 2 1 5 ) correspond 


. to a 



46724 



region of the predicted gene, 
sativa] 



; hypothetical protein [Oryza 



Seq. No. 45395 

Gene No. 95990 

Start 13351 

Name OJ000221_20 . 0314 . C15 . o5 . tw 

Start 3074 

GI none 

Exons 3074.. 3406, 3095.. 3367 

Seq. No. 45395 

Gene No. 95990 

Start 13351 

Name OJ000221_20 . 0314 . C15 . o9 . tm 

Start 3089 

GI none 

Exons . 3089.. 3247, 3092.. 3250 

Seq. No. 45395 

Gene No. 95990 

Start 13351 

Name OJ000221_20 . 0314 . C15 . ol . tm 

Start 3257 

GI none 

Exons 3257.. 3352, 3257.. 3694, 3267. 

3692. .3850, 3699. .3845, 3702. 

Seq. No. 45395 

Gene No. 95990 

Start 13351 

Name OJ000221_20 . 0314 . C15 . ol . tw 

Start 3407 

GI none 

Exons 3407.. 4033, 3531.. 3938 

Seq. No. .... 4 5395 

Gene No. 95990 

Start 13351 

Name OJ000221_20 . 0314 . C15 . o4 . tm 

Start 3902 

GI none 

Exons 3902.. 4144, 3905.. 4120, 4002., 

Seq. No. 45395 

Gene No. 95990 

Start 13351 

Name OJ000221_20 . 0314 . C15 . o3. ts 

Start 3992 

GI none 

Exons 3992.. 4120, 3992.. 4135, 4002., 

Seq. No. 45395 

Gene No. 95990 

Start 13351 

Name OJ000221_20 . 0314 . C15 . o4 . tw 

Start 4040 



Seq. ID OJ000221_20.0314 .C15 
Strand 

End 14132 

Method TBLASTX : Wheat 

End 3406 

Score 161 



Seq. ID OJ000221_20.0314 .C15 
Strand 

End 14132 

Method TBLASTX : Mai ze 

End 3250 

Score 94 



Seq. ID OJ000221_20.0314.C15 
Strand 

End 14132 

Method TBLASTX: Maize 

End 3851 

Score 64 

.3476, 3513. .3695, 3552. .3695, 
.3851 

Seq. ID OJ000221_20.0314.C15 
Strand 

End 14132 

Method TBLASTX : Wheat 

End 4033 

Score 257 



Seq. ID OJ000221_20. 0314. CIS- 
Strand 

End 14132 

Method TBLASTX : Mai ze 

End 5301 

Score 103 



.4130, 5218.. 5301 

Seq. ID OJ000221_20.0314 .C15 
Strand 

End 14132 

Method - TBLASTX: Soybean 

End 5349 

Score 74 ( 
.4130, 5218. .5349 

Seq. ID OJ000221_20. 0314 .C15 
Strand 

End 14132 

Method TBLASTX : Wheat 

End 5673 



46725 






P T 
bl 


none 








Score 


101 






Exons 


AC\AC\ A 1 A A 
4 U4U . . 4143, 


AHA A 
4 U fi 4 




/i n yi /i 
4 U4 4 . 


.4145, 5194. .5436, 5227. .5673, 






qOOO ccoi 
JZZO . . jj^l 
















Seq. No. 


45395 










n.Tonn99i on n^i a 

WUUUUZZ1 ZU.UJ14 


PI c; 
. bl 0 




Gene No. 


95990 








CH-ranrl 








C -f- -a 

Olail 










n.na 


1 4 1 ^9 
1 4 1 OZ 






Name 


o,Tnnn99i 9n 

VJUUUUZZ1 


. U O 1 4 


PI R n9 

.010. oz 


4- m 
. LIU 


ixie tnou 


TRT 7\ C m V >Mai 

1 Diirto 1 a : ixiai ze 








J / UD 








Hinci . 


finfiQ 

D U D .7 






PT 


none 








Score 


91 n 
z 1 u „ 






Exons 


S70fi fim i 

J 'UO, .DUX/, 


^7 1 fi 
D / ID 




^7 fift 
3 / DO . 


.6067 








Seq. No. 


45395 








Seq. ID 


OJ000221_20.0314 


PI t; 
. bl 0 




Gene No. 


95990 








Strand 








Of a r-f- 
OtaiL 


X J J »J ± 








End 


14132 






Name 


n.Tnnn99i 9n 


n^i 4 


PI R r\ 9 

. LID . OZ 




Method 


TBLASTX: Wheat 






Of a rf 


^71 fi _ 








End 


6142 






ol 


none 








Score 


107 






Exons 


^ 7 1 fi fi 1 4 1 

-J / 1 O . .Dill, 


R7 1 ft 


. . DU 0 U / 


D / 0 1 ■ 


.6138, 5753. .6142 






Seq. No. 


45395 








Seq. ID 


OJ000221 20.0314 


Pi ^ 
.LI j 




Gene No. 


• 95990 








Strand 


- 








i jjji 








End 


14132 






Name 


pi innn 9 9 1 9n 


n^i 4 

. U 0 1 4 


PI R aO 

. bl 0 . Oz 


. lS 


Method 


TBLASTX: Soybean 




Q 


OX-a.ITT_ 


0 0 u 








End 


6135 






PT 


none 








Score 


209 






Exons 


RflQO fi 1 ^ ^ 
















Seq. No. 


45395 








Seq. ID 


OJ000221_20.0314 


PI t; 
.Li 0 


\ j 


Gene No. 


95990 








Strand 








q+- r j~ 


i jjji 








End 


14132 




vb? 

f ! § 


Name 


r> ~mn n 9 9 1 9n 

UUUUUZZl zu 


n^i 4 

. U 0 1 4 


PI R OlR 

.LID . OD 


. nn 


Method 


TBLASTX: Maize 








fin 7 fi 








End 


6423 






PT 
bl 


none 








Score 


67 






Exons 


fin7 fi fi4 9 ^ 


fi99 1 
O z z 1 














Seq. No. 


45395 








Seq. ID 


OJ000221_20.0314 


. bl 0 




Gene No. 


95990 








Strand 








C4- -) y-f- 


1 








End 


14132 




i -i 


Name 


OTHnn991 90 
VJUUUUZZ1 zu 




PI R fi 
. b 1 3 . OD 


. tw 


Method 


TBLASTX: Wheat 






OLall. 


fil Aft — 
D 1 4 0 








End 


6444 






oi 


none 








Score 


178 






Exons 


fi1 A ft fi4 4 4 


fil ft R 
DIG J 


fi4 nn 












Seq. No. 


45395 








Seq. ID 


OJ000221_20.0314 


.C15 




Gene No. 


95990 








Strand 








OLdlL 


ijjji 








End 


14132 






Name . 


Pi Tnnn 991 on 


. U J 1 4 


PI R /-v 1 

. bl 0 . 01 


. L s 


Method 


TBLASTX: Soybean 






Cf ar «f 
OLaiL 


013/ 








End 


6552 






bl 


none 








Score 


146 ' 






Exons 


OlO / . . DO ID/ 


fil fi R 


fi a nn 

. . D4UU, 


fi9nfi 
OZ u 0 . 


.6510, 6440. .6535, 6520.. 6552 




Seq. No. 


45395 








Seq. ID 


OJ000221_20.0314 


.C15 




Gene No. 


95990 








Strand 








Start 


13351 








End 


14132 






Name 


OJ000221 20, 


.0314 


.C15.o3, 


. tm 


Method 


TBLASTX: Maize 






Start 


6439 








End 


6906 





46726 



GI 

Exons 

Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



none 

6439. .6906, 

45395 
95990 
13351 

OJ000221_20. 

6493 

none 

6493. .6975, 

45395 
95990 
13351 

OJ000221_20, 

6907 

none 

6907. .7104, 

45395 
95990 
13351 

OJ000'221_20. 

7123 

none 

7123. .7287, 

45395 
95990 
13351 

OJ000221_20. 

7204 

none 

7204. .7527, 

45395 
95990 
13351 

OJ000221_20. 

7837 

none 

7837. .8238 

45395 
95990 
13351 

OJ000221_20. 

8119 

none 

8119. .8484, 

45395 
95990 
13351 

OJ000221_20. 

13351 

6002794 



6476. .6835 

0314 .C15.o3. tw 
6521.. 6871, 6562. 

0314 .C15.o8.tm 
6908.. 7054 

0314.C15.o7.tw 



Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.6948 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 
End 

Method 

End 

Score 



130 



OJ000221_20.0314 .C15 
14132 

TBLASTX: Wheat 

6975 

232 



OJ000221_20.0314 .C15 
14132 

TBLASTX: Maize 

7104 

157 



OJ000221_20.0314 .C15 
14132 

TBLASTX: Wheat 

7522 

84 



7172.. 7291, 7300.. 7521, 7367.. 7522 



0314.C15.o7.tm 



7415. .1521 



0314 .C15.o6. tm 



0314.C15.o8.tw 



8378. .8479 



0314 .C15.o3.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000221_20.0314 .C15 
14132 

TBLASTX: Maize 

7528 

66 



OJ000221_20.0314 .C15 
14132 

TBLASTX: Maize 

8238 

234 



OJ000221_20.0314.C15 
14132 

TBLASTX: Wheat 

8484 

60 



OJ000221_20.0314.C15 

14132 
AAT/NAP 
14132 
1255 
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Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



13351. .14132 

(AF149813) unknown [Oryza sativa] 

45396 Seq. ID 

95991 Strand 

3064 End 

OJ000221_20.0314 .C16.o2.gs Method 

3064 End 

none Score 
3064. .3073, 3458. .3531 



OJ000221_20.0314 .C16 
+ 

3531 
GENSCAN 
3531 
.95 



Seq. No. 45396 Seq. ID 

Gene No. 95992 Strand 

Start 4365 End 

Name OJ00022 1_20 . 0314 . C16 . o3 . gs Method 

Start 4365 End 

GI none Score 

Exons 4365.-5264, 5565.. 5840 



OJ000221_20.0314.C16 
+ 

5874 
GENSCAN 
5840 
.71 



Seq. No. 45396 Seq. ID 

Gene No. 95992 Strand 

Start 4365 End 

Name OJ000221_20 . 0314 . C16 . ol . gp Method 

Start 4 4 02 End 

GI none Score 

Exons 4402.. 4918 



OJ000221_20.0314.C16 

+ 

5874 
AAT/GAP 
.4918 
1022 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45396 Seq. ID OJ000221_20 . 0314 . C16 

95992 Strand + 

4365 End 5874 

OJ000221_20 . 0314 . C16 . o3 . np Method AAT/NAP 

4479 End 5874 

6907085 Score 1831 

4479. .5264, 5565. .5874 

(AP001129) ESTs AU082316 (E3368 ) , D4 14 61 ( S3973 ) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



45396 
95992 
4365 

OJ000221_20.0314.C16.o2.gp 
5086 
none 

5086. .5264, 5565. .5846 

45396 
95993 
1128 

OJ000221_2 0.0314 .C16.ol.np 
212 

6907086 

212. .619, 846. .1090, 1148. .1913 

(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000221_20.0314.C16 
+ 

5874 
AAT/GAP 
5846 
871 



OJ000221 20.0314.C16 



1913 
AAT/NAP 
1913 
2412 



45396 
95993 



Seq. ID 
Strand 



OJ000221 20.0314.C16 
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O A. _ „ J_ 

Start 


1 i OQ 


T-> ^ _1 

End 


1913 


Name 


OJUUU221 20 . 0314 . Clo . ol . gs 


Method 


GENSCAN 


Start 


1128 


End 


1775 


GI 


none 


Score 


1 


Exons 


1128 . .1775 






Seq. No. 


4b Jy b 


Seq. ID 


OJ000221 




95994 


Strand 




Start 


2623 


End 


5954 


Name 


OJ000221 20.0314.C16.o2.np 


Method 


AAT/NAP 


Start 


2623 


End 


5954 


GI 


4680186 


Score 


185 


Exons 


2623.. 3041, 3520.. 3583, 5810. 


.5954 




GI Descrip. 


(AF111709) unknown [Oryza sativa .subsp 


. indica] 



Seq. No. 45396 Seq. ID 

Gene No. 95994 Strand 

Start 2623 End 

Name OJ000221_20 . 0314 . C16 . ol . tni " Method 

Start 4808 End 

GI none Score 

Exons 4808.. 4843, 4809.. 4850, 4842.. 4904, 4854. 

4856. .5005, 4954. .5004, 4974. .5021, 4976. 

5561. .5809, 5562. .5825, 5563. .5817 



OJ000221_20.0314.C16 
5954 

TBLASTX: Maize 
5825 
60 



,4898, 
.5017, 



4855, 
5560, 



,4905, 
,5793, 





Seq. No. 


45396 








Seq. ID 


OJ000221 


_20.0314 


.C16 




Gene No. 


95994 








Strand 










Start 


2623 








End 


5954 






x-tf 


Name 


OJ000221 20 


.0314 


.C16.ol, 


.tc 


Method 


TBLASTX: 


Cress 






Start 


5571 








End 


5840 








GI 


none 








Score 


257 






?•: i 


Exons 


5571. .5840, 


5591 


. .5809 












3; 


Seq. No. 


45396 








Seq. ID 


OJ000221 


_20.0314 


.C16 




Gene No. 


95994 








Strand 










Start 


2623 








End 


5954 








Name 


OJ000221 20 


.0314 


.C16.ol, 


. ts 


Method 


TBLASTX: 


Soybean 






Start 


5571 








End 


5846 






GI 


none 








Score 


303 








Exons 


5571. .5846, 


5585 


. .5809, 


5595 


. .5840 










.Seq. No. 


45397 








Seq. ID 


OJ000221 


_20.0314 


.C22 




Gene No. 


95995 








Strand 


+ 








Start 


1 








End 


786 








Name 


OJ000221 20 


.0314 


.C22.ol. 


,np 


Method 


AAT/NAP 








Start 


1 








End 


786 








GI 


6907095 








Score 


405 








Exons 


1..68, 531. 


.78 6 
















GI Descrip. 


(AP00112.9) ; 


Similar to Oryza 


sativa Sell protein 


(AF067401) 




Seq. No. 


45397 








Seq. ID 


OJ000221 


_20.0314 


.C22 




Gene No. 


95995 








Strand 


+ 








Start 


1 








End 


786 








Name 


OJ000221 20 


.0314 


.C22.ol. 


gs 


Method 


GENSCAN 








Start 


525 






End 


779 








GI 


none 








Score 


.7 








Exons 


525. .779 
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Seq. No. 


45398 


Seq. ID 


OJ000221_20.0314 .C23 


bene no. 


y o y y o 


Strand 




Start 


OCT 

Jo J 


End 


1166 


Name 


OJUUU221_2 0 .UJ14.C2J.ol.gs 


Method 


GENSCAN 


btart 




T? «-J 

bna 


llOO 


GI 


none 


Score 


. 69 


Exons 


JJJ. .boo, IIUI..II00 






oeq . lno . 


45399 


Seq. ID 


UJUUUz^l -£U.Uol4.b24 


Gene No . 


95997 


Strand 




Start 


1 


End 


1259 


Name 


OJ000221 20.0314 .C24 .ol.np 


Method 


AAT/NAP 


o tar z 


1 


End 


1247 


bl 


6907096 


Score 


916 


Exons 


1..105, 195. .280, 467. .539, 619. .864, 


974. .1066, 1174. .1247 


GI Descrip. 


(AP001129) ESTs AU033004 (S0924 ), C74754 


(E50863) correspond to 




region of the predicted gene. 


/.'Similar 


to Rat mRNA for 




dihydrolipoamide acetyltransf erase . . (D10655) [Oryza sativa] 


Seq. No. 


45399 


Seq. ID 


OJ000221_2 0.0314 .C24 


Gene No . 


95997 


Strand 




Start 


1 


End 


1259 


Name 


OJ000221 20.0314 .C24 .ol.tc - 


Method 


TBLASTX: Cress 


btart 


7 


End - 


290 




none 


Score 


110 


Exons 


7. .108, 8. .112, 11. .118, 192. 


.290, 193 


. .288 


beq. no. 


45399 


Seq. ID 


OJ000221_20.0314.C24 


Gene No . 


95997 


Strand 




Start 


1 


End 


1259 


Name 


OJ000221 20.0314 .C24 .ol.tm 


Method 


TBLASTX: Maize 


btart 


19 


End 


1248 


GI 


none 


Score 


105 


Exons 


19. .111, 19. .111, 190. .321, 192. .284, 


463. .552, 466. .534, 




468. .539, 616. .675, 618. .737, 


618. .737 


, 781. .873, 811. .873, 




949. .1062, 950. .1066, 972. .1067, 1169. 


.1198_, 1174. .1197, 




1200. .1247, 1201. .1248 






Seq. No. 


45399 


Seq. ID 


OJ000221_20.0314.C24 


Gene No . 


95997 


Strand 




btarti 


1 


End. 


1259 


Name 


OJ000221 20.0314.C24.ol.gs 


Method 


GENSCAN 


C+- -n 

btart 


195 


End 


1048 


bl 


none 


Score 


.89 


Exons 


195. .280, 467. .539, 619. .864, 


974 . .104 


8 


Seq. No. 


45399 


Seq. ID 


OJ000221_20.0314.C24 


Gene No. 


95997 


Strand 




Start 


1 


End 


1259 


Name 


OJ000221 20.0314.C24 .ol.gp 


Method 


AAT/GAP 


Start 


469 


End 


1234 


GI 


27518 1.R1084 


Score 


830 



Exons 469.. 539, 619.. 864, 974.. 1066, 1174.. 1234 

GI Descrip. ' 5669871/gb | AAD46491 . 1 | AF135014_1 7.0e-44 (AF135014) 
dihydrolipoamide S-acetyltransf erase [Zea mays] 1 



46730 



beq. no. 


45399 


Seq. ID 


OJ000221_20 . 0314 .C24 


Gene No. 


95997 


Strand 




Start 


1 


End 


1259 


Name 


OJ000221 20.0314.C24.ol.ts 


Method 


TBLASTX : Soybean 


Of orf 


808 


End 


1259 


r* t 


none 


Score 


47 


T /\ ty 

Lxons 


808. .873, 811. .873, 953. .1066, 972. .1067, 1174. .1197, 




IZUU . . 1Z J7 r . . J. Z 4 O 






beq. no. 




Octj . J. U 


UJUUUZZl z u . U O 1 h . L^Z H 


Gene No. 


QC QQ7 


C 4- r2n H 

otrctnu 




Start 


1 


End 


1259 


Name 


OJ000221 20.0314.C24.o2.tc 


Method 


TBLASTX: Cress 


o tart 


811 


End 


J. z 4 o 




none 


Score 


1 1 0 
1 1 J 


Exons 


811. .873, 953. .1066, 972..; 


1067, 1174.. 


1 1 07 1 onn 1 9 a n 




1201. .1248 






Seq. No. 


45400 


Seq.' ID 


■ ATnnn99i on n^i a pti 
UJUUUzzl ZU , U j!4 


Gene No. 


95998 


Strand 




btart 


247 


End 


357 


Name 


OJ000221 20.0314.C31.ol.tm 


Method 


TBLASTX: Maize 


btart 


1 


End 


357 




none 


Score 


220, 


Exons 


1..150, 2. .154, 3. .161, 251. .343, 253. 


.357, 253. .339 


Seq. No. 


45400 


Seq. ID 


OJ000221_20.0314.C31 


Gene No. 


95998 


Strand 




Of 2 

OLaiL 


247 


End 


357 


Name 


OJ000221 20.0314.C31.ol.tw 


Method 


TBLASTX: Wheat 


bt art 


29 


End 


345 




none 


Score 


165 


Exons 


29. .154, 30. .167, 30. .155, 


249. .329, 251. .340, 253. .345 


beq. no. 


45400 


Seq. ID 


OJ000221_20.0314 .C31 


belle 1NU . 


95998 


Strand 




Of- -| -w-4- 


247 


End 


357 


Name 


OJ000221 20.0314.C31.ol.gp 


Method 


AAT/GAP - / 


Start 


247 


End 


346 


pT 


3106580 


Score 


138 


Exons 


247. .346 






GI Descrip . 


6002775/gb|AF14 9806.1 IAF14 9806 6.0e-36 


Oryza sativa hypothetical 




protein, fertilin alpha subunit, membrane protein homolog, and 




Myb-related protein genes, 


complete cds; and unknown gene 


Seq. No. 


45401 


Seq. ID 


OJ000221_20.0314 .C33 


Gene No. 


95999 


Strand 




b t art 


502 


End 


868 


Name 


OJ000221 20.0314.C33.ol.gs 


Method 


GENSCAN 


bt art 


502 


End 


829 


GI 


none 


Score 


.47 


Exons 


502. .549, 725. .829 






Seq. No. 


45401 


Seq. ID 


OJ000221_20.0314 .C33 


Gene No. 


95999 


Strand 




Start 


502 


End 


868 


Name 


OJ000221 20.0314 .C33.ol.gp 


Method 


AAT/GAP 
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Start 627 End 8 68 

GI 2797354 Score 469 

Exons 627.. 868 

GI Descrip. 60027 75/gb I AF14 9806 . 1 1 AF14 9806 1.0e-124 Oryza sativa. 

hypothetical protein, fertilin alpha subunit, membrane protein 
homolog, and Myb-related protein genes, complete cds; and 
unknown gene 

Seq. No. 45402 Seq. ID OJ000221_20 . 0314 . C34 

Gene No. 96000 Strand 

Start 1 • End 1572 

Name OJ000221_20 . 0314 . C34 . ol . np Method AAT/NAP 

Start 1 End 1572 

GI 7491033 Score 61 

Exons 1..48, 121. .265, 1553. .1572 

GI Descrip. hypothetical protein SPAC29B12.07 - fission yeast 
(Schizosaccharomyces pombe) 



Seq. No! 45402 Seq. ID 

Gene No. 96000 Strand 

Start 1 End 

Name OJ000221_20 . 0314 . C34 . o2 . tm Method 

Start 1 End 

GI none Score 

Exons 1..33, 2. .58, 3. .47, 107 . . 157 , 112 . . 267 , 114. .278, 125.'. 268, 
365. .403, 366. .404 



OJ000221_20.0314 .C34 
1572 

TBLASTX: Maize 

404 

67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45402 Seq. ID OJ000221_20 . 0314 . C34 

96000 Strand 

1 End 1572 

OJ000221_20. 0314 .C34 .ol.gp Method AAT/GAP 

16 End -455 

3766926 Score 838 

16. .455 

6002775/gb|AF1498'06.1|AF149806 0.0e+00 Oryza sativa hypothetical 
protein, fertilin alpha subunit, membrane protein homolog, and 
Myb-related protein genes, complete cds; .a^nd unknown gene 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45402 Seq. ID 

96000 Strand 

1 End 

OJ000221_20. 0314 .C34 .ol.gs Method 

101 End 

none Score 



OJ000221_20.0314 .C34 

1572 
GENSCAN 
1303 
.8 



101. .265, 367. .471, 541. .864, 962. .1073, 1152. .1303 



OJ000221 20.0314.C34 



Seq. No. 45402 Seq. ID 

Gene No. 96000 Strand 

Start 1 End 1572 

Name OJ000221_20 . 0314 . C34 . o2 . np Method AAT/NAP 

Start 271 End 1572 

GI 6907098 Score 1185 

Exons 271. .471., 541. .864, 962. .1073, 1152... 1282, 1547. .1572 

GI Descrip. (AP001129) EST AU031036 (E60617 ) corresponds to a region of the 

predicted gene.; Similar to Human mRNA for KIAA0310 gene. 

(AB002308) [Oryza sativa] 
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Seq. No. 45402 

Gene No. 96000 

Start 1 

Name OJ000221_20 . 0314 . C34 . ol . tm 

Start 404 

GI none 

Exons 404.. 469, 404v~; 469, 519.. 644, 



OJ000221_20.0314 .C34 
1572 

TBLASTX: Maize 
1193 
102 



Seq. ID 
Strand 
End 

Method 
End 
Score 

541. .630, 541. .702, 548. 



548. .703, 707. .865, 709. .867, 709. .867, 710. .880, 958 
961. .1065, 962. .1075, 963. .1079, 1146. .1193, 1150. .1188, 
1160. .1192 



706, 
1074, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45403 
96001 
1 

OJ000221_20.0314 .C35.ol.np 



OJ000221 20.0314.C35 



Seq. ID 
Strand 

End 2878 
Method AAT/NAP 
End 2878 
6907098 Score 2923 

1. .58, .428. .505, 907. .1035, 1351 . . 1 67 4 , . 1754 . . 2878 
(AP001129) EST AU031036 (E60617) ' corresponds to a region of the 
predicted gene.; Similar to Human mRNA for KIAA0310 gene. 
(AB002308) [Oryza sativa] 



Seq. No. 45403 

Gene No. 96001 

Start 1 

Name OJ000221_20 . 0314 . C35 . ol . ts 

Start. 11 

GI none 
Exons 



Seq. ID OJ000221_20.0314 .C35 



Strand 
End 

Method 

End 

Score 



2878 

TBLASTX : Soybean 

1029 

133 



11. .55, 416. .595, 447. . 614, 513. .614, 514. .615, 692. .820, 
701. .814, 705. .833, 709. .828, 886. .1029 



Seq. No. 45403 

Gene No. 96001 

Start 1 

Name OJ000221_20 . 0314 . C35 . ol . gs 

Start 428 

GI none 
Exons 



Seq. ID OJ000221_20.0314.C35 
Strand 

End 2878 

Method GENSCAN'* 

End 2839 

Score .97 ' 



428. .595/ 705. .827, 907. .1035, 1351. .1674, 1754. .2839 



Seq. No. 45403 

Gene No. 96001 

Start 1 . 

Name OJ000221_20 . 0314 . C35 . ol . tm 

Start 1568 

GI none 

Exons 1568.. 1660, 1569 
1754. .2074, 1755 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000221_20.0314.C35 
2878 

TBLASTX: Maize 

2204 

99 



1676, 1570. .1677, 1570. .1677, 1752. .1970, 
1976, 2005.. 2127, 2145.. 2204 



Seq. No. 45404 Seq. ID OJ000221_20 . 0314 . C36 

Gene No. 96002 Strand 

Start 1 End 408 

Name OJ000221_20 . 0314 . C36 . ol . np Method AAT/NAP 

Start 1 . End 408 

GI 6907098 Score 737 

Exons 1..4 08 

GI Descrip. (AP001129) EST AU031036 ( E60617 ) corresponds to a region of the 
predicted gene.; Similar to Human mRNA for KIAA0310 gene. 
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(AB002308) [Oryza sativa] 



O n /*▼ \T /s 

o€CJ . NO . 


A ^ A n A 
f± O *± U f± 


beq . i v 


UJUUUZZl ZU.UJ14.bJO 


Gene No . 




Strand 




o tar t 


i 


rjna 


a n q 
ft u o 


Naiue 


ujuuuzzi zu . u Ji4i . b jd . oi . gs 


Method 


biiiNbbAN 


Of 2 r-+- 


c. 7 — 




4 OP. 


C T 

bl 


none 


Score 




Exons 


"7 A HQ 






Seq. No. 


45404 


Seq. ID 


OJ000221_20.0314.C36 


bene no . 


y DUUj 


Strand 




Cf -ivf 

btart 


1 OZO 


End 


3812 


Name 


UuUUUzzi zu . Uji 4 . b jd . oz . gs 


Method 


GENSCAN 


btart 


1 OZO 


End 


3738 


bl 


none 


Score 


.88 


Exons 


1 QOQ 1 QC/I OlflO OOC"3 OOQO 

lozo. . loD4 , Z1UZ. . ZZ Do, ZooZ . 


.2592, 2681. .2797, 3301. .3366, 




jOz/. . j/oo 






O rtrr NT /-\ 

oeq . NO . 


45404 


Seq. ID 


OJ000221_20.0314.C36 


bene no . 


96003 


Strand 




Start 


1828 


End 


3812 


Name 


OJ000221 20.0314 .C36.o2.np 


Method 


AAT/NAP 


btart 


1831 


End 


3812 


bl 


6907099 


Score 


1258 


Exons 


1831. .1854, 2102. .2263, 2382. 


.2592, 2681. .2797, 3301. .3366, 




3527. .3812 






GI Descrip. 


(AP001129) Similar to Arabidopsis thaliana DNA chromosome 4, 




ESSA I contig fragment No. 6, 


membrane 


protein homolog. (Z97341) 




[Oryza sativa] 






JC^ a IN w . 


45405 


Seq. ID 


OJ000221_20.0314.C37 


Gene No. 


96004 


Strand 




Start 


1 


End 


1844 


Name 


OJ000221 20.0314.C37.ol.np 


Method 


AAT/NAP 


b tar t 


1 


End 


1844 


bl 


6907099 


Score 


164 


Exons 


1.-48, 599. .646, 1239. .1298, 


1737. .1844 


GI Descrip . 


(AP001129) Similar to Arabidopsis thaliana DNA chromosome 4, 




ESSA I contig fragment No. 6, 


membrane 


protein homolog. (Z97341) 




[Oryza sativa] 






oeq. no. 


45405 


Seq. ID 


OJ000221_20.0314.C37 


Gene No . 


96004 


Strand 




b tart 


1 


End 


1844 


Name 


OJ000221 20.0314 .C37.ol.gs 


Method 


GENSCAN 


btart 


449 


End 


1298 


bl 


none 


Score 


.59 


jitXons 


449. . 646, 1239. . 1298 






Seq. No. 


45406 


Seq. ID 


OJ000221_20.0314.C40 


Gene No. 


96005 


Strand 




Start 


1 


End 


440 


Name 


OJ000221 20.0314 .C40.ol.gp 


Method 


AAT/GAP 


Start 


1 


En'd 


440 


GI 


27518 1.R1084 


Score 


343 


Exons 


1..116, 335. .440 
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GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



, 5669871/gb|AAD4 64 91.1|AF135014_l 7.0e-4 4 (AF135014) 
dihydrolipoamide S-acetyltransf erase [Zea mays] • 



Seq. ID OJ000221_20.0314.C40 
Strand 

End 440 

Method AAT/NAP 

End 227 

Score 172 



45406 
96005 
1 

OJ000221_20.0314.C4 0.ol.np 
1 

6907096 
1..227 

(AP001129) ESTs AU033004 (S0924) ,C74754 (E50863) correspond to a 
region of the predicted gene.; Similar to Rat mRNA for 
dihydrolipoamide acetyltransf erase . (D10655) [Oryza sativa] 





beq. no. 




beq. ID 


OJUUUzZ 1 




Gene No . 


yoUUb 


btrana 


+ 






1 


TP v-. 


1 Jz4 




Name 


OJ000221 20.0314.C41.ol. 


np Method 


AAT/NAP 




Start 


1 


End 


1324 




GI 


6002776 


Score 


787 




Exons 


1..311, 990. .1100, 1231. 


.1324 






GI Descrip. 


(AF149806) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


45407 


Seq. ID 


OJ000221 


3; 

\ jjS 


Gene No. 


96006 


Strand 


+ 




Start 


1 


End 


1324 


V_i = 


Name 


OJ000221 20.0314.C41.ol. 


gs Method 


GENSCAN 


': b? 


Start 


57 


End 


1305 




GI 


none 


Score 


.96 




Exons 


57. .257, 921. .1046, 1141 


. .1305 






Seq. No. 


45407 


Seq. ID 


OJ000221 




Gene No. 


96006 


Strand 


+ 




Start 


1 


End 


1324 


I -J 


Name 


OJ000221 20.0314.C41.ol. 


tm Method 


TBLASTX :1 




Start 


68 


End 


1310 


J . 


GI 


none 


Score 


45 



Exons 



68. .106, 68. .103, 77. .181, 102. .287, 112. .261, 126. .272, 
847. .1041, 907. .1041, 920. .1042, 921. .1043, 1140. .1253, 
1144. .1308, 1144. .1305, 1146. .1310 



Seq. No. 


45408 


Seq. ID 


OJ000221 


Gene No. 


96007 


Strand 


+ 


Start 


132 


End 


752 


Name 


OJ000221 20.0314.C43.ol.np 


Method 


AAT/NAP 


Start 


132 


End 


752 


GI 


6983857 


Score 


543 


Exons 


132. .253, 317. .752 






GI Descrip. 


(AP001168) hypothetical protein [Oryza 


sativa] 


Seq. No. 


45409 


Seq. ID 


OJ000221 


Gene No. 


96008 


Strand 


+ 


Start 


1027 


End 


4293 


Name 


OJ000221 23.0317.C9.ol.gs 


Method 


GENSCAN 


Start 


1027 


End 


4293 • 


GI 


none 


Score 


.48 


Exons 


1027. .1161, 1785. .1837, 3232. 


.3315, 4080. .4293 
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Seq. No. 


45409 




Seq. ID 


OJ000221_23.0317 


,C9 


Gene No. 






Strand 






Start 


o 34 2 




End 


8793 




Name 


OJQ00221 23. 


0317 . C9 . ol . tm 


Method 


TBLASTX: Maize 




Start 


OlOD 




End 


8450 




GI 


none 




Score 


54 




Exons 


blob . . 8 2 39, 


8311 . .8439, 8312 


..8449, 8313. .8366, 8412. .8^ 


5 50 


Seq. No. 


45409 




Seq. ID 


OJ000221_23.0317, 


.C9 


Gene No. 


y buu y 




Strand 






Start 


834 2 




End 


8793 




Name 


OJ(J(JU221 23. 


031 / . C9 . o2 . gs 


Method 


GENSCAN 




Start 


o 34 2 




End 


8793 




GI 


none 




Score 


.97 




Exons 


8342 . .8 / 42 , 


8 / b 1 . . 8 / 9 3 








o e q . in o • 


4 O ft U -7 




Seq. ID 


OJ000221_23.0317. 


C Q 


Gene No. 


96009 




Strand ■ ■ 






Start 


8342 




End 


8793 




Name 


OJ000221 23. 


0317.C9.ol.np 


Method 


AAT/NAP 




Start 


8345 




End 


8711 




GI 


7486031 




Score 


170 




Exons 


8345. .8711 










GI Descrip. 


hypothetical 


protein F23E13. 


150 - Arabidopsis thaliana 





gi I 2961385 | emb | CAA18132.il (AL022141) putative protein 
[Arabidopsis thaliana] gi | 727057 9 | emb | CAB80297 . 1 | (AL161589) 
putative protein [Arabidopsis thaliana] 



Seq. No. 


45409 


Seq. ID 


OJ000221_23, 


.0317. C9 


Gene No. 


96009 


Strand 






Start 


8342 


End 


8793 




Name 


OJ000221 23. 0317. C9. 


ol.gp Method 


AAT/GAP 




Start 


."8485 


End 


8793 




GI 


72794 1.R1084 


Score 


476 




Exons 


8485. .8793 








GI Descrip. 


•4929803/gb|AAD34162 


.1IAF152555 1 1 . Oe 


-13 (AF152555) putati^ 




zinc finger protein 


SHI [Arabidopsis thaliana] ' 




Seq. No. 


45410 


Seq. ID 


OJ000221_23. 


.0317. C10 


Gene No. 


96010 


Strand 






Start 


24 


End 


1388 




Name 


OJ000221 23. 0317. C10 


.ol.gs Method 


GENSCAN 




Start 


24- 


End 


1388 




GI 


none 


Score 


. 97 




Exons 


24. .304, 629. .719, 1035. .1064, 1327. .1388 




Seq. No. 


45411 


Seq. ID 


OJ000221_23. 


.0317. Cll 


Gene No. 


96011 


Strand 


+ 




Start 


182 


End 


243 




Name 


OJ000221 23.0317.C11 


.ol.gs Method 


GENSCAN 




Start 


182 


End 


243 




GI 


none 


Score 


.58 




Exons 


182. .243 








Seq. No. 


45411 


Seq. ID 


OJ000221_23. 


.0317. Cll 


Gene No. 


96012 


Strand 


+ 
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Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15300 End 15624 

OJ00022 1_23 . 0317 . CI 1 . ol . gp Method AAT/GAP 

15300 End 15624 

38012_1.R1084 Score 399 
15300. .15624 

, 4097947/gb|U72255|OSU72255 2.0e-23 Oryza sativa 

beta-1, 3-glucanase precursor (Gns9) gene, complete cds 1 



45411 Seq. ID 

96013 Strand 

1729 End 
OJ000221_23 . 0317 . CI 1 . o2 . gs Method 

1729 End 

none Score 
1729. .1893 



OJ000221_23.0317.C11 

1893 
GENSCAN 
1893 
.41 



Seq. No. 45411 
Gene No. 96014 
Start 2223 

Name OJ000221_23 . 0317 . Cll . o3 . gs 

Start 2223 
GI none 

Exons 2223.. 2800, 2872.. 3085, 4536 

10234 . .10872, 10953 
11977. .12093, 13106 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000221 23. 0317. Cll 



17208 
GENSCAN 
16965 
.51 

4663, 7597. .7729, 7847. .8072, 
11230, 11376. . 11544, 11738 .. 11875, 
13241, 13628. .13724, 138 62 .. 13915 , 



15-403. .15636, 1574 0. .16327, 164 06. .167 60, 16835. .16965 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45411 Seq. ID OJ000221_23 . 0317 . CI 1 

96014 Strand 

2223 End 17208 

OJ000221_23 . 0317 . Cll . ol . np Method AAT/NAP 

10285 End 11564 

5903051 Score 667 

10285. .10872, 10953 .. 11230 , 11376. .11564 

(AC008016) Contains PF| 00069 Eukaryotic protein kinase domain 
ESTs gb|W43822, gb|T20475 and gb|AA586152 come from this gene 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45411 
96014 
2223 

OJ000221_23. 0317. Cll. o2.ts 

10360 

none 

10360. .10533, 10368. .10547, 
10952. .11005, 11045. .11230, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
10545. .10871, 
11373. .11486 



OJ000221 23. 0317. Cll 



17208 

TBLASTX: Soybean 
11486 
49 

10600. .10776, 



Seq. No. 45411 

Gene No. 96014 

Start 2223 

Name OJ000221_23 . 0317 . Cll . 

Start 10374 

GI none 

Exons 10374 .. 10580, 10393.. 

10916. .11005, 11045.. 



o2.tm 



10563, 
11233, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
10593. .10871, 
11064. .11231, 



OJ000221 23. 0317. Cll 



17208 

TBLASTX: Maize 
11522 
96 

10594. .10869, 
11373. .11522 



Seq. No. 



45411 



Seq. ID OJ000221 23. 0317. Cll 



46737 



Gene No. 


96014 






Strand 






Start 


2223 






End 


17208 




Name 


OJ000221 23.0317.C11, 


. 0<£ . tC 


Method 


TBLASTX: Cress 




btart 


10404 






End 


11492 




bl 


none 






Score 


82 




Exons 


10404. 


.10550, 10522.. 


. 1 U / J 1 , 


10533. .10742, 1074 6. .108 62, 






10952. 


.11008, 11048.. 


1 1 O *3 £ 


11397. .11492 




Seq. No. 


45411 






Seq. ID 


OJ000221_23.0317 


.Cll 


Gene No. 


96014 






Strand 






Of 3 v+- 


2223 






End 


17208 




Name 


OJ000221 23.0317.C11, 


, oz . tw 


Method 


TBLASTX: Wheat 




o tar l 


10602 






End 


11005 




bl 


none 






Score 


94 




Exons 


10602. 


.10871, 10603.. 


, lUo OH f 


10916. .11005 




beq . no . 


45411 






Seq. ID 


OJ000221_23.0317 


. bl 1 


Gene No . 


96014 






.Strand 






Of 3 y +- 


2223 






End 


.17208 




Name 


OJ000221 23.0317.C11. 


, ol . tm 


Method 


TBLASTX: Maize 




OH * >-4- 

btart 


15327 






End 


17163 




bl 


none 






Score 


107 




Exons 


15327. 


.15431, 15348.. 


, 15446, 


15349. .15447, 15350 .. 15454 , 






15414 . 


.15632, 15430.. 


15636, 


15430. . 15636, 15431 .. 15637 , 






15740. 


.16315, 15740.. 


i coon 
1 DO JU , 


15741. .16328, 1574 5 .. 16329, 






16093. 


.16335, 16401.. 




16403. .16435, 16405 .. 16437, 






16406. 


.16444., 16426.. 


1 C A Q R 


16430. .16774, 16430 .. 16762, 






16431. 


.16763, 16835.. 


1 / UoZ, 


16837. .170 


61, 16838. .17062, 






17018. 


.17113, 17050.. 


m on 


17061. .17120, 17122. .17163 




beq. no. 


45411 






Seq. ID 


OJ000221_23.0317 


. Cll 


Gene No. 


96014 






Strand 






Start 


2223 






End 


17208 




Name 


OJ000221 23.0317.C11. 


Oj . tC 


Method 


TBLASTX: Cress 




o tar t 


15352 






End 


15582 




C T 
bl 


none 






Score 


58 




Exons 


15352. 


.15432, 15360.. 


1 R A A C 
1 3 4 4 O , 


15391. .154 98, 154 04. .154 93, 






15414 . 


.15551, 15430.. 




15431. .15574 




oeq. ln o . 


45411 






Seq. ID 


OJ000221_23.0317 


pi 1 
. bl 1 


Gene No . 


96014 






Strand 






Start 


2223 






End 


17208 




Name 


OJ000221 23.0317.C11. 


o2 . np 


Method 


AAT/NAP 




Cf -1 v-f- 

ot art 


15354 






End 


17208 




bl 


6850880 




Score 


2119 




Exons 


15354. 


.15636, 15740.. 


16327, 


16406. .16760, 16835. .17208 




GI Descrip . 


(AL137898) putative protein 


[Arabidops 


is thaliana] 




Seq. No. 


45411 






• Seq. ID 


OJ000221_23.0317 


.Cll 


Gene No . 


96014 






Strand 






Start 


2223 






End 


17208 




Name 


OJ000221 23.0317.C11. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


15357 






End 


15594 




GI 


none 






Score 


87 




Exons 


15357. 


.15446, 15415.. 


15594, 


15433. . 155 


61, 15440. .15571 




Seq. No. 


45411 






Seq. ID 


OJ000221_23.0317 


.Cll 



46738 



Gene No. 96014 Strand 

Start 2223 End 

Name OJ000221_23 . 0317 . Cll . ol . ts Method 

Start 15437 End 

GI none Score 

Exons 15437. .15637, 15439 .. 15636, 15455 

15740. .16330, 1574 8 .. 16329, 16129 

16406. .16444, 16430 .. 167 65 , 16430 

16533. .16766, 16543 .. 16770 , 16840 

16943. .17041, 16951. .17043, 16951 

17050. .17139, 17061. .17120 



17208 

T BLAST X : Soybean 
17139 
211 

15637, 15714. .16328, 
16335, 16383. .16436, 
16750, 16432. .16773, 
16944, 16844. .16891, 
17061, 16955. .17062, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45411 
96014 
2223 

OJ000221 
15743 ' 
none 



23.0317.Cll.ol.tw 



Seq. ID OJ000221_23. 0317. Cll 
Strand 
End 

Method 
End 
Score 



17208 

TBLASTX: Wheat 

16111 

108 



15743. .15943, 1574 6 .. 16111 , 15780. .16088 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45411 
96014 
2223 

OJ000221_23. 0317. Cll. ol.tc 

15758 



OJ000221 23. 0317. Cll 



none 
15758, 
16127. 
16431. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

16096, 15801. .16091, 1592 9 . . 1 6057 , 16124 ,. 16315, 
16330, 16128. .16325, 1640 6 . . 1 6435 , 16430 .. 167 62 , 
16472, 16445. .16738, 16533.. 16763 



17208 

TBLASTX: Cress 

16763 

219 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45411 Seq. ID 

96014 Strand 

2223 End 

OJ000221_23. 0317. Cll. o2.gp Method 

16504 End 

26315_1.R1084 Score 
16504 . .16760, 16835. .17208 
1 4539335/emb|CAB37483.1| 1 
[Arabidopsis thaliana] 1 

45411 Seq. ID 

96014 Strand 

2223 End 

OJ000221_23. 0317. Cll. o4.tc Method 

16843 End 

none Score 
16843. .17 061, 168 4 4. .17062 



OJ000221_23. 0317 .Cll 

17208 
AAT/GAP 
17208 
1121 



Oe-34 (AL035539) putative protein 



OJ000221_23. 0317. Cll 
17208 

TBLASTX: Cress 

.17062 

139 



Seq. No. 45412 • 

Gene No. 96015 

Start 2775 

Name OJ000221_23 . 0317 . C12 . ol . gp 

Start 2775 

GI 38012JL.R1084 

Exons 2775.. 3449 

GI Descrip. ' 4097 947/gb | U72255 | OSU72255 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000221_23. 
+ 

3449 
AAT/GAP 
3449 
1193 



0317. C12 



2.0e-23 Oryza sativa 



beta-1, 3-glucanase precursor (Gns9) gene, complete cds ' 



46739 





Seq. No. 


45412 






Seq. ID 


OJ000221_23.0317.C12 




bene no . 








Strand 


T 






O O / U -tr 






_na 






Name 


vJJUUU^^.1 Zj. UjI / .1,1^. .OD, 


. gp 




Method 


7\ 7\ T /P7\D 






O O / U 








Q1 '3''} 




bl 


none 






Score 


H o U 




Exons 


OOTfl Q1 
OD / U. . 3lJJ 












^eq. jno. 


45412 






Seq. ID 


OJ000221_23.0317.C12 




Gene No. 


96017 






Strand 






Start 


292 






End 


7121 




NT ^ 1*1 

Name 


OJ000221 23.0317.C12.ol. 


.gs 




Method 


GENSCAN 






292 






End 


7121 




bl 


none 






Score 


.69 




Exons 


292. .317, 967. .1250, 3238. 


.3461, 3565. 


.4152, 4239. .4596, 






4690.. 5024, 5134.. 5174, 


5263. 


.5473, 5973. .5998, 6613. .6848, 






7036. .7121 












oeq. no. 


45412 






Seq. ID 


OJ000221_23.0317.C12 




Gene No. 


96017 






Strand 






Start 


292 






End 


7121 




Name 


OJ000221 23.0317.C12.ol. 


np 




Method 


AAT/NAP 




Of _ „f 

b rare 


3183 






End 


5458 


v3 


C" T 

bl 


7.271113 






Score 


2269 


f ft 


Exons 


3183. .3461, 3565. .4152, 


4239. 


.4596, 4690. .5024, 5134. .5162, 






5269. .5458 










fy 


GI Descrip. 


(AJ276420) 68 kDa protein 


[Cicer arietinum] 




oeq. no. 


45412 






Seq. ID 


OJ000221_23.0317.C12 




Gene No. 


96017 






Strand 




m 


Start 


292 






End 


7121 




Name 


OJ000221 23.0317.C12.o2. 


gp 




Method 


AAT/GAP 


~. 


ouar l 


3393 






End 


3876 




bl 


LIB34 34-045-P1-K1-B5 






Score 


713 


i, E 


Exons 


3393. .3461, 3565. .3876 












GI Descrip. 


M539335/emb|CAB374 83.1 | 


l 


.Oe 


-49 (AL035539) putative protein 


--3 




[Arabidopsis thaliana] 1 












oeq. in o . 


45412 






Seq. ID 


OJ000221__23.0317.C12 




Gene No. 


96017 






Strand 






Start 


292 






End 


7121 




Name 


OJ000221 23.0317.C12.o3. 


gp 




Method 


AAT/GAP 




Of v-f 

otsrt 


4340 






End 


5184 




bl 


26315 1.R1084 






Score 


1112 




Exons 


4340. .4596, 4690. .5024, 


5134. 


.5184 






GI Descrip. 


\4539335/emb|CAB37483.1 | 


i. 


,0e 


-34 (AL035539) putative protein 






[Arabidopsis thaliana] 1 












Seq. No. 


45412 






Seq. ID 


OJ000221_23.0317.C12 




Gene No. 


96017 






Strand 






Start 


292 






End 


7121 




Name 


OJ000221 23.0317.C12.o4. 


gp 




Method 


AAT/GAP 




Start 


5863 




End 


6888 




GI 


3090465 






Score 


567 




Exons 


5863. .5889, 5973. .5998, 


6613. 


.6888 





46740 




beg . no . 


A R/! 1 0 
4 04 1Z 








Seq. ID 


OJ000221 


o*5 noi i pi o 
zo . UjI / . Liz 


Gene No. 










Strand 








y z y o 








End 


14268 




Name 


OJ000221 23 


.0317 


.C12.ol 


. tm 


Method 


TBLASTX : 


Maize 


Start 


3183 








End 


5406 




C T 


none 








Score 


414 




Exons 


Ol QQ Oyi CI 
0 1 0 O . . j4D1 ; 


Ol Q Jl 


. . 04 OU , 


Q1 Qyl 

olo4 . 


.3462, 3565.. 4155, 


OCCC /II CO 

jobb. .4100, 




jyiy . . 4 1 bU , 


4 Z 1 3 


. . 4 o yo , 


A O O A 

hZjh. 


.4599, 4236. .4610, 


/I CQA /IQQC. 

h b yu . . h y y j , 




3 b y Z . . *1 y y h , 


CI oo 
0 lz J 


CI QT 

. . oiy / , 


CI O/l 
3lo4 . 


.5172, 5297. .5365, 


cono co/i q 
jjUz. .Jj4iy, 






3 obu 


R A C\ A 
. . 34 U 41 










Seq. No. 


45412 








Seq. ID 


OJ000221 


_23.0317.C12 


Gene No. 


96018 








St rand 






O Lalt 










bna 


1 4 Z DO 




Name 


UJ UUUzz 1 z o 


. UjI / 


pi o — o 

. Liz . Oz 


. tw 


Metnoa 


TO T 7\ C T V . 


wne a c 


otart 


j i yz 










Oy| 1 Q 

j4 1 y 






none 








Score 


1 bi 




Exons 


ji yz . . 0 4 i y , 


oi no 


. . o o y b , 


Ol QC 

p i yo . 


o a r\ n 
. o4 U / 






Seq. No. 


45412 








Seq. ID 


OJ000221 


2 3.0317 . C 1 2 


Gene No. 


96018 








Strand 








QOQC 

yz. y o 








End 


14268 




Name 


UJUUUzzl /j 


. Uol / . 


. L-lz . Oz , 


. tc 


Method- 


TBLASTX : 


Cress 


Cf v-4- 

otart 


ti no 

o i yy 








End 


3483 




C T 


none 








Score 


200 




Exons 


oi yo . . j4 Dl, 


OOOT 

OZZO , 


q/i oo 
, . 04 O J , 


O O O Q 
OZ JO . 


.3447 






beq. no. 


4 3 4 lz 








Seq. ID 


OJ000221 


oo noio p i o 
zo . Uol / . Clz 


Gene No . 


y bu io 








Strand. 






otart 


QOQC 

yz y o 








End 


14268 




Name 


OJ000221 23 


.0317. 


,C12.ol. 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


3262 








End 


4995 




C T 
Lrl 


none 








Score 


210 




Exons 


oo/:o o /i cn 


oz b4 , 


O /I C 1 


O O "7 Q 

oz / y . 


.3461, 3281. .3463, 


oc^rc yi i c c 
J DO 0 . . 4 lOO, 




JJOD. . 4 1 Do , 


"3 Q c; A 

oy34 , 


a 1 

, . 4 1 bU , 


ji Ol C 

4 zl 3 .. 


.4601, 4215. .4586, 


4zo4 . . 4bUo, 




y) OQQ /I £ H Q 

4 z jo . . 4 bu y , 


y oby . 


, . 4 buz , 


4 o / y . 


.4606, 4695. .4799, 


yi/TQQ AH A C 

4byy. ,4i / 4b, 




yi Qfl^ /I QQQ 

41 oU b . .4 y oo , 


ji one 


A Q Q /I 

, . 4 y y 4 , 


4 o 1U . 


.4995 






Seq. No. 


45412 








Seq. ID 


OJ000221 


_23.0317.C12 


Gene No. 


96018 








Strand 






C +- 3 v+- 
OLdit 


yz y o 








End 


14268 




Name 


HTHHAOOI OO 

UJUUUzzl zo 


. Uol / . 


, Clz . Ol . 


4- T 1 


Method 


TBLASTX: 


Wheat 


b tar c 


J J / 1 








End 


3936 






none 








Score 


157 




Exons 


OCT1 OQ / O 


JJ / 1 . 


onoe 


jdUj . 


.3913 . 






beq . No . 


/I C /I 1 o 

4 34 lz 








Seq. ID 


OJ000221 


OO AOIO PIO 

z o . Uol / . Clz 


Gene No. 


96018 








Strand 






Start 


9295 








End 


14268 




Name 


UJ UUUz z 1 ZJ , 




pi o ^ 1 

LIZ . Ol . 


tc 


Method 


TBLASTX: 


Cress 


Start 


o c o o 
J JOO 








End 


4599 




GI 


none 








Score 


149 




Exons 


3583. .3921, 


3586. 


.3882, 


3626. 


.3916, 394 


8. .4091, 


3949. .4143, 




3952. .4155, 


3953. 


.4150, 


4239. 


.4574, 4239. .4598, 


4369. .4599 


Seq. No. 


45412 








Seq. ID 


OJ000221 


_23.0317.C12 


Gene No . 


96018 








Strand 







46741 



oTLcllZ. 


9295 




LUG 


1 A 0 £Q 




Name 


OJ000221 23.0317.C12.o3.tc 




Method 


i biiAo i a : uress 




btart 


4698 




Cjna 


4 y DO 






none 




Score 


1 u / 




Exons 


4698. .4934, 4698.-4937, 4699. 


A Q £ R 






oeq. in o . 


45412 




oeq . iu 


UJUUUZZl Zj. UjI / 


. LIZ 


UCilC IN w • 


96018 




Strand 






OLdJ. L 


9295 




End 


14268 




Name 


OJ000221 23.0317.C12.o2.np 




Method 


AAT/NAP 




Start 


9261 




End 


10972 




GI 


7486565 




Score 


650 




TP \r /«\ y-\ 


9261.. 9396, 9448.. 9630, 10382 


. .10727, 


10833. . 10972 




T S~\ C* V* T 1T\ 

o± uescrip . 


hypothetical protein F7H19. 


100 - Arabidopsis thaliana 






gi | 3292817 | emb I CAA19807 . 1 | 


(AL031018) 


hypothetical .protein 




[Arabidopsis thaliana] gi | 7269139 | emb | 


ICAB79247.il (AL161558) 




hypothetical protein [Arabidopsis thaliana] 




o e q . in o . 


45412 




Seq. ID 


OJ000221_23.0317 


. LIZ 


Gene No. 


96018 




Strand 






Start 


9295 




End 


14268 




Name 


OJ000221 23.0317.C12.o2.gs 




Method 


GENSCAN 




otaru 


9295 




End 


14268 






none 




Score 


.84 




Exons. 


9295.. 9630, 10382 10729, 108 


35. . 11030, 12458. . 12569, 






13238. .13305, 13382 .. 13554 , 


14047. .14268 




oeq . NO . 


45412 




Seq. ID 


OJ000221_23.0317 




Gene No. 


96018 




Strand 






Start 


9295 




End 


14268 




Name 


OJ000221 23.0317.C12.o2.ts 




Method 


TBLASTX : Soybean 




Of -syf 


9304 




End 


10738 




C T 


none 




Score 


96 




Exons 


9304.. 9402, 9496.. 9630, 9509. 


.9631, 10379. .10684, 10446 


. . 10685, 




1064 9. .10738, 10650. .10736 










Seq. No. 


45412 




Seq. ID 


,OJ000221_23.0317 


.C12 


Gene No. 


96018 




Strand 








9295 




End 


14268 




Name 


OJ000221 23.0317.C12.o3.tm 




Method 


TBLASTX: Maize 




Of 3 >-+- 

o tar r. 


9490 




End 


9636 




C T 


none 




Score 


184 




Exons 


9490. .9636, 9496. .9630 












45412 




Seq. ID 


OJ000221_23.0317 


.C12 


Gene No. 


96018 




Strand 






Start 


9295 




■End 


14268 




Name 


OJ000221 23.0317.C12.o4.tc 




Method 


TBLASTX: Cress 




Start 


9499 




End 


10558 




GI 


none 




Score 


110 




Exons 


9499.. 9630, 9509.. 9631, 10379 


. .10558, 


10380. . 10550 





Seq. No. 45412 

Gene No. 96018 

Start 9295 

Name OJ000221_23 . 0317 . C12 . o2 . tm 

Start 10371 



Seq. ID OJ000221_23.0317.C12 
Strand 

End 14268 

Method TBLASTX : Mai ze 

End 10628 



46742 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 4 5 

10371. .10397, 10373. .10615, 10446.. 10628 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000221 23.0317.C12 



45412 
96018 
9295 

OJ000'221_23.0317.C12.o7.gp 
10459 

22860_1.R1084 
10459. .10729, 10835. .11212 

, 5002526/emb|CAB44329.1| 1.0e-13 (AL078606) putative protein 
[Arabidopsis thaliana] ' 



14268 
AAT/GAP 
11212 
1168 



45413 
96019 
8791 

OJ000221_23.0317.C14 .ol.gp 
8378 

3213_1.R1084 
8378. .8883, 8984. .9141 
'3831441 2.0e-13 (AC005819) 
thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000221_23.0317.C14 

12859 
AAT/GAP 
9141 
1254 • 



hypothetical protein [Arabidopsis 



Seq. No. 45413 

Gene No. 96019 . 

Start 8791 

Name OJ000221_23 . 0317 . C14 . o2 . gs 

Start 8791 

GI none 
Exons 



Seq. ID OJ000221_23.0317.C14 
Strand 

End 12859 . 

Method GENS CAN 

End 12859 

Score .94 



8791. .8883, 8984. .9650, 10006 .. 10327 , 104 57 .. 10595 , 
11269. .11421, 11547. .11677, 11770 .. 11931 , 12655. .12859 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45413 Seq. ID 

96019 Strand 

8791 End 

OJ000221_23.0317.C14.ol.np Method 

8960 End 

7485762 •■• • Score 



OJ000221_23.0317.C14 

12859 
AAT/NAP 
12841 
445 



8960. .9383, 10003 .. 10167 , 11231 .. 11452, 11536 .. 11677, 
11770. .11931, 12625. .12841 

hypothetical protein F19D11.7 - Arabidopsis thaliana 
gi|3510253|gb|AAC33497.1|. (AC005310) hypothetical protein 
[Arabidopsis thaliana] 



Seq. No. 45413 Seq. ID OJ00022 1_23 . 0317 . C14 

Gene No. 96019 Strand 

Start 8791 ■. End 12859 

Name * - OJ000221_23 . 0317 . C14 . o2 . gp Method AAT/GAP 

Start 9242 End 11866 

GI 6912_2.R1084 Score 2348 

Exons 9242.. 9650, 10006 .. 10327 , 10457 .. 10595 , 11269 .. 1 1421, 

11547. . 11677, 11770. .11866 
GI Descrip. '3510253 8.0e-29 (AC005310) hypothetical protein [Arabidopsis 

thaliana] 1 



Seq. No. 
Gene No. 



45413 
96020 



Seq. ID 
Strand 



OJ000221 23.0317.C14 



46743 




OLal L 


1 ^1 4 ft 

I J140 






End 


1 7994 






Name 


OTfinn99i 9^ 


0317. C14 


. o4 . tm 


Method 


TRT Z1QTY • 


ixia 1Z6 






4 ± ± 4 






End 


4 A 1 n 
4 4 J. U 








none 






Score 


4 Q 
4 J 








4114 4 1 ft S 

4 J. J. 4 . i rl XO J f 


4186. .4371, 4369. .4410 








JCl^ • IN (J ■ 


4^41^ 

4 .J 4 Jl J 






Seq. ID 


OJ000221 


_23.0317 


.C14 


Gene No. 


96020 






Strand 








Start 


13148 






End 


17224 








r>.Tnon99i 9^ 


0317. C14 


. ol . tm 


Method 


TBLASTX : 


Maize 




o Lai u 


ft 7ftfi _ 
o / o o 






End 


9383 








none 






Score 


129 






17 von c 


ft7ftft ftftfifi 


8789. .8884, 879C 


I..8894, 8972. .9055, 


8972. . 9067, 






9065.. 9361, 9066 


i.,9335, 9317.. 9382, 


9324. .9383 


O C Lj[ • IN U • 


4 R4 1 ^ 






Seq. ID 


OJ000221 


_23.0317 


.C14 


"JCllC IN (J. 








Strand 








OLdl L 


' 13148 






.End 


17224 






Name 


OJ000221 23. 


0317. C14 


. o3 . tm 


* Method 


TBLASTX: 


Maize 




Start 


9384 






End 


10593 








none 






Score 


137 








9384. .9467, 


9385.. 9459, 9386 


I..9649, 9386. .9466, 


9508. .9651, 




,9512. .9682, 


9987. .10139, 10004. .10123, 


10005. .10139, 






10111. .10311, 10128. 


1 0?65 


10131. .10313, 10135 


i n?i 4 

. . -L U -J J- 4 , 






10455. .10586, 10461. 


.10592, 


10462. . 10593 






O C . IN O . 


45413 






Seq. ID 


OJ000221 


_23.0317 


.C14 


belle INO . 


96020 






Strand 










13148 






End 


17224 






Name 


OJ000221 23. 


0317. C14 


.o2. tm 


Method 


TBLASTX: 


Maize 




Start 


11314 






End 


16084 








none 






Score 


73 








11314 . .11415, 11314. 


.11421, 


11333. . 11440, 11546 


. .11677, 






11547. .11678, 11548. 


.11685, 


11755. . 11907, 11763 


. .11933, 






11765. . 11932, 11765. 


.11962, 


11766. .11948, 12656 


. . 12724, 






12656. .12769, 12657. 


.12758, 


16004. .16084 






Q /=i pr KT n 
IN U . 


45413 






Seq. . ID 


OJ000221 


_23.0317 


.C14 


Gene No. 


96020 






Strand 








Start 


13148 






End 


17224 






J.N CULIC 


OJ000221 23. 


0317. C14, 


.ol. ts 


Method 


TBLASTX: 


Soybean 




C "j- -3 

OLdXL 


11541 






End 


11951 




J. 


none 






Score 


104 






Exon s 


11541. .11684 


, 11542., 


.11685, 


11544 .. 11642, 11555 


. . 11677, 






11761. . 11808 


, 11765., 


.11932, 


11766. .11951 






Sea No 


45413 






Seq. ID 


OJ000221 


_23.0317 


.C14 


Gene No. 


96020 






Strand 








Start ■ 


13148 






End 


17224 






Name 


OJ000221 23. 


0317. C14. 


. o2 . np 


Method 


AAT/NAP 






Start 


13148 






End 


16377 






GI 


6523547 






Score 


120 






Exons 


13148. .13667, 15036.. 


.15120, 


15940. .16075, 16324 


. . 16377 





GI Descrip. (AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 

Seq. No. ' 45413 Seq. ID OJ000221_23 . 0317 . C14 



46744 



Gene No. 


96020 •: 






Strand 








J Ldl L 


1 ^1 4 R 








1 7 9 9 4 

± / Z Z 4 








OT000991 9^ 


0 "31 7 m A 


• O j • gs 












x 4 j. z u 






1 R1 £Q 








none 






Score 








Li AUllO 


141 90 1 4 ^fl9 


1 4 Q9 

/ 1 H :7Z D . 












Seq. No. 


45413 






Seq. ID 


OJ000221_ 


23.0317, 


.C14 


Gene No. 


96020 






Strand 








Start 


1^148 

1 JlT O 






End 


17224 






IN dlUC 


O.T000991 9^ 

UUUUU^£,l zj. 


0^17 PI 4 


• 04 . CfS 


Method 


GENSCAN 






o Lai L 


1 Sft7 1 ~~ 

1JO / 1 




End 


17224 














Score 


.61 








1 7 1 i ani 

1 JO / J. . . -LOU f D 




1 CROC 


16887. . 17029, 17179. 


1 7 9 9/1 
. 1 / Z Z 41 






4 S4 1 4 

4 J4 14 






Seq. ID 


OJ000221_ 


9 "3 0^17 
ZJ. UjI / . 


pi ^ 

. L1j 


Gene No . 


96021 






Strand 


+ 






Start 


3633 






End 


6908 






Name 


OJ000221 23. 


0317. C15 


. ol . np 


Method 


AAT/NAP 






Start 


3633 






End 


6908 






GI 


7486352 






Score 


605 






Exons 


3633. .4903, 


6872. . 6908 










GI Descrip. 


hypothetical 


protein 


F3D13. 


1 - Arabidopsis thaliana 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



gi|3193306|gb|AAC19289.1| (AF069300) contains similarity to 
Arabidopsis membrane-associated salt-inducible-like protein 
(GB:AL021637) [Arabidopsis thaliana] 



45414 
96021 
3633 

OJ000221_23. 0317.C15.o2.np 
5909 
7486057 
5909. . 6042, 



6158. .6310, 6396. 



Seq. ID OJ000221_23.0317.C15 

Strand + 

End 6908 

Method AAT/NAP 

End 6575 

Score 128 
.6575 



hypothetical protein F24A6.130 - Arabidopsis thaliana 
gi|4454017|emb|CAA23070.1| (AL035396) hypothetical protein 
[Arabidopsis thaliana] gi I 7269380 | emb | CAB81340 . 1 1 (AL161563) 
hypothetical protein [Arabidopsis thaliana] 



45414 
96022 
5360 

OJ000221_23'. 0317 .C15 . ol . tm 

376 

none 



OJ000221 23.0317.C15 



Seq. ID 
Strand 
End 

Method 
End 
Score 

376. .477, 378. .485, 382. .486, 559. .606, 560. .607, 560. .607, 
6.98. .814, 701. .799, 702. .824, 920. .1021, 920. .1015, 1116. .1208, 
1118. .1207, 1119. .1226, 1217. .1252 



5577 

TBLASTX: Maize 

1252 

132 



Seq. No. 45414 Seq. ID 

Gene No. 96022 Strand 

Start 5360 End 

Name OJ000221_23 . 0317 . C15 . ol . ts Method 

Start 4206 End 

GI none Score 

Exons 4206. .4859, 4296. .4649, 4425.-4865, 4434. 

4509. .4856, 4514. .4831, 4514. .4732, 4533. 



OJ000221_23.0317.C15 
5577 

TBLASTX: Soybean 
4883 
230 

,4601, 4509. .4883, 
,4670, 4715. .4849 



46745 





Seq. No. 


45414 








Seq. ID 


OJ000221_23.0317.C15 




UCilC 1NU ■ 


96022 








Strand 






Of a y|- 
O Lai. L 










End 


5577 




Name 


o.tooo921 y\ 


0^1 7 

UOI / 


PI 5 n2 


. LIU 


Method 


TBLASTX: Maize 




O Lai t 


4212 _ 








End 


4880 






none 








Score 


217 






4212 4754 


491 5 


4 5S^ 


T U J « 


.4658, 4293. .4868, 4305. .4880 




Seq. No. 


45414 








Seq. ID 


OJ000221_23.0317.C15 




vj cue LNk_/ s 


96022 








Strand 








J O D U 








End 


5577 




NT s in o 


n.T00022i 2^ 


0^17 


PI 5 n1 


> LL 


Method 


TBLASTX: Cress 




O Lai L 


4215 _ 

*i £. JL .J 








End 


4904 




GI 


none 








Score 


80 




TT von q 


4915 4 406 


4^2^ 

*3 —> iL. J 


4484 


4 4 01 

*i 1 U 1 • 


.4739, 4515. .4865, 4716. .4904 




Seq. No. .. 


45414 








Seq. ID 


OJ000221_23.0317.C15 




(?pnp Mo 
uCllC LNU • 


96022 








Strand 






j Lai L 


5^60 

J JUU 








End 


5577 




in emit; 


0,7000921 2^ 


0^17 
u j i / 




. gs 


Method 


GENSCAN 




O Lai L 


5^60 _ 








End 


5577 




rir 
\j ± 


1 1 wile 








Score 


.48 




Hi AvJIlo 


5^60 S577 

J JOU . • .J .J / / 














Seq. No. 


45414 








Seq. ID 


OJ000221_23.0317.C15 


k. '' 5 


Don q Mo 


Qfi02 ^ 

^ \J \J C~ -J 








Strand 




! 


o Lai L 


5905 

*J Z> \J *J 








End 


6251 


f ~_ 

h v~ 


Name 


O.7000991 9? 


0^17 


PI 5 n ^ 


. LHl 


Method 


TBLASTX: Maize 


1 ; 5 


O Lai L 


5905 ~~ 








End 


6251 














Score 


116 






5Q05 604S 


5Q1 1 

«J _7 J. ± 


604 9 


614^ 
DI4 J • 


.6244, 6155. .6244, 6156. .6251 


3 


Seq. No. 


45415 








Seq. ID 


OJ000221_23.0317.C16 


i -J 


Gene No. 


96024 








Strand 


+ 




Start 


1 








End 


5238 




Name 


OJ000221 23. 


0317 


.C16.ol. 


.np 


Method 


AAT/NAP 




Start '* 


1 








End 


3327 




GI 


7486352 








Score 


518 




Exons 


1..619, 3307 


. .3327 








: s 


GI Descrip. 


hypothetical 


protein F3D13.1 


- Arabidopsis thaliana 



gi|3193306|gb|AAC1928?.l| (AF069300) contains similarity to 
Arabidopsis membrane-associated salt-inducible-like protein 
(GB:AL021637) [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45415 
96024 
1 

OJ000221_23.0317.C16.ol.ts 
3 

none 



Seq. ID OJ000221_23.0317.C16 

Strand + 

End ~ 5238 

Method TBLASTX : Soybean 

End 599 

Score 168 



3. .572, 12. .371, 15. .575, 101. .349, 140. .565, 141. .581, 
150. .305, 221. .571, 221. .547, 225. .599, 248. .574, 249. .386, 
276. .458 



Seq. No. 
Gene No. 



45415 
96024 



Seq. ID OJ000221_23. 0317 .C16 
Strand + 



46746 



0 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



OJ000221_23 . 0317 . C16 . o2 . tm 
3 

none 

3.. 374, 9. .584, 21. .596 

45415 
96024 
1 

OJ000221_23.0317.C16.ol. tc 
15 

none 



End"'* 
Method 
End 
Score 



5238 

TBLASTX : Maize 

596vT- ■ 
132 



Seq. ID OJ000221 23.0317.C16 



Strand 
End 

Method 

End 

Score 



+ 

5238 

TBLASTX: Cress 

620 

62 



15. .122, 39. .200, 56. .169, 117. .458, 150. .260, 210. .581, 
221. .568, 255. .401, 315. .608, 432. .620 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45415 Seq. ID 

96024 Strand 

1 End 

OJ000221_23 . 0317 . CI 6 . ol . gs Method 

68 End 

none Score 



OJ000221_23.0317.C16 
+ 

5238 
GENSCAN 
4678 
.53 



68. .328, 625. .718, 839. .868, 1338. .1473, 2233. .2559, 2980. .3099, 
3270. .3403, 3717. .3868, 3901. .4293, 4465. .4678 



45415 
96024 
1 

OJ000221_23.0317.C16.o2.np 
2340 
7486057 
2340. .2559, 
4149. .4258, 



3270. 
4559. 



,3403, 
.4686, 



3519. 
5208. 



Seq. ID OJ000221_23.0317.C16 

Strand + 

End 5238 

Method . AAT/NAP 

End 5238 

Score 448 

,4115, 



,3671, 3757. .3868, 3963. 
,5238 

hypothetical pr otein F24A6.130 — Arabidopsis thaliana 
gi | 4454017 | emb | CAA23070 . 1 | (AL035396) hypothetical protein 
[Arabidopsis thaliana] gi | 7269380 | emb | CAB81340 . 1 | (AL161563) 
hypothetical protein [Arabidopsis thaliana] 



45415 
96024 
1 

OJ000221 23.0317.C16.o3.tm 



Seq. ID 
Strand 
End 

_ Method 
2444 End 
none Score 

2444. .2482, 2445. .2483, 2445. .2486, 2505. .2555, 3266 
3272. .3403, 3504.. 3605, 3516.. 3605, 3517.. 3615 



OJ000221_23.0317.C16 
+ 

5238 

TBLASTX: Maize 
3615 
66 

3406, 



45415 Seq. ID 

96024 t Strand 

1 End 

OJ000221_23. 0317.C16.ol.gp Method 

4068 End 

LIB34 32-04 8-P2-K1-H7 Score 
4068. .4293, 4465. .4662 

'4454017/emb|CAA23070| 2 . 0e-10 ..( AL035396 ) hypothetical protein 
[Arabidopsis thaliana] ' 



OJ000221_23.0317.C16 
+ 

5238 
AAT/GAP 
4662 
793 



Seq. No. 



45415 



Seq. ID OJ000221_23.0317.C16 



46747 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



96024 Strand 

1 End 

OJ000221_23 . 0317 . C16 . ol . tm Method 

4573 End 

none Score 



+ 

5238 

TBLASTX: Maize 

4872 

174 



4573.-4677, 4574. .4678, 4577-. .4678, 4780. .4872, 4782. .4871 



Seq. No. 45416 

Gene No. 96025 

Start 375 

Name OJ000221_23 . 0317 . C17 . ol . gs 

Start 375 
GI - none 

Exons . 375.. 594, 1044.. 1143, 1172, 



Seq. ID OJ000221_23.0317.G17 

Strand + 

End 1268 

Method GENS CAN 

End 1268 

Score . 66 
,1268 



Seq. No. 45416 

Gene No. 96026 

Start 1788 

Name OJ000221_23 . 0317 . C17 .'o2 . gs 

Start 1788 

GI none 

Exons 1788 . . 1886 



Seq. ID OJ000221_23.0317.C17 
Strand 

End 1886 
Method GENSCAN 
End ■ 1886 

Score .91 



Seq. No. 45417 

Gene No. 96027 

Start 419 

Name OJ000221_22 . 0309 . C4 . ol . gs 

Start 419 

GI none 
Exons 



Seq. ID OJ000221_22.0309.C4 
Strand 

End 3294 

Method " GENSCAN 

End 3294 

Score .46 



419. .601, 758. .993, 1073. .1168, 1542. .1778, 2994. .3153, 
3217. .3294 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45418 
96028 
1 

OJ000221_22.0309.C5.ol.np 
1 

.7486547 



Seq. ID OJ000221_22.0309.C5 

Strand + 

End 3418 

Method AAT/NAP 

End 341.8 

Score 66 



1.-21, 1076. .1254, 3369. .3418 

hypothetical protein F6N15.5 - Arabidopsis thaliana 
gi|3193321|gb|AAC19303.1| (AF069299) F6N15.5 gene product 
[Arabidopsis thaliana] gi | 7267103 | emb I CAB80774 . 1 | (AL161471) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 45418 

Gene No. 96028 

Start 1 * ■ ■. . 

Name OJ000221_22 . 0309 . C5 . ol . gs 

Start 69 

GI none 
Exons 



Seq. ID, OJ000221_22.0309.C5 

Strand + 

End 3418 

Method GENSCAN 

End 2884 

Score . 96 



69. .208, 347. .431, 770. .890, 1060. .1944, 2483. .2884 



Seq. No. 45418 

Gene No. 96029 

Start 3253 

Name OJ000221_22 . 0309 . C5 . o2 . gs 

Start 3253 



Seq. ID OJ000221_22. 0309.C5 
Strand 

End 3626 

Method GENSCAN 

End 3626 



46748 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

3253.-3432, 3556.. 3626 

45418 
96030 
4336 

OJ000221 
1072 
none 



Score 



.72 



22.0309.C5.ol.tw 



Seq. ID OJ000221_22.0309.C5 
Strand 
End 

Method 
End 
Score 



4653 

TBLASTX: Wheat 

1455 

131 



1072. .1272, 1072. .1200, 1074. .1211, 1282. .1455 



45418 Seq. ID 

96030 Strand 

4336 End 

OJ00022 1_22 . 0309 . C5 . ol . gp Method 

4336 End 

none Score 
4336. .4653 



OJ000221__22. 03.09. C5 

4653 
AAT/GAP 
4653 
594 



Seq. No. 45419 Seq. ID 

Gene No. 96031 Strand 

Start 939 End 

Name OJ000221_22 . 0309 . C6 . ol . gp Method 

Start 545 End 

GI . none Score 

Exons 545. . 1098 



OJ000221_22.0309.C6 

1160 
AAT/GAP 
1098 
930 



Seq. No. 45419 Seq. ID 

Gene No. 96031 Strand 

Start 939 End 

Name OJ00022 1_22 . 0309 . C6 . ol . gs Method 

Start 939 End 

GI none Score 

Exons 939.. 1160 



OJ000221_22.0309.C6 

1160 
GENS CAN 
1160 
.99 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



45420 
96032 
250 ' 

OJ000221_22 . 0309 . C7 . ol . tm 

244 

none 

244. .387, 247. .387, 248. .391, 
488. .742, 496. .732 

45420 
96032 
250 

OJ000221_22.0309.C7 .ol.gs 

250 .. 
none 

250. .386, 484. .729 

45420 
96032 • 
250 

OJ000221_22 . 0309 . C7 . ol . np 
433 



Seq. ID OJ000221_22.0309.C7 
Strand 
End 

Method 
End 
Score 
248. .388, 



861 

TBLASTX: Maize 
742 
189 

249. .392, 481. .735, 



Seq. ID 

Strand 

End 

Method 
End • 
Score 



Seq. ID 

Strand 

End 

Method 
End 



OJ000221_22.0309.C7 
861 

GENSCAN 

729 

.66 



OJ000221_22 .0309.C7 
861 

AAT/NAP 
861 



46749 



# 



GI 7488118 Score 268 

Exons 433.. 723, 841.. 861 

GI Descrip. probable growth regulator - Arabidopsis thaliana 

gi I 2245020 | emb | CAB10440.il. (Z97341 1 ) growth regulator like 
protein [Arabidopsis thaliana] gi I 7268415 | emb | CAB78707 . 1 1 
(AL161544) growth regulator like protein [Arabidopsis thaliana] 





Seq. No. 


45420 




Seq. ID 


OJ000221 22.0309. 


, C7 




Gene No. 


96032 




Strand 








Start 


250 




End 


861 






Name 


OJ000221 22. 0309. C7 


.ol.ts 


Method 


TBLASTX: Soybean 






Start 


496 




End 


735 






GI 


none 




Score 


159 






Exons 


496. .735, 497. .667, 


502. .732 










Seq. No. 


45421 




Seq. ID 


OJ000221_22.0309. 


C8 




Gene No. 


96033 




Strand 


+ 






Start 


1 




End 


162 6 






Name 


OJ000221 22. 0309. C8 


. o 1 . np 


Method 


AAT/NAP" 






Start 


1 




End 


1626 






GI 


6466937 




Score 


1208 






Exons 


1 . . 1626 












GI Descrip. 


(AC011621) putative 


retroelement pol polyprotein [Arabidopsis 






thaliana ] 












Seq. No. 


45421 




Seq. ID 


OJ000??! 99 0^09 




s 


Gene No. 


96033 




Strand 


+ 






Start 


1 




End 


1626 




i 


Name 


OJ000221 22. 0309. C8 


. ol . gs 


Method 


GENSCAN 






Start 


163 ~~ 




End 


1591 




iy 


GI 


none 




Score 


.77 




Vs? 

f i i 


Exons 


163. . 509, 554 . . 726, 


1095. .1591 








Seq. No. 


45421 




Seq. ID 


OJ000221_22.0309. 


C8 




Gene No. 


96033 




Strand 


+ 






Start 


1 




End 


1626 




""4 


Name 


OJ000221 22. 0309. C8 


. ol . tw 


Method 


TBLASTX: Wheat 






Start 


358 




End 


839 




» 1 


GI 


none 




Score 


81 




r 


Exons 


358 . . 492, 501 . . 839, 


501. .755, 


509. .835 








Seq. No. 


45421 




Seq. ID 


OJ000221_22. 030.9. 


C8 




Gene No. 


96033 




Strand 


+ 






Start 


1 




End 


1626 






Name 


OJ000221 22. 0309. C8 


.o2.tm 


Method 


TBLASTX: Maize 






Start 


418 




End 


892 






GI 


none 




Score * 


80 






Exons 


418. .498, 489. .839, 


489. .797, 


497. .838, 


839. .892 






Seq. No. 


45421 ' 




Seq. ID 


OJ000221_22.0309. 


C8 




Gene No. 


96033 




Strand 


+ 






Start 


1 




End 


1626 






Name 


OJ00022I 22. 0309. C8 . 


. o3 . ts 


Method 


TBLASTX : Soybean" 






Start 


504 




End 


711 






GI 


none 




Score 


183 






Exons 


504. .707, 505. .711 











46750 



• # 



Seq. No. 


45421 






Seq. ID 


OJ000221_22.0309 


.C8 


Gene No. 


96033 






Strand 


+ 




Start 


1 






End 


1626 




Name 


OJ000221 22 


. 0309 


.Cfl.ol.tc 


Mpt hod 


TBLASTX • Cress 




Start 


510 ~~ 






End 


803 




GI 


none 






Score 


182 




Exons 


510. .803 












Seq. No. 


45421 






Seq. ID 


OJ000221_22.0309 


.C8 


Gene No. 


96033 






Strand 


+ 




Start 


1 






End 


1626 




Name 


OJ000221 22 


. 0309 


.C8 ol ts 


Mpt hod 


TBLASTX * Sovbean 




Start 


841 _ 






End 


1174 




GI 


none 






Score 


310 




Exons 


841 . .1173, 


842 . . 


1174 








Seq. No. 


45421 






Seq. ID 


OJ000221_22.0309 


.C8 


Gene No. 


96033 






Strand 


+ 




Start 


1 






End 


1626 




Name 


OJ000221 22 


. 0309 


. C8 . o2 . tw 


Met hod 


TBLASTX * Wheat 




Start 


887 _ 






End 


1288 




GI 


none 






S core 


318 




Exons 


887 . . 1288, 


887 . . 


1288 








Seq. No. - 


45421 






Seq. ID 


OJ000221_22.0309 


.C8 


Gene No. 


96033 






Strand 


+ 




Start 


1 -z 






End 


1626 




Name 


OJ000221 22 


. 0309 


.C8.ol.tm 


Method 


TBLASTX * Ma i zp 




Start 


907 _ 






End 


1444 




GI 


none 






Score 


582 




Exons 


907 . .1416, 


911 . . 


1444, 914. .1432 






Seq. No. 


45421 






Seq. ID 


OJ000221_22.0309 


.C8 


Gene No. 


96033 






Strand 


+ 




Start 


1 






End 


1626 




Name 


OJ000221 22 


. 0309 


•C8.o2.ts 


Method 


TBLASTX * Sovbean 




Start 


1196 _ 






End 


1441 




GI 


none 






Score 


213 




Exons 


1196 . .1441, 


1214 


..1351, 1222. 


. 1356 






Seq. No. 


45421 






Seq. ID 


OJ000221_22.0309 


.C8 


Gene No. 


96033 






Strand 


+ 




Start 


1 






End 


1626 




Name 


OJ000221 22 


. 0309 


.C8.o3.tm 


Method 


TBLASTX • Ma i zp 




Start 


1445 ~ 






End 


1618 




GI 


none 






Score 


181 




Exons 


1445 1618, 


1450 


. .1608 








Seq. No. 


45422 






Seq. ID 


OJ000221 22.0309, 


. C9 


Gene No. 


96034 






Strand 






Start 


1 






End 


2158 




Name 


OJ000221 22 


.0309 


.C9.ol.np 


Method 


AAT/NAP 




Start 


1 






End 


2158 




GI 


7228457 






Score 


2682 




Exons 


1..32, 415. 


.753, 


817. .2158 









GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 



46751 






^ ^ t* "i x? a 1 
O Q 1 L Vu J 










Seq. No. 


45422 




Seq. ID 


OJ000221_22.0309. 


C9 


Gene No. 


96034 




Strand 






Start 


1 




End 


2158 




Name 


ojooo??i 99 o^nq pq oi 


tm 


Mpi- h oH 


TRT.ASTX • i 7p 

i o iinJ x /\ * Lid x tc 




Start 


412 ~ 




End 


615 




GI 


none 




Score 


123 




F.xon*? 

■LJ X 1 *J 


412 615 440 580 










Seq. No. 


45422 




Seq. ID 


OJ000221_22.0309. 


C9 


Gene No. 


96034 




Strand 






Start 


1 




End 


2158 




Name 


OJ000221 22 0309 C9 ol 


tw 




TRT.ASTX • Wheat 




Start 


412 ~~ 




End 


745 




GI 


none 




Score 


234 




F! von ^ 


412 744 440 745 










Seq. No. 


45422 " 




Seq. ID 


OJ000221_22.0309. 


C9 


Gene No. 


96034 




Strand 






Start 


.1 




End 


2158 




Name 


O.T000221 9? 030Q PQ a? 




Mo \~ h oH 






Start 


754 ~~ 




HjX IKJL 


VJ X 






none 




^OOT"0 
O^-LyX C 


Q7 




F 1 von q 


754 ?0Q1 










Seq. No. 


45422 




Seq. ID 


OJ000221_22.0309. 


C9 


Gene No. 


96034 




Strand 






Start 


1 




End 


2158 




Name 


OJ000221 22.0309.C9.o2. 


tw 


1 ,Jt5 L. I IVjVJ. 


TBLASTX: Wheat 




Start 


937 






1432 




GI 


none 




Score 


76 




F 1 von ^ 


937. .1176, 937. .1395, 1103. 


1901 1 ? S 9 


. .1396, 1337. .1432 


Sea No 


45423 




Spa TO 


OJ000221_22.0309. 


C10 


Gene No. 


96035 




Strand 






Start 


1 




End 


1812 




Name 


OJ000221 22. 0309. CIO. ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1812 




GI 


5803259 ■ 




Score 


1746 




Rxon s 


1..57, 267. .1812 












(AP000399) hypothetical 


protein [Oryza 


sativa] 




Sea No 


45423 




Seq. ID 


OJ000221_22.0309. 


C10 


Gene No. 


96036 




Strand 






Start 


2450 




End 


2576 




Name 


OJ000221 22. 0309. C10. o2 


.np 


Method 


AAT/NAP 




Start 


2450 




End 


257 6 






7523512 




Score 


114 




i_l S\ w 110 


2450. .2576 










\J X ucoLl -'-i-^ * 


(AP001633) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


45424 




Seq. ID 


OJ000221_22.0309. 


Cll 


Gene No. 


96037 




Strand 


+ 




Start 


1 




End 


3243 




Name 


OJ000221 22.0309.Cll.o2 


.np 


Method 


AAT/NAP 




Start 


1 




End 


2445 





46752 



GI 


6466937 


Score 


816 


Fvon c 

J_J W \J 1 1 


1.-24, 815. .2253, 2352. .2445 






GI Descrip. 


(AC011621) putative retroelement pol polyprotei 




thaliana] 






Seq. No. 


45424 


Seq. ID 


OJ000221 


Gene No. 


- 96037 


Strand 


+ 


Start 


1 


End 


324 3 


Name 


OJ000221 22.0309.Cll.ol.np 


Method • 


AAT/NAP 


Start 


238 


End 


669 


GI 


5042454 


Score 


183 


Rxon s 

i—t *V V—/ 1 1 


238. .411, 616. .669 






GI Descrip . 


. (AC007789) putative polyprotein [Oryza 


sativa] 


Seq. No. 


45424 


Seq. ID 


OJ000221 


Gene No . 


96037 


Strand 


+ 


Start 


1 


End 


3243 


Name 


OJ000221 22.0309.Cll.ol.gs 


Method 


GENSCAN 


Start 


325 


End 


■3243 


GI 


none 


Score 


.7 


Exons 


325. .411, 601. .786, 860. .983, 


1044. .1225, 1549. 




2059. .2209, 2562. .2716, 2743. 


.3243 




O C vJ • LN U • 


45424 


Seq. ID 


OJ000221 


Gene No. 


96038 


Strand 




Start 


2548 


End 


2691 


Name 


OJ000221 22.0309.Cll.o3.np 


Method 


AAT/NAP 


Start 


2548 


End 


2691 


GI 


7487477 


Score 


173 


Exons 


2548. .2691 







GI Descrip. hypothetical protein T27E13.13 - Arabidopsis thaliana 

gi| 3150407 | gb | AAC16959 . 1 | (AC004165) hypothetical protein 
[Arabidopsis thaliana] 



Seq. No, 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



45424 
96039 
2753 

OJ000221_22.0309.Cll.o2.tw 

812 

none 



Seq. ID OJ000221_22.0309.C11 
Strand 

End 3990 

Method TBLASTX : Wheat 

End 2651 

Score 294 



812. .1150, 859. .1008, 1078. .1149, 2559. .2651 



Seq. No. 45424 

Gene No. 96039 

Start 2753 

Name OJ000221_22 . 0309 . Cll . ol . tm 

Start 983 

GI none 
Exons 



Seq. ID OJ000221_22. 0309. Cll 
Strand 

End 3990 

Method TBLASTX: Maize 

End 1614 

Score 4 92 



983. .1474, 985. .1299, 1175. .1471, 1471. .1614, 1474. .1605 



Seq. No. 45424 

Gene No. 96039 

Start 2753 

Name OJ000221_22 . 0309 .'Cll . ol . ts 

Start 1004 

GI none 

Exons 1004.. 1387, 1042. . 1302 



Seq. ID OJ000221_22. 0309. Cll 
Strand 

End 3990 

Method TBLASTX : Soybean 

End 1387 

Score 295 



46753 



Seq. No. 


45424 








Seq. ID 


OJ000221_22.0309 


.Cll 


Gene No 


96039 








Strand 






Start 


2753 








End 


3990 

J Zf ZP \J 




Name 


OJ000221 22 


. 0309 


. Cll . o3 


. tw 


Method 


i. ID Lin O X l\ • nllCu L. 




Start 


1238 ~~ 








End 


1623 




GI 


none 








Score 


148 




Rxon 


1238 1483. 


1471 


. 1623 










Seq. No. 


45424 








Seq. ID 


OJ000221_22.0309, 


.Cll 


Gene No 


96039 








Strand 






Start 


2753 








End 


3990 




Nam© 


OJ000221 22 


. 0309 


. Cll . o2 


. tm 


Method 


TBLASTX: Maize 




Start 


1624 ~~ 








End 


2238 




GI 


none 








Score 


335 




P,xnn«? 

i — 1 S\ 1 1 o 


1624 2058. 


1624 


1992 


1722 . 


.1994, 2020. .2238 




Seq. No. 


45424 








Seq. ID 


OJ000221 22 0309 


.Cll 


Gene No . 


96039 








Strand 






Start 


2753 








End 


3990 




Name 


OJ000221 22 


0309 


. ^ X X ■ Ul < 


1- w 


Method 


TBLASTX: Wheat 




Start 


1692 _ 








End 


2094 




GI 


none 








Score 


97 . 






1692 1991 


1702 




1792 

X / . 


.2024, 17- 


47. .2094 




Seq. No. 


45424 












,C11 




96039 








Strand 






J Lai L 


27 ^ 








End 


3990 




Name 


0,7000221 




n i o9 


. L- o 


Method 


TBLASTX: Soybean 






2532 ~~ 








End 


2672 




GI 


none 








Score 


112 




R von 


2532 2672 


2 9 

c* -J *i .7 


2671 










Seq. No. 


45424 








Seq. ID 


OJ000221_22.0309. 


Cll 


Gpnp No 


96039 








Strand 






Start 


2753 








End 


3990 




Name 


OJ000221 22 


0309 


n i o3 


L.1LI 


Method 


TBLASTX: Maize 




Start 


2532 _ 








End 


2677 




GI 


none 








Score 


129 




Rxon c; 


2532 2669 


2549 


2 677 










Seq. No. 


45424 








Seq. ID 


OJ000221_22. 0309. 


Cll 


Gene No 


96039 








Strand 






Start 


27 5 3 








End 


3990 




Name 




• U J \J Z? < 


> ^ X X • \J x • 




Method 


TBLASTX: Cress 




Start 


2532 








End 


2672 




GI 


none 








Score 


159 




Exons 


2532. .2672, 


2549, 


. .267'i 










Seq. No. 


45424 








Seq. ID 


OJ000221_22.0309. 


Cll 


Gene No. 


96039 








Strand 






Start 


2753 








End 


3990 





Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000221_22. 0309. Cll. o4 .np Method AAT/NAP 
2753 \ End 3990 

119110 Score 139 

2753.. 3336, 3790.. 3990 

EBNA-1 NUCLEAR PROTEIN gi | 7 3987 | pir | | QQBE31 probable nuclear 



46754 



antigen - human herpesvirus 4 (strain B95-8) 
gi|1334880|emb|CAA24816.1| (V01555) BKRF1 encodes EBNA-1 
protein, latent cycle gene. [Human herpesvirus 4] 



C0/-1 Mo 


4 R 4 9 S 
*i j 4 ^. j 


Con T n 


ujuuu^^i zz.uouy 


pi 0 

.LIZ 


uCllC IN ■ 


9604 0 


O LI ell 1L1 


4* 




Cf arf 


90 


RnH 


1 070 




Marino 


0.1000991 99 o^oq n 9 oi ^rc 


ft/l^i 4" V"k /^v 

rJctnOQ 






Start 


90 


End 


1070 




GI 


none 


Score 


.84 




R vr»n 


90 14^ ^fl7 Q^fi 1 070 








^#=>n Kin 


4 ^ 96 

1 J 1 ^ u 


c 0 o- t n 


HT000991 99 O^OQ 
UJUUUZZ1 ZZ. UOU:? 


.L14 




Q604 1 

.7 U VJ *i X 


O L. x clilCl 


_J_ 
i 




Start 


338 6 


RnH 

OX 1U 


jODU 




Name 


O TO 009 91 99 O^OQ PI A oi rrrt 




7\ 7\ T /p 7\ O 




Start 


3386 


End 


3660 




GI 


none 


Score 


550 




Rvon q 


»J J O U . • JUUU 








o 0 n Mo 
O c q • IN V . 




oeq. lu 


ujuuuzzx zz.uotiy 


PI A 


f^ono Mo 


Q604 9 










"31 09 




joy / 




Name 


PiT000991 99 O^OQ PI / A 0 rro 


Method 


bbNbLAN 




O tax t 


11 09 ~~ 


JjUU 


joy / 




GI 


none 


Score 


. 57 




Exons 


3102.. 3155, 3392. .3597 








Seq. No. 


45427 


Seq. ID 


OJ000221_22.0309, 


.C15 


Gene No. 


96043 


Strand 


+ 




Start 


1 


End 


1748 




Name 


OJ000221 22.0309.C15.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1748 




GI 


5545339 


Score 


5 93 




Exons 


1..932, 1705. .1748 








GI Descrip. 


(AB030083) lectin-like protein 


. kinase 


[Populus nigra] 





Seq. No ; 


45427 






Seq. ID 


OJ000221_22.0309.C1'5 


~yi Gene No. 


96043 






Strand 


+ 


U Start 


1 






End 


1748 


Name 


OJ000221 22.0309.C15 


.ol. 


gs 


Method 


GENSCAN 


Start 


52 






End 


1351 


GI 


none 






Score 


.96 


Exons 


52. .929, 1230. .1351 










Seq. No. 


45427 






Seq. ID 


OJ000221_22.0309.C15 


Gene No. 


96044 






Strand 




Start 


727 






End 


943 


Name 


OJ000221 22.0309.C15 


.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


671 






End 


931 


GI 


4305062 






Score 


170 


Exons 


671. .823, 809. .931, 


809. 


.919 






GI Descrip. 


2129735/pir S68589 


6.0e 


-24 


serine /threonine- specif ic kinase 



(EC 



2.7.1.-) precursor - Arabidopsis thaliana 
>gi_1405837_emb_CAA62824_ (X91630) receptor-like kinase 
[Arabidopsis thaliana] >gi_2150023 (AF001168) receptor-like 
kinase LECRK1 [Arabidopsis thaliana] 



46755 



Seq. No. 


45427 




Seq. ID 


OJ000221_22 


.0309 


.C15 


Gene No . 


96044 




Strand 








Start 


727 




End 


943 






Name 


OJ000221 22 0309.C15.ol 


tm 


Met hod 


TBLASTX: Maize 




Start 


719 ~~ 




End 


943 






GI 


none 




Score 


330 






Exons 

J—J \*s 1 1 w 


719 . . 931, 719 943 












Seq. No. 


45427 




Seq. ID 


OJ000221_22 


. 0309 


. C15 


Gene No. 


96044 




Strand 








Start 


727 




End 


943 






Name 


OJ000221 22.0309.C15.ol. 




Method 


AAT/GAP 






Start 


727 ~ 




End 


934 






GI 


52768 1 R1084 




Score 


383 






Exons 


121 . .^34 












\J J- V— h W ,J_ J- k-/ • 


f 5545339/dbi IBAA82556 11 


2 . 


.0e-46 (AB030083) lectin' 


-like 


nrnt' pi n 




kinase TPoDnlii 6 ; niaral 1 












Seq. No. 


45428 




Seq. ID 


OJ000221_22 


.0309 


.C16 


Gene No. 


96045 




Strand 


+ 






Start 


1 




End 


1607 






Name 


OJ000221 22.0309.C16.ol. 


np 


Method 


AAT/NAP 






Start 


1 




End 


1586 






GI 


5545339 




Score 


879 






Exons 


1..177, 733. .1499, 1536. 


. 1586 








GT Dpsrri n 


(AB030083) lectin-like protein kinase 


[Populus nigra] 




Seq. No. 


45428 




Seq. ID 


OJ000221_22 


.0309 


.C16 


Gene No . 


96045 




Strand 


+ 






Start 


1 




End 


1607 






Name 


OJ000221 22.0309.C16.ol. 


gs 


Method 


GENSCAN 






Start 


52 




End 


1607 






GI 


none 




Score 


.71 






Exons 


52. .177, 733. .1607 












Seq. No. 


45428. 




Seq. ID 


OJ000221_22 


.0309, 


. C16 


Gene No. 


96045 




Strand 


+ 






Start 


1 




End 


1607 






Name 


OJ000221 22.0309.C16.o2. 


gp 


Method 


AAT/GAP 






Start 


1153 




End 


1553 






GI 


uC-osroM202012dllal 




Score 


559 






Exons 


1153. .1553 












GI Descrio 


' 554 5339/dbj | BAA82556.il 


5. 


0e-16 (AB030083) lectin- 


-like 






kinase [Populus nigra] ? 












Seq. No. 


45428 




Seq. ID 


OJ000221_22 


.0309. 


.C16 


Gene No. 


96046 




Strand 








Start 


898 




End 


1238 






Name 


OJ000221 22.0309.C16.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1 




End 


1153 






GI 


none 




Score 


137 






Exons 


1..132, 2. .130, 3:. 179, 


3. . 


176, 55. .177, 731. .835, 


732. . 


.830, 




816. .866, 830. .1153, 831 


. . 1151 








Seq. No. 


45428 




Seq. ID 


OJ000221_22, 


.0309. 


,C16 


Gene No. 


96046 




Strand 









46756 



on? 





898 


End 


1 9^ft 

it JO 




Mama 


OJ000221 22.0309.C16.ol.tc 


Method 


1 OXjriO 1 A . COO 




OLdl L 


3 


End 


11^7 




ox 


none 


Score 






ijAUlI O 


3. .53, 54. .179, 732. .995, 1037. .1147, 


1038 1157 




O C *J • LN ^/ • 


45428 


Seq. ID 


0.7000991 99 0^0Q 


pi a 

\s X u 


Gene No. 


96046 


Strand 






Start 


898 


End 


1238 




Name 


OJ000221 22.0309.C16.ol.ts 


Method 


TRT.A9TX ■ 9nvhp^n 




OLoi. L 


60 


End 


X X z. *i 




O -L 


none 


Score 


ft 4 






60. .179, 731. .799, 732. .809, 


828. . 1016 


Q^Q 1 09 S QQfi 






1025. .1123 








Seq. No. 


45428 


Seq. ID 


OJ000221_22.0309. 


C16 


Gene No. 


96046 


Strand 






O LGI L 


898 


End 


1238 




Marnp 
lvalue 


OJ000221 22.0309.C16.ol.tw 


Method 


TRT.A^TX • WhMf 

J. LJ -L-lxxO 1 /\ . VV i 1 G CI L> 




o Lai i_ 


723 


End 


1070 

X \J f \J 




O X 


none 


Score 


9 6R 




HiXUIlo 


723. .1070, 761. .952 








o c q . LN u . 


45428 


Seq. ID 


D.T000991 99 O^OQ 


LID 




96046 


Strand 






Start 


898 


End 


1238 




Name 


OJ000221 22.0309.C16.ol.gp 


Method 


AAT/GAP 




oidi u 


898 


End 


1238 




O X 


uC-osroM202013h01al 


Score 


614 




IL AUi 1 o 


898. .1238 








CI T DOCPT"! T""l 
O X UCoLLl^i 


'5545339/dbj IBAA82556.il 2 . Oe 


-33 (AB030083) lectin-like 


prot e . 




kinase [Populus nigra] 1 








Qp,rr NJn 

iJC^i LN W . 


45429 


Seq. ID 


OJ000221_22.0309. 


n 7 

\^ X f 


Gene No. 


96047 


Strand 






Start 


754 


End 


838 




Name 


OJ000221 22.0309.C17.ol.np- 


Method 


AAT/NAP 




u Ldi L 


754 


End 


838 




O X 


6721547 


Score 


84 




DAUllO 


754. .838 








f^T Q o "r" "i r^i 


(AP001073) Similar to Oryza satiya gene for Pib. (AB0134 


& ft \ 


Q^rr Kin 


45430 


Seq. ID 


OJ000221_22.0309. 


n ft 


fipnp No 


96048 


Strand 


+ 




Start 


1477 


End 


6628 




Name 


OJ000221 22.0309.C18.ol.np 


Method 


AAT/NAP 




Start 


1477 


End 


5243 




GI 


7452443 


Score 


965 






1477. .1779, 2337. .3196, 4886. 


.5243 






OX LJtJo^-XXLy • 


hypothetical protein F1C12.90 


- Arabidopsis thaliana 






gi|2982434|emb|CAA18242.1| (AL022224) 


putative protein 






[Arabidopsis thaliana] gi | 7268812 | emb | CAB79017'. 1 1 (AL161552) 




putative protein [Arabidopsis 


thaliana 


] 




Seq. No. 


45430 


Seq. ID 


OJ000221_22.0309. 


C18 


Gene No. 


96048 


Strand 






Start 


1477 


End 


6628 





46757 




Name 


OJ000221 22 0309 C18 ol 




Method 


AAT/^AP 


Start 


1839 _ 




End 


2113 


GI 


699669 




Score 


509 


Exons 


1839. .2113 








Sea No 


45430 




Seq. ID 


OJ000221 22 0309 C1B 


Gene No . 


96048 




Strand 


+ ~ 


Start 


1477 




End 


6628 


Name 


OJ000221 22.0309.C18.o2 


.gp 


Method 


AAT/GAP 


Start 


2864 




End 


5099 


GI 


LIB34 33-04 3-P1-K1-E5 




Score 


1051 


Exons 


2864. .3196, 4889. .5099 








GI Descrip. 


1 29824 34 /emb|CAA1824 2.1 


1 9. 


Oe-58 (AL022224) putative protein 




[Arabidopsis thaliana] ? 









Seq. No. 45430 Seq. ID OJ000221_22 . 0309 . C18 

Gene No. 96048 Strand + 

Start 1477 End .6628 

Name • OJ000221_22 . 0309 . C18 . o2 . np Method AAT/NAP 

Start 4942 * End 6628 

GI 2281645 Score 91 

Exons 4942.. 4998, 6359.. 6628 

GI Descrip. (AF003103) AP2 domain containing protein RAP2.10 [Arabidopsis 
thaliana] .gi | 2632063 | emb | CAA0 5630 . 1 | (AJ002598) TINY-like 
protein [Arabidopsis thaliana] 



r : = 


Seq. No. 


45430 








Seq. ID 


OJ000221_22, 


.0309. 


,C18 


: w 


Gene No. 


96048 








Strand 


+ 








Start 


1477 








End 


6628 








Name 


OJ000221 22, 


.0309, 


.C18.o4 


.gp 


Method 


AAT/GAP 






ess 


Start 


6265 








End 


6587 








GI 


none 








Score 


608 






3; 


Exons 


6265. .6587 


















Seq. No. 


45430 








Seq. ID 


OJ000221_22. 


.0309. 


■ C18 




Gene No. 


96049 








Strand 


+ 








Start 


8699 








End 


11405 








Name 


OJ000221 22. 


.0309, 


,C18.o3 


.gs 


Method 


GENSCAN ■ 








Start 


8699 








End 


11405 








GI 


none 








Score 


.63 






P 


Exons 


8699. .8873, 


9518, 


, .9976, 


10730 


. .10862, 


11171. .11405 







Seq. No. 45430 Seq. ID 

Gene No. 96050 Strand 

Start 12727 End 

Name . OJ000221_22 . 0309 . C18 . o5 . gp Method 

Start . 12727 End 

GI 42957_1.R1084 ' Score 

Exons 12727. .13028, 13136 .. 13206, 13320. . 134 02 

GI Descrip. ' 6017111/gb I AAF01594 . 1 | AC0098 95_15 3.0e-37 
protein [Arabidopsis thaliana] 1 



OJ000221_22.0309.C18 
+ 

13521 
AAT/GAP 
13402 
857 



(AC009895) unknown 



Seq. No. ■ 45430 Seq. ID 

Gene No.' 96050 Strand 

Start 12727 End 

Name OJ000221_22 . 0309 . C18 . o3 . np Method 

Start 12785 End 



OJ000221_22.0309.C18 

+ 

13521 

AAT/NAP 

13521 



46758 




GI 6017111 Score 502 

Exons 12785. .13028, 13136. . 13206, 13320.. 13521 

GI Descrip. (AC009895) unknown protein [Arabidopsis thaliana] 



Sea No 


45430 








Seq. ID 


OJ000221_22.0309.C18 


fipne No 


96050 








Strand 


+ 


Start 


12727 








End 


13521 


Name 


OJ000221 22 


.0309 


.C18.o4. 


.gs 


Method 


GENSCAN 


Start 


12791 








End 


13454 


GI 


none 








Score 


.64 


Exons 


12791. .13028, 13136. ..13206, 


13320. .13454 


Cpn Ma 

iw/ C \J . LX Vw/ • 


45430 








Seq. ID 


OJ000221_22.0309.C18 


Cpnp No 


96051 








Strand 




Start 


5866 








End 


6680 


Name 


OJ000221 22 


.0309 


.C18.o3. 


.tm 


Method 


TBLASTX: Maize 




2328 








End 


2481 


GI 


none 








Score 


•232 


Exons 


2328. .2480, 


2329 


. .2481 








Cpn Kfo 


45430 








Seq. ID 


OJ000221_22.0309.C18 




96051 








Strand 




u Lai L 


5866 








End 


6680 


Name 


OJ000221 22 


.0309, 


.C18.ol. 




Method 


TBLASTX: Cress 


o Lai u 


2337 








End 


3152 


O J. 


none 








Score 


162 


Exons 


2337. .2486, 


.2505, 


. .2609, 


2519 


..2611, 2616. .2654, 2750. .3151, 




97 SI "31 S? 

^ / .J J. ■ • JUL 












Qprr Mo 


45430 








Seq. ID 


OJ000221_22.0309.C18 


UC11C LN L* . 


96051 








Strand 




Sf^ rt- 


5866 








End 


6680 


Name 


OJ000221 22 


.0309. 


.C18.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2337 








End 


2828 


GI 


none 








Score 


295 


Exons 


_> / . . LUUJ; 


?^S7 


?4 S? 


9S1 Q 


..2602, 26 


J16..2654, 2682. .2828, 




2708'. .2827 












Qprr Mo 


45430 








Seq. ID 


OJ000221_22.0309.C18 


fipnf^ Mo 


96051 








Strand 




Start 


5866 








End 


6680 


Mpmp 

INClULG 


OJ000221 22 


.0309, 


,C18.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


3120 








End 


5222 


GI 


none 








Score 


69 


F! von 


3120. .3176, 


4880. 


, .5062, 


4886 


..5062, 4887. .5105, 5094. .5222 




45430 








Seq. ID 


OJ000221_22.0309.C18 


Gene No. 


96051 








Strand 




Start 


5866 








End 


6680 


Name 


OJ000221 22 


.0309. 


,C18.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


4891 








End 


5192 


GI 


none 








Score 


413 


Exons 


4891. .5145, 


4892. 


.5146, 


4893 


..5147, 5142. .5192 


Seq. No. 


45430 








Seq. ID 


OJ000221_22.0309.C;18 


Gene No. 


96051 








Strand 




Start 


5866 








End 


6680 



46759 



Name 
Start ' 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000221_22.0309.C18.o2.gs 
5866 



Method GENSCAN 

End 6680 

none - Score .73 

5866.-6225, 6260. .6374, 6379. .6680 



45430 
96052 
12734 

OJ000221_22.0309.C18.o2.tm 

12734 

none 



Seq. ID OJ000221_22.0309.C18 
Strand 

End 13400 

Me t hod TBLAS TX : Ma i 2 e 

End 13209 

Score 310 



12734. .13030, 12788 12880, 12790 .. 13029, 12992 .. 13030 , 
13138. .13209, 1314 9. .13208, 13156. .13209 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



p Seq. No. 

, % Gene No. 

Start 

*■ I Name 

i'jsj Start 

0 GI 

l-j Exons 

^ GI De scrip. 

E - Seq. No. 
p Gene No. 

Start 
.j. Name 
'Z Start 

:-sP Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
■GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



45430 
96052 
12734 

OJ000221_22.0309.C18.o3.ts 

12842 

none 



Seq. ID OJ000221_22. 0309.C18 
Strand 

End ' 13400 

Method TBLASTX : Soybean 

End 13400 

Score 178 



12842. .13030, 128 92. .13074, 12994. .13047, 13138. .13209, 
13156. . 13209, 13159. . 13191, 13302 .. 13400, 13319. .13399 



45431 
96053 
1 

OJ000221_22.0309.C19.ol.np 
1 

6017111 



Seq. ID OJ000221_22.0309.C19 

Strand + 

End "3742 

Method AAT/NAP 

End 3742 

Score 339 



1..24, 844. .902, 1377. .1413, 2119. .2244, 3087. .3176, 3586. .3659, 
3718. .3742 

(AC009895) unknown protein [Arabidopsis thaliana] 



45431 
96053 
1 

OJ000221_22.0309.C19.ol.gs 

795 

none 



Seq. ID OJ000221_22.0309.C19 

Strand + 

End 3742 

Method GENSCAN 

End 3651 

Score .79 



795. .902, 1377. .1413, 2119. .2244, 3087. .3176, 3586. .3651 



45432 
96054 
1 

OJ000221_22.0309.C21.ol.np 
1 

5545339 

1..25, 1061. .1187, 1221. .1508 

(AB030083) . f lectin-Iike protein kinase [Populus nigra] 



Seq. ID OJ000221_22.0309.C21 

Strand + 

End 1508 

Method AAT/NAP 

End 1508 

Score- 208 



45432 
96054 
1 

OJ000221_22.0309.C21.ol.gs 

889 

none 

889. .1500 



Seq. ID OJ000221_22.0309.C21 

Strand + 

End 1508 

Method GENSCAN 

End 1500 

Score . 62 



46760 




Seq. No. 


45433 




Seq. ID 


OJ000221._22.0309 


. C23 


Gene No. 


96055 




Strand 






Start 


313 




End 


809 




Name 


OJ000221 22.0309.C23.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


108 




End 


809 




GI 


none 




Score 


81 




Exons 


108;. 206, 109. .210, 110 


. .208, 


115. .210, 324. .422, 325.. 


417. 




328. .426, 330. .428, 502 


. . 645, 


503. .649, 587. .649, 732.. 


809, 




735. . 809 










Seq. No. 


45433 




Seq. ID 


OJ000221_22.0309 


.C23 


Gene No. 


96055 




Strand 






Start 


313 




End 


809 




Name 


OJ000221 22.0309.C23.ol 


. as 


Method 


GENSCAN 




Start 


313 




End 


648 




GI 


none 




Score 


.62 




Exons 


313. . 426, 505. . 648 










Seq. No. 


45434 




Seq. ID 


OJ000221_22.0309 


.C25 


Gene No. 


96056 




Strand 






Start 


774 




End 


2243 




Name 


OJ000221 22 . 0309 . C25 .o2 


. tm 


Method 


TBLASTX: Maize 




Start 


751 ~~ 




End 


1046 




GI 


none 




Score 


212 




Exons 


751. .942, 774. .944, 776, 


. . 946, 


931. .1044, 960. .1046, 960 


. .10' 


Seq. No. 


45434 




Seq. ID 


OJ000221_22.0309 


.C25 


Gene No . 


96056 




Strand 






Start 


774 




End 


2243 




Name 


OJ000221 22.0309.C25.ol, 


. as 


Method 


GENSCAN 




Start 


774 ~ 




End 


2243 




GI 


none 




Score 


.96 




Exons 


774. .2243 










Seq. No. 


45434 




Seq. ID 


OJ000221_22.0309 


.C25 


Gene No . 


96056 




Strand 






Start 


77 4 




End - 


2243 




Name 


OJ000221 22 . 0309 .C25 .ol , 


. tm 


Method 


TBLASTX: Maize 




Start 


1047 ~~ 




End 


1319 




GI 


none 




Score 


319 




Exons 


1047.. 131 9, 1048.. 1317, 


.1062 . , 


.1319 






Seq. No. 


45434 




Seq. ID 


OJ000221_22.0309, 


.C25 


Gene No. 


96056 




Strand 






Start 


774 




End 


2243 




Name 


OJ000221 22 . 0309 .C25 .o3 . 


, tm 


Method 


TBLASTX: Maize 




Start 


1320 ~~ 




End 


1491 




GI 


none 




Score 


86 




Exons 


1320. .1481, 1335. 1490, 


1381 


.1491 






Seq. No. 


45435 




Seq. ID 


OJ000221_22.0309. 


.C26 


Gene No. 


96057 




Strand 


+ 




Start 


87 




End 


2143 




Name 


OJ000221 22.0309.C26.ol. 


gs 


Method 


GENSCAN 




Start 


87 




End 


2143 




GI 


none 




Score 


. 9 





46761 



Exons 



87. .269, 559. .702, 816. .890, 1500. .1901, 2012. .2143 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45435 Seq. ID 

96057 Strand 
87 End 
OJ00022 1_22 . 0309 . C2 6 . ol . np Method 
198 End 
7470502 Score 
198. .305, 601. .702, 816. .887, 969. .1205, 1328. .1451, 1516. .1901, 
2018. .2137 

hypothetical protein slrl794 - Synechocystis sp. (strain PCC 
6803) gi | 1651887 | dbj IBAA16814.il (D90900) hypothetical protein 
[Synechocystis sp.] 



OJ000221_22. 0309.C2 6 
+ 

2143 
AAT/NAP 
2137 
128 



45435 
96058 
2721 

OJ000221_22.0309.C2 6.o2.-np 

2721 

100789 

2721. .2908 

heat shock protein 16. 9B 



Seq. ID OJ000221_22.0309.C26 

Strand + 

End 2908 

Method AAT/NAP 

End 2908 

Score 89 

wheat gi|21805|emb|CAA45902.ir 



(X64618) heat shock protein 16. 9B. [Triticum aestivum] 



Seq. No. 45435 

Gene No. 96059 

Start 2731 

Name OJ000221_22 . 0309 .C2 6 . ol . tm 

Start 197 

GI none 
Exons 



Seq. ID OJ000221_22.0309.C26 
Strand 

End 2850 

Method TBLASTX : Mai ze 

End 1315 

Score 138 



197. .238, 554. .700, 555. .701, 557. .700, 559. .705, 802. .888, 
813. .884, 816. .893, 964. .1155, 969. .1157, 971. .1159, 971. .1156, 
1237. .1308, 1241. .1315 



Seq. No. 45435 

Gene No. 96059 

Start 2731 

Name OJ000221_22 . 0309 . C26 . ol . ts 
Start " 559 

GI none 

Exons 559. .705, 561. .701, 816. .884 



Seq. ID OJ000221_22.0309.C26 
Strand 

End 2850 

Method TBLASTX : Soybean 

End 884 

Score 143 



Seq. No. 45435 

Gene No. 96059 

Start 2731 

Name OJ000221_22 . 0309 . C26 . o2 . tm 

Start 1704 

GI none 

Exons 1704. .1901, 1706. .1906," 1707, 
2009. .2074, 2011. .2073 



Seq. ID OJ000221_22.0309.C26 
Strand 

End 2850 

Method " TBLASTX: Maize 

End 2074 1 

Score 283 

.1907, 1711. .1920, 2008. .2073, 



Seq. No. 45435 

Gene No. 96059 

Start 2731 

Name OJ000221_22 . 0309 . C2 6 . o2 . gs 

Start 2731 

GI none 



Seq. ID OJ000221_22.0309.C26 
Strand 

End 2850 

Method GEN SCAN 

End '2850 

Score .98 



46762 





Exons 


o t o i oocn 
Z /31 . . ZbbO 




















Seq. No. 


45436 








Seq. ID 


OJ000221 


_22 


.0309 


.C27 




Gene No. 


96060 








Strand 


+ 










b care 












1 A C 

14b 










Name 


OJOOOzz 1 zz , 


a o a a 

. 0309 . 


. Cz7 . ol 


.gs 


Method 


GENSCAN 










OA 1 ■*-+- 

btart 


30 








T-> -J 

bna 


T A C 

14 b 










bl 


none 








Score 


. bb 










Exons 






















beq. no. 










Seq. ID 


OJ000221_ 


_22 


.0309 


.C27 




Gene No. 


96061 








Strand 












Start 


3226 








End 


8835 










Name 


(JJ UUUzz 1 zz . 


a o n q 

, u juy . 


Lz / . OZ 


.gs 


Method 


GENSCAN 










Start 


q o o 
3zz b 








End 


8835 










r* t 


none 








Score 


.73 










Exons 


ozzb . . obzU , 


bzOo . 


. bz4U, 


c *d o 

53bz . 


.5470, 6114. .6183, 


6432. . 6527, 






bob / . . b / iy , 


by 3D . 


H O T O 

. /z / J, 


O H O A 

o /oO . 


o o o c 

. oo3b 












Seq. No. 


45436 








Seq. ID 


OJ000221_ 


22 


.0309 


.C27 




Gene No. 


96061 








otrana 












Start 


3ZZb 








End 


8835 










Name 


OJOOOzzl zz. 


A O A A 

0309 . 


C27 . ol 


.gp 


Method 


AAT/GAP 










Start 


o o o c 

3235 








End 


3 / lb 








. 


bl 


i a o o a o 

/OztiOz 








Score 


643 










Exons 


Jzod . . 3bU9, 


o ^ o r 

36z 6 . 


OTIC 

. 3715 














ru 


Seq. No. 


45437 








Seq. ID 


OJ000221_ 


22 


.0309, 


.C28 


H 


Gene No. 


96062 








Strand 


+ 








iy 


btart 


lo yu 








End 


2275 










Name 


/"\taaaaai 
OJOUOzz 1 ZZ . 


A O A A 

0309 . 


C28 . ol 


,gp 


Method 


AAT/GAP 








% -j 

fj ! 


Start 


i o n. n 

io yu 








End 


2275 










C T 
bl 


none 








Score 


685 










Exons 


1 o y U . . ZZ 1 D 




















Seq. No. 


45437 








Seq. ID 


OJ000221_ 


22 


.0309. 


.C28 




Gene No. 


96063 








Strand 












b car l 


I 1 A Q 

I I 4 O 








End 


3477 










Name 


r\ in a a o o i o o 

OJOOUzzl zz. 


0309 . 


O A O ^ 1 

Czo . ol 


.gs 


Method 


GENSCAN 








~ : ~ 


Start 


1 1 A O 

1 14 o 








End 


2905 










bl 


none 








Score 


.82 










Exons 


11/IO lOCO 

1 1 4 o . . Izbo , 


1 C A A 

1500 . 


i c n a 


2256 . 


.2905 












Seq. No. 


45437 








Seq. ID 


OJ000221_ 


22, 


.0309. 


.C28 




Gene No. 


96063 








Strand 












OA 1 -V-+- 

otart 


1 1 A Q 
1 1 4 O 








End 


3477 










Name 


r\ t r\ A A O A i a a 

OJUOOzzl z z . 


A O A A 

0309 . 


C28 . o2 , 


■ gp 


Method 


AAT/GAP 










Start 


z / u / 








End 


3477 










bl 


none 








Score 


696 










Exons 


O "7 H "7 O ("J /I £ 

z / U / . .zy4b/ 


"D O D O 

333z . 


.34 77 
















Seq. No. 


45437 








Seq. ID 


OJ000221_ 


22. 


.0309. 


C28 




Gene No. 


96064 








Strand 












Start 


3424 








End 


5262 










Name 


OJ000221 22. 


0309. 


C28.o2, 


-gs 


Method 


GENSCAN 










Start 


3424 








End 


4884 










GI 


none 








Score 


.83 









46763 



Exons 



3424. .3485, 3687. .3794, 4420. .4475, 4594. .4703, 4822. .4884 



Seq. No. 45437 Seq. ID OJ000221_22 . 0309 . C28 

Gene No. 96064'" Strand 

Start ■ 3424 End 5262 

Name OJ000221_22 . 0309 . C28 . o3 . gp Method AAT/GAP 

Start 4188 End 4704 

GI 21910_1.R1084 Score 961 

Exons 4188.. 4704 

GI Descrip. 1 6017110/gb | AAF01593 . 1 | AC009895_14 7.0e-21 (AC009895) unknown 
protein [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45437 
96064 
3424 

OJ000221_22.0309.C28.ol.tm 

4488 

none 



Seq. ID OJ000221_22.0309.C28 
Strand 

End 5262 

Method TBLASTX : Maize 

End 4 941 

Score 236 



4488.. 4520, 4 511 . : 4 696-, 4525.. 4704, 4527.. 4706, 4528.. 4704, 
4530. .4706, 4817 .. 4936, * 4817 .. 4933, 4822. .4938, 4822. .4941 



Seq. No. 45437 Seq. ID OJ000221_22 . 0309 . C28 

Gene No. 96064 Strand 

Start 3424 End 5262 

Name OJ000221_22 . 0309 . C28 . ol . ts Method TBLASTX: Soybean 

Start 4527 End 4941 

GI none Score 125 

Exons 4527. .4700, 4546. .4701, 4585. .4704, 4817. .4936, 4819. .4932, 

4820.. 4936, 4822.. 4941 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45437 Seq. ID OJ000221_22 . 0309 . C28 

96064 Strand 

3424 End 5262 

OJ000221_22. 0309.C28 .ol.np Method AAT/NAP 

4542 End 5262 

6017110 Score 376 

4542. .4703, 4822. .4940, 5223. .5262 

(AC009895) unknown protein [Arabidopsis thaliana] 



45437 
96064 
3424 

OJ000221_22.0309.C28.ol.tc 

4620 

none 



Seq. ID OJ000221_22.0309.C28 
Strand 

.End 5262 

Method TBLASTX: Cress 

End 4 936 

Score 70 



4620. .4700, 4621. .4701, 4822. .4935, 4847. .4936, 4853. .4936 



Seq. No. 45438 Seq. ID OJ00022 1_22 . 0309 . C2 9 

Gene No. 96065 Strand 

Start 1 End 1073 

Name OJ000221_22 . 0309 . C2 9 . ol . np Method AAT/NAP 

Start 1 End 1073 

GI 6017110 Score 515 

Exons 1..234, 554. .794, 1028. .1073 

GI Descrip. (AC009895) unknown protein [Arabidopsis thaliana] 



Seq. No. 



45438 



Seq. ID OJ000221_22.0309.C29 



46764 




Gene No. 


96065 




Strand 






OLal t 


i 
x 




FnH 


1 07 "3 

lv ' J 




Name 


otooo99i 99 o^oq r9Q 


- 

.ox. tm 


Mo +■ V» oH 
fit; L I IvJLl 


TRT Zi^TV • Ma i to 
1 Di_irtO 1 A . l v Jcl Ilc 




DLal L 


14 _ 

X 4 




FnH 






(IT 


nnno 
nunc 




^ OO T"0 


^99 

~J C- £~ 






14 9?R 1 9 940 90 


9^ft 

■ t £- ~J \J f 


S49 796 


SS9 ftO? SSS 7flS 




Seq. No. 


45438 




Seq. ID 


OJ000221_22.0309, 


.C29 


Gene No. 


96065 




Strand 






Qt pi rt 

O Lai L 


\ 




End 


107^ 

X VJ / J 




Name 


o,tooo99i 99 o^oq r9Q 


Ol j" Q 


Mo I" hnrl 
1 ic L 11UU 


1 OXjrlo 1 A. . OtjyjJcali 




OLai L 


1 Q ~~ 

X o 




FnH 


7 Q6 

/ 13 o 




(IT 

O JL 






Cr>n t~o 


99fl 
c c o 






18 997 1 9 940 9^ 


9^S 


S48 796 


561 782 




Seq. No. 


45438 




Seq. ID 


OJ000221_22.0309. 


.C29 


Gene No. 


96065 




Strand 






Start 


1 




End 


1073 




Mo mo 


■ D.T000991 99 0^0Q P9Q 


- 

• o I . gs 


Mot" n oH 


Cj LN O WrtlN 




JLai L 


1 Q _ 
X _7 




FnH 


7 R 1 
/ox 




(1 T 

^jx 


none 




S core 


69 




F von c 


1 Q 9^4 S c i4 7R1 

X _7 . > £ J'J f J J4 i . / OX 










Seq. No. 


45438 




Seq. ID 


OJ000221_22.0309. 


,C29 


Gene No. 


96065 




Strand 








i 

X 




FnH 


107^ 




Name 


O.T000991 99 O^OQ P9Q 


ol fp 
> (J X . LL 




TRT QQTY • Pro c; c 
1 DLinO 1 A . X t: o o 




OLdlL 


1 Q _ 




FnH 
JM1Q 


700 




(IT 


none 




S core 


1 

X J J 




T7" v ot"k o 
Hi AUIlO 


1 q 940 9Q 9^9 ^4 f 


* 700 


RR4 fiftft 


^67 6flQ 
jo / • • do y 




O G l*J . D • 


4 R4 ^fi 

4 J4 JO 




ofciq . x u 


HT000991 99 O^OQ 




flpnp Wo 


96065 




Strand 






Start 


1 




End 


1073 




Name 


OJ000221 22.0309.C29. 


, ol.gp 


Method 


AAT/GAP 




O L. Ct i. L, 


^9 




End 


785 




(IT 


9 1 fiM 1 R1 0S4 

X O .J X 1 . MUOI 




Score 


816 






^9 9^4 SR4 7 8^ 












1 60 1 7 1 1 0 /rrh 1 ZVZXF01 S 


,1|AC009895_14 l.i 


De-69 (AC009895) unknown 




o o "t~ o n n r Zi v 3 o "i H^nc i o 
^JXLJLtrXXi [mdUlUUpolo 


thaliana] 1 






Seq. No. 


45439 




Seq. ID 


OJ000221_22. 03.09. 


C30 


Gene No. 


96066 




Strand 






O L. cLS- U 


~J o 




End 


4 63 




Name 


O.T000991 99 O^OQ C^O 


ol . gs 


Method 


GEN SCAN 




OLdL L 


c. q — 
u o 




End 


4 63 




\J X 


none 




Score 


.42 






Rfl 4 6? 

JO . .4DO 










Seq. No. 


45439 




Seq. ID 


OJ000221_22.0309. 


C30 


Gene No. 


96067 




Strand 






Start 


399 




End 


796 




Name 


OJ000221 22.0309.C30. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


399 




End 


796 




GI 


none 




Score 


73 





Exons 399.. 620, 401.. 652, 677 . .796 



46765 



Seq. No. 45440 Seq. ID 

Gene No. 96068 Strand 

Start 174 End 

Name OJ000221_22 . 0309 . C31 . ol . np Method 

Start 174 End 

GI ' 7487477 ... .. Score 

Exons 174.. 281, 491.. 773, 2057V.'2081 

GI Descrip. hypothetical protein T27E13.13 - Arabidopsis thaliana 

gi|3150407|gb|AAC16959.1| (AC004165) hypothetical protein 
[Arabidopsis thaliana] 



OJ000221_22.0309.C31 
+ 

2081 
AAT/NAP 
2081 
191 





Seq. No. 


45440 




Seq. ID 


OJ000221_22 


.0309 


.C31 






96069 




Strand 


+ 










4024 . 




End 


7035 








Name 


OJ000221 22.0309.C31.o2.gs 




Method 


GENSCAN 










4024 




End 


7009 










none 




Score 


. 4 










4024. .4455, 5255. .5309, 55£ 


32. 


.5702, 6715.. 7009 








Seq. No. 


45440 




Seq. ID 


OJ000221_22, 


.0309, 


.C31 




Gene No. 


96069 




Strand 


+ 








OLdlt 


4024 




. End 


7035 








Name 


OJ000221 22.0309. C31.o2.gp 




Method 


AAT/GAP 








Of a 

jl art. 


6588 




End 


7035 








CI 


11446 1.R1084 




Score 


784 






V=J 

f : n 


Exons 


6588. .7035 














ui uesciip • 


'5830788/emb|CAB54874.L| 2. 


,0e 


-47 (AL117188) thioredoxin 




f ! = 

: kt 




reductase (NADPH) 2 [Arabidopsis thaliana] 1 






: : 5 


Seq. No. 


45440 




Seq. ID 


OJ000221_22, 


,0309, 


,C31 




Gene No. 


96069 




Strand 


+ 






S s? 

r ; i h 


O l_ ci X. l_ 


4024 




End 


7035 








Name 


OJ000221 22.0309.C31.o3.np 




Method 


AAT/NAP 






3' 




6728 




End 


7035 






? := % 




1942055 




Score 


378 






s 

'"■'4 


Exons 


6728. .7035 












a- as 


Kj± uesciip. 


Structure Of Nadph Dependent 


Thioredoxin Reductase 






vss? 


Seq. No. 


45440 




Seq. .ID 


OJ000221_22. 


,0309. 


■ C31 




Gene No . 


96070 




Strand 










Start 


1 




End 


1774 








Name 


OJ000221 22.0309.C31.o2.np 




Method 


AAT/NAP 








Start 


1 




End 


1774 








GI 


7340884 




Score 


142 








Exons 


1..112, 1553. .1774 














GI Descrip. 


(AP001551) Similar to Antirrhinum ma jus transposon 


Tam3 


gene 






transposase. (AB013982) [Oryza sativa] 










Seq. No. 


. 45440 




Seq. ID 


OJ000221_22. 


,0309. 


C31 




Gene No. 


96070 




Strand 










Start 


1 




End 


1774 








Name 


OJ000221 22.0309.C31.o2.tc 




Method 


TBLASTX: Cress 






Start 


534 




End 


689 








GI 


none 




Score 


203 








Exons 


534. .689, 536. .688 














Seq. No. 


45440 




Seq. ID 


OJ000221_22. 


0309. 


C31 



46766 




Gene No. 


96070 






Strand 






Start 


1 • 






End 


1774 




Name 


OJ000221 22.0309. 


,C31.o2. 


, ts 


Method 


TBLASTX : Soybean 




Start 


534 






End 


721 




GI 


none 






Score 


189 




Exons 


534. .719, 536. .721 










Seq. No. 


45440 






Seq. ID 


OJ000221_22.0309 


.C31 


Gene No. 


96071 






Strand 






Start 


6718 






End 


7033 




Name 


OJ000221_22.0309. 


,C31.ol. 


, tm 


Method 


TBLASTX: Maize 




Start 


6718 






End 


7033 




GI 


none 






Score 


492 




Exons 


6718. .7029, 6719. 


.7033 










Seq. No. 


45440 






Seq. ID 


OJ000221_22.0309 


.C31 


Gene No. 


96071 






Strand 






Start 


6718 






End 


7033 




Name 


OJ000221_22.0309. 


C31.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


6749 






End 


7033 




GI 


none 






Score 


391 




Exons 


6749. .7033, 6751. 


. 7029 










Seq. No. 


45440 






Seq. ID 


OJ000221_22.0309 


.C31 


Gene No. 


96071 






Strand 






Start 


6718 






End 


7033 




Name 


OJ000221 22.0309. 


C31.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


6749 






End 


7033 




GI 


. none 






Score 


432 




Exons 


6749.. 7033, 6751. 


.7032 










Seq. No. 


45441 






Seq. ID 


OJ000221 22.0309 


.C32 


Gene No. 


96072 






Strand 


+ ~ 




Start 


1 






End 


937 




Name 


OJ000221 22.0309. 


C32.ol. 


gp 


Method 


AAT/GAP 




Start 


1 






End 


82 




GI 


11446 1.R1084 






Score 


164 




Exons 


1. .82 












GI Descrip. 


, 5830788/emb|CAB54874 . 1 | 


2. 


Oe-47 (AL117188) thioredoxin 






reductase (NADPH) 


2 [Arabidopsis thaliana] ' 




Seq. No. 


45441 






Seq. ID 


OJ000221_22.0309 


. C32 


Gene No. 


96072 






Strand 






Start 


1 






End 


937 




Name 


OJ000221 22.0309. 


C32.ol. 


np 


Method 


AAT/NAP 




Start 


1 • 






End 


937 




GI 


2262173 






Score 


757 




Exons 


1..567, 870. .937 












GI Descrip. 


(AC002329) putative thioredoxin reductase [Arabidopsis thali 


Seq. No. 


45441 






Seq. ID 


OJ000221_22.0309. 


.C32 


Gene No. 


96072 






Strand 


+ 




Start 


1 






End 


937 




Name 


OJ000221 22.0309. 


C32.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


23 






End 


284 




GI 


none 






Score 


361 




Exons 


23. .277, 39. .284 













46767 



• 



Seq. No. 


45441 










Seq. ID 


OJ000221_22.0309 


.C32 


Gene No . 


96072 . 










Strand 


+ 




Start 


1 










End 


937 




Name 


OJ000221 


22. 


0309. 


C32.ol 


. tc 


Method. 


TBLASTX: Cress 




Start 


39 










End 


569 




GI 


none 










Score 


701 




Exons 


39. . 569, 


53. 


.277, 


186. . 


563, 


341. .568 






Seq. No. 


45441 










Seq. ID 


OJ000221_22.0309 


.C32 


Gene No. 


96072 










Strand 


+ 




Start 


1 










End 


937 




Name 


OJ000221 


_22. 


0309. 


C32.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


53 










End 


569 




GI 


none 










Score 


754 




Exons 


53. .277, 


54. 


.569, 


192. . 


566, 


344. .568 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45441 
96072 
1 

OJ000221 

110 

none 

110. .567, 



22.0309.C32.ol.gs 



628. .701 



Seq. ID OJ000221_22.0309.C32 

Strand + 

End ' 937 

Method GEN SCAN 

End 701 

Score .83 



Seq. No. 45441 

Gene No. 96072 

Start 1 

Name OJ000221_22 . 0309 . C32 . o2 . ts 

Start 336 

GI none 

Exons 336.. 569, 336.-563, 338.. 568 



Seq. ID OJ000221_22.0309.C32 

Strand + 

End 937 

Method TBLASTX : Soybean 

End 569 

Score 337 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45442 
96073 
1 

OJ000221_22. 
1 

7488118 
1..51, 628.. 



0309.C34 .ol.np 



872, 1095. .1756 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000221_22.0309.C34 

1756 
AAT/NAP 
1756 
1037 



probable growth regulator - Arabidopsis thaliana 
gi|2245020|emb|CAB10440.1| (Z97341) growth regulator like 
protein [Arabidopsis thaliana] gi | 7268415 | emb ICAB78707 . 1 | 
(AL161544) growth regulator like protein [Arabidopsis thaliana] 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



45442 
96073 
1 

OJ000221_22. 0309.C34 .ol. ts 

623 

none 



45442 
96073 
1 

OJ000221 22.0309.C34.ol.gs 



Seq. ID OJ000221_22.0309.C34 
Strand 

End 1756 

Method .. TBLASTX : Soybean 

End. 1133 

Score 220 



623. .883, 627. .890, 640. .873, 12i 



574, 1089. .1133 



Seq. ID OJ000221_22 . 0309.C34 
Strand 

End 1756 

Method GENSCAN 



46768 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 



640 
none 

640.. 872, 1095.. 1685 

45442 
96073 
1 

OJ000221_22. 0309.C34 .o2.tm 

1092 

none 



End 
Score 



1685 
.98 



Seq. ID OJ000221_22.0309.C34 
Strand 

End 1756 

Method TBLASTX : Mai ze 

End 1367 

Score 340 



1092. .1343, 1093. .1341, 1095. .1367, 1133. .1357 



45442 
96073 
1 

OJ000221_22.0309.C34.ol.tw 

1167 

none 

1167. .1256, 1167. .1217, 121E 



Seq. ID OJ000221_22.0309.C34 
Strand 

End 1756 

Method TBLASTX : Wheat 

End 1614 

Score 59 

.1343, 1219.. 1341, 1221.. 1361, 



1256. .1360, 1335. .1424, 1386. .1553, 1545. .1613, 1545. .1613, 
1546. .1614 





Seq. No. 




Gene No. 




Start 




Name 




Start 


GI 




Exons 


re? 






Seq. No. 
Gene No. 




Start 




Name 
Start 




GI 




Exons 








Seq. No. 


f- 1 ^ 


Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



End 

Method 
End 
Score 



45442 
96073 
1 

OJ000221_22. 0309.C34.ol.tm 
1494 
none 

1494. .1754, 1516. .1755 

45442 
96073 
1 

OJ000221_22.0309.C34 .ol. tc 
1512 
none 

1512. ,1754, 1549. .1755 

45442 
96073 
1 

OJ000221_22.0309.C34.o2.ts 
1569 
none 

1569. .1754," 1578. .1745, 1585. .1755 



Seq. ID OJ000221__22.0309.C34 
Strand. 

1756 

TBLASTX: Maize 
1755 
249 



Seq. ID OJ000221_22.0309.C34 
Strand 

1756 

TBLASTX: Cress 
1755 
106 



End 

Method 
End 
Score 



Seq. ID OJ000221_22.0309.C34 
Strand 

1756 

TBLASTX: Soybean 
1755 
83 ' 



End 

Method 
End 
Score 



45443 
96074 
1 

OJ000301_21.0330.C2.ol.np 
1 

6006359 
1..55, 689. .786 

(AP000559) hypothetical protein [Oryza sativa] 



Seq. ID OJ000301_21.0330.C2 
Strand 

End 786 

Method AAT/NAP 

End 78 6 

Score 73 



45443 
96074 



Seq. ID OJ000301_21.0330.C2 
Strand 



46769 



Start 
Name 
Start 
GI 

Exons 



OJ000301_21.0330.C2.ol.gs 
15 

none 
15. .135 



End 

Method 

End 

Score 



786 

GENSCAN 

135 

.83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45444 Seq. ID 

96075 Strand 

2359 End 

OJ000301_21 . 0330 . C4 . ol . gs Method 

2359 End 

none Score 



OJ000301_21.0330.C4 
+ 

7936 
GENSCAN 
7936 
.64 



2359. .2378, 2498. .2615, 3932. .4066, 4152. .4598, 4670. .4733, 
4893:. 5032, 5118. .5429, 6015. .6232, 7469. .7547, 7599. .7630, 
7716. .7936 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45444 
96075 . 
2359 

OJ000301_21.0330;~C4.ol.np 

4694 

7021720 

4694. .4733, 4893. .5032, 5118, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5429, 



OJ000301_21, 
+ 

7936 
AAT/NAP 
6341 
630 
6015. .6341 



0330. C4 



(AC024081) putative ubiquitin-conjugating enzyme, 5 1 partial 
[Arabidbpsis thaliana] 



45444 Seq. ID OJ000301 

96075 Strand + 

2359 End 7936 

OJ000301_21 . 0330 \ C4 . o2 . gp Method AAT/GAP 

4912 End 5453 

12048JL.R1084 Score 768 
4912. .5032, 5118. .5453 
'3757521 3.0e-38 (AC005167) 
thaliana] 1 



21. 0330. C4 



unknown protein [Arabidopsis 



45444- 

96076 

184 

OJ000301_21.0330.C4 .ol.gp 
184 

3515_1.R1084 
184. .535 

'3757521 5.0e-84 (AC005167) 
thaliana] ' 

45444 
96077 
4351 

OJ000301_21.0330.C4 .ol.tm 

4351 
none 

4351. .4602, 4365. .4598, 4667. 
4669. .4731, 4890. .5027, 4892. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_21.0330.C4 

535 

AAT/GAP 

535 

659 



unknown protein [Arabidopsis 



6131 

TBLASTX: Maize 
6128 
287 

.4732, 4668. .4739, 4669. .4746, 
,5035, 4892. .5026, 5116. .5427, 
5118. .5429, 5120. .5428, 5121. .5429, 6012. .6128, 6017. .6112 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000301 21. 0330. C4 



Seq. No. 



45444 



Seq. ID OJ000301_21.0330.C4 



46770 



Gene No . 


96077 








Strand 




Start 


4351 








End 


6131 


Name 


OJ000301 21 


.0330. 


C4 .ol . 


ts 


Method 


TBLASTX : Soybean 


Start 


4488 








End 


6131 


GI 


none 








Score 


65 


Exons 


4488 . . 4556, 


4643. 


. 4738, 


4895. 


.5032, 4897. .4995, 4941. .5036, 




5113. . 5247, 


5120 . 


. 5428, 


5121. 


.5429, 5146. .5430, 5364. .5429, 




6012. . 6131, 


6017 . 


. 6112 








Seq. No. 


45444 








Seq. ID 


OJ000301 21. 0330. C4 


Gene No. 


96077 








Strand 




Start 


4351 








End 


6131 


Name 


OJ000301 21. 


. 0330. 


C4 .ol . 


tc 


Method 


TBLASTX: Cress 


Start 


4515 








End 


5354 


GI 


none 








Score 


58 


Exons 


4515. . 4571, 


4667 . 


. 4738, 


4892. 


.5035, 48 


:94. .4998, 4971. .5033, 




5118 . . 5354, 


5132. 


. 5350 . 








Seq. No. 


45444 








Seq. ID 


• OJ000301_21. 0330.C4 


Gene No. 


96077 








Strand 




Start 


4351 








End 


6131 


Name 


OJ000301 21. 


. 0330. 


C4 .ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


4915 








End 


5426 


GI 


none 








Score 


167- 


Exons 


4915. . 5004, 


4916. 


.5044, 


4919. 


.5014, 5114. .5335, 5119. .5358, 




5127 . . 5426, 


5132 . 


. 5425 








Seq. No. - 


45444 








Seq. ID 


OJ000301_21.0330.C4 


Gene No. 


96078 








Strand 




Start 


6039 








End 


6247 


Name 


OJ000301 21. 


0330. 


C4 .o2 . 


tw 


Method 


TBLASTX: Wheat 


Start 


6039 ~~ 








End 


6247 


GI 


none 








Score 


307 


Exons 


6039. . 6236, 


6039. 


. 6245, 


6128 . 


.6247 




Sea. No. 


45445 








Seq. ID 


OJ000301_21.0330.C5 


Gene No. 


96079 








Strand 


+ 


Start 


1 








End 


7052 


Name 


OJ000301 21. 


0330. 


C5.ol. 


np 


Method 


AAT/NAP 


Start 


1 








End 


2221 


GI 


7452436 








Score 


876 


Exons 


1. .2221 













GI Descrip. hypothetical protein F17L22.160 - Arabidopsis thaliana 

gi | 4455278 | emb | CAB368 14 . 1| (AL035527) hypothetical protein 
[Arabidopsis thaliana] gi I 72 68967 | emb | CAB8 1277 . 1 | (AL161555) 
hypothetical protein [Arabidopsis thaliana] 

Seq. No. 45445 Seq. ID OJ000301_21 . 0330 . C5 

Gene No. 96079 Strand + 

Start . 1 End 7052 

Name OJ000301_21 . 0330 . C5 . ol . gs Method GENSCAN 

Start 4 End 7027 

GI none Score . 74 

Exons -4. .1647, 4269. .4343, 4456;. 4785, 4898. .5458, 6146. .6329, 
6470. .6642, 6749. .7027 

Seq. No. . 45445 Seq. ID OJ000301_2 1 . 0330 . C5 



46771 



Gene No. 96079 Strand + 

Start 1 End 7052 

Name OJ000301_21 . 0330 . C5 . ol . gp Method AAT/GAP 

Start 403 End 867 

GI none Score 874 

Exons 403.. 867 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No.' 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4 5445 
96079 
1 

OJ000301_21.0330.C5.o2.np 

4513 

6560762 



Seq. ID OJ000301_21.0330.C5 

Strand + 

End 7052 

Method AAT/NAP 

End 7052 

Score 1068 



4513. .4785, 4898. .5136, 5254. .5507, 6118. .6329, 6470. .6642, 
6749. .7052 

(AC010155) F3M18.18 [Arabidopsis thaliana] 



45445 
96079 
1 

OJ000301_21.0330.C5.o3.gp 
5932 
702107 
5932. .6350 

5Q51771/emb|CAB45064.1| 5.0e-13 (AL078637) putative protein 
[Arabidopsis thaliana] 



Seq. ID OJ000301_21.0330.C5 

Strand + 

End 7052 

Method AAT/GAP 

End 6350 

Score 756 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 



45445 
96080 
1937 

OJ000301_21.0330.C5.o4 . tm 

449 

none 



Seq. ID OJ000301_21.0330.C5 
Strand 

End 2456 

Method TBLASTX : Maize 

End 708 

Score 228 



449. .697, 449. .697, 450. .707, 451. .708 



45445 
96080 
1937 

OJ000301_21.0330.C5.ol.tm 

709 

none 



Seq. ID OJ000301_21.0330.C5 
Strand 

End 2456 

Method TBLASTX: Maize 

End 1119 

Score 365 

709. .966, 717. .959, 831. .977, 833. .976, 952. .1119, 981./.1118, 
988. .1119 



Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 



45445 
96080 
1937 

OJ000301_21.0330.C5.o3.ts 

1453 

none 



Seq. ID OJ000301_21.0330.C5 
Strand 

End 2456 

Method TBLASTX : Soybean 

End 1749 

Score 75 



1453. .1500, 1458. .1496, 1504. .1749, 1504. .1620, 1514. .1678, 
1548. .1736 



Seq. No. 45445 

Gene No. 96080 

Start 1937 

Name OJ000301 21 . 0330 . C5 . o2 . tm 



Seq. ID OJ000301_21.0330.C5 
Strand 

End 2456 

Method TBLASTX: Maize 



46772 




Start 


1483 








FnH 


1857 

J. O J / 


GI 


none 










4 Q5 

*i J *J 


tt von 


1483 1857 


1485 


1856 


1486 


18 57 




Seq. No. 


45445 








Seq. ID 


OJ000301_21.0330.C5 


Gene No. 


96080 








Strand 




Start 


1937 








End 


2456 


Name 


OJ000301 21 


. 0330 


C5 o3 


tm 


Method 


TBLASTX: Maize 


Start 


1882 ~~ 








End 


2199 


GI 


none 








Score 


417 


Exons 


1882. .2199, 


1883 


. .2179, 


1887 . 


.2195, 1891. .2196 


Seq. No. 


45445 








Seq. ID 


OJ000301_21.0330.C5 


Gene No. 


96080 








Strand 




Start 


1937 








End 


2456 


Name 


OJ000301 21 


. 0330 . 


. C5 . o4 . 


ts 


Method 


TBLASTX: Soybean 


Start 


1924 ~~ 








End 


2190 


GI 


none 








Score 


: 201 


F.xons 


1924 " 2190. 


1924 , 


2127 










45445 








Seq. ID 


OJ000301_21.0330.C5 


Gpne No 


96080 








Strand 




Start 


1937 








End 


2456 


Name 


OJ000301 21. 


.0330, 


.C5.o2. 


gp 


Method 


AAT/GAP 


Start 


1937.^ . 








End 


2456 


GI 


41954 1.R1084 






Score 


1020 


DAUU J 


1937. .2456 












CT Dp q p r i n 


'5051771/emb ICAB45064.il 5 . Oe 


-13 (AL078637) putative protein 




[Arabidopsis thaliana] 1 










45445 








Seq. ID 


OJ000301_21.0330.C5 


Gene No. 


96081 








Strand 




Start 


4588 








End 


6952 


Name 


OJ000301 21. 


0330, 


.C5.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


4588 








End 


5275 


GI 


none 








Score 


40 


F, von 

J— I Awl 1 O 


4588. .4626, 


4671. 


, .4778, 


4735. 


.4791, 4892. .5143, 4897. .5106, 




5249. .5275 












Sea No 


45445 








Seq. ID 


OJ000301_21.0330.C5 


Gene No. 


96081 








Strand 




Start 


4588 








End 


6952 


Name 


OJ000301 21. 


0330. 


,C5.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


4738 








End 


5323 


GI 


none 








Score 


52 


F. von <=? 


4738. .4791, 


4892. 


.4972, 


4897. 


.4971, 4973. .5005, 4979. .5143, 




5072. .5131, 


5218. 


.5316, 


5237. 


.5323, 5252.. 5320 


Seq. No. 


45445 








Seq. ID 


OJ000301_21.0330.C5 


Gene No. 


96081 








Strand 




Start 


4588 








End 


6952 


Name 


OJ000301 21. 


0330. 


C5.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


4895 








End 


5362 


GI 


none 








Score 


186 


Exons 


4895. .5149, 


5255. 


.5362 








Seq. No. 


45445 








Seq. ID 


OJ000301_21.0330.C5 



46773 



Gene No. 


96081 






Strand 




Start 


4588 






End 


6952 


Name 


OJ000301 21. 


. 0330 


.C5 .ol . tc 


Method 


TBLASTX: Cress 


Start 


4933 






End 


5410 


GI 


none 






Score 


75 


Exons 


4933. .5034, 


4934 


. . 5023, 4967 . 


.5143, 5233.-5364, 5237. .5410 


Seq. No. 


45445 






Seq. ID 


OJ000301_21.0330.C5 


Gene No. 


96081 






Strand 




Start 


4588 






End 


6952 


Name 


OJ000301 21. 


0330 


.C5.ol.ts 


Method 


TBLASTX: Soybean 


Start 


5297 






End 


6952 


GI 


none 






Score 


103 


Exons 


5297. .5419, 


6125 


. . 6211, 6140. , 


.6334, 6208. .6333, 6464. .6628, 




6471. . 6644, 


6472 


. . 6645, 6742 . , 


.6873, 6743. .6868, 6905. .6952 


Seq. No. 


45445 






Seq. ID 


OJ000301_21.0330.C5 


>:Gene No. 


96081 






Strand , 




Start 


4588 






End 


6952 


Name 


OJ000301 21. 


0330 


.C5.o2. tc 


Method 


TBLASTX: Cress 


Start 


6140 






End 


6832 


GI 


none 






Score 


182 


Exons 


6140. . 6301, 


6208 


. . 6300, 6284 . . 


,6325, 6471. .6593, 6472. .6603, 




6558 . . 6644, 


6562 


. . 6645, 6746. . 


, 6832,. 6751. . 6804 


Seq. No. 


45445 






Seq. ID 


OJ000301_21.0330.C5 


Gene No. 


9608L 






Strand 




Start 


4588 






End 


6952 


Name 


OJ000301 21. 


0330 


.C5.o2. tw 


Method 


TBLASTX: Wheat 


Start 


6212 






End 


6645 


GI 


none 






Score 


160 


Exons 


6212 . . 6334, 


6214 


. . 6333, 6471 . . 


6566, 6472. .6579, 6515. .6643, 




6516. . 6644, 


6568 


. . 6645, 6585 . . 


6644 




Seq. No. 


45445 






Seq. ID 


OJ000301_21.0330.C5 


Gene No. 


96081 






Strand 




Start 


4588 






End 


6952 


Name 


OJ000301 21. 


0330, 


. C5 . o5 . tm 


Method 


TBLASTX : Maize 


Start 


6475 






End 


6859 


GI 


none 






Score 


95 


Exons 


6475. . 6573, 


6501. 


. . 6554, 6553 . . 


6648, 6558. .6635, 6746. .6859, 




6766. . 6858 










Seq. No. 


45446 






Seq. ID 


OJ000301_21.0330.C6 


Gene No. 


96082 






Strand 


+ 


Start 


1 






End 


1122 


Name 


OJ000301 21. 


0330. 


.C6.ol.np 


Method 


AAT/NAP 


Start 


1 






End' 


286 


GI 


7452465 






Score 


194 


Exons 


1. .286 










GI Descrip. 


hypothetical 


protein T22A6. 120 


- Arabidopsis thaliana 



gi | 5051771 | emb I CAB4 5064 . 1 | (AL078637) putative protein 
[Arabidopsis thaliana] gi | 726927 9 | emb | CAB79339 . 1 | (AL161561) 
putative protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 



45446 
96082 



Seq. ID OJ000301_21.0330.C6 
Strand + 



46774 



Start 


1 






End 


1122 






Name 


OJ000301 

\JKJ \J\J \J ^J\J -L 


21 0330 C6 


oT fr<? 


M^t" hoH 








Start 


19 






End 


1122 






GI 


none 






Score 


.49 






Exon s 


19. . 252, 


988 1122 












Seq. No. 


45446 






Seq. ID 


OJ000301_21 


.0330 


.C6 


Gene No. 


96082 






Strand 








Start 


1 






End 


1122 






Name 


OJ000301 


_21.0330.C6 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


36 






End 


336 






GI 


none 






Score 


222 






Exon *5 


36. . 236, 


37. .243, 286. .336 








Seq. No. 


45446 






Seq. ID 


.OJ000301_21 


.0330 


.C6 


Gene No. 


96082 






Strand 


+ 






Start 


1 






End 


1122 






Name 


OJ000301 


21. 0330. C6 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


4? 






End 


243 






GI 


none 






Score 


55 






Exon ^ 


49. .99, 54. .95, 88. 


.243, 114. .236 








Seq. No. 


45446 






Seq. ID 


OJ000301 21 


. 0330 


.C6 


Gene No. 


96082 






Strand 


+ 






Start 


1 






End 


112? 

x x ^ c 






Name 


OJ000301 


21 0330 C6 


• \j x . y fcj 




AAT/GAP 






Start 


256 






End 


559 






GI 


none 






Score 


574 






Exon <=; 


256. .559 














Seq. No. 


45447 






Seq. ID 


OJ000301 21 


. 0330 . 


.C7 


Gene No. 


96083 






Strand 


-(- 






Start 


220 






End 


<L 6* ~J 1 






Name 


OJ000301 


21. 0330. C7 


. ol . gs 


Method 


GENSCAN 






Start 


220 






End 


2237 






GI 


none 






Score 


.59 






Exons 


220. .431, 


695. .815, 


1418. . 


1684, 1991.. 


2237 






Seq. No. 


45448 






Seq. ID 


OJ000301_21, 


.0330, 


.C8 


Gene No. 


96084 






Strand 


+ 






Start 


211 






End 


619 






Name 


OJ000301 


21. 0330. C8. 


.ol.gs 


Method 


GENSCAN 






Start 


211 






End 


619 






GI 


none 






Score 


.54 






Exons 


211. .398, 


527. . 619 












Seq. No. 


45448 






Seq. ID 


OJ000301_21, 


.0330. 


,C8 


Gene No . 


96085 






Strand 








Start 


187 






End 


1334 






Name 


OJ000301 


21. 0330. C8. 


.ol.gp 


Method 


AAT/GAP 






Start 


187 






End 


1334 






GI 


none 






Score 


892 






Exons 


187. .496, 


586. . 683, 


1027. . 


1141, 1299.. 


1334 






Seq. No. 


45449 






Seq. ID 


OJ000301_21, 


.0330. 


C9 


Gene No. 


96086 






Strand 








Start 


153 






End 


2978 







46775 



Name 

Start 

GI 

Exons 



OJ000301_21 . 0330 . C9 . ol . gp Method AAT/GAP 

153 End 771 

none Score 368 
153. .260, 691. .771 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45449 
96086 
153'' 

OJ000301_21.0330.C9.ol.gs 

153 

none 



Seq. ID OJ000301_21.0330.C9 
Strand 

End 2978 

Method GENSCAN . 

End 297 3 

Score .83 



153. .260, 691. .788, 867. .967, 1573. .1734, 1839. .1910, 
2002. .2068, 2173. .2273, 2631. .2739, 2910. .2973 



45449 
96086 
153 

OJ000301_21.0330.C9.ol.tw 

735 

none 



Seq. ID OJ000301_21.0330.C9 
Strand 

End 2978 

Method TBLASTX: Wheat 

End 1742 

Score 71 



735. .791, 735. .788, 737. .796, 737 . .790, . 867 941, 867. .935, 
868. .942, 869. .952, 1570. .1704, 1573. .1734, 1574. .1735, 
1575. .1742 



Seq. No. 45449 

Gene No. 96086 

Start 153 

Name OJ000301_21 . 0330 . C9 . ol . tm 

Start 1627 

GI none 
Exons 



Seq. ID OJ000301_21.0330.C9 
Strand 

End 297 8 

Method TBLASTX : Mai ze 

End 2210 

Score 7 9 



1627. .1734, 1627. .1704, 1649. .1735, 1667. .1741, 1835. .1909, 
1839. .1910, 1851. .1907, 1990. .2070, 2005. .2067, 2181. .2210, 
2182. .2208 



Seq. No. 45449 

Gene No. 9608 6 . ■ 

Start 153 

Name "OJ000301_21 . 0330 . C9 . o2 . gp 

Start 2033 

GI none 
Exons 



Seq. ID OJ000301__21.0330.C9 
Strand 

End 2978 

Method AAT/GAP 

End 2978 

Score 634 



2033. .2068, 2173. .2273, 2374. .2436, 2631. .2739, 2910. .2978 



Seq. No. 45450 

Gene No. 96087 

Start 18 

Name OJ000301_21 . 0330 . C10 . ol . gs 

Start 18 

GI none 

Exons 18. .73, 3445. .3548, 4149. .4213 

Seq. No. 45450 

Gene No. 96088 

Start 7384 

Name OJ000301_21 . 0330 . C10 . o2 . gp 

Start 7136 

GI none 

Exons 7136.. 7597 



Seq. ID OJ000301_21. 0330. C10 

Strand + 

End 4213 

Method GENSCAN 

End 4213 

Score - .57 



Seq. ID OJ000301_21. 033.0. C10 

Strand + 

End 10458 

Method AAT/GAP 

End 7597 

Score 896 



46776 




Seq. No. 


45450 




Seq. ID 


OJ000301_ 


21 


.0330 


.C10 


Gene No . 


96088 




Strand 


+ 








Start 


7384 




End 


10458. 








Name 


OJ000301 21.0330 


. C10 . o3 . gs 


Method 


GEN SCAN 








Start 


7384 ~~ 




End 


10458 








G;I • 


none 




Score 


.58 








Exons 


7384. .8006, 9597 


. .10458 












Seq. No. 


45450 




Seq. ID 


OJ000301_ 


21 


.0330 


.C10 


Gene No. 


96088 




Strand 


+ 








Start 


7384 




End 


10458 








Name 


OJ000301 21.0330 


.C10.o3.gp 


Method 


AAT/GAP 








Start 


7854 




End 


9825 








GI 


uC-osrocyp003g05al 


Score 


740 








Exons 


7854 8006 9S97 


. .9825 












GI Descrip. 


J J400 1U Jt U-7 


(AC005313) 


putative chloroplast nucleoid DNA 






[Arabidopsis 


thaliana] 










Seq. No. 


45450 




Seq. ID 


OJ000301_ 


21 


.0330. 


.C10 


Gene No . 


96088 




Strand 


+ 








Start 


7384 




End 


10458 








Name 


OJ000301 21.0330 


.C10.O4 .gp 


Method 


AAT/GAP 








Start 


Qfl ^4 
y o j *i 




End 


10297 • 








GI 


none 




Score 


865 








Exon ^ 

J_J \-/ 1 L *_) 


98^4 1 f)?97 

_7 O J t . • 1. \J *L Is 1 














Seq. No. 


45450 




Seq. ID 


OJ000301_ 


21 


.0330, 


.C10 


Gene No. 


^ U VJ O Zs 




Strand 


+ 








Start 


21251 




End 


22402 








Name 


OJ000301 21.0330 


.C10.o4 .np 


Method 


AAT/NAP 








Start 


21233 




End 


22387 








GI 


4 Q?68^n 




• Score 


642 








Exons 


^. X ^ _J . i JO / 














GI Descrip. 


\ t\\j U U *i X O w» / 1 J. in/ 


.15 [Arabidopsis thaliana] 








Seq. No. 


45450 




Seq. ID . 


OJ000301_ 


21 


.0330, 


.C10 


Gene No . 


96089 




Strand 


* + 








Start 


21251 




End 


22402 








Name 


OJ000301 21.0330, 


.C10.o6.gs 


Method 


GENSCAN 








Start 


21251 




End 


22402 








GI 


none 




Score 


.49 








Exons 


21251. .22402 














Seq. No. 


45450 




Seq. ID 


OJ000301_ 


21. 


.0330. 


.CIO 


Gene No. 


96090 




Strand 


+ 








Start 


32798 




End 


33218 








Name 


OJ000301 21.0330, 


.C10.ol0.gp 


Method 


AAT/GAP 








Start 


32798 




End 


33218 








GI 


428287 




Score 


842 








Exons 


32798. .33218 














Seq. No. 


45450 




Seq. ID 


OJ000301_ 


21. 


.0330. 


C10 


Gene No. 


96091 




Strand- 










Start 


69 




End 


230 








Name 


OJ000301 21.0330. 


.ClO.ol .gp 


Method 


AAT/GAP 








Start 


69 


End 


230 









46777 



CJ 


none 






9 SR 

6 JO 






Ex on 


69 230 












Seq'. No. 


45450 ' 




Seq. ID 


OJ000301 


_21.0330 


.C10 


Gene No. 


96092 




Strand 








Start 


4971 




End 


5381 






Name 


• OJ000301 21 0330 C10 


o2 . gs 


Mpthnd " 








Start 


4971 _ 




End 


S381 






GI 


none 




Score 








P.ynn s 

/V kw/ uo 


4971 5381 














4 54 50 




Seq. ID 


OJ000301_ 


£. ± • U J JU , 


pi n 


VJCliC IN » 


96093 




Strand 








Start 


11050 




End 


17323 






Name 


OJ000301 21. 0330. C10. 


o5 . gp 


Method 


AAT/GAP 






Start 


10817 




End 


12895 






GI 


721 1.R1084 




Score 


1054 






Fvon ^ 

J— 1 A^l 1 O 


10817. .11113, 11185. . 


11267, 


11767. .11855, 11954 


. .11993, 






12821. . 12895 












\J J. <_> v — i_ -1_ ■ 


• 4090257/emb|CAA10493.1| 2. 


0e-46 (AJ131732) ribosomal protein 




L37A [Pseudotsuga menziesii 


] ' 










45450 




Seq. ID 


OJ000301_ 


_21.0330. 


■ C10 




96093 




Strand 








Start 


11050 




End 


17323 






Name 


OJ000301 21. 0330. "tilO. 


o4 . gs 


Method 


GENSCAN 






Start 


11050 




End 


17259 






GI 


none 




Score 


.53 








11050. .11113, 11185. . 


11267, 


11767. . 118 


i55, 11954 


. . 12016, 






12573. .12697, 12821.. 


12891, 


12964. .13077, 16701 


. . 16799, 






16866. . 17094, 17195.. 


17259 










Seq. No. 


45450 




Seq. ID 


OJ000301_ 


_21.0330. 


.C10 


Gene No. 


96093 




Strand 








Start 


11050 




End 


17323 






Name 


OJ000301 21. 0330. C10. 


o2 . np 


Method 


AAT/NAP 






Start 


11053 - 




End • 


11996 






GI 


6831602 




Score 


369 ' 






Exons 


11053. .11113, 11185.. 


11267, 


11767. . 11855, 11954. 


. .11996 





y GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



60S RIBOSOMAL PROTEIN L37A gi I 4 74 18 96 | gb | AAD28753 . 1 | AF127042_1 
(AF127042) 60S ribosomal protein L37a [Gossypium hirsutum] 



45450 

96093 

11050 

OJ00030 

15355 

1088_2. 

15355. . 

' 135074 

PROTEIN 

yk64gl0 

C. eleg 

yk99dl. 

elegans 



l_21.0330.C10.o6.gp 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ000301_2i. 0330. C10 

17323 
AAT/GAP 
17323 
1323 



R1084 

15661, 16701. .16753, 168 66. .17094, . 17195. .17323 
2/sp| P4 9180 I R35A_CAEEL 5.0e-28 PROBABLE 60S RIBOSOMAL 
L35A >gi_1086831 (U41264) coded for by C. elegans cDNA 
5; coded for by C. elegans cDNA yk51f3.5; coded for by 
ans cDNA ykll5e7.3; coded for by C. elegans cDNA 
3; coded for by C. elegans cDNA yk99dl.5; coded for by C. 
cDNA yk64gl f 



Seq. No. 



45450 



Seq. ID OJ000301 21. 0330. C10 



46778 




Gene No. 


96093 




Strand 






Start 


11050 




End 


17323 




Name 


OJ000301 21. 0330. CIO, 


. o3.np 


Method 


AAT/NAP 




Start 


16715 




End . 


17259 




GI 


7263563 




Score 


440 




Exons 


16715. .16753, 16866. . 


.17094, 


17195. .17259 




GI Descrip. 


(AL161667 ) ribosomal 


protein [Arabidopsis thaliana] 




Seq. No. 


45450 




Seq. ID 


OJ000301_21.0330, 


■ C10 


Gene No. 


96094 




Strand 






Start 


19929 




End 


20492 




Name 


OJ000301 21. 0330. C10. 


, o5 . gs 


Method 


GENSCAN 




Start 


19929 




End 


20492 




GI 


none 




Score 


.54 




Exons 


19929. .20067, 20428., 


,20492 








Seq. No. 


45450 




Seq. ID 


OJ000301_21.0330. 


,C10 


Gene No. 


96095 




Strand 






Start 


23599 




End 


23932 




Name 


OJ000301 21. 0330. C10. 


o7 . gs 


Method 


GENSCAN 




Start 


23599 




End 


23932 




GI 


none 




Score 


.9 




Exons 


23599. .23685, 23783.. 


23932 








Seq. No. - 


45450 




Seq. ID 


OJ000301_21.0330. 


C10 


Gene No. 


96096 




Strand 






Start 


24534 




End 


35370 




Name 


OJ000301 21. 0330. C10. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


9616 




End 


9894 




GI 


none 




Score 


58 




Exons 


9616. .9702, 9618. .9656, 9694 


. .9894, 9696. .9893 




Seq. No. 


45450 




Seq. ID 


OJ000301_21.0330. 


C10 


Gene No. 


96096 




Strand 






Start 


24534 




End 


35370 




Name 


OJ000301 21. 0330. C10. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


9955 




End 


10482 




GI 


none 




Score 


67 




Exons 


9955. .10047, 997 6. .10065, 10029. .10070 


, 10056. . 10229, 






10060. .10233, 10224.. 


10457, 


10237. .104 


82 




Seq. No. 


45450 




Seq. ID 


OJ000301_21.0330. 


C10 


Gene No. 


96096 




Strand 






Start 


24534 




End 


35370 




Name 


OJ000301 21. 0330. C10. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


10926 




End 


12028 




GI 


none 




Score 


74 




Exons 


10926. .10967, 11024.. 


11083, 


11030. -.111 


16, 11031. .11114, 






11183. .11257, 11185'. . 


11268, 


11187. . 112 


70, 11735. .11857, 






11752. .11856, 11951.. 


12028, 


11952. . 119 


93, 11953.. 11994 




Seq. No. 


45450 




Seq. ID 


OJ000301_21.0330. 


C10 


Gene No. 


96096 




Strand 






Start 


24534 




End 


35370 




Name 


OJ000301 21. 0330. C10. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


10966 




End 


12001 




GI 


none 




Score 


76 





46779 



Exons 


10966. 


. 10995, 


11016. . 


, 11111, 


11020. .11112, 11021. .11116, 






11183. 


.11257, 


11185. . 


, 11268, 


11187. .11270, 11735. .11857, 






11752. 


.11856, 


11951. . 


. 12001, 


11952. .11993, 11953. .11994 




Seq. No. 


45450 








Seq. ID 


OJ000301_21.0330 


.C10 


Gene No. 


96096 








Strand 






Start 


" 24534 








End 


35370 




Name 


OJ000301 21.0 


330. C10. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


11051 








End 


11991 




GI 


none 








Score 


60 




Exons 


11051. 


.11116, 


11061. . 


11114, 


11185. .112 62, 11187. .11270, 






11767. 


.11856, 


11768. . 


11857, 


11950. .11991, 11952. .11990 




Seq. No. 


45450 








Seq. ID 


OJ000301_21.0330 


.C10 


Gene No. 


96096 








Strand 






Start 


24534 








End 


35370 




Name 


OJ0003 


01 21. 0330. C10. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


11060 








End 


-11994 




GI 


none ■' 








Score 


107 




Exons 


11060. 


.11116, 


11185. . 


11265, 


11187. .11270, 11752. .11856, 






11771. 


.11857, 


11950. . 


11994, 


11952. .11993 




Seq. No. 


45450 








Seq. ID 


OJ000301_21.0330 


.C10 


Gene No. 


96096 








Strand 






Start 


24534 








End 


35370 




Name 


OJ000301 21.0 


330. C10. 


o2. tc 


Method 


TBLASTX: Cress 




Start 


16700 








End 


17259 




GI 


none 








Score 


55 




Exons 


16700. 


.16753, 


16716. . 


16754, 


168 66. .17099, 168 67 . . 17097, 






16966. 


.17103, 


17192. . 


17257, 


17194. .17259, 17195. .17254 




Seq. No. 


45450 








Seq. ID 


OJ000301_21.0330 


.C10 


Gene No. 


96096 








Strand 






Start 


24534 








End 


35370 




Name 


OJ000301 21.0 


330. C10. 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


16709 








End 


17259 




GI 


none 








Score 


64 




Exons 


16709. 


.16753, 


16710. . 


16754, 


16710. .167 


60, 16861. .17094, 






16866. 


.17099, 


17193. . 


17258, 


17194. .172 


59 




Seq. No. 


45450 








Seq. ID 


OJ000301_21.0330, 


.C10 


Gene No. 


96096 








. Strand 






Start 


24534 








End 


35370 




Name 


OJ0003 


01 21. 0330. C10. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


16712 








End 


17259 




GI 


none 








Score 


45 




Exons 


16712. 


.16753, 


16713. . 


16754, 


16714. .16755, 168 66. .17006, 






16866. 


.17099, 


16867. . 


17097, 


16966. .17103, 17188. .17259, 






17192. 


.17257, 


17194.. . 


17259 








Seq. No. 


45450 








Seq. ID 


OJ000301_21.0330, 


.C10 


Gene No. 


96096 








Strand 






Start 


24534 








End 


35370 




Name 


OJ000301 21. 0330. C10. 


o3.ts 


Method 


TBLASTX: Soybean 




Start 


16712 








End 


17259 




GI 


none 








Score 


235 




Exons 


16712. 


.16753, 


16858. . 


17097, 


168 66. .17099, 17194. .1725 9, 





46780 



17195. .17257 



JCLJ. ViKJ ■ 


45450 






oeq. xu 


UJUUU jUl 


Z 1 . UjjU 


. U J. u 


ucuc iNO . 


96096 






Strand 








O L-Cti- L 


24534 








J J J / U 






Name 


OJ000301 21. 0330. CIO, 


' <-> ' • yp 




AAT /HAP 






OLai i 


24411 
















3106928 






Score 


"50Q 
JO J 








24411. .24630 














Seq. No. 


45450 






Seq. ID 


OJ000301 


_21.0330 


.C10 


flnn p Ma 


96096 






Strand 








o Lai. L 


24534 






End 


35370 






Name 


OJ000301 21. 0330. C10. 


. O^ • Lb 


Method 


TBLASTX: 


ooyuean 




of 2 ri- 

OLalL 


24528 






End 


25013 








none 






Score 


88 








24528. .24680, 


24534. . 




24535. .24681, 24758 


9^m 9 






24759. .25013 














Oct]. IN . 


45450 






Seq. ID 


OJ000301 


91 n "3 ^n 

Z 1 . U jjU 


. LIU 




96096 






Strand 








OlalC 


24534 






End 


35370 






Name 


OJ000301 21. 0330. C10. 


ol . tm 


Method 


TBLASTX : 1 


Mai ze 




Start 


24530 






. End 


28022 






GI 


none 






Score 


112 






Exons 


24530. .'24679, 


24532. . 


24681, 


24532. .24678, 24534 


. .24680, 






24758. .25078, 


24759. . 


25079, 


24761. .25081, 25168 


. .25665, 






25170. .25652, 


25183. . 


25653, 


25523. .25654, 25524 


. .25667, 






25884. .25991, 


25889. . 


25969, 


25891. .25992, 26141 


. .26257, 






26173. .26256, 


26177. . 


26257, 


26486. .26563, 26920 


. .27051, 






26920. .27051, 


27229. . 


27345, 


27230. .27346, 27237 


. .27347, 






27237. .27350, 


27485. . 


27553, 


27487. .27552, 27960 


. .28022 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



45450 
96096 
24534 

OJ000301_21. 0330. C10. oS.np 
24531 
5453603 
24531. .24680, 
26140. .26255, 
27487. .27552, 



24761. 
26485. 
27966. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
25168. .25653, 
26922. .27050, 



OJ000301 21. 0330. C10 



35370 
AAT /NAP 
28043 
1557 

25891, 
27235. 



25076, 25168. .25653, 25891 .. 25967 , 
26556, 26922. .27050, 27235 .. 2734 6, 
28043 

chaperonin containing TCP1, subunit 2 (beta) 
gi I 6094436 |sp|P78371| TCPB_HUMAN T-COMPLEX PROTEIN 1, BETA 
SUBUNIT (TCP-1-BETA) (CCT-BETA) gi 12559012 (AF026293) chaperonin 
containing t-complex polypeptide 1, beta subunit; CCT-beta [Homo 
sapiens] gi 14090929 (AF026166) chaperonin-containing TCP-1 beta 
subunit homolog [Homo sapiens] 



45450 
96096 
24534 

0 J000301_2 1.0330. C10. ol.tc 

24534 

none 

24534 . .24677, 24 534 24 680, 
24758. .25078, 24 759 .. 25070, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

24535 

24886 



OJ000301 21. 0330. C10 



35370 

TBLASTX: Cress 
25416 
89 

24702, 24755. .24865, 
25071, 24896. .25078, 



46781 



25164. .25415, 25168.. 25416 



kwJ ^ s , 1* w . 


4 54 50 




Seq. ID 


OJ000301 


91 0330 

£. JL • UjjU 


pi o 

.LIU 


Gene ' No. 


96096 




Strand 








Start 


24534 




End 


35370 






Name 


OJ000301 21 0330 CIO 


. 08 . gs 


Method 


GENSCAN 






Start 


94534 _ 




End 


34631 






GI 


none 




Score 


.73 








24534 24680 24761 


25076 

. Z. J U / U , 


25168. .25653, 25891 


9 5Q67 
. . z. j z? 0 / , 






26140 26255 26922 


. 27050, 


27235. .27346, 27487 


97 5 59 






27966 28022 30768 


30Q4 6 

• J U Zt *± \J f 


31524. .31621, 33143 








33369. .33393, 33974. 


.34111, 


34220. .34631 






Sea No 


45450 




Seq. ID 


OJ000301 


9i 0330 

z, X . UjjU 


PI 0 
• l x u 


fipnf^ No 

OC11C V«U • 


96096 

-7 U U -7 U 




Strand 








Start 


94 534 




End 


35370 






Name 


OJ000301 21 0330 C10 


O 1 f~ \a1 

■ \J X • L. W 


Method 


TBLASTX ;i 






Start 


24758 ~~ 




End 


25268 






GI 


none 




Score 


339 






R von 


24758 25078 9475Q 


. z, J U f J f 


25164. .25268, 25170 


9 59 65 




Qprj Ma 


45450 




Seq. ID 


OJ000301 


9i 0330 

Z. X . UJJU 


PI 0 

.LIU 


flonp Wo 


Q60Q6 

_7 U VJ Z? \J 




Strand 








Start 


24534 




End 


35370 






Name * 


OJ000301 21. 0330. CIO. 


. ol . ts 


Method 


TBLASTX : I 


Soybean 




Start 


25164 




End 


28031 






GI 


nunc 




Score 


253 








95164 95457 25164 




25165. .25665, 25884 


9 ^QQI 






25891 25992 26144 


9 6957 

i Z. U Z. J / , 


26173. .26259, 26478 


9 65 64 






96486 9656? 96Q18 

lUi O U . • z. U J U J , Z. vj _/ X O . < 


9704 Q 

■ Z. 1 U 4 J , 


26920. .27051, 26932 


97051 

* . C. / U Jl; 






97930 97346 97937 

Z. / Z. J U • • f J4 U ; Z. / <c J / . • 


97 34 7 

> z. / J *i f , 


27485. .27553, 27487 


97 S 59 

. . z. / JJ £ f 






27960 98031 












Seq. No. 


45450 




Seq. ID 


OJ000301_ 


_21.0330 


.C10 


Gene No. 


96096 




Strand 








Start 


24534 ' 




End 


35370 






Name 


OJ000301 21. 0330. C10. 


. 08 . gp 


Method 


AAT/GAP 






Start 


25201 




End 


25959 






GI 


27376 1.R1084 




Score 


1002 






l—i 4± W 1 u 


25201. .25653, 25891.. 


25959 










ox o x J- yj * 


f 3046695/emb ICAA18257.il 4. 


Oe-09 (AL022224) putative proteir 




[Arabidopsis thaliana] 1 










Seq. No. 


45450 




Seq. ID 


OJ000301_ 


_21.0330, 


.C10 




96096 




Strand 








Start 


24534 . 




End 


35370 






Name 


OJ000301 21. 0330. C10. 


o3. tc 


Method 


TBLASTX: Cress 




Start 


25417 




End 


28022 






GI 


none 




Score 


154 






Exons 


25417. .25539, 25417.. 


25527, 


25419. .25538, 25538 


. .25582, 






25539. .25652, 25540.. 


25665, 


25884. .25991, 25890, 


. .25991, 






25891. .25992, 26144.. 


26266, 


26173. .26259, 26174, 


. .26260, 






26478. .26558, 26479.. 


26547, 


26486. .26563, 26493, 


. .26558, 






26920. .27051, 26920.'. 


27051, 


26921. .27052, 27230, 


. .27346,.- 






27237. .27347, 27485.. 


27553, 


27487. .27552, 27960, 


. .28022 




Seq. No. 


45450 




Seq. ID 


OJ000301_ 


_21.0330. 


.C10 



46782 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



96096 Strand 

24534 End 35370 

OJ000301_21. 0330. CIO. o9.gp Method . AAT/GAP 

27028 End 28675 

3768427 Score 518 
27028. .27050, 27235 .. 2734 6, 
28626. .28675 

1871210 5.0e-19 (U91327) T-complex protein 1, Beta subunit 
(TCP-1-BETA) [Homo sapiens] 



27487. .27552, 27966 .. 28022, 



45450 
96096 
24534 

OJ000301_21. 0330. C10. 06. tm 
33217 



none 
33217. 
34034. 
34274. 



33273, 33218. .33274, 
34102,- 34035. .34112, 
34354 



Seq. ID 
Strand 
End 

Method 
End 
Score 
33218. .33274, 
. 34233. .34346, 



OJ000301 21. 0330. C10 



35370 

TBLASTX: Maize 
34354 
69 

33238. .33288, 
34246. .34284, 



Seq. No. 45450 

Gene No. 96096 

Start 24534 

Name OJ000301_21 . 0330 . C10 . 06 . np 

Start 33240 

GI 7485821 

Exons 33240. .33293, 34 034 .. 34 111 , 
GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_21. 0330. C10 

35370 
AAT/NAP. 
35370 
227 

34220. .34446, 35351.. 35370 
hypothetical protein F1C12.211 - Arabidopsis thaliana 
gi|3046695|emb|CAA18257.1| (AL022224) putative protein 
[Arabidopsis thaliana] gi | 7268825 | emb | CAB7 9030 . 1 | (AL161552) 
putative protein [Arabidopsis thaliana] 

Seq. No. 45450 Seq. ID OJ000301_21 . 0330 . C10 

Gene No. 96096 Strand 

Start 24534 End 35370 

Name OJ000301_21 . 0330 . C10 . ol 1 . gp Method . AAT/GAP 

.Start 34047. End- 34480 

GI 2431197 ^ Score 534 

Exons 34047. .34111, 34220.. 34480 

GI Descrip. 3046695/emb | CAA18257 . 1 | 4.0e-09 (AL022224) putative protein 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45451 
96097 
100 

OJ000301_21.0330.Cll.ol.gs 
100 



Seq. ID OJ000301_21.0330.C11 
Strand + 



End 2070 
Method GENSCAN 
End 2070 
none Score .45 

100. .205, 513/. 736, 1240. .1529, 2001. .2070 - 



Seq. No. 45451 

Gene No. 96098 

Start 2176 

Name OJ000301_21 . 0330 . Cll . ol . np 

Start 2176 

GI 6850866 
Exons 



Seq. ID OJ000301_21. 0330. Cll 
Strand 

End 11924 

Method AAT/NAP 

End 11924 

Score 765 



2176. .2254, 7596. .7805, 7925. .8165, 9155. .9619, 10059 .. 10096, 



46783 




11892. .11924 



C1T DpsTri n 

VJ J. LS \Z, ij J- <1-K^ • 


( AL13295 9 ) 


putative protein 


fATshi Hon 


qiq fha 1 "i anal 


Seq. No. 


45451 








Seq. ID 


OJ000301_21,0330.C11 


Gene No. 


96098 








Strand 




Start 


2176 








End 


11924 


■ Name 


OJ000301 21 


.0330 


.Cll.ol 


.tm 


Method 


TBLASTX : Maize 


Start 


7476 ~~ 








End 


9469 


GI 


none 








Score 


142 


Exons 


7476. .7499, 


7560 


. .7724, 


7566 


..7823, 7567. .7800, 7964. .8224, 




7965 8225. 


9213 


9392, 


9215 


..9400, 9389. .9469 


Seq. No. 


45451 








Seq. ID 


OJ000301_21.0330.C11 


Gene No . 


96098 








Strand 




Start 


2176 








End 


11924 


Name 


OJ000301 21 


.0330 


.Cll.o3 


. gs 


Method 


GENSCAN 


Start 


7545 ~ 








End 


10217 


GI 


none 








Score 


.59 


Exons 


7545 . . 7805. 


7925 


8231 


R882 


..8978, 9217.. 9619, 10059.. 10217 


Seq. No. 


45451 








Seq. ID 


OJ000301_21.0330.C11 


Gene No . 


96098 








Strand 




Start 


2176 








End 


11924 


Name 


OJ000301 21 


.0330, 


.Cll.o2 


.ts 


Method 


TBLASTX : Soybean 


Start • 


7569 ~~ 








End 


9265 


GI 


none 








Score 


147 


rvnn c; 


7569 7814 


( u *± o . 


• • / O -L %J , 


/ Jul 


..8176, 8046. .8141, 9212. .9265 


Seq. No. 


45451 








Seq. ID 


OJ000301_21.0330.C11 


Gene No. 


96098 








Strand 




Start 


2176 








End 


11924 


Name 


OJ000301 21 


.0330. 


.Cll.ol 


• gp 


Method 


AAT/GAP 


Start 


8145 ~~ 








End 


9553 


GI 


none 








Score 


600 


Exons 


8145 8211 


921 7 


i . j j j j 








Seq. No. 


45451 








Seq. ID 


OJ000.301_21.0330.Cll 


Gene No . 


96098 








Strand 




Start 


2176 








End 


11924 


Name 


OJ000301 21 


.0330. 


.Cll.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


9272 ~ 








End 


9589 


GI 


none 








Score 


130 


Exons 


9272 9379 


9398 


9SR 9 


94 6? 

.7 *i U « 


. .9581 




Seq. No. 


45451 








Seq. ID 


OJ000301_21.0330.C11 


Gene No . 


96098 








Strand 




Start 


2176 








End 


11924 


Name 


OJ000301 21 


.0330. 


Cll.o2, 


,'tm 


Method 


TBLASTX: Maize 


Start 


9470 _ 








End 


10148 


GI 


none 








Score 


71 


Exons 


9470. .9544, 


9470. 


.9622, 


9474 . 


.9581, 10059. . 10148, 10060. .10146 


Seq. No. 


45451 








Seq. ID. 


OJ000301_21.0330.C11 


Gene No. 


96098 








Strand 




Start 


2176 








End 


11924 


Name 


OJ000301 21, 


.0330. 


Cll.o2. 


• gp 


Method 


AAT/GAP 


Start 


9544 








End 


10337 



46784 



GI 

Exons 

Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

9544. .9619, 10059. .10337 



Score 



670 



Seq. ID OJ000301_21.0330.C11 
Strand 

11924 
AAT/GAP 
11042 
126 



45451 
96098 
2176 

OJ000301-_21.0330.Cll.o3.gp 
10948 

LIB3477-003-P1-K1-E9 
10948. .11042 

, 2498586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45452 
96099 
1 

OJ000301_21.0330.C12.ol.np 
1 

6723390 



Seq. ID OJ000301_21.0330.C12 
Strand 

End 4074 

Method AAT/NAP 

End 3600 

Score 796. 



1..36, 240. .377, 538. .753, 884. .964, 1051. .1137, 1248. .1859, 
3304.. 3456, 3523. .3600 

(AL132956) putative protein [Arabidopsis thaliana] 



45452 
96099 
1 

OJ000301_21.0330.C12.ol. tc 

228 
none 



Seq. ID OJ000301_21.0330.C12 
Strand 

End 4074 

Method TBLASTX: Cress 

End 932 

Score 153 



228. .386, 235. .375, 237. .386, 526. .732, 536. .727, 537. .728, 
718. .756, 891. .932 



Seq. No. 45452 

Gene No. 96099 

Start 1 

Name OJ000301_21 . 0330 . C12 . ol . ts 

Start 231 

GI none 
Exons 



Seq. ID OJ000301_21.0330.C12 
Strand 

End 4074 

Method TBLASTX: Soybean 

End 1301 

Score ' 100 



231. .374, 238. .375, 244. .381, 535. .711, 536. .712, 1078. .1137, 
1251. .1301 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45452 
96099 
1 

OJ000301_21.0330.C12.ol.gs 

240 

none 



Seq. ID OJ000301_21.0330.C12 

Strand . - 

End 4074 

Method GENSCAN 

End 4074 

Score .87 



240. .377, S38..753, 884. .975, 1071. .1137, 1248. .1859, 
3304.. 3568, 3619.. 3908, 3951.. 4074 



Seq. No. 45452 

Gene No. 96099 

Start 1 

Name OJ000301_21 . 0330 . C12 . ol . tm 

Start 240 

GI none 



Seq. ID OJ000301_21.0330.C12 
Strand 

End 4 07 4 

Method TBLASTX : Mai ze 

End 636 

Score 164 



46785 




Exons 


240. .374, 241. .375, 527 


. . 628, 


537 . . 632 


, 538 636. 542 631 


Seq. No. 


45452 




Seq. ID 


OJ000301_21.0330.C12 


Gene No. 


96099 




Strand 




Start 


1 




End 


4 074 


Name 


OJ000301 21.0330.C12.o2. 


. tc 


Method 


TBLASTX: Cress 


Start 


1594 




End 


1970 


GI 


none 




Score 


63 


Exons 


1594 .. 1755, 1611. . 1751, 


1767 . 


.1886, 1896. .1970 


Seq. No. 


45453 




Seq. ID 


OJ000301_21.0330.C13 


Gene No. 


96100 




Strand 


+ 


Start 


371 




End 


1818 


Name 


OJ000301 21. 0330.C13.ol. 


. as 


Method 


GENSCAN 


Start 


371 




End 


1818 


GI 


none 




Score 


.8 


Exons 


371. .447, 1619. .1818 








Seq. No.' 


45454 




Seq. ID 


OJ000301 21.0330.C14 


Gene No. 


96101 




Strand 




Start 


43 




End 


2088 


Name 


OJ000301 21.0330.C14.ol. 


as 


Method 


GENSCAN 


Start 


43 ~ 




End 


2088 


GI 


none 




Score 


.42 


Exons 


43. .207, 326. .399, 2000 


. 2088 






Seq. No . 4 


45454 




Seq. ID 


OJ000301_21.0330.C14 


Gene No. 


96102 




Strand 




Start 


2701 




End 


2826 


Name 


OJ000301 21.0330.CI4 .ol. 


np 


Method 


AAT/NAP 


Start 


2701 




End 


2826 


GI 


7340920 




Score 


161 


Exons 


2701. .2826 








GI Descrip. 


(AP001550) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


45455 




Seq. ID 


OJ000301_21.0330.C15 


Gene No . 


96103 




Strand 


+ 


Start 


214 




End ' 


5697 


Name 


OJ000301 21.0330.C15.ol. 


gp 


Method 


AAT/GAP 


Start 


214 




End 


4727 


GI 


9146 1.R1084 




Score 


2842 


Exons 


214. .462, 822. .885, 975. 


.1079 


, 1308.. 1409, 1668... 1718, 




1817. .1878, 2163. .2256, 


2341. 


.2405, 2628. .2822, 2908. .3027, 




3193.. 3263, 3857.. 4082, 


4212. 


.4262, 4566.. 4727 


GI Descrip. 


'2129826/pir MS63668 0.0e+00 ■ 


dynamin-like protein phragmopla 




5 - soybean >gi_1218004 


(U36430) SDL5A 


[Glycine max] 1 


Seq. No. 


45455 




Seq. ID 


OJ000301_21.0330.C15 


Gene No . 


96103 




Strand 


+ 


Start 


214 




End 


5697 


Name 


. OJ000301 21.0330.C15.ol. 


gs 


Method 


GENSCAN 


Start 


294 




End 


5436 


GI 


none 




Score 


.89 


Exons 


294. .554, 822. .885, 1308 


..1409, 1817. .1878, 2194. .2236, 




2341. .2405, 2628. .2822, 


2908. 


.3027, 3193. .3263, 3857. .4082, 




4212. .4262, 4566. .4794, 


5032. 


.5171, 5308. .5436 



46786 



UC^ ■ IN \J . 


4 S4 S5 




Seq. ID 


OJ000301_21.0330.C15 




Zs \J X W -J 




Strand 


+ 


O Lai. L 


X *i 




End 


5697 


Name 


OJ000301 ?1 0330 CIS ol 

\JU \J \J \J J \J X ^X.UJJW.\^Xw>.^X 


no 


Method 


AAT/NAP 


Start 


334 




End 


5433 


GI 


2129826 




Score 


2224 


Exons 


334. .462, 822. .885, 975 


. .1079 


», 1308. .1409, 1668. .1718, 




1817. .1878, 2163. .2249, 


2337. 


.2405, 2628.. 2822, 2908.. 3027, 




3193.. 3263, 3857.. 4082, 


4212. 


.4262, 4566. .4794, 5032. .5171, 




5308. .5433 








T Dp qrri n 

VJ J- <—r W *_> \_* -1- -L. k> ■ 


phragmoplastin 5 - soybean gi 1 1218004 | 


gb| AAC4 9183. 1| (U36430) 




SDL5A [Glycine max] 








Cpn Mo 


45455 




Seq. ID 


OJ000301_21.0330.C15 




96103 




Strand 


+ 


Start 


214 




End 


5697 


Name 


OJ000301 21.0330.C15.o2 


.gp 


Method 


AAT/GAP 


Start 


5013 




End 


5697 


GI ' 


2280 I.RIO'84 




Score 


• 1012 


Hi A.\J 1 1 0 


5013. .5171, 5308. .5697 










■2129825/pir | IS63667 1. 


0e-37 


dynamin-like protein phragmoplastin 




12 - soybean >gi_1217994 (U25547) SDL 


[Glycine max] 1 


C (arr Kin 


45455 




Seq. ID 


OJ000301_21.0330.C15 


Gene No. 


96104 




Strand 




Start 


6384 




End 


7310 


Name 


OJ000301 21.0330.C15.o3 


. tm 


Method 


TBLASTX: Maize 


c+- a r -|- 


231 




End 


1078 


O X 


none 




Score 


210 


Fvnn q 


231. .278, 333. .458, 334 


. .462, 


780. .872 


, 802. .873, 805. .885, 




821. .904, 821. .889, 973 


. . 1077 


, 974. .1078 




45455 




Seq. ID 


OJ000301_21.0330.C15 


("I c> -n Mo 


96104 




Strand 




Start 


6384 




End 


7310 


Name 


OJ000301 21.0330.C15.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


333 




End 


5435 


O J- 


• none 




Score 


210 


Exons 


333. .458, 334. .462, 821 


. .889, 


858. .890, 973. .1020, 974. .1021, 




1018. .1077, 1019. .1078, 


1297. 


.1422, 1307. .1408, 1645. .1716, 




1646. .1717, 1815. . 1877, 


1816. 


.1878, 2108. .2248, 2160. .2249, 




2336. .2404, 2337. .2408, 


2622. 


.2822, 2627. .2818, 2631. .2822, 




2907.. 3035, 2908.. 3036, 


3192. 


.3263, 3193.. 3264, 3845.. 4084, 




3858. .4097, 4212. .4259, 


4493. 


.4792, 4544. .4795, 4551. .4802, 




5027. .5170, 5031. .5201, 


5040. 


.5174, 5293. .5427, 5307. .5435 


Q p Kf n 
O C ^ . IN W ■ 


45455 




Seq. ID 


OJ000301_21.0330.C15 


fjpnp Mo 


96104 




Strand 






6384 




End 


7310 


Name 


OJ000301 21.0330.C15.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


333 




End 


5435 


GI 


none 




Score 


213 


Exons 


333. .461, 334. .462, 818, 


. .889, 


858. .890 


, 973. .1029, 974. .1021, 




1018. .1077, 1019. .1078, 


1291. 


.1422, 1313. .1408, 1645. .1716, 




1646. .1717, 1798. .1863, 


1815. 


.1886, 1816. .1878, 1972. .2007, 




2123. .2248, 2160. .2249, 


2337. 


.2408, 2339. .2404, 2599. .2820, 




2622.. 2822, 2625.. 2801, 


2627. 


.2821, 2896.. 2988, 2904.. 3035, 



46787 




2907.. 3035, 2908.. 3060, 

3845. .4084, 3854. .4042, 

4551. .4796, 4565. .4798, 

5293. .5427, 5301. .5435 



Seq. No. 45455 

Gene No. 96104 

Start 6384 

Name OJ000301_21 . 0330 . C15 . ol 

Start 1315 

GI none 

Exons 1315.. 1407, 1322.. 1405, 



1667. .1717, 1816. .1878, 

2160. .2249, 2338. .2409, 

2627. .2821, 2897. .3025, 

3192.. 3263, 3192.. 3263, 

3845. .4084, 3858. .4097, 

4553. .4795, 5027. .5170, 

5293. .5427, 5301. .5441, 

5494. .5538, 5529. .5585, 

5577. .5663, 5665. .5694 




o x y • 


.3263, 


3193. .3264, 


3193. 


. .3264, 


JO JO . 


.4097, 


4212. .4259, 


4548. 


. .4742, 


5027 . 


.5152, 


5027. .5176, 


5031. 


, .5201, 




Seq. 


ID OJ000301 


21.0330.C15 




Strand 








End 


7310 






tm 


Method TBLASTX: 


Maize 






End 


5694 








Score 


126 






1323 . 


.1412, 


1657. . 1716, 


1658. 


.1717, 


1817 . 


.1885, 


1972. .2007, 


2160. 


.2252, 


2340. 


.2408, 


2622. .2822, 


2625. 


.2810, 


2901. 


.3032, 


2904. .3026, 


2908. 


.3060, 


3193. 


.3264, 


3196. .3264, 


3845. 


.4057, 


4211. 


.4264, 


4212. .4262, 


4551. 


.4802, 


5031. 


.5174, 


5031. .5201, 


5032. 


.5175, 


5306. 


.5443, 


5315. .5515, 


5492. 


.5539, 


5536. 


.5670, 


5547. .5627, 


5572. 


.5661, 



Seq. No. 45455 

y Gene No. 96104 

Q Start 6384 

m Name OJ000301_21 . 0330 . C15 . o2 

?-H Start 6379 

lZ GI none 

H Exons 6379.. 6465, 6381.. 6467, 

l.J . 6892.. 6990, 6896.. 6997, 

U 7077. .7151, 7079. .7177, 



Seq. ID OJ000301_21.0330.C15 
Strand 

End .7310 
.tm Method TBLASTX : Maize 

End 7193 

Score 104 
6545. .6592, 6561. .6590, 68 91. .698 9, 
6899. .6997, 6921. .6998, 7064. .7177, 
7083. .7193 



Seq. No. 45455 Seq. ID 

Gene No. 96104 Strand 

Start 6384 End 

Name OJ000301_21 . 0330 . CI 5 . o2 . gs Method 

Start 6384 End 

GI none Score 

Exons 6384.. 6464, 6548.. 6593, 6921.. 6988 



OJ000301_21. 0330.C15 

7310 
GEN SCAN 
6988 
.85 



Seq. No. 45455 

Gene No. 96104 

Start 6384 

Name OJ000301_2 1 . 0330 . C15 . o2 . np 

Start 6387 

GI 7487863 

Exons 6387.. 6502, 6917.. 6988, 7052., 
GI Descrip. hypothetical protein T9E8. 140 



Seq. ID OJ000301_21.0330.C15 
Strand 

End 7310 

Method AAT/NAP 

End 7310 

Score 199 

7174, 7289.. 7310 

- Arabidopsis thaliana 



gi|4 584 54 5|emb|CAB4 0775. 1 | (AL04 9608) putative. protein 
[Arabidopsis thaliana] gi I 72 6804 3 | emb | CAB78382 . 1 1 (AL161536) 
putative protein [Arabidopsis thaliana] 



Seq. No. 45456 Seq. ID 

Gene No. 96105 Strand 

Start 5293 End 

Name OJ000301_2 1 . 0330 . C16 . o2 . gs Method 

Start 5293 End 



OJ000301_21.0330.C16 
+ 

5613 
GEN SCAN 
5613 



46788 



GI 

Exons 



none 

5293. .5613 



Score 



.78 



Seq. No. 45456 Seq. ID OJ000301_21 . 0330 . C16 

Gene No. 96106 Strand + 

Start 12641 End 12731 

Name OJ00.0301_21 . 0330 . C16 . 06 . gp Method AAT/GAP 

Start 12641 End 12731 

GI 90742_1.R1084 Score 107 

Exons 12641. .12731 

GI Descrip. ' 5734 61 6/dbj | AP000391 . 1 | AP000391 4.0e-29 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. No. 45456 

Gene No. 96107 

Start 95 

Name OJ000301_21 . 0330 .CI 6 . ol . gs 

Start 95 

GI none 

Exons 95. .194, 451. .518, 885. 

2159. .2211, 2409. .2462, 



Seq. No. 
Gene No. 
Start 
Name 1 
Start 
GI 

Exons 



v3 GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000301 21.0330.C16 



3095 
GENSCAN 
3095 
.84 

993, 1189. .1257, 1666. .1727, 2003. .2075, 
2579. .2676, 2727. .2804, 2889. .3095 



45456 Seq. ID 

96107 Strand 

95 End 
OJ000301_21.0330.C16.ol.np Method 

95 P . End 

7487863 Score 
95. .194, 1189. .1257, 1666. .1727, 2003. 



OJ000301_21.0330.C16 

3095 
AAT/NAP 
2957 
445 

.2075, 2159. .2211, 



2409. .2462, 2579.-2628, 2727. .2804, 2889. .2957 
hypothetical protein T9E8.140 - Arabidopsis thaliana 
gi|4584545|emb|CAB40775.1| (AL049608) putative protein 
[Arabidopsis thaliana] gi | 7268043 | emb | CAB78382 . 1 | (AL161536) 
putative protein [Arabidopsis thaliana] 



V J Seq. No. 


45456 








Seq. ID 


OJ000301 


_21, 


.0330, 


.C16 


M= Gene No. 


96107 








Strand 










Start 


95 








End 


3095 








IZ Name 


OJ000301 21. 


0330 


.C16.ol, 


• gp 


Method 


AAT/GAP 








u Start 


2758 








End 


3066 








P GI 


702518 








Score 


392 








Exons 


2758. .2804, 


2889 


. .3066 














Seq. No. 


45456 








Seq. ID 


OJ000301 




.0330, 


.C16 


Gene No. 


96107 








Strand 










Start 


95 








End 


3095 








Name 


OJ000301 21. 


0330 


.C16.o2. 


.gp 


Method 


AAT/GAP 








Start 


2759 








End 


3066 








GI 


702518 








Score. 


390 








Exons 


2759. .2804, 


2889 


. .3066 














Seq. No. 


45456 








Seq. ID 


OJ000301_ 


_21. 


.0330. 


.C16 


Gene No. 


96108 








Strand 










Start 


3962 








End 


5800 








Name 


OJ000301 21. 


0330 


.C16.o3. 


.gp 


Method 


AAT/GAP 








Start 


3962 








End 


5800 








GI 


1088 2.R1084 








Score 


750 









46789 



Exons 3962.. 4108, 5156.. 5208, 5329.. 5557, 5669.. 5800 

GI Descrip. ' 1350742/sp | P4 9180 I R35A_CAEEL 5.0e-28 PROBABLE 60S RIBOSOMAL 

PROTEIN L35A >gi_1086831 (U41264) coded for by C. elegans cDNA 
yk64gl0.5; coded for by C. elegans cDNA yk51f3.5; coded for by 
C. elegans cDNA ykll5e7.3; coded for by C. elegans cDNA 
yk99dl.3; coded for by C. elegans cDNA yk99dl.5; coded for by C. 
elegans cDNA yk64gl' 



S'eq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45456 
9.6108 
3962 

OJ000301_21.0330.C16.o2.np 

5170 

6939227 



Seq. ID OJ000301_21.0330.C16 
Strand 

End 5800 

Method AAT/NAP 

End 5736 

Score 439 



5170.. 5208, 5329.. 5557, 5669.. 5736 

(AC020579) putative ribosomal protein [Arabidopsis thaliana] 



Seq. No. 45456 

Gene No. 96109 

Start 7876 

Name OJ000301_21 . 0330 . CI 6 . ol . tw 

Start 5152 

GI none 
Exons 



Seq. ID OJ000301_21.0330.C16 
Strand 
End 

Method 
End 
Score 



15531 

TBLASTX: Wheat 

5737 

60 



5152. .5202, 5167. .5208, 5168. .5209, 5324. .5557, 5329. .5562, 
5634. .5726, 5666. .5737, 5667. .5726, 5678. .5737 



Seq. No. 45456 

Gene No. 96109 

Start 7876 

Name OJ000301_21 . 0330 . CI 6 . o2 . tm 

Start 5158 

GI none 

Exons 5158.. 5202, 5158.. 5208, 
5666. .5731, 5667. .5714, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
5329.. 5562, 5330 
5668.. 5733, 5669 



OJ000301 21.0330.C16 



15531 

TBLASTX: Maize 
5733 
56 

5560, 5643. .5726, 
5731 



SJ Seq. No. 45456 Seq. ID 

i2 Gene No. 96109 Strand 

Start '7876 . ■ . End & 

y Name OJ000301_21 . 0330 . C16 . o2 . tc Method 

£3 Start 5164 End 

O GI none Score 

Exons 



OJ000301_21.0330.C16 
.15531 

TBLASTX: Cress 

5734 

53 



5164. .5208, 5165. .5209, 5329. .5562, 5330. .5560, 5668. .5733, 
5669. .5734 



Seq. No. 45456 Seq. ID OJ000301_21 . 0330 . C16 

Gene No. 96109 Strand 

Start 7876 End 15531 

Name OJ000301_21 . 0330 . C16 . ol . ts Method TBLASTX : Soybean 

Start 5167 End 5737 

GI none Score 235 

Exons 5167.. 5208, 5321.. 5560, 5329.. 5562, 5668.. 5733, 5669.. 5737 



Seq. No. 45456 Seq. ID OJ000301_21 . 0330 . C16 

Gene No. 96109 Strand 

Start 7876 End 15531 

Name OJ000301_21 . 0330 . C16 . o3 . gs Method GENSCAN 

Start 7876 End 15436 



46790 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score .54 

7876. .8285, 10396 10636, 10757 .. 11011, 11161 .. 1144 6, 

11577. .11882, 14604. .14788, 14942. .15436 



45456 Seq. ID 

96109 Strand 

7876 End 
0 J00030 1_2 1 . 0330 . CI 6 . o4 . gp Method 

8123 End 

none Score 
8123. .8384 



OJ000301_21.0330.C16 

15531 
AAT/GAP 
8384 
504 



Seq. No. 


45456 








Seq. 


ID OJ000301 


_21.0330 


Gene No. 


96109 








Strand 






Start 


7876 








End 


15531 




Name 


OJ000301 21.0330.C16 


. ol . tm 


Method TBLASTX: Maize 


Start 


10370 








End 


15531 




GI 


none 








Score 148 




Exons 


10370. 


.10423, 


10405. 


.10605, 


10435. 


.10629, 


10439 


. .10636, 




10442. 


.10630, 


10449. 


.10640, 


10452. 


.10637, 


10752 


. .11012, 




10756. 


.11013, 


10757. 


.11014, 


10847. 


.11041, 


11161 


. .11430, 




11161. 


.11430, 


11294. 


.11431, 


11578. 


.11829, 


11585 


. .11836, 




11588. 


.11881, 


11589. 


.11876, 


11593. 


.11883, 


11933 


. .11998, 




11974 . 


.12012, 


11977. 


.12006, 


12006. 


.12053, 


12006 


. .12053, 




- 12007. 


.12054, 


12047. 


..12154, 


12051. 


.12167, 


12054 


. . 12155, 




12091. 


.12249, 


12132. 


.12251, 


12157. 


.12252, 


14534 


. . 14791, 




14559. 


.14795, 


14568. 


.14789, 


14570. 


.14791, 


15050 


. . 15529, 




15060. 


.15143, 


15061. 


.15147, 


15062. 


. 15529, 


15133 


. .15531 



Seq. No. 45456 Seq. ID 

Gene No. 96109 Strand 

Start 7876 End 15531 

Name OJ000301_2 1 . 0330 . C16 . o3 . np Method AAT/NAP 

Start 10373 End 15531 

GI 4008156 Score 2884 

Exons 10373. . 10636, 10757 .. 11011, 11161 .. 11428, 11577 

11975. .12248, 14570 .. 14788, 14 942 .. 14 970, 15007 



OJ000301 21.0330.C16 



,11882, 
,15531 



GI Descrip. (AB00884 5) NADH dependent Glutamate Synthase [Oryza sativa] 



Seq. No. 


45456 








Seq. ID OJ000301 


_21.0330 


Gene No. * 


96109 








Strand 




Start 


7876 








End 15531 




Name 


OJ000301 21.0330.C16. 


ol.tc 


Method TBLASTX:' 


Cress 


Start 


10433 








End 14657 




GI 


none 








Score 88 




Exons 


10433. 


.10630, 


10433. . 


10636, 


10455. . 10637, 10760 


. .10849, 




10761. 


.10850, 


10854. . 


11012, 


10856. . 11014, 11133 


. . 11381, 




11161. 


.11430, 


11161. . 


11430, 


11578. . 11670, 11579 


. .11833, 




11588. 


.11881, 


11592. . 


11882, 


11733. . 11885, 11974 


. . 12012, 




11974 . 


.12012', 


12006. . 


12053, 


12007. . 12054, 12047 


. . 12154, 




12054. 


.12152, 


12075. . 


12167, 


12097. . 12165, 12132 


. . 12236, 




12157. 


.12234, 


12158. . 


12235, 


14565. . 14642, 14570 


. .14656, 




14577. 


.14657 











Seq. No. 45456 Seq. ID OJ000301_21 . 0330 . CI 6 

Gene No. 96109 Strand 

Start 7876 End 15531 



46791 



Name 


OJ000301 21.0330.C16. 


.o2.ts 


Method 


TBLASTX: Soybean 




Start 


10442 




End 


11870 




GI 


none 




Score 


163 




Exons 


10442. .10636, 10449. . 


. 10637, 


10752. .10850, 10760. .10849, 






10854 . . 11012, 10856. . 


. 11014, 


11161. .11415, 11161. .11430, 






11300. .11431, 11571. . 


. 11864, 


11579. .11833, 11588. .11869, 






11589. . 11870 










Seq. No. 


45456 




Seq. ID 


OJ000301_21.0330, 


.C16 


Gene No. 


961.09 




Strand 






Start 


7876 




End 


15531 




Name 


OJ000301 21.0330.C16. 


o5 .gp 


Method 


AAT/GAP 




Start 


10531 




End 


11650 




GI 


22374 1.R1084 




Score 


1269 




Exons 


10531. .10636, 10757.. 


11011, 


11161. .11428, 11577. .11650 




GI Descrip. 


•4008156/dbj IBAA3512C 


).1| 3. 


0e-64 (AB008845) NADH dependent 




Glutamate Synthase [Oryza sativa] 1 






Seq. No. 


45456 




Seq. ID 


OJ000301_21.0330. 


. C16 


Gene No. 


96109 




Strand 






Start 


7876 




End 


15531 




Name 


OJ000301 21.0330.C16. 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


11272 




End 


11442 




GI 


none 




Score 


135 




Exons 


11272. .11427, 11274.. 


11423, 


11299. .11442, 11300. .11440 




Seq. No. 


45456 • 




Seq. ID 


OJ000301_21.0330. 


, C16 


Gene No. 


96109 




Strand 






Start 


7876 




End 


15.531 




Name 


OJ000301 21.0330.C16. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


11974 




End 


15119 




GI 


none 




Score 


45 




Exons 


11974. .12012, 11975.. 


12013, 


12006. .12053, 12010. .12054, 






12047. .12154, 12054.. 


12155, 


12054 . .12167, 12132. .12236, 






12160. .12234, 12163.. 


12279, 


14542. .14 727, 14 568 .. 1478 9, 






14568. .14636, 14569.. 


14742, 


14570. .1476 


38, 15059. .15118/ 






-15060. .15.119 










Seq. No. 


45456 




Seq. ID 


OJ000301_21.0330. 


C16 


Gene No. 


96109 




Strand 






Start 


7876 




End 


15531 




Name 


OJ000301 21.0330.C16. 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


15077 




End 


15379 




GI 


none 




Score 


162 




Exons 


15077. .15379, 15095.. 


15373, 


15240. .15377 




Seq. No. 


45456 




Seq. ID 


OJ000301_21.0330. 


C16 


Gene No. 


96109 




Strand 






Start 


7876 




End 


15531 




Name 


OJ000301 21.0330.C16. 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


15239 




End 


15499 




GI 


none 




Score 


313 




Exons 


15239. .15283, 15284.. 


15499, 


15285.. 15497 





Seq. No. 
Gene No. 
Start 



45456 
96109 
7876 



Seq. ID 

Strand 

End 



OJ000301 21.0330.C16 



15531 



46792 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



• 



OJ000301_21 . 0330 . C16 . o7 . gp Method AAT/GAP 
15320 End 15531 

uC-osrocyp017g05bl Score 424 

15320.. 15531 

1 4008156/dbj | BAA35120 . 1 | 2.0e-71 (AB008845) NADH dependent 
Glutamate Synthase [Oryza sativa] 1 



45457 
96110 
1 

OJ000301_21.0330.C17.ol.np 
1 

4008156 



Seq. ID OJ000301_21.0330.C17 
Strand 

End 3017 

Method AAT/NAP 

End 3017 

Score 1855 



1..141, 350. .511, 636. .790, 2012. .2889, 2986. .3017 
(AB008845) NADH dependent Glutamate Synthase [Oryza sativa] 



45457 
96110 
1 

OJ000301_21.0330.C17.ol.tw 

7 

none 



Seq. ID OJ000301_21.0330.C17 
Strand 

End 3017 

Method TBLASTX : Wheat 

End 514 

Score 96 



7. .153, 11. .133, 353. .511, 354. .470, 368. .514 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45457 
96110 
1 

OJ000301_21.0330.C17.o2. tc 
7 

none 



Seq. ID OJ000301_21.0330.C17 
Strand 

End 3017 

Method TBLASTX : Cress 

End. 2844 

Score 110 



7. .153, 11. .154, 353. .511, 354. .476, 636. .725, 637. .729, 
2454. .2630, 2688. .2825, 2689. .2751, 2815. .2844 



45457 
96110 
1 

OJ000301_21 . 0330 .C17-. ol . gs 
72 

none 



Seq. ID OJ000301_21.0330.C17 
Strand 

End 3017 

Method GENSCAN 

End 2922 

Score . 68 



72. .141, 350. .511, 1230. .1330, 2012. .2922 



45457 
96110 
1 

OJ000301_21.0330.C17 .o2.ts 
97 

none 



Seq. ID OJ000301_21. 0330.C17 
Strand 

End 3017 

Method TBLASTX : Soybean 

End 2063 

Score 150 



97. .141, 350. .511, 354. .521, 367. .513, 636. .791, 640. .792, 
2010. .2063 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45457 
96110 
1 

OJ000301_21 . 0330 . C17 . ol . tm 

100 

none 



Seq. ID OJ000301_21.0330.C17 
Strand 

End 3017 

Method TBLASTX : Mai ze 

End 689 

Score 172 



100. .141, 350. .514, 350. .511, 635. .688, 635. .688, 636. .689 



46793 



Seq. No. 45457 
Gene No. . 96110 
Start ' 1 

Name OJ0003til_21 . 0330 , 

Start 2040 

GI none 

Exons 2040.. 2450, 2044. 

Seq. No. 45457 

Gene No. 96110 

Start 1 

Name OJ000301_21 . 0330 , 

Start 2181 

GI none 

Exons 2181.. 2534, 2185. 



Seq. ID 

Strand 

End 

C17.ol.tc Method 
End 
Score 

.2451, 2168.. 2452 

Seq. ID 

Strand 

End 

C17.ol.ts Method 
End 
Score 

.2535, 2189.. 2539 



OJ000301_21.0330.C17 
3017 

TBLASTX: Cress 

2452 

339 



OJ000301_21.0330.C17 
3017 

TBLASTX: Soybean 

2539 

337 



Seq. No. 45457 
Gene No. . 96110-. 

Start 1 

Name OJ000301_21 . 0330 . 

Start 2382 

GI none 

Exons < 2382.. 2630, 2395. 



Seq. ID 

Strand 

End 

C17.o2.tm Method 
End 
Score 

.2631, 2688.. 2735, 26: 



OJ000301_21.0330.C17 
3017 

TBLASTX: Maize 

2736 

95 

i9. .2736 



Seq. No. 45457 

Gene No. 96110 

Start 1 

Name OJ000301_21 . 0330 , 

Start 2653 

GI none 

Exons 2653.. 2877, 2653. 



Seq. ID 

Strand 

End 

C17.o3.ts Method 
End 
Score 

.2856, 2655.. 2876 



OJ000301_21.0330.C17 
3017 

TBLASTX: Soybean 

2877 

224 



Seq. No. 45458 

Gene No. 96111 

Start 5682 

Name • OJ000301_21 . 0330 , 

Start 5682 

GI none 

Exons 5682.. 5867 



Seq. ID OJ000301_21.0330.C18 

Strand + 

End 58 67 

C18..o2.gs Method GENSCAN 

End 5867 

Score . 69 



Seq. No.. 45458 

Gene No. 96112 

Start 11161 

Name OJ000301_21 . 0330 , 

Start 11161 

GI none 

Exons 11161. .11403 



Seq. ID OJ000301_21.0330.C18 

Strand + 

End 11403 

C18.o4.gs Method GENSCAN 

End 11403 

Score .6 



Seq. No. 45458 

Gene No. 96113 

Start 1 

Name OJ000301_21 . 0330 , 

Start 1 

GI 4008156 

Exons 1..42, 335.. 808, 
2138. .2247, 2748. 



C18 .ol.np 



Seq. ID OJ000301 21.0330.C18 



Strand 
End 

Method 

End 

Score 



4424 
AAT/NAP 
4424 
2562 



884. .948, 1048. .1391, 1481. .1660, 1911. .2014, 
.2844, 3145. .3245, 3340. .3488, 3602. .3719, 



46794 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3822. .3941, 4056. .4424 

(AB008845) NADH dependent Glutamate Synthase [Oryza sativa] 



45458 Seq. ID 

96113 Strand 

1 End 

OJ000301_21 . 0330 . C18 . ol . tc Method 

301 End 

none Score 



OJ000301_21.0330.C18 
4424 

TBLASTX: Cress 

4136 

125 



301. .423, 499. .813, 584. .802, 1135. .1389, 1136. .1255, 
1485. .1553, 1569. .1667, 2137. .2244, 2138. .2239, 3352. 
3822. .3941, 4053. .4136 



3477, 



Seq. No. 
Gene No. 
Start 
Name 
Start 
* (GI 
Exons 



45458 Seq. ID 

96113 Strand 

1 End 

OJ000301_21 . 0330 . C18 . ol. gs Method 

339 . End 

none " Score 



OJ000301 21.0330.C18 



4424 
GEN SCAN 
4424 
.77 

1660, 1911. 



,2014, 



339. .808, 884. .948, 1048. .1391, 1481. 
2138. .2247, 2748. .2844, 3145. .3245, 3340. .3492, 3606. .3719, 
3807. .3941, 4056. .4170, 4279. .4424 





Seq. No. 


45458 






Seq. ID 


OJ000301 


_21.0330, 


.C18 


S-J 


Gene No. 


96113 






Strand 










Start 


1 






End 


4424 






v s 

? ; : t. 


Name 


OJ000301 -21.0330.C18 


. o3 . 


ts 


Method 


TBLASTX: 


Soybean 






Start 


340 






End 


511 






GI 


none 






Score 


145 






J . 3 


Exons 


340. .510, 341. .511 
















Seq. No. 


45458 






Seq. ID 


OJ000301 


_21.0330. 


.C18 




Gene No. 


96113 






Strand 








5- 


Start 


1 






End 


4424 








Name 


OJ000301 21.0330.C18 


.o2. 


ts 


Method 


TBLASTX: 


Soybean 






Start 


557 






End 


934 






1 JL 


•GI 


none 






Score 


327 








Exons 


557.. 808, 562.. 822, 


872. 


. 934, 


883. . 927 










Seq. No. 


45458 






Seq. ID 


OJ000301 


_21.0330. 


,C18 


i -J 


Gene No. 


96113 






Strand 










Start 


1 






End 


4424 








Name 


OJ000301 21.0330.C18 


.ol. 


gp ' 


Method 


AAT/GAP 








Start 


917 






End 


1673 








GI 


uC-osrocyp007e03bl 






Score 


1057 








Exons 


917. .948, 1048. .1391 


, 14 


81. .1673 









GI Descrip. 1 4008156/dbj | BAA35120 . 1 | 1.0e-80 (AB008845) NADH dependent 
Glutamate Synthase^ [Oryza sativa] ' 



Seq. No. 45458 

Gene No. 96113 

Start 1 

Name OJ000301_21 . 0330 . C18 . ol . ts 

Start 1108 

GI none 

Exons 1108.. 1395, 1125. .1274, 1126. 
1482. .1574 



Seq. ID OJ000301_21.0330.C18 
Strand 

End 4424 

Method TBLASTX : Soybean 

End 1574 

Score 218 

.1389, 1313. .1390, 1477. .1572, 



46795 



Seq. No. 45459 

Gene No. 96114 

Start- 7096 

Name OJ000301_20 . 0330 .CI . o3 . gs 

Start 7096 

GI none 

Exons 7096.. 7127, 7884.. 7956, 8102. 
13452. .14972 



Seq. ID OJ000301_20.0330.C1 

Strand + 

End 14972 

Method GENSCAN 

End 14972 

Score .42 

8226, 8932.. 11182, 1124 6 .. 13354 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45459 Seq. ID 

96114 Strand 

7096 End 

OJ000301_20 . 0330 . CI . ol . np Method 

8823 End 

7228457 Score 

11182, 11246. .12080, 



OJ000301_20.0330.C1 
+ 

14§72 
AAT/NAP 
14969 
9594 

12203. . 13354, . 



8823.. 9188, 9250 
13419. .14969 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 45459 

Gene No. 96115 

Start 88 

Name OJ000301_20 . 0330 . CI . ol . gs 

Start 88 

GI none 
Exons 



Seq. ID OJ000301_20.0330.C1 
Strand 

End . 3037 

Method' GENSCAN 

End 3037 

Score . 5 



88. .274, 688. .769, 2081. .2149, 2339. .3037 



Seq. No. 45459 Seq. ID 

Gene No. 96116 Strand 

Start 3495 End 

Name OJ000301_20 . 0330 . CI . o2 . gs Method 

Start 3495 End 

GI none Score 

Exons 3495.. 3644, 5234.. 5275. 



OJ000301_20.0330.C1 

5275 
GENSCAN 
5275 
.72 



Seq. No. 45459 

Gene No. 96117 

Start 15593 

Name OJ000301_20 . 0330 . CI . 06 . tw 

Start 9316 

GI none 

Exons 9316.. 9351, 9476.. 9523, 9530. 
9611. .9868 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.9628, 



OJ000301 20. 0330. CI 



18058 

TBLASTX: Wheat 
9868 
34 

9535. .9627, 9595. .9834, 



Seq. No. 45459 Seq. ID 

Gene No. 96117 Strand 

Start 15593 End 

Name OJ000301_20 . 0330 . CI . o4 . tm Method 

Start 9518 End 

GI none Score 

Exons 9518.. 9766, 9520.. 9765 



OJ000301_20.0330.C1 
18058 

TBLASTX: Maize 

9766 

197 



Seq. No. 
Gene No. 



45459 
96117 



Seq. ID 
Strand 



OJ000301 20. 0330. CI 



46796 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
.Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. . No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



15593 End 

OJ000301_20.0330.Cl.o5.tw Method 

9876 End 

none Score 



18058 

TBLASTX: Wheat 

13333 

234 



9876.-9929, 12875 13096, 12899 .. 13150, 12964 .. 1314 9, 
13184. .13333, 13195.. 13332 



45459 
96117 
15593 

OJ000301_20.0330.Cl.o3. tw 

10603 

none 



Seq. ID OJ000301_20.0330.C1 
Strand 

End 18058 

Method TBLASTX : Wheat 

End 11089 

Score 388 



10603. .10740, 10604. .11089, 10798. .11058 



45459 
96117 
15593 

OJ000301_20.0330.Cl.ol.tw 

11253 

none 



Seq. ID OJ000301_20. 0330. CI 
Strand 

End 18058 

Method TBLASTX: Wheat 

End 11716 

Score 186 



11253. .11696, 11254. .11709, 11255. .11716, 11255. .11710 

OJ000301 20. 0330. CI 



45459 
96117 
15593 

OJ000301_20.0330.Cl.o2.ts 

11294 

none 

11294. .11518, 11525. .11659 

45459 
96117 
15593 

OJ000301_20.0330.Cl.ol. tm 

11384 

none 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



18058 

TBLASTX: Soybean 

11659 

120 



OJ000301_20.0330.C1 
18058 

TBLASTX: Maize 

11740 

392 



11384. .11740, 11419. .11730, 114 35 . .1174 0 

OJ000301 20. 0330. CI 



45459 
96117 - 
15593 . 

OJ000301_20.0330.Cl.o3. tm 

11767 

none 

11767. .12132, 11768. . 12151 

45459 
96117 
15593 

OJ000301_20.0330.Cl.o2. tw 

11824 

none 

11824 . .12237, 11825. . 12244 

45459 
96117 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



18058 

TBLASTX: Maize 

12151 

353 



OJ000301_20.0330.C1 
18058 

TBLASTX: Wheat 

12244 

479 



OJ000301 20. 0330. CI 



46797 



Start 


15593 




End 


18058 




Name 


OJ000301 20. 0330. CI. 


, ol . ts 


Method 


TBLASTX : Sovbean 




Start 


11903 ~ 




End 


12214 




GI 


none 




Score 


267 




Exons 


11903. .12274, 11920. 


. 12063 








Seq. No. 


45459 




Seq. ID 


OJ000301_20.0330 


.CI 


Gene. No. 


96117 




Strand 






Start 


15593 




End 


18058 




Name 


OJ000301 20. 0330. CI. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


13839 ~ 




End 


14171 




GI 


none 




Score 


361 




Exons 


13839. . 14162, 13856. 


. 14149, 


13959. . 14171 




Seq. No. 


45459 




Seq. ID 


OJ000301_20.0330 


.CI 


Gene No. 


96117 




Strand 






Start 


15593 




End 


18058 




Name 


OJ000301 20. 0330. CI. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


13976 ~ 




End 


14357 




GI 


none 




Score 


372 




Exons 


13976. . 14032, 13977 . 


. 14357, 


13980. .14318, 14 078. .14326 




Seq. No. 


45459 




Seq. ID 


OJ000301_20.0330 


. CI 


Gene No. 


96117 




Strand 






Start 


15593 




End 


18058 




Name 


OJ000301 20. 0330. CI. 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


14358 ~ 




End 


17718 




GI 


none 




Score 


267 




Exons 


14358 . .14648, 14360 . 


. 14668, 


14363. .14 641, 14 834 .. 14 956, 






14835. .14960, 17617. 


. 17718 








Seq. No. 


45459 




Seq. ID 


OJ000301_20.0330 


.CI 


Gene No. 


96117 




Strand' 






Start 


15593 




End 


18058 




Name 


OJ000301 20. 0330. CI. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


14829 ~ 




End 


14972 




GI 


none 




Score 


184 




Exons 


14829. . 14972, 14834 . 


. 14968 








Seq. No. 


45459 




Seq. ID 


OJ000301_20.0330 


.CI 


Gene No. 


96117 




Strand 






Start 


15593 




End 


18058 




Name 


OJ000301 20. 0330. CI. 


o4 . gs 


Method 


GENSCAN 




Start 


15593 




End 


17998 




GI 


none 




Score 


.87 




Exons 


15593 . . 16513, 16571 . 


. 17378, 


17473. . 17 641, 17 669. . 17870, 






17948 . . 17998 










Seq. No. 


45459 




Seq. ID 


OJ000301_2Q.03"30. 


.CI 


Gene No. 


96117 




Strand 






Start 


15593 




End 


18058 




Name 


OJ000301 20. 0330. CI. 


o2 . np 


Method 


AAT/NAP 




Start 


15596 




End " 


18058 




GI 


6907089 




Score 


3356 




Exons 


15596. .18058 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 





46798 



Seq. No. 45460 

Gene No. 96118 

Start 1 

Name OJ000301_20 . 0330 . C2 . o2 . np 

Start 1 

GI 5042454 

Exons 1..230, 459. .637, 855. .973, 1540. .1716, 2111. .2171 
GI Descrip. (AC007789) putative polyprotein [Oryza sativa] 



Seq. ID OJ000301_20.0330.C2 

Strand + 

End 9071 

Method AAT/NAP 

End 2171 

Score . 216 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45460 
96118 
1 

OJ000301_20.0330.C2.o3.np 
1 

5306245 



Seq. ID OJ000301_20.0330.C2 

Strand + 

End 9071 

Method AAT/NAP 

End 9071 

Score 122 



1..183, 5961. .6194, 7335.-7547, 7962. .8016, 8460. .8602, 
9022. . 9071 

■(AC006438) unknown protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45460 
96118 
1 

OJ000301_20.0330.C2.ol.gs 
44 

none 



Seq. ID OJ000301_20.0330.C2 

Strand + 

End 9071 

Method GENSCAN 

End .4 941 

Score .46 



44. .331, 501. .645, 1462. .1534, 2221. .2289, 3099. .3150, 
3677. .3774, 4721. .4855, 4885. .4941 



45460 
96119 
11562 

OJ000301_20.0330.C2.ol.gp 
11562 

.38012JL.R1084 
11562. .11643 

'4097947/gb|U72255|OSU72255 2.0e-23 Oryza sativa 
beta-1, 3-glucanase precursor (Gns9) gene, complete cds ' 



Seq. ID OJ000301_20.0330.C2 

Strand + 

End 11643 

Method AAT/GAP 

End 11643 

Score 101 



Seq. No. 


45460 




Seq. ID 


OJ000301 


_20.0330.C2 


Gene No. 


96120 




Strand 






Start 


1 




End 


600 




Name 


OJ000301 20.0330.C2.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


600 




GI 


7228456 




Score 


1068 




Exons 


1. . 600 










GI Descrip. 


(AP001366) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


45461 




Seq. I'D. 


OJ000301 


_20.0330.C3 


Gene No. 


96121 




Strand . 


. + 




Start 


4191 




End 


'8087 




Name 


OJ000301 20.0330.C3.ol. 


gs 


Method 


GENSCAN 




Start 


4191 




End 


8087 




GI 


none 




Score 


.82 




Exons 


4191. .4771, 4858. .5355, 


6319. 


.6478, 6578. .6694, 


6790. . 6983, 




7796. .8087 










Seq. No. 


45461 




Seq. ID 


OJ000301_ 


_20.0330.C3 



46799 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



96121 Strand + 

4191 End 8087 

OJ000301_20.0330.C3.ol.np Method AAT/NAP 

4284 End 8075 

6648208 Score 1983 

4284. .5355, 6056. .6220, 6319. .6484, 6578. .6694, 6790. .6983, 
7079. .7218, 7254. .7312, 7796. .8075 

(AC013483) putative phosphatidylinositol-4-phosphate 5-kinase 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45461 
96121 
4191 

OJ000301_20. 0330.C3.o2.ts 

4356 

none 



Seq. ID OJ000301_20.0330.C3 

Strand + 

End 8087 

Method TBLASTX : Soybean 

End 4 763 

Score 115 



4356. .4490, 4359. .4763, 4361. .4540, 4364. .4540, 4365. .4628, 
4368.-4697, 4370. .4492, 4419. .4760, 4607. .4732, 4619. .4759, 
4625. .4759 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45461 
96121 
4191 

OJ000301_20. 0330.C3.o2. tm 
4358 



Seq. ID OJ000301_20.0330.C3 
Strand + 

8087 

TBLASTX: Maize 
4876 
284 



End 
- Method 
End 

none Score 
4358.-4543, 4359 .. 4760,- 4359 .. 44 90, 4364.-4543, 4365 
4367. .4540, 4428. .4763, 4433. .4546, 4610. .4762, 4619 
4619. .4696, 4629.-4763, 4640. .4759, 4640. .4759, 4772 
4775. .4876 



,4697, 
,4759, 
,4798, 



Seq. No; 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45461 
96121 
4191 

OJ000301_20. 

4359 

none 

4359. .4463,' 
4370. .4549, 



4539. 
4772. 
6054 . 
6538. 
6805. 



,4760, 
,4876, 
,6221, 
,6678, 
,6984, 



0330.C3.ol. tc 



4361. .4411, 4362. 

4370. .4537, 4370. 

4598. .4747, 4616. 

4775. .4876, 4775. 

6108. .6218, 6317. 

6545. .6694, 6575. 

7052.. 7153, 7077. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301 
+ 

8087 

TBLASTX: 

8072 

95 



20. 0330. C3 



Cress 



.4412, 4365.-4739, 

.4540, 4400. .4540, 

.4759, 4629.-4685, 

.4876, 5282.. 5356, 

.6508, 6323.. 6487, 

.6688, 6787.. 6942, 

.7157, 7886. .8071, 



4368. 
4413. 
4677. 
6053. 
6331, 
6792. 



.4760, 
.4763, 
.4763, 
. 6217, 
. 6492, 
. 6950, 



7887. .8072 



Seq. No. 45461 
Gene No. 96121 
Start ' 4191 

Name OJ000301_20 . 0330 . C3 . ol . tw . 

Start 4364 
GI none 

Exons 4364.-4549, 4364.-4549, 4365. 

4412. .4546, 4413. .4763, 4481. 
4616. .4759, 4619. .4759, 4686. 



Seq. ID OJ000301_20.0330.C3 

Strand + 

End ' . 8087 

Method TBLASTX : Wheat 

End 4876 

Score 197 

.4691, 4368. .4760, 4385.-4549, 
.4549, 4607. .4732, 4616. .4762, 
.4763, 4775. .4876 



Seq. No. 
Gene No. 



45461 
96121 



Seq. ID OJ000301_20.0330.C3 
Strand + 



46800 




Start 


4191 








End 


8087 


Name 


OJ000301 20 


.0330 


.C3.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


6057 








End 


6616 


GI 


none 








Score 


204 


Exons 


.6057 . . 6221, 


6062 


. . 6217, 


6317. 


.6508, 6331. .6489, 6575. .6616 


Seq. No. 


45461 








Seq. ID 


OJ000301_20.0330.C3 


Gene No. 


96121 








Strand 


+ 


Start 


4191 








End 


8087 


Name 


OJ000301 20 


.0330 


.C3.o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


6090 








End 


6460 


GI 


none 








Score 


130 


Exons 


6090. . 6221, 


6126 


. .6221, 


6139. 


.6222, 6317.. 6460, 6325.. 6459 


Seq. No. 


45461 








Seq. ID 


OJ000301_20.0330.C3 


Gene No. 


96121 








Strand 


+ 


Start 


4191 








End 


8087 


Name 


"OJ000301 20 


. 0330, 


.C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


* 6461- 








End 


7168 


GI 


none 








Score 


36 


Exons 


6461 . . 6493, 


6558 . 


. . 6665, 


6575. 


.6694, 6575. .6688, 6577. .6690, 




6787 . . 6954, 


6788. 


. .6982, 


6789. 


.6983, 6789.. 6983, 6805.. 6984, 




7076. .7168, 


7077, 


. .7157 








Seq. No. 


45461 








Seq. ID 


OJ000301_20.0330.C3 


Gene No. 


96121 








Strand 


+ . 


Start 


4191 








End 


8087 


Name 


OJ000301 20 


.0330. 


.C3.o4 . 


ts 


Method 


TBLASTX : Soybean 


Start 


6617 ~ 








End 


8065 


GI 


none 








Score 


69 


Exons 


6617 . . 6670, 


7805, 


, .7861, 


7898 . 


.8062, 7899. .8063, 7916. .8065 


Seq. No. 


45461 








Seq. ID 


OJ000301_20.0330.C3 


Gene No. 


96121 








Strand 


+ 


Start 


4191 








End 


8087 


Name 


OJ000301 20 


.0330. 


,C3.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


6778 








End 


7154 


GI 


none 4 








Score 


223 , 


Exons 


6778 . . 6948, 


6804 . 


, . 6977, 


6805. 


.6975, 7079.. 7153, 7080.. 7154 


Seq. No. 


45461 








Seq. ID 


OJ000301_20.0330.C3 


Gene No. 


96121 








Strand 


+ 


Start 


4191 








End 


8087 


Name 


OJ000301 20. 


.0330. 


C3 . o2 . 


tw 


Method 


TBLASTX: Wheat 


Start 


7080 








End 


8023 


GI 


none 








Score 


124 


Exons 


7080 . .7169, 


7082 . 


.7168, 


7086. 


.7211, 7793. .7861, 7794. .7868, 




7860. .8021, 


7866. 


. 8015, 


7873. 


.8022, 7874.. 8023 


Seq. No. 


45461 








Seq. ID 


OJ000301_20.0330.C3 


Gene No. 


96121 








Strand 


+ 


Start 


4191 








End 


8087 


Name 


OJ000301 20. 


,0330. 


C3.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


7815 








End 


8071 


GI 


none 








Score 


62 


Exons 


7815. .7868, 


7869. 


.8069, 


7874. 


.8071, 7880.. 8071 



46801 




Seq. No. 


45462 


Seq. ID 


OJ000301 20.0330, 


, C5 


Gene No . 


96122 


Strand 


+ — 




Start 


436 


End 


724 




Name 


OJ000301 20.0330. C5.ol.np 


Method 


AAT/NAP 




Start 


436 


End 


724' 




GI 


6911866 


Score 


215 




Exons 


436.. 724 








GI Descrip. 


(AL138655) phosphatidylinositol-4-phosphate 5-kinase-like 




protein [Arabidopsis thaliana] 






Seq. No. 


45462 


Seq. ID 


OJ000301__20.0330. 


,C5 


Gene No. 


96122 


Strand 


+ 




Start 


436 


End. 


724 




Name 


OJ000301 20.0330.C5.ol.tc 


Method 


TBLASTX • Cress 




Start 


458 


End 


640 




GI 


none 


Score 


237 




Exons 


458. .640, 466. .636, 485. .637 








Seq. No. 


45462 


Seq. ID 


OJ000301_20.0330. 


C5 


Gene No. 


96122 


Strand 


+ 




Start 


436 


End 


724 




Name 


OJ000301 20.0330.C5.ol.tm 


Method 


J. J— > l_lxT.k_) X /\ • Lid X c 




Start 


463 


End 


64 0 




GI 


none 


Score 


235 




Exons 


463.. 597, ,464. .628, 601.. 639, 


602. .640 






Seq. No. 


4 54 62 


Seq. ID 


OJ000301_20.0330. 


C5 


Gene No. 


96122 


Strand 


+ 




Start 


436 


End 


724 




Name 


OJ000301 20.0330.C5.ol.ts 


Method 


TBLASTX: Soybean 




Start 


466 


End 


636 




GI 


none 


Score 


227 




Exons 


"466. .504, 503. .634, 505. .636, 


508. .636 






Seq. No. 


45463 


Seq. ID 


OJ000301_20.0330. 


C10 


Gene No. 


96123 


Strand 






Start 


881 


- End 


5581 




Name 


OJ000301 20.0330.C10.ol.gs 


Method 


GENSCAN 




Start 


881 


End 


5509 




GI 


none 


Score 


.86 




Exons 


881. .1097, 3682. .3854, 3994.. 


4155, 4239. .4347, 5403. .5509 


Seq. No. 


45463 - . 


Seq. ID 


OJ000301_20. 0330. 


C10 


Gene No. 


96123 


Strand 






Start 


881 


End 


5581 . 




Name 


OJ000301 20.0330.C10.ol.np 


Method 


AAT/NAP 




Start 


2567 


End 


2704 




GI 


7340884 


Score 


102 




Exons 


2567.. .2704 








GI Descrip. 


(AP001551) Similar to Antirrhinum majus transposon Tam3 


gene 




transposase. (AB013982) [Oryza sativa] 






Seq. No. 


45463 


Seq. ID 


OJ000301_20.0330. 


C10 


Gene No . 


96123 


Strand 






Start 


881 


End 


5581 




Name 


OJ000301 20.0330.C10.o2.np 


Method 


AAT/NAP 




Start 


3041 


End 


5581 





46802 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3894197 Score 707 

3041. .3067, 3682. .3854, 3994. .4155, 4239. ..4347, 5403. .5581 
(AC005662) hypothetical protein [Arabidopsis thaliana] 



45463 
96123 
881 

OJ000301_20 . 0330 . C10 . ol . tm 

3671 

none 



Seq. ID OJ000301_20. 0330. C10 
Strand 

End .5581 

Method TBLASTX : Maize' 

End 5482 

Score 110 



3671. .3757, 3679. .3756, 3680. .3757, 3739. .3855, 3756. .3857, 

3757. .3855, 3991. .4155, 3992. .4159, 3993. .4157, 3994. .4170, 

4237. .4350, 4238.-4348, 4239.-4349, 4239. .4352, 4240. .4356, 

5379. .5480, 5402. .5482, 5402. .5482 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start * 
GI 

Exons 



45463 
96123 
881 

- OJ000301_20. 0330. C10. o2.ts 
3678 
none 

3678.-3755, 3679.-3756, 3679. 
3756..38S7, 3757. .3855 

45463 
96123 
881 

OJ000301_20. 0330. C10. ol.ts 

3991 

none 

3991. .4155, 3992. .4141, 4235. 
4239.. 4352, 4288.-4356, 5397. 

45463 
96123 
881 

OJ000301_20 . 0330 . C10 .ol . tc 

4081 

none 

4081. .4155, 4085. .4156, 4239. 
5397.. 5522, 5402. .5521 



Seq. ID OJ000301_20. 0330. C10 
Strand 

End 5581 

Method TBLASTX: Soybean 

End 3857 

Score 86 

.3756, 3680.. 3757, 3681. .3773, 



Seq. ID OJ000301_20. 0330. C10 
Strand 

End 5581 

Method TBLASTX : Soybean 

End 5563 

Score 125 

.4345, 4237. .4350, 4239. .4346, 
.5522, 5402. .5521, 5417. .5563 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_20. 0330. C10 
5581 

TBLASTX: Cress 
5522 . - 
58 



,4346, 4239. .4352, 4288. .4350, 



Seq. No. 


45464 












Seq. ID 


OJ000301 


_20, 


.0330, 


.Cll 


Gene No. 


96124 












Strand 










Start 


4 












End 


237 








Name 


OJ000301 


_20, 


.0330, 


.Cll, 


.ol, 


.gs 


Method 


GENS CAN 








Start 


. 4 












End 


237 








GI 


none 












Score 


.78 








Exons . 


4. .237 






















Seq. No. 


45464 












Seq. ID 


OJ000301 


_20. 


.0330. 


.Cll 


Gene No. 


96125 












Strand 










Start 


914 












End 


931 








Name 


OJ000301 


_20, 


,0330, 


.Cll. 


.02. 


.gs ' 


Method 


GENSCAN 








Start 


914 












End 


931 








GI 


none 












Score 


.75 








Exons 


914. .931 























46803 



Seq. No. 45465 Seq. ID 

Gene No. 96126 Strand 

Start 14 90 End 

Name OJ000301_20 . 0330 . C12 . ol . gp Method 

Start 14 90 End 

GI none Score 

Exons 1490.. 1630, 2120.. 2249 



OJ000301_20.0330.C12 
+ 

2956 
AAT/GAP 
2249 
487 



Seq. No. 


45465 




Seq. ID 


OJ000301_20.0330.C12 


Gene No. 


96126 




Strand 


+ 


Start 


1490 




End 


2956 


Name 


OJ000301 20 0330 C12 ol 


■ np 


Method 


AAT/NAP 


Start 


1538 _ 




End 


2956 


GI 


6911879 




Score 


201 


R von 


1538 1630. 2120 2249. 


2937. 


.2956 




CIT npqprin 

VJ -L U/ O J L . 


(AL138655) hvoothetical 


protein [Arabidopsis thaliana] 


Seq. No. ' 


45466 ■ 




Seq. ID 


OJ000301_20.0330.C13 


Gene No. 


- 96127 




Strand 


+ 


Start 


67 




End 


639 


Name 


OJ000301 20.0330.C13.ol. 


gs 


Method 


GENSCAN 


Start 


67 




End 


639 


GI 


none 




Score 


.89 


Exons 


- 67. .129, 527. .639 








Seq. No. 


45466 




Seq. ID 


OJ000301_20.0330.C13 


Gene No. 


96128 




Strand 


+ 


Start 


2285 




End 


8359 


Name 


OJ000301 20.0330.C13.o2. 


gs 


Method 


GENSCAN 


Start 


2285 




End 


8359 


GI 


none 




Score 


.81 


Exons 


2285. .2446, 2806. .2921, 


4208. 


.4326, 4940. .5030, 5247. .5429, 



5616. .5730, 5847. .6050, 6193. .6321, 6418. .6533, 7412. .7502, 
8232. .8359 



Seq. No. -45466 Seq. ID 

Gene No. '96129 \ * Strand 

Start 68 End 

Name OJ000301_20 . 0330 . C13 . ol . gp Method 

Start 68 End 

GI none Score 

Exons 68.. 148 



OJ000301_20. 0330.C13 
148 

AAT/GAP 

148 

87 



Seq. No. 45466 Seq. ID OJ000301_20 . 0330 . C13 

Gene No. 96130 Strand 

Start 559 End 837 

Name OJ000301_20 . 0330 . C13 . o2 . gp ' Method AAT/GAP 

Start 559 End 837 

GI uC-osroM202017c07al Score 558 

Exons 559. . 837 

GI Descrip. 1 3123130/ sp | 022212 | YG62_ARATH 8.0e-48 HYPOTHETICAL 61.8 KD 
TRP-ASP REPEATS CONTAINING PROTEIN T32G6.2 IN CHROMOSOME II 
>gi_2618685 (AC002510) putative small nuclear ribonucleoprotein 
Prp4p [Arabidopsis thaliana] >gi_3241948 (AC004625) putative 
small nuclear ribonucleoprotein Prp4p [Arabidopsis thaliana] 1 



46804 



Seq. No. 


45467 


Seq. ID 


OJ000301_20.0330. 


C14 


Gene No. 


96131 


Strand 








740 


FnH 


1 9 4 4 

X C. *i *t 




M a m o 


n.inoo^m *?n n^n n 4 oi rr*? 


Tic LI 1UU 






O LdJ. L 


740 ~~ 


FnH 


194 4 

X H *i 




VJ JL 


n on ^ 
nunc 




■ v t. 






740 84 S 11^4 1 ?4 4 








O v3- . LN ■ 


45468 


Seq. ID 


O.TOOO^OI 90 0?^0 




flpnp Wo 

vj CI i C LN v • 


96132 


Strand 


+ ~~ 




Start 


455 


End 


14372 




Name 


OJ000301 20.0330.C15.ol.gs 


Method 


GEN SCAN 




Start 


455 


End 


14372 




GI 


none 


Score 


. 5 




TT YOn Q 
DAU1 1 O 


455. .526, 651. .734, 1289. .1407, 2014.. 


2056, 2570. .2642, 






2710. .2791, 4146. .4482, 5404 


..5500, 6855. .7026, 7079. .7311, 




8428.. 8688, 10453 .. 10496, 10535 .. 10652, 12293 .. 12309, 






13075. .13123, 13432. .13619, 


13972. .14122, 14131. .14372 




Qpn Ma 


45468 


Seq. ID 


OJ000301_20.0330. 


C15 


Gene J\JO . 


96132 


Strand 


+ 




Start 


455 


End 


14372 




Name 


OJ000301 20.0330.C15.ol.np 


Method 


AAT/NAP 




Start 


3585 


End 


3829 






8253'8 


Score 


328 




^ F.vonc: 


3585. .3829 








~.- s T P)o err i n 


hypothetical 9K protein (rpsl9-rpl2 intergenic region) - 


rice 




chloroplast gi | 12028 | emb | CAA33936 | (X15901) ORF82 [Oryza 


sativa] 




gi| 12074 | emb | CAA33926 | (X15901) ORF82 


[Oryza sativa] 




IU 


gi I 226650 |prf| I1603356CA ORF 


82 [Oryza 


sativa] 




J~ Seq. No. 


45468 


Seq. ID 


OJ000301_20.0330. 


C15 


^ Gene No. 


96132 


Strand 


+ 




s Start 


455 


End 


14372 




P Name 


OJ000301 20.0330.C15.ol.gp 


Method 


AAT/GAP 




C§ Start 


3729 


End 


3815 




J GI 


3073 1.R1084 


Score 


149 




Exons 


3729. .3815 









GI Descrip. 1 133936/sp | P1214 6 | RR3_0RYSA 5.0e-95 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_708 67_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] ' 



Seq. No. 45468 

Gene No. 96132 

Start 455 

Name OJ000301_20 . 0330 . C15 . o2 . gp 

Start 4214 

GI 306_9.R1084 

Exons 4214.. 4345 

GI Descrip. 1 287391/dbj { Dl 3 1 1 1 I RICMT15 
rpoB pseudogene 1 



Seq. ID OJ000301_20.0330.C15 

Strand + 

End 14372 

Method AAT/GAP 

End 4345 

Score 176 

1.0e-178 Oryza sativa mitochondrial 



Seq. No. 
Gene No. 
Start 



45468 
96132 
455 



Seq. ID OJ000301_20.0330.C15 
Strand + 
End 14372 



46805 



Name 

Start 

GI 

Exons 



OJ000301_20 . 0330 . C15 . o3 . gp Method AAT/GAP 

6351 End 6557 

none Score 284 
6351.. 6557 



Seq. No. 45468 Seq. ID OJ000301_20 . 0330 . C15 

Gene No. 96132 * Strand + 

Start 455 End 14372 

Name OJ000301_20 . 0330 . C15 . o3 . np Method AAT/NAP 

Start 6985 End 9000 

GI 7444451 Score 330 

Exons 6985.. 7319, 8935.. 9000 

GI Descrip. probable gag/pol polyprotein - long-staminate rice 

retrotransposon retrofit gi | 2586082 | gb | AAB82754 . 1 | (U72725) 
retrofit [Oryza longistaminata] 



Seq. No. 


45468 


Seq. ID 


OJ000301_20.0330 


Gene No. 


96132 


Strand 


+ 


Start 


455 


End 


14 372-. 


Name 


OJ000301 20.0330.C15.o5.np 


Method 


AAT/NAP 


Start 


13009 


End 


14362 


GI 


4584255 


Score 


633 


Exons 


13009. .13102, 13513. .13619, 


13972. . 14362 


GI Descrip. 


(Y18471) SINAlp [Vitis vinifera] 




Seq. No. 


45468 


Seq. ID 


OJ000301_20.0330 


Gene No. 


96133 


Strand 




Start 


3481 


End 


4876 


Name 


OJ000301 20.0330.C15.o2.np 


Method 


AAT/NAP 


Start 


3481 


End 


4876 


GI 


2627238 


Score 


66 


Exons 


3481. .3552, 4806. .4876 






GI Descrip. 


(D50565) NADH dehydrogenase 


subunit 5 


[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 



gi|2627240|dbj |BAA23492| (D50566) NADH dehydrogenase subunit 5 
[Oryza sativa] 



45468 Seq. ID 

96134 Strand 
7721 End 
OJ000301_20 . 0330 . C15 . o4 . gp Method 
7721 End 
61430_1.R1084 Score 
7721.. 7791 

' 14394 /emb | Z14 060 | MISCREPU4 0 . 0e+00 
fMet, 18S, 5S repeat unit DNA 1 



OJ000301__20. 0330.C15 

7791 
AAT/GAP 
7791 
96 



T.aestivum mitochondrion 



45468 
96135 



7842 

OJ000301_20.0330.C15.o2. tc 
982 
none 

982. .1047, 983. .1054, 984. .1055, 986 
1055. .1174, 1057. .1191, 1058. .1201 



Seq. ID OJ000301_20.0330.C15 
Strand 

8452 

TBLASTX: Cress 
1201 
111 

.1057, 1041. .1193, 



End 

Method 

End 

Score 



Seq. No. 
Gene No. 



45468 
96135 



Seq. ID 
Strand 



OJ000301 20.0330.C15 



46806 




Start 7842 

Name OJ000301_20 . 0330 . C15 . ol 

Start 2119 

GI none 

Exons 2119.. 2307, 2127.. 2270, 
2291. .2377, 2302. .2376, 
2377. .2409,. 2378. .2410 

Seq. No. 45468 

Gene No. 96135 

Start 7842 

Name OJ000301_20 . 0330 . C15 . o2 

Start 2119 

GI none 

Exons 2119.. 2160, 2120.. 2161, 
2292.. 2315, 2296.. 2358, 

Seq. No. 45468 

Gene" No. 96135 

Start 7842 

Name OJ000301_20 . 0330 . C15 . o3 

Start 4204 

GI none 

Exons 4204.. 4326, 4204.. 4326, 

Seq. No. 45468 

Gene No. 96135 

Start 7842 

Name OJ000301_20 . 0330 . C15 . o2 

Start 6990 

GI none 

Exons 6990.. 7082, 7098.. 7280, 

Seq. No. 45468 

Gene No. 96135 

Start 7842 

Name OJ0 0 03.0 1_2 0 . 0330 . C15 . o4 

Start 7041 

GI none 

Exons 7041.. 7298, 7112.. 7300 

Seq. No. 45468 

Gene No. 96135 

Start 7842 

Name OJ000301_20 . 0330 . C15 . o4 

Start 7842 

GI 4973022 

Exons 7842.. 7905, 8019.. 8452 

GI Descrip. (AF141933) unknown [Ory 

Seq. No. 45468 

Gene No. 96136 

Start 13566 

Name OJ000301_20 . 0330 . C15 . ol 

Start 13566 

GI none 

Exons 13566. .13652, 13969.. 14 






End 


8452 




.tw 


Method 


TBLASTX: 


Wheat 




End 


2410 






Score 


213 




2127 . 


.2315, 2128.. 2304, 


2281 2367 


2327 . 


.2401, 2348.-2383, 


2376 240S 




Seq. ID 


OJ000301 


20 0330 C15 




Strand 








End 


8452 




. tm 


Method 


TBLASTX: 


Mai ze 




End 


2383 






Score 


57 




2142 . 


.2294, 2151. .2270, 


2158 2292 


2321 . 


.2383, 2327.. 2350, 


2348 2377 




Seq. ID 


OJ000301 


__20.0330.C15 




Strand 








End 


8452 




. tm 


Method 


TBLASTX: 






End 


4327 






Score 


209 




4223 . 


.4327 








Seq. ID 


OJ000301 


_20.0330.C15 




Strand 








End 


8452 




. tw 


Method 


TBLASTX: 


vVilCa L. 




End 


7280 






Score 


71 




7124 . 


.7276 








Seq. ID 


OJ000301 


20 0330 C15 




Strand 








End 


8452 




. tm 


. Method 


TBLASTX: 


Ma i ze 




End 


7300 






Score 


201 






Seq. ID 


OJ000301 


_20.0330.C15 




Strand 








End 


8452 




.np 


Method 


AAT/NAP 






End 


8452 






Score 


755 





za sativa] 

Seq. ID OJ000301_20.0330.C15 
Strand 

End 14405 

.tm Method TBLASTX : Maize 

End 14405 

Score 93 
007, 14004. .14405, 14009. .14359 



46807 



Seq. No. 45468 

Gene No. 96136 

Start 13566 

Name OJ000301_20 . 0330 . C15 . ol . ts 

Start 13966 

GI none 
Exons 



Seq. ID OJ000301_20.0330.C15 
Strand 

End 14405 

Method TBLASTX : Soybean 

End 14370 

Score 63 



13966. .14007, 14004 .. 14360, 14004 .. 14 129, 14006 .. 14359, 
14191. .14370, 14215. .14370 



Seq. No. 45468 

Gene No. 96136 

Start 13566 

Name OJ000301_20 . 0330 . C15 . ol . tc 

Start 14018 

GI none 
Exons 



Seq. ID OJ000301_20.0330.C15 
Strand 

End 14405 

Method TBLASTX : Cress 

End 14303 

Score 400 



14018. .14302, 14019. . 14300, 14019. .14303 



Seq. No. 45469 

Gene No. 96137 

Start 1714 

Name OJ000301_20 . 0330 . CI 6 . ol . gp 

Start 1714 

GI uC-osrocyp005f04al 

Exons 1714.. 2116 

GI Descrip. . '3894191 1.0e-08 (AC005662) unknown protein [Arabidopsis 
' thaliana] 1 



Seq. ID OJ000301_20.0330.C16 

Strand + 

End 2116 

Method AAT/GAP 

End 2116 

Score 794 



Seq. No.' 45469 

Gene No. 96138 

Start 1396 

Name OJ000301_20 . 0330 . C16 . ol . gs 

Start 1396 

GI none 

Exons 1396.. 1479, 2019.. 2324 



Seq. ID OJ000301_20.0330.C16 
Strand 

End 2431 

Method GENSCAN 

End 2324 

Score .88 



Seq. No. 45469 

Gene No. 96138 

Start 1396 

Name OJ000301_20 . 0330 . C16 . ol . tc 

Start 1983 

GI .none 

Exons 1983.. 2264, 1993.. 2151 



Seq. ID OJ000301_20.0330.C16 
Strand 

End 2431 

Method TBLASTX : Cress 

End 2264 

Score 115 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



45469 
96138 
1396 

OJ000301_20. 0330,01 6. ol.ts 

1993 

none 



45469 
96138 
1396 

OJ000301_20.0330.C16.ol.np 
1995 



Seq. ID OJ000301_20.0330.C16 
Strand 

End 2431 

Method TBLASTX: Soybean" 

End 2429 ' . t 

Score 110 



1993. .2142, 1998. .2264, 2286. .2429 



Seq. ID OJ000301_20.0330.C16 
Strand 

End 2431 

Method AAT/NAP 

End 2431 



46808 



GI 


6911877 


Score 


385 




Exons 


1995. .2431 








GI. Descrip. 


(AL138655) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


45469 


Seq. ID 


OJ000301__20.0330. 


C16 


Gene No. 


96138 


Strand 


- 




Start 


1396 


End 


2431 




Name 


OJ000301 20.0330.C16.o2.gp 


Method 


AAT/GAP 




Start 


2182 ~" 


. End 


2431 




GI 


none 


Score 


464 




Exons 


2182. .2431 








Seq. No. 


45470 


Seq. ID 


OJ000301_20.0330. 


C17 


Gene No. 


96139 


Strand 


+ 




Start 


57 6 


End 


2098 




Name 


OJ000301 20.0330.C17 .ol.gs 


Method 


GENSCAN 




Start 


576 ~ 


End 


2077 




GI 


none 


Score 


. 67 




Exons 


576. .818, 1797 . .2077 








Sea. No. 


45470 


Seq. ID 


OJ000301_20.0330. 


C17 


Gene No. 


96139 


Strand 


+ 




Start 


576 


End 


2098 




Name 


OJ000301 20.0330.C17.ol.gp 


Method 


AAT/GAP 




Start 


693 


End 


2078 




GI 


64853 1.R1084 


Score 


710 




Exons 


693. .818, 1769. .2078 








GI Descrip. 


' 419097~4/dbj IBAA74448 | 0.0e+00 (AB018442) phytochromeC 


[ Ory za 




sativa] 1 








Sea No 


45470 


Seq. ID 


OJ000301_20.0330. 


ri 7 


Gene No. 


96139 


Strand 


+ 




Start 


576 


End 


2098 




Name 


OJ000301 20.0330.C17.ol.np 


Method 


AAT/NAP 




Start 


1739 


End 


2078 




GI 


2388578 


Score 


280 




Exons 


1739. .2078 









GI Descrip. (AC000098) Similar to Mycobacterium RlpF (gb|Z84395). ESTs 

gb|T75785,gb|R30580,gb|T04698 come from this gene. [Arabidopsis 
thaliana] 



Seq. No. 


45470 








Seq. ID 


OJ000301_20.0330, 


,C17 


Gene No. 


96139 








Strand 


+ 




Start 


576 








End 


2098 




Name 


OJ000301 20, 


.0330. 


C17.ol, 


. ts 


Method 


TBLASTX : Soybean 




Start 


1763 








End 


2078 




GI 


none 








Score 


348 




Exons 


1763. .1966, 


1764 . 


.2078, 


2025. 


.2078 






Seq. No. 


45470 








Seq. ID 


OJ000301_20.0330, 


.C17 


Gene No. 


96139 








Strand 


+ 




Start 


576 








End 


2098 




Name 


OJ000301 20, 


,0330. 


C17.ol, 


,tm 


Method 


TBLASTX: Maize 




Start 


1769 








End 


2098 




GI 


none 








Score 


311 




Exons 


1769. .2077, 


1769. 


.1966, 


1770. 


.2078, 2051. .2098 





46809 



Seq. No. 


45470 






Seq. ID 


OJ000301 


_20.0330.C17 


Gene No. 


96139 






Strand 


+ 




Start 


576 






End 


2098 




Name 


OJ000301 20.0330.C17 


.ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


1776 






End 


2086 




GI 


none 






Score 


321 




Exons 


1776. .2078, 1820. .1966, 


2051 


. .2086 






Seq. No. 


45471 






Seq. ID 


OJ000301 


20. 0330. C18 


Gene No. 


96140 






Strand 


+ 




Start 


2230 






End 


7015 




Name 


OJ000301 20.0330.C18, 


.ol 


.gs 


Method 


GENSCAN 




Start 


2230 






End 


7015 




GI 


none 






Score 


.71 




Exons 


2230. .2346, 2745. .2830, 


2984 


..3108, 3135. .3249, 


3411 . . 3595, 




3913. .3944, 4042. .4129, 


4296 


..4420, 4488. .4679, 


4750 . . 4808, 




4882. .5622, 5759. .5904, 


6015 


. .6386, 6395. .6528, 


6923. .7015 


Seq. No. 


45471 






Seq. ID 


OJ000301 


20 . 0330 . C18 


Gene No . 


96141 






Strand 


+ 




Start 


13776 






End 


20895 




Name 


OJ000301 20.0330.C18, 


,o5 


.gs 


Method 


GENSCAN 




Start 


13776 






End 


20892 




GI 


none 






Score 


. 65 




Exons 


13776. .13926, 14297., 


,14347, 


1448'3. .15121, 15822 


. . 15934, 




- 16178. .16262, 16691., 


,16796, 


17131. .17217, 17292 


. . 17389, 




17469. .17578, 18896., 


,19066, 


19178. .19302, 19401 


. . 19630, 




20097. .20165, 20717.. 


,20892 








Seq. No. 


45471 






Seq. ID 


OJ000301 


20 0330 C18 


Gene No. 


96141 






Strand 


+ 




Start 


13776 






End 


20895 




Name 


OJ000301 20.0330.C18. 


,o3 


.np 


Method 


AAT/NAP 




Start 


13901 






End 


17804 




GI 


7486379 






Score 


794 




Exons 


13901. .14112, 15078.. 


,15121, 


15822. .15934, 16016 


. .16069, 




16178. .16262, 16691.. 


,16796, 


17131. .17232, 17292 


. .17389, 




17469. .17578, 17742'.. 


,17804 









GI Descrip. hypothetical protein F3L17.100 - Arabidopsis thaliana 
gi I 5262764 | emb | CAB45912.il (AL080283) putative protein 
[Arabidopsis thaliana] gi | 7270056 | emb | CAB7 9871 . 1 | (AL161579) 
putative protein [Arabidopsis thaliana] 



Seq. No. 45471 Seq. ID 

Gene No. 96141 Strand 

Start • 13776 End 

Name OJ000301_20 . 0330 . C18 . ol . gp Method 

Start 15366 End 

GI uC-osflcypl77g01al Score 

Exons 15366. . 15516 

GI Descrip. ' 4884864/gb | AAD31846 . 1 | AF133530_1 4.0e-12 (AF133530) water 
channel protein MipH [Mesembryanthemum crystallinum] 1 



OJ000301_20.0330.C18 
+ 

20895 
AAT/GAP 
15516 
239 



Seq. No. 45471 

Gene No. 96141 

Start 13776 

Name OJ000301_20 . 0330 . C18 . o2 . gp 



Seq. ID OJ000301_ 

Strand + 

End 20895 

Method AAT/GAP 



20.0330.C18 



46810 



Start 
GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17511 End 
2801103 Score 
17511. .17578, 17742. .18009 
52 627 64 /emb | CAB4 5912 . 1 | 1.0e-13 
[Arabidopsis thaliana] 



18009 
577 



(AL080283) putative protein 



OJ000301_20.0330.C18 
+ 



45471 Seq. ID 

96141 Strand 
13776 End 20895 

OJ000301_20.0330.C18.o4 .np Method AAT/NAP 
18917 End 20895 

7450871 Score 957 

18917. .19066, 19178. .19302, 
20390. .20481, 20705.. 20895 

probable methyltransf erase F28M20.20 - Arabidopsis thaliana 
gi|3281849|emb|CAA19744.1| (AL031004) methyltransf erase - like 
protein [Arabidopsis thaliana] gi | 7270082 | emb | CAB7 9897 . 1 | 
(AL161579) methyltransf erase-like protein [Arabidopsis thaliana] 



19401. .19630, 20126. .20168, 



45471 Seq. ID 

96142 Strand 

20809 End 
OJ000301_20 . 0330 . C18 . o3 . gp Method 

20809 End 

none Score 

20809. .20911, 21052.. 21284 



OJ000301_20.0330.C18 
+ 

21284 
AAT/GAP 
21284 
621 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45471 Seq. ID OJ000301_20 . 0330 . C18 

96143 Strand 

1 End • 10496 

OJ000301_20 . 0330.C18 .ol.np Method AAT/NAP 

1 End 10301 

7228457 Score 1729 

1..255, 4512. .4551, 4643. .4689, 5032. .5251, 6267. .6339, 

7558.. 7691, 7815.. 8705, 8759.. 10301 - 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 

sativa] 



Seq. No. 45471 Seq. ID 

Gene No. 96143 Strand 

Start 1 End 

Name OJ000301_20 . 0330 . C18 . o2 . gs Method 

Start 7147 End 

GI none Score 

Exons 7147.. 7585, 7783.. 8573 



OJ000301_20.0330.C18 

10496 
GENSCAN 
8573 
.97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



45471 
96143 
1 

OJ000301_20.0330.C18.o3.gs 

8951 

none 



Seq. ID OJ000301_20.0330JC18 
Strand 

End 10496 

Method GENSCAN 

End 10496 

Score .54 



8951. .9283, 9347. .9841, 9866. .10053, 10247. .10496 



45471 
96144 



Seq. ID 
Strand 



OJ000301 20.0330.C18 



46811 




Start 


10645 




End 


12628 


Name 


OJ000301 20.0330.C18, 


. o4 . as 


Method 


GENS CAN 


Start 


10645 


End 


12628 


GI 


none 




Score 


.85 


Exons 


10645. .11589, 11652. , 


. 11830, 


12318. .12355, 12546.. 12628 


Seq. No. 


45471 




Seq. ID 


OJ000301_20.0330 


Gene No. 


'96144 




Strand 


- 


Start 


10645 




End 


12628 


Name 


OJ000301 20.0330.C18. 


, o2 . np 


Method 


AAT/NAP 


Start 


11776 




End 


12274 


GI 


7523517 




Score 


346 


Exons 


11776. .11830, 11975.. 


.12274 






GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 


Seq. No. 


45471 




Seq. ID 


OJ000301_20.0330 


Gene No. 


96145 




Strand 




Start 


21588 




End 


24048 


Name 


OJ000301 20.0330.C18. 


. o5 . tw 


Method 


TBLASTX: Wheat ' 


Start 


7159 




End 


7539 


GI 


none 




Score 


61 


Exons 


7159. .7290, 7160. .72E 


15, 7315 


. .7539 





Seq. No. 45471 Seq. ID 

Gene No. 96145 Strand 

Start 21588 End 

Name OJ000301_20 . 0330 . C18 . o2 . ts Method 

Start 7638 End 

GI none Score 

Exons 7638.. 8003, 7819.. 7971 



OJ000301_20.0330.C18 
24048 

TBLASTX: Soybean 

8003 

91 



Seq. No. 45471 Seq. ID 

Gene No. 96145 Strand 

Start 21588 End 

Name OJ000301_20 . 0330 . C18 . o2 . tw Method 

Start 7638 End 

GI none Score 

Exons 7638.. 8057, 7639.. 8010, 7653.. 8054 



OJ000301_20.0330.C18 
24048 

TBLASTX: Wheat 

8057 

292 



Seq. No. 45471 Seq. ID 

Gene No. 96145 Strand 

Start 21588 End 

Name OJ000301_20 . 0330 . C18 . o3 . tm Method 

Start 7731 End 

GI none Score 

Exons 7731.. 8114, 7732.. 8010 



OJ000301_20.0330.C18 

24048 . . 
TBLASTX: Maize 
8114 
143 



Seq. No. 45471 Seq. ID 

Gene' No. 96145 Strand 

Start 21588 ' End 

Name OJ000301_20 . 0330 . C18 . o2 . tm Method 

Start 8142 End 

GI none Score 

Exons 8142.. 8498, 8143.. 8436 



OJ000301_20.0330.C18 
24048 

TBLASTX: Maize 

8498 

217 



Seq. No. 
Gene No. 



45471 
96145 



Seq. ID 
Strand 



OJ000301 20.0330.C18 



46812 



Start 
Name 
Start 
GI 

Exohs 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21588 

OJ000301_20.0330.C18.ol.tw 

8172 

none 

8172. .8627, 8173. .8628 

45471 
96145 
21588 

OJ000301_20.0330.C18.o4.ts 

8223 

none 

8223. .8357, 8364. .8588 

4547T 
96145 
21588 

OJ000301_20.0330.C18 .o3.tw 

8819 

none 



End 24048 

Method TBLASTX : Wheat 

End . 8 628 

Score 355 



Seq. ID OJ000301_20.0330.C18 
Strand 

End 24048 

Method TBLASTX : Soybean 

End 8588 

Score 106- 



Seq. ID OJ000301_20.0330.C18 
Strand 
End 

Method 
End 
Score 



24048 

TBLASTX: Wheat 

9274 

84 



8819. .9055, 8876. .9043, 8967. .9053, 9092. .9274, 9093. .9266 



45471 Seq. ID OJ000301_20 . 0330 . C18 

96145 Strand 

21588 End 

OJ000301_20.0330.C18 .o4 . tw Method 

9905 End 

none Score 
9905. .10081, 9954. .10103, 10078. .1017 9, 
10138. .10251, 10252. .10302 



24048 

TBLASTX: Wheat 

10302 

62 

10135. .10254, 



Seq. No. 45471 

Gene No. 96145 

Start 21588 

Name OJ000301_20 . 0330 . C18 . o2 . tc 

Start 15820 

GI none 

Exons 15820. .15921, 15821 .. 15940, 
16177. .16290, 16687. .16794, 



Seq. ID 

Strand 
End 

Method 
End 
Score 



OJ000301 20.0330.C18 



24048 

TBLASTX: Cress 
16794 
127 

16007. .160 69, 16175. .162 61, 
16689. .16790 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45471 
96145 
21588 
OJ000301 
17289 
none 
17289. 
17468. 
17733. 



20.0330.C18.o4.tm 



17390, 17290. .17394, 
17593, 17468. .17578, 
17813 



Seq. ID 
Strand 
End 

Method 
End 
Score 

17308 

17515 



OJ000301 20.0330.C18 



24048 

TBLASTX: Maize 
17813 
117 

17394, 17467. .17580, 
17592, 17733. .17813, 



Seq. No. 45471 

Gene No. 96145 

Start 21588 

Name OJ000301_20 . 0330 . C18 . o3 . ts 

Start 17302 

GI none 
Exons 



Seq. ID OJ000301_20.0330.C18 
Strand 

End 24048 

Method ' TBLASTX : Soybean 

End 17792 

Score 129 

17302. .17394, 17307. .17390, 17468. .17563, 17733. .17792 



46813 



Seq. No. 45471 Seq. ID 

Gene No. 96145 Strand 

Start 21588 ■ End 

Name OJ000301_20 . 0330 . C18 . ol . tc Method 

Start 18917 End 

GI • none Score 

Exons 18917. .19066, 18979 19062, 19177 19302, 19178 

19401. .19577, 19402. .19578 



OJ000301 20.0330.C18 



24048 

TBLASTX: Cress 
19578 
190 

19303, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45471 
96145 
21588 
OJ000301 
18917 
none 
18917. 
19178. 
1-9402. 



20.0330.C18.ol.tm 



19066, 
19303, 
19551 



18917, 
19368. 



.19012, 
,19550, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000301 20.0330.C18 



24048 

TBLASTX: Maize 
19551 
233 

18979. .19062, 19177. .19302, 
19378. .1954 8, 194 01. .19550, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45471 
96145 
21588 

OJ000301_20.0330.C18.ol.ts 
19256 



OJ000301 20.0330.C18 



none - 
19256. 
19407. 
20692. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

.19303, 19276. .19302, 19401 .. 19628 , 19402 .. 19599, 
.19634, 19412. .19630, 20125 .. 20166, 20388 .. 204 59, 
,20892, 20697.. 20870 



24048 

TBLASTX: Soybean 

20892 

61 



OJ000301 20.0330.C18 



Seq. No. 45471 Seq. ID 

Gene No. 96145 Strand 

Start 21588 End 

Name OJ000301_20 . 0330 . C18 . o3 . tc Method 

Start 20125 End 

GI none Score 

Exons 20125. .20166, 20390 .. 2047 9, 20391 .. 20480, 2068 6 .. 2088 9, 
20709. .20885 



24048 

TBLASTX: Cress 

20889 

68 



Seq. No. 45471 

Gene No. 96145 

Start 21588 

Name OJ000301_20 . 0330 . C18 . 06 . gs 

Start 21588 

GI none 

Exons 21588. .22289, 224 15 .. 2254 6, 
23965.. 24048 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_20.0330.C18 

24048 
GENSCAN 
24048 
.73 



23065. .23328, 23524 .. 23847, 



Seq. No. 45472 Seq. ID 

Gene No. 96146 Strand 

Start 458 End 

Name OJ000301_20. 0330 . C19 . ol . gs Method 

Start 458 End 

GI none Score 
Exons 



OJ000301_20. 0330.C19 
+ 

3549 
GENSCAN 
3549 
.52 



458. .549, 1140. .1246, 3410. .3549 



Seq. No. 



45472 



Seq. ID OJ000301_20.0330.C19 



46814 





Gene No. 


96147 








Strand 


+ 




Start 


5086 








End 


11133 




Name 


OJ000301 20 


.0330 


.C19.o2, 


-gs 


Method 


GENSCAN 




Start 


5086 








^End 


10869 




GI 


none 








Score 


.89 




Exons 


5086. .5172, 


6303 


. . 6500, 


6625. 


.6738, 6828. .7078, 7166. .7301, 






7695. .7874, 


7959 


. . 8051, 


8323. 


.8534, 8659. .8722, 8794. .8997, 






9271. .9363, 


9453 


. . 9844, 


9962. 


.10151, 


10296. .10439, 10573.. 10869 




Seq. No. 


45472 








Seq. ID 


OJ000301_20.0330.C19 




Gene No. 


96147 








Strand 


+ 




Start 


5086 








End 


11133 




Name 


OJ000301_20 


.0330 


,C19.o2, 


,np 


Method 


AAT/NAP 




Start 


5095 






End 


10869 




GI 


7385055 








Score 


3393 




Exons 


5095. .5172, 


6303 


. . 6500, 


6625. 


.6738, 6828-.. 7078, 7166. .7301, 






7695. .7874, 


7959 


. . 8051, 


8323. 


.8534, 8659. .8722, 8794. .8973, 






9271. . 9363, 


9453 


. . 9844, 


9962. 


.10151, 


10236. .10439, 10573.. 10869 




GI Descrip . 


(AF216387) ] 


beta-; 


adapt in- 


-like 


protein 


C [Arabidopsis thaliana] 




Seq. No. 


45472 








Seq. ID 


OJ000301_20.0330.C19 




Gene No. 


96147 








Strand 


+ 


jr. ts. 


Start 


5086 








End 


11133 




Name 


OJ000301 20 


.0330 


.C19.ol. 


gp 


Method 


AAT/GAP 


? ri 


Start 


8799 








End 


11133 




GI 


16044 1.R10I 


34 






Score 


3059 


: tc? 


Exons 


8799. .8973, 


9271 


. .9363, 


9453. 


.9844, 9962. .10151, 10236 .. 10439, 


fl 




10573. .11133 










I : E 


GI Descrip. 


1 5596484 /emb ICAB51422. 1 1 


l.Oe 


-151 (AL096882) beta-adaptin-like 


v=r 




protein [Arabidopsis thaliana] 1 




fU 


Seq. No. 


45472 








Seq. ID 


OJ000301_20.0330.C19 




Gene No. 


96148 








Strand 






Start 


11767 








End 


12225 




Name 


OJ000301 20 


.0330, 


.C19.ol. 


tc 


, Method 


TBLASTX: Cress 


: r 


Start 


5086 








End 


6716 




GI 


none - 








Score 


152 


V3 


Exons 


5086. .5172, 


6300, 


. .6500, 


6302. 


.6502, 6302.. 6502, 6616.. 6714, 


I- J 




6619. . 6714, 


6624, 


. . 6716, 


6.624 . 


.6716 






Seq. No. 


45472 








Seq. ID 


OJ000301_20.0330.C19 




Gene No. 


96148 








Strand 






Start 


11767 








End 


12225 




Name 


OJ000301 20. 


.0330. 


.C19.o5. 


ts 


Method 


TBLASTX : Soybean ' 




Start 


5086 








End . 


6449 




GI 


none 








Score 


137 




Exons 


5086. .5172, 


6300. 


. .6449, 


6301. 


.6441, 6302. .6448 




Seq. No. 


45472 








Seq. ID 


OJ000301_20.0330.C19 




Gene No . 


96148 








Strand 






Start 


11767 








End 


12225 




Name 


OJ000301 20, 


,0330. 


,C19.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


6450 








End 


7202 




GI 


none 








Score 


43 




Exons 


6450. .6476, 


6477. 


.6500, 


6614 . 


.6739, 6< 


519. .6738, 6624. .6740, 






6624 . . 6755, 


6810. 


.7094, 


6823. 


.7092, 6825. .7109, 6988. .7101, 






7166. .7198, 


7167. 


.7202 









46815 



Seq. No. 45472 Seq. ID 

Gene No. 96148 Strand 

Start 11767 End 

Name OJ000301_20 . 0330 . C19 . o2 . tm Method 

Start 6903 End 

GI none Score 

Exons 6903.. 7055, 6903.. 7055 



OJ000301_20.0330.C19 
12225 

TBLASTX: Maize 

7055 

195 



Seq. No. 45472 

Gene No. 96148 

Start 11767 

Name OJ000301_20 . 0330 . C19 . o3 . tc 

Start 6975 

GI none 
Exons 



Seq. ID OJ000301 20.0330.C19 



Strand 
End 

Method 

End 

Score 



12225 

TBLASTX: Cress 

7872 

119 



6975. .7094, 6990. .7094, 7007. .7108, 7166. .7267, 7167. .7304, 
7167. .7304, 7675.-7869, 7682. .7870, 7683. .7871, 7693. .7872 



i7i 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45472 

96148 

11767 

OJ000 

7056 

none 

7056. 

7167. 

7956. 

8344 . 

9265. 

9447. 

9774. 

10235 

10564 

10927 



301 20.0330.C19.ol.tm 



7094, 

7304, 

8054, 

8535, 

9363, 

9770, 

9845, 

.10441 

.10869 

.11058 



7060. .7092, 
7168. .7305,. 
7956. .8054, 
8656. .8727, 
9269. .9364, 
9450. .9740, 
9962. .10153, 
, 10235.. 104 
10567. .108 
10929. .110 



7163. . 
7679. . 
8320. . 
8660. . 
9271. . 
9744. . 

9982. 
38, 10 
69, 10 
45, 10 



Seq. ID OJ000301_20.0330.C19 
Strand 

End 12225 
Method TBLASTX : Mai ze 
End 11058 
Score 4 9 

7267, 7166. .7267, 7167. .7304, 
7876, 7682. .7876, 7683. .7883, 
8535, 8322. .8540, 8330. .8449, 
8722, '8791. .8982, 8791.. 8976, 
9369, 9403.. 9726, 9436.. 9678, 
9839, 9773.. 9841, 9773.. 9844, 
.10152, 9993. .10154, 10233 .. 10439, 
281. .10439, 10548. .10868, 
571. .10882, 10572. . 10877, 
984. .11058 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45472 
96148 
11767 

OJ000301_20.0330.C19.o3.ts 
7679 



none 
7679. 
7958. 
8787. 



Seq. ID OJ000301_20.0330.C19 
Strand 

End 12225 
Method TBLASTX : Soybean 
End 8850 
Score 297 

7876, 7683. .7883, 7686. .7877, 7956. .8054, 7956. .8051, 

8535, 8656. .8718, 8660. .8722, 
8850 



.8053, 8319. .8540, 8344, 
.8846, 8791. .8850, 8791. 



Seq. No. 45472 

Gene No. 96148 

Start 11767 

Name OJ000301_20 . 0330 . CI 9 . o4 . tc 

Start 7956 

GI none 

Exons 7956.. 8054, 
. 8344 . .8481 



Seq. ID 
Strand . 
End 

Method 

End 

Score 



OJ0'00301_20. 0330. CI 9 
12225 

TBLASTX: Cress 

8481 

153 



7956. .8051, 7957. .8052, 8319. .8480, 8322. .8480, 



Seq. No. 
Gene No. 
Start 



45472 
96148 
11767 



Seq. ID 

Strand 

End 



OJ000301 20.0330.C19 



12225 



46816 



Name 

Start 

GI 

Exons 



OJ000301_20 . 0330 . C19 . o4 . ts Method TBLASTX : Soybean 
8851 End 9854 

none Score 198 

8851. .8982, 8853. .8975, 9261. .9317, 9274. .9318, 9318. .9362, 
9319. .9369, 9442. .9591, 9446. .9592, 9450. .9674, 9452. .9670, 
9632.. 9688, 9690.. 9845, 9774.. 9854 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45472 
96148 
11767 

OJ000301_20.0330.C19.o2.tc 

9606 

none 



Seq. ID OJ000301_20.0330.C19 
Strand 

End 12225 

Method TBLASTX: Cress 

End 10685 

Score 60 



9606. .9686, 9774. .9815, 9807. .9845, 9809. .9844, 9965. .10156, 
9996. .10163, 10233. .10439, 10235 .. 10438 , 1028 1 .. 10439, 
10545. .10685, 10567. .10683 







45472 






Seq. ID 


OJ000301_20.0330 




Gene No . 


96148 






Strand '■ 






Start 


11767 






End 


12225 




Name 


OJ000301 20.0330.C19 


. 06 . ts 


Method 


TBLASTX : Soybean 




Start 


9962 






End 


10163 




GI 


none 






Score 


117 




Exons 


9962. . 


10156, 9965. .10159, 9990. .10163, 


9993. .10157 


v = 


Seq. No. 


45472 






Seq. ID 


OJ000301_20.0330 




Gene No. 


96148 






Strand 






Start 


11767 






End 


12225 




Name 


OJ000301 20.0330.C19 


,ol . tw 


Method 


TBLASTX: Wheat 




Start 


10034 






End 


10767 


Q 


GI 


none 






Score 


191 




Exons 


10034. 


.10156, 10035. 


.10163, 


10233. .10439, 10235 . . 104 4 1 , 


at 




10235. 


.10438, 10281. 


.10439, 


10548. .10766, 10567.. 10767 




Seq. No. 


45472 






Seq. ID 


OJ000301_20.0330 




Gene No. 


96148 






Strand 






Start 


11767 ' 






End 


12225 


w 


Name 


OJ000301 20.0330.C19 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


10233 






End 


10878 




GI 


none 






Score 


275 




Exons 


10233. 


.10439, 10244. 


.10438, 


10532. .10738, 10534 107 43, 






10548. 


.10865, 10566. 


.10862, 


10567. .10863, 10786.. 10878 



Seq. No. 45472 

Gene No. 96148 

Start 11767 

Name OJ000301_20 . 0330 . C19 . o5 . 

Start 10686 

GI none 

Exons 10686. . 10865, 10687.. 108 

Seq. No. 45472 

Gene No. 96148 

Start 11767 

Name OJ000301_20 . 0330 . C19 . o2 . 

Start 10767 

GI none 



Seq. ID OJ000301_20.0330.C19 
Strand 

End 12225 

tc Method TBLASTX : Cress 

End 10869 

Score 222 
66, 10711. .10869 

Seq. ID OJ000301_20.0330.C19 

Strand - 

End 12225 

tw Method TBLASTX : Wheat 

End 11108 

Score 146 



46817 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10767. .10868, 10768 .. 10869, 10954 10989, 10984 .. 11031 , 
10984. .11100, 11088. .11108 



45472 
96148 
11767 

OJ000301__20.0330.C19.o3.gs 

11767 

none 

11767. .12225 



Seq. ID OJ000301_20.0330.C19 
Strand 

End 12225 

Method GENSCAN 

End 12225 

Score 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45473 Seq. ID 

96149 Strand 

29 End 
OJ000301_20 . 0330 . C20 . ol . gs Method 

29 End 

none Score 

29. .429, 2126. .2207 



45473 
96149 
29 

OJ000301_20.0330.C20.ol 
1134 

57088_1.R1084 

1134. .1437, 2126. .2207, 



OJ000301_20.0330.C20 
2408 

GENSCAN . 

2207 

.7 



OJ000301 20.0330.C20 



Seq. ID 
Strand 

End 2408 
,gp Method AAT/GAP 
End 2408 
Score 928 
2285. .2408 

1 3123130/sp I 022212 | YG62_ARATH 8.0e-48 HYPOTHETICAL 61.8 KD 
TRP-ASP REPEATS CONTAINING PROTEIN T32G6.2 IN CHROMOSOME II 
>gi_2618685 (AC002510) putative small nuclear ribonucleoprotein 
Prp4p [Arabidopsis thaliana] >gi_3241948 (AC004625) putative 
small nuclear ribonucleoprotein Prp4p [Arabidopsis thaliana] 1 



45473 
96149 
29 

OJ000301_20.0330.C20.ol, 

1325 

none 

1325. .1438, 1339. .1443, 
2282. .2407 



tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_20.0330.C20 
2408 

TBLASTX: Maize 

2408 

113 



2114. .2206, 2123. .2206, 2280. .2408, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



45473 
96149 
29 

OJ000301_20.0330.C20.ol 
1331 
3123130 

1331. .1437, 2126. .2207, 



OJ000301 20.0330.C20 



Seq. ID 
Strand 

End 2408 
np Method AAT/NAP 
End 2408 
Score 216 
2285.. 2408 

HYPOTHETICAL 61.8 KD TRP-ASP REPEATS CONTAINING PROTEIN T32G6.2 
IN CHROMOSOME II gi | 2618 685 | gb | AAB84332 . 1 | (AC002510) putative 
U4/U6 small nuclear ribonucleoprotein [Arabidopsis thaliana] 



45474 Seq. ID 

96150 Strand 

1 End 

OJ000301_20. 0330.C21.ol.np Method 

1 End 



OJ000301_20.0330.C21 
706 

AAT/NAP 
706 



46818 



GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 



3123130 Score 438 

1. .706 

HYPOTHETICAL 61.8 KD TRP-ASP REPEATS CONTAINING PROTEIN T32G6.2 
IN CHROMOSOME II gi | 2618 685 | gb | AAB84 332 . 1 1 (AC002510) putative 
U4/U6 small nuclear ribonucleoprotein [Arabidopsis thaliana] 



45474 Seq. ID 

96150 Strand 
1 ■ End 
OJ000301_20 . 0330 . C21 . ol . gs Method 

97 End 

none Score 
97.. 602 



OJ000301_20.0330.C21 
706 

GENSCAN 

602 

.91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



No. 



£3 

%j Seq. 

Li Gene No. 

' =! Start 

I'z Name 

□ Start 

p GI 

Exons 



45474 Seq. ID OJ000301_20 . 0330 . C2 1 

96150 Strand 
1 End 706 

■OJ000301_20.0330.C21.ol.gp Method AAT/GAP 
253 End 703 - 

43056__1.R1084 Score 890 

253. .703 

' 3123130/sp|O22212|YG62_ARATH 9.0e-15 HYPOTHETICAL 61.8 KD 
TRP-ASP REPEATS CONTAINING PROTEIN T32G6.2 IN CHROMOSOME II 
>gi_2618685 (AC002510) putative small nuclear ribonucleoprotein 
Prp4p [Arabidopsis thaliana] >gi_3241948 (AC004 625) putative 
small nuclear ribonucleoprotein Prp4p [Arabidopsis thaliana] 1 



45475 Seq. ID 

96151 Strand 

1824 End 
OJ000301_20 . 0330 . C22 . ol . gs Method 

1824 End 

none Score 

1824.. 2563, 2626.. 3241 

45475 Seq. ID 

96151 Strand 

1824 End 
OJ000301_20 . 0330 . C22 . ol . gp Method 

1867 End 

none . Score 
1867.. 2314 



OJ000301_20.0330.C22 
+ 

3241 
GENSCAN 
3241 
.43 



OJ000301_20.0330.C22 
+ 

3241 
AAT/GAP 
2314 
808 



Seq. No. 45475 Seq. ID 

Gene No. 96152 Strand 

Start 3175 End 

Name OJ000301_20 . 0330 . C22 . o2 . gp Method 

Start 3175 End 

GI none Score 

Exons 3175.. 3256 



OJ000301_20.0330.C22 
+ 

3256 
AAT/GAP 
3256 
129 



Seq. No. . 45476 Seq. ID 

Gene No. 96153 Strand 

Start 1 End 

Name OJ000301_20 . 0330 . C24 . ol . gp Method 

Start 1 End 

GI 3763498 Score 



OJ000301_20.0330.C24 
+ 

234 

AAT/GAP 

234 

445 



46819 



Exons 1..234 

GI Descrip. 3123130/ sp | 022212 | YG62_ARATH 8.0e-48 HYPOTHETICAL 61.8 KD 

TRP-ASP REPEATS CONTAINING PROTEIN T32G6 . 2 IN CHROMOSOME II 
>gi_2618685 (AC002510) putative small nuclear ribonucleoprotein 
Prp4p [Arabidopsis thaliana] >gi_3241948 (AC004625) putative 
small nuclear ribonucleoprotein Prp4p [Arabidopsis thaliana] 

Seq. No. 45476 Seq. ID OJ000301_20 . 0330 . C24 

Gene No. 96154 Strand 

Start 1 End 266 

Name OJ000301_20 . 0330 . C24 . ol . np Method AAT/NAP 

Start 1 End 231 

GI 3123130 Score 280 

Exons 1. .231 

GI Descrip. HYPOTHETICAL 61.8 KD TRP-ASP REPEATS CONTAINING PROTEIN T32G6.2 
IN CHROMOSOME II gi | 2618 685 | gb | AAB84332 . 1 | (AC002510) putative 
U4/U6 small nuclear ribonucleoprotein [Arabidopsis thaliana] 



Seq. No. 45476 

Gene No. 96154 

Start 1 

Name OJ000301_20 . 0330 . C24 . ol . tm 

Start 1 

GI none 
Exons 



Seq.' ID OJ000301 20.0330.C24 



Strand 
End 

Method 

End 

Score 



266 

TBLASTX: Maize 

266 

261 



1..234, 1..231, 3. .266, 6. .68, 78. .212, 78. .197 



Seq. No. 45476 Seq. ID 

Gene No. 96154 Strand 

Start 1 End 

Name OJ000301__20 . 0330 . C24 . ol . gs Method 

Start 44 End 

GI none Score 

Exons 44 . .231 



OJ000301_20.0330.C24 
266 

GENSCAN 

231 

.76 



Seq. No. 45477 Seq. ID 

Gene No. 96155 Strand 

Start 445 End 

Name OJ000301_20 . 0330 . C25 . ol . gs Method 

Start 445 End 

GI none Score 

Exons 445.. 500, 533.. 581 



OJ000301_20.0330.C25 
581 

GENSCAN 
581 
. 63 



Seq. No. 45478 Seq. ID OJ000301_20 . 0330 . C26 

Gene No. 96156 Strand + 

Start -1 End 1205 

Name OJ000301_20 . 0330 . C26 . ol . np Method AAT/NAP 

Start 1 End 1193 

GI 6911866 Score 703 

Exons 1..259, 342. .473, 542. .592, 893. .1193 

GI Descrip. (AL138 655 ) phosphatidylinositol- 4 -phosphate 5-kinase-like 
protein [Arabidopsis thaliana] 



Seq. No. 45478 Seq. ID 

Gene No. 96156 Strand 

Start 1 End 

Name OJ000301_20 . 0330 . C26 . ol . gs Method 

Start 66 End 



OJ000301_20.0330.C26 
+ 

1205 

GENSCAN 

1205 



46820 



GI none 

Exons 66.-259, 908.. 1205 

Seq. No. 45478 

Gene No. 96157 

Start 2994 

Name_ OJ000301_20 . 0330 . C26 . ol . tm 

Start 60 

GI none 
Exons 



Score 



.71 



Seq. ID OJ000301_20.0330.C26 
Strand 

End 9908 

Method TBLASTX: Maize 

End 577 

Score 335 



60. .230, 62. .265, 63. .254, 64. .255, 65. .289, 341. .424, 342. .449, 
343. .450, 506. .577 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45478 
96157 
2994 

OJ000301_20.0330.C26.ol.tc 
62 

none 



Seq. ID OJ000301_20.0330.C26 
Strand 

End 9908 

Method TBLASTX : Cress 

End 1190 

Score 252 



62. .226, 63. .251, 342. .428, 343. .423, 892. .951, 1004. .1189, 
1005. .1190, 1008. .1190 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45478 
96157 
2994 

OJ000301_20. 0330.C2 6.ol. ts 
63 

none 



Seq. ID OJ000301__20.0330.C26 
Strand 

End 9908 

Method TBLASTX : Soybean 

End 417 

Score 243 



63. .251, 63. .230, 80. .241, 342. .416, 343. .417 



45478 
96157 
2994 

OJ000301_20.0330.C26.ol. tw 

332 

none 



Seq. ID OJ000301_20.0330.C26 
Strand 

End 9908 
Method TBLASTX : Wheat 
End 1140 
Score 109 

332. .433, 343. .438, 345. .428, 346. .429, 511. .564, 518. .568, 
554. .59.5, 554. .604, 883. .972, 891. .1139, 903. .1139, 904. .1140, 
1024. .1140 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



45478 
96157 
2994 

OJ000301_20 . 0330 . C26 . o2 . ts 

915 

none 



Seq. ID OJ000301_20.0330.C26 
Strand 

End 9908 

Method TBLASTX : Soybean 

End 1201 

Score 50 



915. .980, 993. .1196, 1007. .1201, 1008. .1181, 1013. .1183 



45478 
96157 
2994 

OJ000301_20.0330.C26.o2.tm 

927 

none 



Seq. ID OJ000301_20.0330.C26 
Strand 

End 9908 

Method TBLASTX: Maize 

End 1189 

Score 403 



927. .1187, 927. .1187, 932. .1189, 932. .1189 



45478 
96157 



Seq. ID OJ000301_20.0330.C26 
Strand 



46821 






Start 


2994 




End 


9908 




Name 


OJ000301 20.0330.C26.o2 


.gs 


Method 


GENSCAN 




Start 


2994 




End 


9622 




GI 


none 




Score 


.49 




Exons 


2994.-. 3147, 3760. .3970, 


4513. 


.4754, 4759. .4895, 4980. .5117, 






5245. .5373, 6450. .6638, 


6999. 


.7065, 7402. .7571, 8817. .8877, 






9573 . . 9622 










Seq. No. 


45478 




Seq. ID 


OJ000301_20.0330.C26 




Gene No . 


96157 




Strand 






Start 


2994 




End 


9908 




Name 


OJ000301 20.0330.C26.o3 


.np 


Method 


AAT/NAP 




Start 


3768 




End 


9908 




GI 


7485968 




Score 


132 




Exons 


3768.. 3826, 4583.. 4665, 


7394. 


.7571, 8665. .8748, 8817. .8919, 






9802. .9908 










GI Descrip. 


hypothetical protein F22K18.220 - Arabidopsis thaliana 






gi | 4220532 | emb | CAA23005 


.11 (AL035356) 


putative protein 






[Arabidopsis thaliana] < 


gi | 7269308 | emb ICAB7 9368. 1 | (AL161561! 






putative protein [Arabidopsis 


thaliana] 




Seq. No. 


45478 




Seq. ID 


OJ000301_20.0330.C26 




Gene No. 


96157 




Strand 






Start 


2994 




End 


9908 • 


S3. 


Name 


OJ000301 20.0330.C26.o2 


.np 


Method 


AAT/NAP 


if% 


Start 


4418 




End 


5703 




GI 


7438344 




Score 


209 


r-i = 
: t_i 


Exons 


4418. .4579, 4680. .5127, 


5588. 


.5703 




C3 


GI Descrip. 






gi|2605617|dbj |BAA23337.1| (D8* 


: , 2 
i.Ls 




OSMYB1 [Oryza sativa] 










Seq. No. 


45478 




Seq. ID 


OJ000301_20.0330.C26 


n i 


Gene No. 


96157 




Strand 






Start 


2994 




End 


9908 


f == 


Name 


OJ000301 20.0330.C26.o4 


. ts 


Method 


TBLASTX : Soybean 




Start 


4824 




End 


5129 


; » 


GI 


none 




Score 


111 


Vsl 


Exons 


4824. .4886, 4979. .5035, 


5034. 


.5129 




•=:==■ 
: s 


Seq. No. 


45478 x 




Seq. ID 


OJ000301_20.0330.C26 


? := H 


Gene No. 


96157 




Strand 






Start 


2994 




End 


9908 




Name 


OJ000301 20.0330.C26.o3, 


. tm 


Method 


TBLASTX: Maize 




Start 


6071 




End 


6611 




GI 


none 




Score 


75 




Exons 


6071. .6130, 6122. .6271, 


6144 . 


.6371, 6146. .6298, 6204. .6371, 






6441. .6596, 6442. .6597, 


6450. 


.6611 






Seq. No. 


45478 




Seq. ID 


OJ000301_20.0330.C26 




Gene No. 


96157 




Strand 






Start 


2994 




End 


9908 




Name 


OJ000301 20.0330.C26.o3. 


.ts 


Method 


TBLASTX : Soybean 




Start 


6195 




End 


6362 




GI 


• none 




Score 


-76 




Exons 


6195.. 6362, 6235.. 6354 










Seq. No. 


45478 




Seq. ID 


OJ000301_20.0330.C26 



46822 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



96157 Strand 

2994 End 

OJ000301_20 . 0330 . C26 . o4 . tm Method 

6989 End 

none Score 



9908 

TBLASTX: Maize 

9887 

94 



6989. .7063, 6992. .7063, 6997. .7065, 6997. .7065, 6999. .7067, 

7398. .7532, 7401. .7577, 7629. .7751, 7644. .7751, 7645. .7758, 

8662. .8751, 8664. .8750, 8665. .8751, 8816. .8878, 8817. .8876, 

9567.. 9623, 9572.. 9625, 9809.. 9886, 9810.. 9887 



45478 
96157 
2994 

OJ000301_20.0330.C26.o5.ts 

7500 

5057448 

7500. .7574, 7501. .7593, 7504.. 
7653. .7748, 8661. .8750, 8662., 
8817.. 8876, 9567.. 9626 
4220532/emb_CAA23005_ 2.0e-ll 
[Arabidopsis thaliana] 



Seq. ID 
Strand . 
End 

Method 
End 
Score 

7602, 7644 
8751, 8665 



OJ000301 20.0330.C26 



9908 

TBLASTX : Soybean 
9626 
51 

7748, 7645.-7758, 
8751, 8817. .8876, 



(AL035356) putative protein 



Seq. No. 
Gene No. 
Start 
.Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45479 
96158 

1 ' 

OJ000301_20.0330.C27.ol.np 
1 

7485968 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000301 20.0330.C27 



2166 
AAT/NAP 
2166 
252 

1..32, 1138. .1345, 1560. .1842, 2132. .2166 
hypothetical protein F22K18.220 - Arabidopsis thaliana 
gi|4220532|emb|CAA23005.1| (AL035356) putative protein 
[Arabidopsis thaliana] gi | 7269308 | emb | CAB7 9368 . 1 | (AL161561) 
putative protein [Arabidopsis thaliana] 



45479 
96158 
1 

OJ000301_20.0330.C27.ol.tm 
1 

none 



Seq. ID OJ000301__20.0330.C27 
Strand 

End 2166 

Method TBLASTX : Mai ze 

End 1681 

Score 62 



1..57, 14. .55, 30. .161, 30. .164, 61. .171, 77. .175, 1112. .1342, 
1117. .1245, 1285. .1344, 1585. .1680, 1586. .1681, 1589. .1681 



45479 
96158 
1 

OJ000301__20.0330.C27.ol.gs 

156 

none 



Seq. ID OJ000301___20.0330.C27 
Strand 

End 2166 

Method GENSCAN 

End 1829 

Score .67 



156. .234, 1118. .1345, 1586. .1829 



Seq. No. 45479 Seq. ID 

Gene No. 96158 Strand 

Start 1 End 

Name OJ000301_20 . 0330 . C27 . ol . ts Method 

Start 1108 End 

GI none Score 



OJ000301_20.0330.C27 
2166 

TBLASTX: Soybean 

1325 

86 



46823 



Exons 



1108. .1206, 1116. .1172, 1118. .1210, 1196. .1324, 1198. .1248, 
1242. .1325 



Seq. No. 45479' 

Gene No. 96158 

Start 1 

Name OJ000301_20 . 0330 . C27 . ol . tc 

Start 1586 

GI none 
Exons 



Seq. ID OJ000301_20.0330.C27 
Strand 

End 2166 

Method TBLASTX : Cress 

End 1858 

Score 64 



1586. .1702, 1613. .1696, 1703. .1858, 1722. .1829 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



45479 Seq. ID 

96158 Strand 

1 End 
OJ000301_20.0330.C27.o2. tm Method 

1682 End 

none ' Score 

1682.. 1858, 1685.. 185§, 1722.. 1859 



OJ000301_20 . 0330 . C27 
2166 

TBLASTX: Maize 

1859 

198 



OJ000301 20.0330.C28 



45480 Seq. ID 

96159 Strand 
1 End 3426 

OJ000301_20 . 0330 . C28 . ol . np Method AAT/NAP 
1 End 3426 

7485968 Score . -389 

1..30, 287. .364, 470. .589, 684. .825, 1808. .1884, 2622. .2667, 
3256.. 3426 

hypothetical protein F22K18.220 - Arabidopsis thaliana 
gi | 4220532 | emb | CAA23005 . 1| (AL035356) putative protein 
[Arabidopsis thaliana] gi | 7269308 | emb | CAB79368 . 1 | (AL161561) 



1 ~^ 




putative 


protein 


[Arabidopsis thaliana 


] 




Seq. No. 


45480 




Seq. ID 


OJ000301_20.0330.C2 




Gene No. 


96159 




Strand 






Start 


1 




End 


3426 




Name 


OJ000301 


_20.0330. 


C28.ol.tm Method 


TBLASTX: Maize 




Start 


84 




, End 


787 




GI 


none 




Score 


71 




Exons 


84. .149, 


85. .150, 


279. .365, 280. .366, 


468. .587, 469. .588, 






740. .787 









Seq. No. 45480 

Gene No. 96159 

Start 1 

Name OJ000301_20 . 0330 . C28 . ol 

Start 93 

GI - none 

Exons 93.. 148, 287.. 364, 470. 

Seq. No. 45480 

Gene No. 96159 

Start 1 

Name OJ000301_20 . 0330 . C28 . ol 

Start 483 

GI none 

Exons 483.. 587, 484.. 588, 484 



Seq. ID OJ000301_20.0330.C28 
Strand 

End 3426 

.gs Method GENSCAN 

End 1082 

Score .97 

.589, 681. .825, 961. .1082 

Seq. ID OJ000301_20.0330.C28 
Strand 

End 3426 

.ts Method TBLASTX: Soybean 

End 825 

Score 100 
..588, 691. .825, 695. .823 



46824 



Seq. No. 45480 Seq. ID 

Gene No. 96159 Strand 

Start 1 End . 

Name OJ000301_20 . 0330 . C28 . o2 . tm Method 

Start 733 End 

GI none Score 

Exons 733. .831, 734. .826, 790. .828, 956 .. 1042 , '962 .. 1042 , 1122. .1211, 
1124. .1183 



OJ000301_20. 0330.C28 
3426 

TBLASTX: Maize 

1211 

65 



Seq. No. 45480 

Gene No. 96159 

Start 1 

Name OJ000301_20 . 0330 . C28 . ol . tc 

Start 751 

GI none 

Exons 751. .831, 752. .826, 950. .1042, 

1124. .1183, 1799. .1915, 1809. .1886, 2620. .2667 



Seq. ID 
Strand 
End 

Method 
End 
Score 
961 



OJ000301 20.0330.C28 



3426 

TBLASTX: Cress 
2667 
88 

1041, 1122. .1211, 



f:3 



Seq. No. 45481 Seq. ID 

Gene No. 96160 Strand 

Start 478 End 

Name OJ000301_20 . 0330 . C30 . ol . gs Method 

Start 478 End 

GI none . Score 

Exons 4 7 8.. 5 77 ^ " 



OJ000301_20.0330.C30 
577 

GENSCAN 

577 

.65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45482 Seq. ID OJ000301_22 . 0330 . CI 

96161 Strand + 

1 End 607 

OJ000301_22 . 0330 . CI . ol . np Method AAT/NAP 

1 End 607 

7486142 Score 489 

1. .607 

hypothetical protein F25I24.200 - Arabidopsis thaliana 
gi I 4539373 | emb| CAB40067.il (AL049525) putative retrotransposon 
polyprotein [Arabidopsis thaliana] gi | 72 67 7 97 | emb | CAB8 1200 . 1 1 
(AL161518) putative retrotransposon polyprotein [Arabidopsis 
thaliana] 



45482 
96162 
9841 

OJ000301_22.-0330.C1 . o2 . gs 
9841 
none 

9841. .9953, 9979. .10010, 10121. .10194 



Seq. ID OJ000301_22.0330.C1 



Strand 
End 

Method 

End 

Score 



+ 

10194 
GENSCAN 
10194 
.71 



Seq. No. 45482 'Seq. ID 

Gene No. 96163 Strand 

Start 469 - End 

Name OJ000301_22 . 0330 . CI . o3 . tm Method 

Start 1 End 

GI none Score 

Exons 1..423, 433.. 657 



OJ000301_22.0330.C1 
14028 

TBLASTX: Maize 

657 

273 



Seq. No. 
Gene No. 



45482 
96163 



Seq. ID 
Strand 



OJ000301 22. 0330. CI 



46825 



Start 


469 








1 4 028 


Name 


OJ000301 22. 


.0330. CI. o3. 




Li " L11UU 


TRT.A^TX • Whpat- 

i- DliriO i. /\ • VVllCCtL. 


Start 


3 






End 


24 9 

*4 J 


GI 


none 






9rnrp 


185 




3. .68, 4. .249 








Seq. No. 


45482 






Seq. ID 


OJ000301_22.0330.C1 


Gene No. 


96163 






Strand 




Start 


469 






End 


14028 


Name 


OJ000301 22. 


0330. CI. o2. 


ts 


Mp t" h nH 


l lj uri <j i. /\ • *o <j y u c o. i i 


Start 


13 






End 


657 


GI 


none 






Score 


409 

rt \J J 




13. .657, 219. .530 








>J C . INU ■ 


45482 








OJ000301 22 03^10 CI 


Gene No. 


96163 






Strand 




Start 


469 






End 


14028 


Name 


OJ000301 -22. 


0330. CI. ol. 


gs 


M£*1~ hi nH 

L JC L. i 1 \J \Ji 


O D ij \_^/t.LN 


Start 


' 469 






End 


-7 J v ' 


(IT 


none 






^ c n y~ o 


4 9 


Hi .A. 1 1. 0 


469. .661, 1173. .2254, 2339.. 


^, 4 J / ^ lQ4 J i 






4266. .4340, 


5278. .5389, 


5671 


5814 8 1 f 


30 . 9307 




45482 






Seq. ID 


OJ0003.01_22.0330.C1 


OCilC LN W • 


96163 






Strand 




Start 


469 






End 


14028 


Name 


OJ000301 22. 


0330. CI. ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2405 






End 


4362 


GI 


none 






Score 


119 


Exons 


2405. .2491, 


2667. .2876, 


2676 


..2873, 2686. .2877, 2870. .2941, 




2889. .2924, 


2969. .3148, 


2969 


..3148, 3137. .3415, 3140. .3415, 




3413. .3772, 


3413. .3793, 


3788 


..3841, 3791. .3850, 4261. .4338, 



4261. .4362, 4262. .4345 



Seq. No. 45482 

Gene No. 96163 

Start 469 

Name OJ000301_22 . 0330 . CI . ol . ts 

Start 2405 

GI none 

Exons 2405. 

2871, 

. 3413. 



.2491, 2505. .2576, 2667, 
,2915, 2969. .3148, 2984, 
.3793, 3429. .3791, 3791. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000301 22. 0330. CI 



14028 

TBLASTX : Soybean 
4362 
62 

2876, 2674.. 2877, 2870. .2941, 

3148, 3137.. 3415, 3.140. .3415, 

3850, 3792. .3851, 4261. .4362 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45482 
96163 
469 

OJ000301_22.0330.Cl.o2.np 

2411 

6015065 



OJ000301 22. 0330. CI 



Seq. ID 
Strand 

End 14028 

Method AAT/NAP 

End 4356 

Score 1090 
2411. .2575, 2673. .3849, 4266. .4356 

ELONGATION FACTOR 2 (EF-2) gi I 2369714 | emb I CAB09900 | (Z97178) 
elongation factor 2 [Beta vulgaris] 



Seq. No. 
Gene No. 
Start 



45482 
96163 
469 



Seq. ID 

Strand 

End 



OJ000301 22. 0330. CI 



14028 



46826 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000301_22.0330.Cl.ol. tc 

2505 

none 

2505.. 2576, 2667.-2876, 2674. 
2952.. 3137, 2954.. 3148, 3137. 

45482 
96163 
469 

OJ000301_22.0330.Cl.ol.tw 

2870 

none 

2870. .2941, 2871. .2942, 2969. 
3140.. 3238, 3147.. 3200 



Method TBLASTX : Cress 
End '3415 
Score 145 

.2877, 2870. .2941, 2871. .2915, 
.3415, 3140. .3415 



OJ000301_22 . 0330 . CI 
14028 

TBLASTX: Wheat 

3238 

44 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3148,. 2985. .3137, 2987. .3148, 



Seq. No. 45482 

Gene No. 96163 

Start 469 

Name OJ000301_22 . 0330 . CI . o2 . tc 

Start 3416 

GI none 

Exons 3416.. 3793, 3429.. 3791, 3791. 
4265. .4426 



OJ000301_22.0330.C1 
14028 

TBLASTX: Cress 

4426 

212 



Seq. ID 
Strand 
End • 
Method 
End 
Score 

.3850, 3792. .3851, 4261. .4356, 



Seq. No. 45482 

Gene No. 96163 

Start 469 

Name OJ000301_22 . 0330 . CI . o2 . tw 

Start 3507 

GI none 

Exons 3507.. 3791, 3507.. 3647, 3509 
4261. .4344, 4261. .4374 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3793, 



OJ000301 22. 0330. CI 



14028 

TBLASTX: Wheat 
4374 
144 

3788. .3835, 3791. .3850, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45482 
96163 
469 

OJ000301_22.0330.Cl.o3.np 

3658 

5042438 



Seq. ID OJ000301_22.0330.C1 
Strand 

End 14028 

Method AAT/NAP 

End 14028 

Score 71 



3658. .3734, 8400. .8608, 9178. .9248, 10694 .. 10789, 13921. .14028 
(AC007789) hypothetical protein [Oryza sativa] 



45482 Seq. ID 

96163 Strand 

4 69 End 

OJ000301__22.0330.Cl.ol.gp Method 

10788 End 

15432_1.R1084 Score 
10788. . 11286, 11578. .11893 
' 554 1697 /emb|CAB5 1202. 1| 3, 
[Arabidopsis thaliana] 1 



OJ000301_22.0330.C1 

14028 
AAT/GAP 
11893 
1508 



0e-18 (AL096860) putative protein 



Seq. No. 45482 Seq. ID 

Gene No. 96163 Strand 

Start 469 End 

Name OJ000301_22 . 0330 . CI . o2 . tm Method 

Start 10817 End 



OJ000301_22.0330.C1 
14028 

TBLASTX: Maize 
13836 



46827 



GI 

Exons 



none Score 41 

10817. .10945, 11042. .11086, 11052 .. 11075, 11128 11301, 

11170. .11286, 11183. .11287, 11550 .. 1174 1 , 1 1570 11896, 

11570. .11893, 11575. .11895, 13396 .. 134 67 , 13397 .. 13459, 
13762. .13836 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45482 Seq. ID OJ000301_22 . 0330 . CI 

96163 Strand 

469 End 14028 

OJ000301_22 . 0330 . CI . o4 . np Method AAT/NAP 

10868 End 13835 

7460124 Score 470 

10868. .10960, 11578. .11893, 13397 .. 134 64 , 13681. .13835 

hypothetical protein T21L8.50 - Arabidopsis thaliana 

gil 5541697 | emb | CAB51202 . 1 | (AL096860) putative protein 

[Arabidopsis thaliana] 



Seq. No. 


45482 




Gene No. 


96163 




Start 


469 




Name 


OJ000301 22 0330 CI 


o3 . ts 


Start 


11164 _ 




GI 


none 




Exons 


11164- . . 11286, 11570 . 


. 11710, 




11692 . . 11760, 11702 . 


. 11746 


Seq. No. 


45482 




Gene No. 


96163 




Start 


469 




Name 


OJ000301 22 0330 CI 


o3 . gs 


Start 


11170 — 




GI 


none 




Exons 


11170 . . 11286, 11578 . 


. 11722, 


Seq. No. 


45482 




Gene No. 


96163 




Start 


469 




Name 


OJ00030122.0330.C1. 


o2 . gp 


Start 


13348 


GI 


5003177 




Exons 


13348. .13467, 13563. 


.13844 


Seq. No. 


45483 




Gene No. 


96164 




Start 


303 




Name 


OJ000301 22. 0330. C2. 


ol . gs 


Start 


303 


GI 


none 




Exons 


303. .379, 2343. .2491 


, 2687. 




4836. .4879 




Seq. No. 


45483 




Gene No. 


96165 




Start 


7025 




Name 


OJ000301 22. 0330. C2. 


o2 . gs 


Start 


7025 




GI 


none 





Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_22.0330.C1 
14028 

TBLASTX : Soybean 

11760 

166 



11575. .11715, 1157 6. .11710, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2720, 4588, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_22.0330.C1 

14028 
GENSCAN 
13889 
.74 



OJ000301_22.0330.C1 

14028 
AAT/GAP 
13844 
651 



OJ000301_22.0330.C2 

4879 
GENSCAN 
4879 
.68 

.4670, 4700. .4825, 



OJ000301_22.0330.C2 

7842 
GENSCAN 
7842 
. 9 



46828 



Exons 



7025. .7108, 7789. .7842 





Sea. No 


45484 




Seq. ID 


OJ000301_22.0330.C3 




Gene No 


96166 




Strand 


' + 




Start 


1 




End 


4551 




Name 


' OJ000301 22.0330.C3.ol.np 




Method 


AAT/NAP 




Start 


1 




End 


4551 




GI 


1314711 




Score 


1776 




pynn 


1..59, 108. .681, 2140. .2283, 


2367. .2519, 3227. .3342, 3426.. 






4133. .4201, 4277. .4363, 4449. 


.4551 






GI Descrip. 


(U54 615 ) calcium-dependent 


protein kinase [Arabidopsis thai 






gi I 3068712 |gb| AAC14412.il 


(AF049236) 


1 ri iitti HpnpnHpnt" nrnf 






kinase [Arabidopsis thaliana] 








Seq. No. 


45484 




Seq. ID 


OJ000301_22.0330.C3 




Cpnp No 


96166 




Strand 


+ 




Start 


1 




End 


4551 




Naine 


OJ000301 22.0330.C3.ol.gs 




Method 


GENSCAN V 




Start 


79 




End 


4363 




GI 


none 




Score 


.86 




i_j w 1 1 0 


79. .681, 2140. .2283, 2328.. 


.2519, 3227 


..3342, 3426. .3593, 






4133. .4363 










Seq; No. 


45484 




Seq. ID 


OJ000301_22.0330.C3 


\J 


Gene No. 


96166 




Strand 


+ 






1 




End 


4551 


i.i i 


Name 


OJ000301 22.0330.C3.ol.gp 




Method 


AAT/GAP 


fjj 


O U d J- L. 


3520 




End 


4490 




GI 


62134 1.R1084 




Score 


636 


: . s 




3520. .3593, 4133. .4363, 4449. 


.4490 








, 5326544/emb|CAB46228.1| 3. 


.0e 


-26 (Y18055) calcium dependent 


: br 




protein kinase [Arachis hypogaea] 1 






Spa No 


45484 




Seq. ID 


OJ000301_22.0330.C3 


Vet 


(Ticin p No 


96167 




Strand 






Start 


4451 




End 


4551 




Naine 


OJ000301 22.0330.C3.ol.tm 




Method 


TBLASTX: Maize 




Start 


48 




End 


515 




GI 


none 




Score 


76 




F.xon s 


48. .110, 53. .109, 150. .203, 


162. .194, 


198. .515, 198. .506 




qpn Mo 


45484. 




Seq. ID 


OJ000301_22.0330.C3. 




Gene No. 


96167 




Strand 






Start 


4451 




End 


4551 




Name 


OJ000301 22.0330.C3.ol.ts 




Method 


TBLASTX : Soybean 






198 




End 


4547 




GI 


none 




Score 


666 






198. .578, 204. .686, 563. .685, 


2137. .2280, 2138. .2287, 






2139. .2288, 2348. .2518, 2362. 


.2514, 2363.. 2515, 3220.. 3345, 






3243. .3344, 3417. .3524, 3423. 


.3593, 3425. .3592, 4106. .4363, 






4135. .4242, 4315. .4365, 4446. 


.4547, 4' 


448. .4528 




Seq. No. 


45484 




Seq. ID 


OJ000301_22.0330.C3 




Gene No. 


96167 




Strand 






Start 


4451 




End 


4551 




Name 


OJ000301 2'2.0330.C3.ol.tc 




Method 


TBLASTX: Cress 




Start 


204 




End 


4541 



3593, 



46829 




GI 


none 




Score 


653 




DAUllO 


204. .686, 215. .499, 572. .685, 


2138.. 2287, 2139. 






2362 2514 


2363 2518 3220 


.3345, 3235.. 3327, 


^94^ ^?44 




3417 3524 


3423 3590 3425 


.3589, 4135. .4242, 


4 1 ^fi 4 




4335. .4364, 


4446. .4541, 4448. 


. 4531 






Seq. No. 


45484 




Seq. ID 


OJ000301 


_22.0330.C3 


Gene No. 


96167 




Qt rand 






Start 


4451 




End 


4551 




Name 


OJ000301 22, 


.0330.C3.o2.tw 


Mp t hnd 


TBLASTX • 




Start 


345 




End 


619 






none 




Score 


292 




F 1 von ^ 


345. .617, 345. .506, 395. .619 








Seq. No. 


45484 




Seq. ID 


OJ000301 


_22.0330.C3 


Gene No. 


96167 




rand 






Start 


4451 




End 


4 551 




Name 


OJ000301 22. 


.0330.C3.o4.tm 


Mpt" hnd 




L J a. J_ C 


Start 


527 




End 


686 • 




GI 


none 




Score 


242 




DAUll J 


527. . 685, 528. . 686 










45484 




Seq. ID 


OJ000301 


99 n^^n 


Can o Mri 

OdilC LN O • 


96167 




Strand 






Start 


4451 




End 


4551 




Name 


OJ000301 22. 


,0330.C3.ol.tw 


Method 


TBLASTX: 


Wheat 


Start 


620 




End 


3258 




V3 -L 


none 




Score 


67 




T7 1 von q 


620. .679, 623. .685, 627. .686, 


2138. .221 


31, 2138. 


99fi7 




2139. .2288, 


2140. .2289, 2348. 


.2518, 2362. .2517, 






3220. .3258 










Seq. No. 


45484 




Seq. ID 


OJ000301 


_22.0330.C3 


Gene No. 


96167 




Strand 






Start 


4451 




End 


4551 




Name 


OJ000301 22. 


,0330.C3.o3.tm 


Method 


TBLASTX: 


Via. Ilc 




2138. 




End 


2499 




GI 


none 




Score 


244 




P von Q 


2138. .2287, 


2139.. 2288, 2348. 


.2494, 2362.. 2499, 


9^67 9 4 Q R 




45484 




Seq. ID 


OJ000301 




uCilC LN <w* . 


96167 




Strand 






Start 


4451 




End 


4551 




Name 


OJ000301 22. 


0330.C3.o2.tm 


Method 


TBLASTX: 


Maize 


Start 


3219 




End 


4541 




GI 


none 




Score 


204 




J_i A. 1 1 o 


3219. .3344, 


3220.. 3345, 3226. 


.3348, 3228. .3362, 


"3417 "3 R 9 4 
J^l / . . OOZffj 




3423. .3596, 


3425.. 3595, 3446. 


.3526, 4106. .4363, 


*/l 1 1 Q 4 *3 /I 9 
4110 . . fl J 4 Z , 




4214 . .4360, 


4315.. 4365, 4335. 


.4370, 4446. .4541, 


4 4 4 £ 4 R 9 £ 
4440. . 4 JZD| 




4448. .4540 










Seq. No. 


45484 




Seq. ID 


OJ000301 


_22.0330.C3 


Gene No. 


96167 




Strand 






Start 


4451 




End 


4551 . 




Name 


OJ000301 22. 


0330.C3.o2.gp 


Method 


AAT/GAP 




Start 


4451 




End 


4551 




GI 


38757_1.R1084 


Score 


143 





46830 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 



4451. .4551 

'1314712 3.0e-14 (U54615) calcium-dependent protein kinase 
[Arabidopsis thaliana] 1 



45485 
96168 
1 

OJ000301 22.0330.C5.ol.np 



4587987 
1..80, 447. 
2742. .3031, 



496, 707. .900, 
3621. .3644 



Seq. ID OJ000301_22.0330.C5 

Strand + 

End 3644 

Method AAT/NAP 

End 3644 

Score 922 

1564. .1811, 1903. .2182, 2281. .2388, 



(AF085279) hypothetical Ser-Thr protein kinase [Arabidopsis 
thaliana] gi | 6598931 | gb | AAF18726 . 1 |AC018721_1 (AC018721) 
putative' protein kinase [Arabidopsis thaliana] 



45485 
96168 
1 

OJ000301_22.0330.C5.ol.gs 

301 

none 

301.. 496, 707.. 1315, 1508. 
2742.. 3020, 3621.. 3635 



Seq. ID OJ000301 22. 0330. C5 



Strand 
End 

Method 

End 

Score 



+ 

3644 
GENSCAN 
3635 
.93 



,1811, 1903. .2182, 2281. .2388, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45485 
96168 
1 

OJ000301_22. 

1030 

none 

1030. . 1050, 
1098. . 1178, 
1501. .1725, 



0330.C5.o2. tm 



1074. 
1194. 
1519. 



,1100, 
,1316, 
1737 



1075, 
1201. 



Seq. ID OJ000301_22.0330.C5 

Strand + 

End 3644 

Method TBLASTX : Mai ze 

End 1737 

Score 45 

.1101, 1086. .1199, 1087. .1173, 
.1317, 1204. .1326, 1205. .1318, 



Seq. No. 45485 

Gene No. 96168 * 

Start 1 " 

Name OJ000301_22 . 0330 .C5.ol.tm 

Start 1765 

GI none 

Exons 1765.. 1812, 
2278. .2388, 



1868. .2182, 1871. 
2280. .2369, 2284. 



Seq. ID OJ000301_22.0330.C5 
Strand + 

End 3644 ' • 

Method TBLASTX : Mai ze 
End 3032 
Score 62 

.2179, 1900. .2184, 1977. .2183, 
.2370, 2739. .3032, 2744. .3028 



Seq. No. 45485 

Gene No. 96168 

Start 1 

Name OJ000301_22 . 0330 . C5 . o2 . ts 

Start 1897 

GI none 

Exons 1897.. 2121, 1900.. 2139, 1901. 

Seq. No. 45485 

Gene No. 96168 

Start 1 

Name OJ000301_22 . 0330 . C5 . ol . tw 

Start 1910 



Seq. ID OJ000301_22.0330.C5 
Strand + 

3644 

TBLASTX : Soybean 
2140 
148 



End 

Method 
End 
Score 
.2140 



Seq. ID OJ000301_22.0330.C5 

Strand + 

End 3644 

Method TBLASTX : Wheat 

End 2352 



46831 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 379 

1910. .2182, 1910. .2179, 1977. .2189, 2278. .2352, 2280. .2351 



45485 
96168 
1 

OJ000301_22.0330.C5,ol.tc 

2144 

none 



Seq. ID OJ000301_22.0330.C5 

Strand + 

End 3644* 

Method TBLASTX : Cress 

End 3032 

Score 62 



2144. .2182, 2278..2388, 2280. .2387, 2739. .3032, 2756. .3028 



45485 
96168 
1 

OJ000301_22.0330.C5.ol.ts 

2739 
none 

2739. .3029, 2744. .3022 



Seq. ID OJ000301_22.0330.C5 

Strand + 

End 3644 

Method TBLASTX : Soybean 

End 3029 

Score 4 60 



45486 Seq. ID OJ000301_22 . 0330 . C6 

96169 Strand + 

1 End 694 

OJ000301__22 . 0330 . C6 . ol . np Method AAT/NAP 

1 End 694 

4587987 Score 113 

1..38, 492. .694 

(AF085279) hypothetical Ser-Thr protein kinase [Arabidopsis 
thaliana] gi | 6598931 | gb I AAF18726 . 1 | AC018721_1 (AC018721) 
putative protein kinase [Arabidopsis thaliana] 



.=1 Seq. No. 


45486 




Seq. ID 


OJ000301_22.0330.C6 


Gene No. 


96170 




Strand 


+ 


iy Start 


4719 




End 


7133 


^ Name 


OJ000301 22.0330.C6.o2.gs 




Method 


GENSCAN 


1.3 Start 


4719 




End 


7071 


%S GI 


none 




Score 


.57 


is. Exons 


4719. .4771, 4909. .5036, 5679. 


.5995, 6672.. 6745, 6846.. 707^' 


Seq. No. 


45486 




Seq. ID 


OJ000301_22.0330.C6 


i=? Gene No. 


96170 




Strand 


+ 


C;3 Start 


4719 




End 


7133 


Name 


OJ000301 22.0330.C6.o2.gp 




Method 


AAT/GAP 


Start 


5790 




End 


7133 


GI 


14342 1.R1084 




Score 


1221 


Exons 


5790. .5995, 6672. .7133 








- GI Descrip. 


'5731754/emb ICAB52555.il 2. 


0e- 


-30 (AL109819) putative protein 




[Arabidopsis thaliana] 1 








Seq. No. 


45486 




Seq. ID 


OJ000301__22.0330.C6 


Gene No. 


96170 




Strand 


+ 


Start 


4719 




End 


7133 


Name 


OJ000301 22.0330.C6.o3.np 




Method 


AAT/NAP 


Start 


5881 




End 


7056 


GI- ■ . 


7487494 




Score 


290 


Exons 


5881. .5995, 6672. .7056 








GI Descrip. 


hypothetical protein T28D5. 


20 


- Arabidopsis thaliana 



gi I 5731754 | emb | CAB52555.il (AL109819) putative protein 



46832 



[Arabidopsis thaliana] gi | 7267474 | emb | CAB77958 . 1 
putative protein [Arabidopsis thaliana] 



(AL161511) 



Seq. No. 45486 Seq. ID 

Gene No. 96171 Strand 

Start 476 End 

Name OJ000301_22-. 0330 . C6 . ol . gs Method 

Start 476 End 

GI none Score 

Exons 476.. 610, 1750.. 1903, 2327.. 2408, 2700 
3639. .3695 



OJ000301_22.0330.C6 

5940 
GENSCAN 
3^695 
.86 

, .2832, 3363. .3467, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



45486 Seq. ID OJ000301_22 . 0330 . C6 

96171 Strand 

476 End 5940 

OJ000301_22 . 0330 . C6 . o2 . np Method AAT/NAP 

1578 End 5940 

6572952 Score 93 

1578. .1650, 1745. .1889, 2317. .2408, 2495. .2638, 2784. .2832, 
5894. .5940 

(AF189773) NLI-interacting factor isoform Tl; NLI/Ldbl/CLIM 
interacting factor [Gallus gallus] 



45486 Seq. ID 

96171 Strand 

476 End 

OJ000301_22 . 0330 . C6 . ol . gp Method 

3582 End 

none Score 
3582. .3872 



OJ000301_22.0330.C6 

5940 
AAT/GAP 
3872 
554 



Seq. No. 45486 

Gene No. 96172 

Start 8112 

Name OJ000301_22 . 0330 .C6 . o2 . tm 

Start 512 

GI none 

.Exons 512.. 691, 514.. 699, 515.. 685- 



Seq. ID OJ000301 22. 0330. C6 



Strand 
End 

Method 

End 

Score 



8276 

TBLASTX: Maize 

699 

256 



Seq. No. 45486 Seq. ID 

Gene No. 96172 Strand 

Start 8112 End 

Name OJ000301_22 . 0330 . C6 . o3 . tc Method 

Start 515 End 

GI none Score 

Exons 515. . 688 



OJ000301_22.0330.C6 
8276 

TBLASTX: Cress 

688 

181 



Seq. No. 45486 

Gene No. 96172.. 

Start 8112 

Name OJ000301_22 . 0330 . C6 . ol . tm 

Start 1507 

GI none 
Exons 



Seq. ID OJ000301_22.0330.C6 
Strand 
End 

Method 
End 
Score 



8276 

TBLASTX: Maize 

2738 

179 



1507. .1662, 1515. . 1661, 1521. .1664, 1747. .1902, 1754. .1906, 
1755. .1910, 2317. .2394, 2338. .2409, 2505. .2618, 2506. .2616, 
2510. .2617, 2702. .2737, 2703. .2738, 2704. .2736 



46833 




Seq. No. 


45486 








Seq. ID 


OJ000301_22.0330. 


■ C6 


Gene No. 


96172 








Strand 






Start 


8112 








End 


8276 




Name 


OJ000301 22 


, 0330 . 


,C6.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


1548 _ 








End 


1842 




GI 


none 








Score 


93 




Exons 


1548 . . 1661, 


1549, 


. . 1665, 


1747 . 


.1842, 1757. .1840 




Seq. No. 


45486 








Seq. ID 


OJ000301_22.0330. 


C6 


Gene No. 


96172 








Strand 






Start 


8112 








End 


8276 




Name 


OJ000301 22 


0330 . 


C6.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


1548 _ 








End 


1851 




GI 


none 








Score 


129 




Exons 


1548 . . 1661, 


1549. 


. 1653, 


1747 . 


.1851, 1757. .1849 




Seq. No. 


45486 








Seq. ID 


OJ000301_22.0330. 


C6 


Gene No. 


96172 








Strand 






Start 


8112 








End 


8276 




Name 


OJ000301 22 


0330 . 


C6 . o3 . 


t s 


Method 


TBLASTX: Soybean 




Start 


2511 ~~ 








End 


2823 




GI 


none 








Score . 


43 




i_J U 1 1 


2511 2567 


2524 . 


. 2568, 


2560 . 


.2616, 2562.. 2618, 2704.. 21 


j 2 3 


Seq. No. 


45486 








Seq. ID 


OJ000301_22.0330. 


C6 


Gene No. 


96172 








Strand 






Start 


8112 








.End 


8276 




Name 


OJ000301 22 


0330 . 


C6 . ol . 


tc 


Method 


TBLASTX: Cress 




Start 


6669 _ 








End 


6931 




GI 


none 








Score 


84 




Exons 


6669 . . 6836, 


6669. 


. 6836, 


6670 . 


.6837, 6842. .6931, 6859. .6930 


Sea. No. 


45486 








Seq. ID 


OJ000301_22.0330. 


C6 


Gene No. 


96172 








Strand 






Start 


8112 








End 


8276 




Name 


OJ000301 22. 


0330 . 


C6.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


6669 _ 








End ' 


7046 




GI 


none 








Score 


81 




Exons 


6669 . . 6779, 


6669 . 


. 6836, 


6670 . 


.6837, 6843. .6917, 6844. .6939, 




6984 . . 7046 














Seq. No. 


45486 








Seq. ID 


OJ000301_22.0330. 


C6 


Gene No. 


96172 








Strand 






Start 


8112 








End 


8276 




Name 


OJ000301 22 


0330 . 


C6 . o3 . 


tm 


Method 


TBLASTX: Maize 




Start 


6669 _ 








End 


7035 




GI 


none 








Score 


197 




Exons 


6669 6830 


6670 . 


.6831, 


6850. 


.6921, 6985.. 7035 






4 5486 








Seq. ID 


OJ000301_22.0330. 


C6 


Gene No . 


96172 








Strand 






Start 


8112 . 








End 


8276 




Name 


OJ000301 22. 


0330. 


C6.o3. 


gp 


Method 


AAT/GAP 




Start 


8112 








End 


8276 




GI 


666 15.R1084 








Score 


304 




Exons 


8112. .8276 















GI Descrip. 1 122106/sp I P02308 | H4_WHEAT 8.0e-40 HISTONE H4 



4 6834 



>gi_70771_pir HSZM4 histone H4 - maize >gi_81642_pir S06904 

histone H4 - Arabidopsis thaliana >gi_2119028_pir S60475 

histone H4 - garden pea >gi_21795_emb_CAA24 924_ (X00043) histone 
H4 [Triticum aestivum] >gi_166740 (M17132) histone H4 
[Arabidopsis thaliana] >gi_166742 (M17133) histone H4 
[Arabidopsis thaliana] >gi_168499 (M36659) histo 1 



OJ000301_22.0330.C7 
+ 

111 

AAT/GAP 

111 

210 



Seq. No. 45487 Seq. ID 

Gene No. 96173 Strand 

Start 1 End 

Name OJ000301_22 . 0330 . C7 . ol . gp Method 

Start 1 End 

GI 666_15.R1084 Score 

Exons 1 . . Ill 

GI Descrip. ' 122106/sp | P02308 | H4_WHEAT 8.0e-40 HISTONE H4 

>gi_70771_pir HSZM4 histone H4 - maize >gi_81642_pir S06904 

histone H4 - Arabidopsis thaliana >gi_211 9028_pir S60475 

histone H4 - garden pea >gi_217 95_emb_CAA24 924_ (X00043) histone 
H4 [Triticum aestivum] >gi_166740 (M17132) histone H4 
[Arabidopsis thaliana] >gi_166742 (M17133) histone H4 
[Arabidopsis thaliana] >gi_168499 (M36659) histo 1 



Seq. No. 


45487 


Seq. ID 


OJ0'00301_22.0330.C7 


Gene No. 


96174 


Strand 


+ 


Start 


31 


End 


2749 


Name 


OJ000301 22.0330.C7.ol.gs 


Method 


GENSCAN 


Start 


31 


End 


274 9 


GI 


none 


Score 


.72 


Exons 


31. .105, 1944. .2017, 2062 


..2122, 2129. 


.2749 


Seq. No. 


45487 


Seq. ID 


OJ000301_22.0330.C7 


Gene No. 


96174 


Strand 


+ 


Start 


31 


End 


2749 


Name 


OJ000301 22.0330.C7.ol.np 


Method 


AAT/NAP 


Start 


1499 


End 


1998 


GI 


7523517 


Score 


235 


Exons 


1499. .1799, 1944. .1998 






GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 


Seq. No. 


45488 


Seq. ID 


OJ000301_22.0330.C8 


Gene No. 


96175 


Strand 


+ 


Start . 


1 


End 


772 


Name 


OJ000301 22.0330.C8.ol.np' 


Method 


AAT/NAP 


Start 


1 


End 


772 


GI 


6721562 


Score 


445 


Exons 


1..772 






GI Descrip. 


(APQ01073) Similar to Zea 


mays 22-kDa 


alpha zein gene cluster; 



hypothetical protein. (AF031569) [Oryza sativa] 
gi 16815087 | dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 
Gene No, 
Start 
Name 
Start 



45488 
96175 
1 

OJ000301 
94 



22.0330.C8.ol.gs 



Seq. ID 

Strand 

End 

Method 
End 



OJ000301_ 
+ 

772 

GENSCAN 
711 



22. 0330. C8 



46835 



GI none 

Exons 94.. 285, 344. .532, 540. .711 

Seq. No. 45488 

Gene No. 96175 

Start 1 

Name OJ000301_22 . 0330 . C8 . ol . tm 

Start 321 

GI none 

Exons 321. .560 



Score .42 



Seq. ID OJ000301_22.0330.C8 

Strand + 

End 772 

Method TBLASTX : Mai ze 

End 560 

Score 182 



Seq. ID OJ000301_22.0330.C8 



Seq. No. 45488 

Gene No. 96175 

Start 1 

Name OJ000301_22 . 0330 . C8 . ol . tw 

Start 324 

GI none 

Exons .324. .722, 338 . . 376, -44 9 .' . 622 

Seq. No. 45489 
Gene No. 96176 
Start 1 

Name OJ000301_22 . 0330 . C9 . ol . np 

Start 1 
GI 7228457 
Exons 1..103, 258. .942, 997. .2602, 2669. .2881, 4443. .4586, 

10549. .11742 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



+ 

772 

TBLASTX: Wheat' 

722 

260 



OJ000301_22.0330.C9 
+ 

11742 
AAT/NAP 
11742 
2682 



Seq. No. 45489 

Gene No. 96176 " 

Start 1 

Name OJ000301_22 . 0330 . C9 . ol . gs 

Start 400 

GI none 
Exons 



Seq. ID OJ000301_22.0330.C9 

Strand + 

End 11742 

Method GENSCAN 

End 4573 

Score .47 



400. .1032, 1120. .1880, 1990. .2881, 3869. .4022, 4467. .4573 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45489 Seq. ID 

96176 Strand 

1 End 

OJ000301_22.0330.C9.o4 .gs Method 

10673 End 

none Score 

10673. .10895, 10910. .11511 



OJ000301_22.0330.C9 
+ 

11742 
GENSCAN 
11511 
.56 



45489 Seq. ID 

96177 Strand 

15830 End 16328 

OJ000301_22.0330.C9.o4 .np Method AAT/NAP 

15830 End 16328 

7523517 Score 229 
15830. . 16130, 16274.. 16328 

(AP001633) hypothetical protein [Oryza sativa] 



OJ000301_22.0330.C9 
+ 



Seq. No. 



45489 



Seq. ID OJ000301_22.0330.C9 



46836 




Gene No. 


96178 


Strand 


+ 




Start 


17603 


End 


21022 




Name 


0.7(100^01 99 fn^f) PQ nn 


Method 


AAT/NAP 




JLCII L 


1 7 fiO^ ~ 


End 


21022 




O J. 


91 fiOl fiS 

X UU 1 U J 


Score 


961 




F 1 von 


176fn 177^8 17776 T fiSS4 

X ( W W _v « . X / / U , X / / / \J . • 1 (J J J 1 


, 18627. .20246, 20907.. 21022 




f^T Dp cpri n 




product. [Arabidopsis thaliana] 




Q(=>ci Mn 

• LN (J ■ 


4 S4 R Q 
1 J i o y 


Seq. ID 


OJ000301_22.0330. 


PQ 


Honp No 


96178 


Strand 


+ 




Start 


17603 


End 


21022 




Name 


OJ000301 22.0330.C9.o2.gp 


Method 


AAT/GAP 




Start 


20039 


End 


20465 




GI 


31138 1.R1084 


Score 


830 






20039. .20465 








vj J. 1-/ \^ O V • -U J_ • 


f 4544438/gb|AAD22346. 1 IAC006592 3 2 . Oe 


-11 (AC006592) 






hypothetical protein [Arabidopsis thaliana] 1 




O vJ * IN V/ • 


45489 


Seq. ID ' 


OJ000301__22.0330. 


C9 


Gene No. ' 


96179 


Strand 


+ 




Start 


22004 


End 


24403 




Name 


OJ000301 22.0330.C9.o6.np 


Method 


AAT/NAP 




Of- a y-t 
O Lai L 


22004 


End 


24231 




w X 


6358789 


Score 


141 






22004. .22052, 23858.. 23971 


, 24071.. 24231 






(AC010852) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


45489 


Seq'. ID 


OJ000301_22.0330. 


C9 


Gene No. 


96179 


Strand 


+ 




Start 


22004 


End 


24403 




Mama 
LN al Lit: 


OJ000301 22.0330.C9.o7.gs 


Method 


GENSCAN 




O L. a. X L, 


23268 


End 


24403 




GI 


none 


Score 


.84 




TT von q 


23268. .23693, 23792.. 24403 








Q c^rr Kin 


45489 


Seq. ID 


OJ000301_22.0330. 


PQ 




96180 


Strand 






Start 


3621 


End 


4002 




Name 


OJ000301 22.0330.C9.ol.gp 


Method 


AAT/GAP 




Start 


3621 


End 


4002 




GI 


uC-osflcyp033a04bl 


Score 


659 




F 1 von q 


3621. .4002 








(~1 T Dp^rrin 

OX UC D U J LU • 


'6016845/dbj | AP000570 . 1 | AP000570 3 . Oe- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


45489 


Seq. ID 


OJ000301_22.0330. 


C9 


Gene No. 


96181 


Strand 






Start 


8779. 


End 


9912 




Name 


OJ000301 22.0330.C9.o3.gs 


Method 


GENSCAN 




Start 


8779 


End 


9912 




GI 


none 


Score 


.98 




Exons 


8779. .9912 








Seq. No. 


45489 


Seq. ID 


OJ000301_22.0330. 


C9' 


Gene No. 


96182 


Strand 






Start 


11876 


End 


16147 




Name 


OJ000301 22.0330.C9.o4 . tw 


Method 


TBLASTX: Wheat 





46837 



Start 


427 








End 


882 




GI 


none 








Score 


146 




Exons 


427. .609, 435. .536, 646. .882, 


648 . .764 


, 658 867 




Seq. No. 


45489 








Seq. ID 


OJ000301_22.0330. 


C9 


Gene No. 


96182 








Strand 






Start 


11876 








End 


16147 




Name 


OJ000301 22 


.0330, 


.C9.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1074 








End 


1489 




GI 


none 








Score 


155 




Exons 


1074. .1247, 


1075. 


. .1245, 


1158. 


.1478, 1237. .1488, 1397. .14 


189 


Seq. No. 


45489 








Seq. ID 


OJ000301_22.0330. 


C9 


Gene No. 


96182 








Strand 


- 




Start 


11876 








End 


16147 . 




Name 


OJ000301 22 


.0330, 


X9.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1237 








End 


1521 




GI 


none 








Score 


361 




Exons 


1237. .1521, 


1240, 


. . 1377, 


1242. 


.1520 






Seq. No. 


45489 








Seq. ID 


OJ000301_22.0330. 


C9 


Gene No. 


96182 








Strand 


- 




Start 


11876 








End 


16147 




Name 


OJ000301 22, 


.0330. 


,C9.o5. 


tm 


Method 


TBLASTX: Maize..- 




Start 


1549 








End 


1932 




GI 


none 








Score 


323 




Exons 


1549. .1932, 


1620. 


, .1931 










Seq. No. 


45489 








Seq. ID 


OJ000301_22.0330. 


C9 


Gene No. 


96182 








Strand 


- 




Start 


11876 








End 


16147 




Name 


OJ000301 22. 


.0330. 


C9.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1606 








End 


2001 




GI 


none 








Score 


438 




Exons 


1606. .2001, 


1620. 


.1988, 


1708. 


.1995 






Seq. No. 


45489 








Seq. ID 


OJ000301_22.0330. 


C9 


Gene No. 


96182 








Strand 






Start 


11876 








End 


16147 




Name 


OJ000301 22, 


.0330. 


C9.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


1684 








End 


2083 




GI 


none 








Score 


257 




Exons 


1684 . .2001, 


1686. 


. 1844, 


2003. 


.2083 






Seq. No. 


45489 








Seq. ID 


OJ000301_22.0330. 


C9 


Gene No. 


96182 








Strand 






Start 


11876 








End 


16147 




Name 


OJ000301 22. 


,0330. 


C9.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


2174 








End 


2581 




GI 


none 








Score 


212 






2174 . .2398, 


2227. 


.2400, 


2408. 


.2581, 2501. .2578 




Seq. No. 


45489 








Seq. ID 


OJ000301_22.0330. 


C9 


Gene No. 


96182 








Strand 






Start 


11876 








End 


16147 - 




Name 


OJ000301 22. 


0330. 


C9.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


2620 








End 


2878 





46838 





GI 


none 




Score 


186 






Exons 


2620.. 2874, 2621.. 2878 










Seq. No. 


45489 




Seq. ID 


OJ000301_22.0330, 


.C9 




Gene No. 


96182 




Strand 








Start 


11876 




End 


16147 






Name 


OJ000301 22. 0330. C9. 


o3 . tm 


Method 


TBLASTX: Maize 






Start 


10615 




End 


10941 






GI 


none 




Score 


348 






Exons 


10615. .10941, 10635. 


. 10922 










Seq. No. 


45489 




Seq. ID 


OJ000301_22.0330, 


.C9 




Gene No. 


96182 




Strand 








Start 


11876 




End 


16147 






Name 


OJ000301 22. 0330. C9. 


o5 . tw 


Method 


TBLASTX: Wheat 






Start 


10618 




End 


11001 






GI 


none 




Score 


364 






Exons 


10618. .11001, 10626. 


. 11000 










Seq. No. 


45489 




Seq. ID 


OJ000301_22.0330. 


,C9 




Gene No. 


96182 




Strand 








Start 


11876 




End 


16147 






Name 


OJ000301 22. 0330. C9. 


o3 . tw 


Method 


TBLASTX: Wheat 






Start 


11125 




End 


15900 






GI . 


none 




Score 


351 






Exons 


11125. .11577, 11139. 


.11228, 


11274. .11381, 11602. .11733, 




f : ; § 




11607. .11732, 15838. 


.15900 










Seq. No. 


45489 




Seq. ID 


OJ000301_22.0330. 


.C9 




Gene No . 


96182 




Strand 








Start 


11876 




End 


16147 




u 


Name 


OJ000301 22. 0330. C9. 


o5 . gs 


Method 


GENSCAN 






Start 


11876 




End 


16147 






GI 


none 




Score 


.8 






Exons 


11876. .11968, 12328. 


.12476, 


124 82. .12703, 1297 9. .13124, 








13248. .14009, 14077. 


.14135, 


14206. . 14 391, 14459. .14583, 








14749. .14821, 15029. 


.15125, 


15283. .15433, 15798. .15922, 








16062. .16147 











Seq. No. 45489 

Gene No. 96182 

Start 11876 

Name OJ000301_22 . 0330 . C9 . o2 . np 

Start 13247 

GI 6721561 

Exons 13247. .14009, 14077 .. 14135, 
GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_22.0330.C9 

16147 
AAT/NAP 
14858 
1078 



14206. .14425, 14823/ 



.14858 

(AP001073) EST AU082058 (C12 97 6) corresponds to a region of the 
predicted gene.; hypothetical -protein [Oryza sativa] 
gi I 6815086 | dbj | BAA90372.il (AP001081) EST AU082058(C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 45489 Seq. ID 

Gene No. 96183 Strand 

Start 17794 End 

Name OJ000301_22 . 0330 . C9 . o2 . t s Method 

Start 17794 End 



OJ000301_22.0330.C9 
18010 

TBLASTX: Soybean 
18010 



46839 



GI 


none 




Score 


197 

J. Zf 1 


E von 


17794 17913- 17795 


. 18010 






Seq. No. 


45489 




Seq. ID 


OJ000301__22.0330.C9 


Gene No. 


96184 




Strand 




Start 


18378 




End 


18820 


Name 


OJ000301 22 0330 C9 


o 1 tm 


Met* hod 


J. o uri j ± s\ * i J a _l £-> c 


Start 


18378 ~~ 




End 


18820 


GI 


none 




Score 


334 


Ex on s 


18378 . . 18818, 18382 . 


.18810, 


18383 . .188 


120. 18384 18818 


Qfari NO 


45489 




Seq. ID 


OJ000301_22.0330.C9 


Gene No. 


96185 




Strand 




Start 


19493 




End 


19852 


Name 


OJ000301 22 0330 C9 


o 6 . tm 


Method 


TBLASTX: Maize 


Start 


19493 ~~ 




End. 


19852 


GI 


none 




Score 


78 


E von 9 


19493 19609 19592 


.19852, 


19603. .19749, 1 9611 1 9751 , 




19798 19827 








Seq. No. 


45489 




Seq. ID 


OJ000301_22.0330.C9 


Gene No. 


96186 




Strand 




Start 


19991 




End 


20266 


Name 


OJ000301 22 0330 C9 


o4"". tm 


Method 


TBLASTX: Maize 


Start 


19991 "~ 




■ End 


20266 


GI 


none 




Score 


337 


E von 


19991 20266 19993 


. 20265 






Qprr No 


454 90 




Seq. ID 


OJ000301_22. 0330. C10 


Gene No . 


96187 




Strand 


+ 


Start 


9457 




End 


9743 


Name 


OJ000301 22. 0330. C10 


.ol.gp 


Method 


AAT/GAP 


Start 


9457 




End 


9743 


GI 


uC-osroM202024h02al 




Score 


559 


E von s 


9457. .9743 








fiT Dpsotio 

W -L- 1— ' V3 O J. -1- k-/ * 


, 6041757/gb|AC011806 


. 1IAC011806 0.0e+00 Genomic Sequence Fo: 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence/ 




complete sequence 1 








Sea No 


45490 




Seq. ID 


OJ000301_22. 0330. C10 


f2prie No 


96188 




Strand 




Start 


4385 




. End 


15478 


Name 


OJ000301 22. 0330. CIO 


. o2 . gs 


Method 


GENSCAN 


Start 


4385 




End 


15478 


GI 


none 




Score 


.58 


Exons 


4385. .4537, 5485. .5594, 5915 


..6046, 6133. .6339, 6539. .6641, 




9629. .9808, 10115 .. 1024 3, 10564. .10714 


, 10820. .10908, 




11028. . 11130, 11207. 


.11322, 


11428. .11523, 11698. .11904, 




11919. . 11993, 12066. 


. 12380, 


12428. .12 673, 127 67. .12815, 




13615. .13807, 13855. 


.14110, 


14214. .14308, 154 03. .15478 



Seq. No. 45490 Seq. ID 

Gene No. 96188 Strand 

Start 4385 ' End 

Name OJ000301_22 . 0330 . C10 . ol . tm Method 

Start 9646 End 

GI none Score 



OJ000301_22. 0330. C10 
15478 

TBLASTX: Maize 

11335 

194 



46840 



Exons 



9646.. 9867, 9689.-9862, 9738.-9866, 9754.. 9867, 9755.. 9868, 
9935.. 10027, 9945.. 10058, 10110 1024 1 , 10112 .. 1024 3, 



10112. .10243, 10319. .10447, 10351, 

10567. .10710, 10568. .10717, 10569. 

10818. .10910, 10819. .10911, 10822. 

10983. .11129, 11026. . 11130, 11029. 

11203. .11319, 11203. . 11322, 11207. 



.10449, 10352, 

.10718, 10569, 

.10917, 10827, 

.11130, 11202, 
.11335 



, 10450, 
,10718, 
,10913, 
,11318, 



Seq. No. 45490 
Gene No. 96188 
Start 4385 

Name OJ000301_22 . 0330 . CIO . ol . tc 

Start 9738 
GI none 
Exons 9738 . . 

10113. 

10576. 

11026. 

11459. 

12059. 

12359. 

12891. 



9866, 9739.. 9867, 9935 

.10241, 10337. . 10420, 

.10710, 10577. 

.11130, 11203. 

.11530, 11595. 

.12313, 12065. 

.12493, 12455. 

.13001, 12981. 



, 10717, 
, 11328, 
, 11999, 
. 12340, 
. 12613, 
13064, 



Seq. ID OJ000301_22. 0330. C10 
Strand 

15478 

TBLASTX: Cress 
14017 
59 

. .10027, 9983. .10066, 10112. .1024 6, 
10340. .10420, 10359. . 10421, 
10917, 11025. . 11129, 
11260, 11422. .11523, • 
11859, 11607. . 11999, 
12344, 12067. . 12330, 
12665, 12764 .. 12811, 
14017 



End 

Method 

End 

Score 



10852 
11207 
11602 
12066 
12564 
13853 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



45490 
96188 
4385 

OJ000301_22. 

9756 

none 

9756. .9875, 
10113. .10238 
10573. .10710 
11197. .11325 
11595. .11852 
11892. .11999 
12124 . .12339 
12891. .12974 



0330. C10. ol.ts 



9757. .98 

, 10133. 

, 10574. 

, 11203. 

, 11607. 

, 11919. 

, 12138. 

, 12891.' 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000301 22. 0330. C10 



15478 

TBLASTX : Soybean 
13915 
62 

67, 9935.. 10066, 9987.. 10058, 10112 .. 10240, 
.10240, 10319. .10423, 10334 .. 10423, 
.10717, 11028. .11129, 11056 .. 11130 , 
.11328, 11422. .11523, 11593 .. 11784 , 
.11729, 11608. .11850, 11887 .. 11976, 
.11999, 12012. .12116, 12117 .. 12356, 
.12344, 12533. .12613, 12749. . 12811, 
.12974, 12990. .13064, 13853. .13915 



45490 - Seq. ID 

96188 Strand 

4385 End 

OJ000301_22. 0330. C10. ol.np Method 

9759 End 

7484893 Score 



OJ000301_22 . 0330 . C10 

15478 
AAT/NAP 
14203 
1885 



9759. .9865, 994 6. .10024, 10115. .10243, 10334. .104 72, 
10514. .10722, 10852. .10908, 11028. .11130, 11207. .11322, 
11428. .11523, 11607. .11993, 12066. .124 87, 12560 .. 12 673, 
127 67. .12815, 12892. .13054, 13855. .14014, 14109. .14203 
cytochrome b245 beta chain homolog RbohApl08 - Arabidopsis 
thaliana gi"| 2654 8 68 | gb | AAB87789 . 1 f (AF015301) RbohApl08 
[Arabidopsis thaliana] 



45490 Seq. ID 

96188 Strand 

4385 . End 

' OJ000301_22 . 0330 . C10 . o2 . gp Method 

10595 End 



OJ000301_22 .0330. C10 

15478 

AAT/GAP 

11729 



46841 




GI 


41501 1.R1084 


Score 


1170 




Exons 


105957. 10714, 10820.. 10908, 


11028. .11130, 11207. .11322, 






11428. .11523, 11607 .. 11729 








GI Descrip. 


'2654868 8.0e-73 (AF015301) 


RbohApl08 


[Arabidopsis thaliana 


Seq. No. 


45490 


Seq. ID 


OJ000301_22.0330 


.C10 


Gene No. 


96188 


Strand 






Start 


4385 


End 


15478 




Name 


OJ000301 22. 0330.C10.o2. tw 


Method 


TBLASTX: Wheat 




Start 


11046 


End 


11523 




GI 


none 


Score 


80 




Exons 


1104 6. .11129, 11047. .11130, 


11203. . 11328, 11207. . 11311, 






11422. .11523 








Seq. No. 


45490 


Seq. ID 


OJ000301_22.0330 


.C10 


Gene No. 


96188 


Strand 






Start 


4385 


End 


15478 




Name 


OJ000301 22.0330.C10.o2.tm 


Method 


TBLASTX: Maize 




Start 


11473 


End 


12104 




GI 


none 


Score 


42 




Exons 


11473.. 11 52 3, 11474.. 11524, 


11595. .11891, 11602. .11859, 






118 95. . 11999, 12066. . 12104 








Seq. No. 


45490 


Seq. ID 


OJ000~301_22.0330 


.C10 


Gene No. 


96188 


Strand 






Start 


4385 


End 


15478 




Name 


OJ000301 22.0330.C10.ol.tw 


Method 


TBLASTX: Wheat 




Start 


11640 — 


End 


12120 




GI 


none 


Score 


406 




Exons 


11640.. 11 999, 11 64 3. . 11999, 


12063. .12119, 12064. .12120 




Seq. No. 


45490 


Seq. ID 


OJ000301_22.0330 


.C10 


Gene No. 


96188 


Strand 






Start 


4385 


End 


15478 




Name 


OJ000301 22.0330.C10.o3.tm 


Method 


TBLASTX: Maize 




Start 


12117 ~~ 


End 


12353 




GI. 


none 


Score 


130 




Exons 


12117 .. 12338, 12118 .. 12339, 


12138. . 12353 




Seq. No. 


45491 


Seq. ID 


OJ000301 22.0330 


.Cll 


Gene No. 


96189 


Strand 


+ 




Start 


1954 


End 


2996 




Name 


OJ000301 22.0330.Cll.o2.gp 


Method 


AAT/GAP 




Start 


1954 ~ 


End 


2430 




GI 


none 


Score 


706 




Exons 


1954 . .2298, 2401. .2430 








Seq. No. 


45491 


Seq. ID 


OJ000301_22.0330, 


.Cll 


Gene No. 


96189 


Strand 


+ 




Start 


1954 


End 


2996 




Name 


OJ000301 22 0330. Cll ol as 


Method 


GENSCAN 




Start 


2206 


End 


2991 




GI 


none 


Score 


.9 




Exons 


2206. .2298, 2401. .2615, 2718 


. .2991 






Seq. No. 


45491 


Seq. ID 


OJ000301_22.0330. 


.Cll 


Gene No. 


96189 . 


Strand 


+ 





46842 



Start 


1954 




End 


2996 


Name 


OJ000301 22.0330.Cll.ol 


.np 


Method 


AAT/NAP 


Start 


2206 




End 


2996 


GI 


7451948 




Score 


328 


Exons 


2206. .2298, 2401. .2615, 


2718. 


.2996 




GI Descrip. 


hypothetical protein F6E21.50 


- Arabidopsis thaliana 




gi | 7270015 | emb I CAB79831 


. 1| . (AL161578) 


putative protein 




[ Arabidopsis thaliana] 








Seq. No. 


45491 




Seq. ID 


OJ000301_22.0330 


Gene No. 


96190 




Strand 




Start 


3073 




End 


3421 


Name 


OJ000301 22.0330.Cll.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


2203 




End 


2928 


GI 


none 




Score 


77 


Exons 


2203.. 2310, 2398.. 2613, 


2400. 


.2561, 2722. .2796, 2803. .2 




2820 2906 








Seq. No. 


45491 




Seq. ID 


OJ000301_22.0330 


Gene No. 


96190 




Strand 




Start 


3073 




End 


3421 


Name 


OJ000301 22.0330.Cll.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


2437 




End 


2931 


GI 


none 




Score 


114 


Exons 


2437 2616 2740 2796 


2812. , 


.2931, 2814. .2906 


Seq. No. 


45491 




Seq. ID 


OJ000301_22.0330 


Gene No. 


96190 




Strand 




Start 


3073 




End 


3421 


Name 


OJ000301 22.0330.Cll.o3 


.gp 


Method 


AAT/GAP 


Start 


3073 


End 


3421 


GI 


none 




Score 


694 


Exons 


3073. . 3421 








Seq. No. 


45492 




Seq. ID 


OJ000301_22.0330 


Gene No. 


96191 




Strand 


+ 


Start 


2660 




End 


4312 


Name 


OJ000301 22.0330.C12.ol, 


.np 


Method 


AAT/NAP 


Start 


2660 


End 


4312 


GI 


6907086 




Score 


1218 


Exons 


26 60.. 3421, 3483.. 3717, 


3943. . 


.4009, 4135.\ 4312 


GI Descrip. 


(AP001129} hvDothptiral 


protein [Oryza 


sativa] 


Seq. No. 


45493 




Seq. ID 


OJ000301_22.0330 


Gene No. 


96192 




Strand 


+ 


Start 


1 




End 


9102 


Name 


OJ000301 22.0330.C13.ol. 


.np 


Method 


AAT/NAP 


Start 


1 




End 


3564 


GI 


6815109 




Score 


179 


Exons 


1..40, 982. .1213, 3544.. 


.3564 






GT Dp s c t "i n 


(AP001081) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


45493 




Seq. ID 


OJ000301_22.0330. 


Gene No. 


96192 




Strand ■ 


+ 


Start 


1 




End 


9102 


Name 


OJ000301 22.0330.C13.o2. 


,np 


Method 


AAT/NAP 


Start 


460 




End 


2658 



46843 



Vi 



Vis? 



GI 


5042454 








Score 


283 






Exons 


460. .504, 1181.. 


1413, 2269.. 


2658 








GI Descrip. 


(AC007789) 


putative polyprotein [Oryza 


sat iva] 






Sea. No. 


45493 








Seq. ID 


OJ000301 


_22.0330 


.C13 


Gene No. 


96192 








Strand 


+ 






Start 


1 








End 


9102 






Name 


OJ000301 22 


.0330 


.C13.ol 


.gs 


Method 


GENS CAN 






Start 


1321 ~~ 








End 


8881 






GI 


none 








Score 


.63 






Exons 


1321 1356. 


1418 


. .1634, 


2385 


..2545, 4468. .4586, 


7192. .7261, 




7347 7838. 


7935 


. .8108, 


8249 


..8362, 8855. .8881 






Sea No . 


45493 








Seq. ID 


OJ000301 


_22.0330 


.C13 


Gene No . 


96192 








Strand 


+ 






Start 


1 








End 


9102 






Name 


OJ000301 22 


.0330 


-C13.o5. 


.np 


Method 


AAT/NAP 






Start 


6521 ~~ 






End 


9102 






GI 


7329632 








Score 


784 






Exons 


6521 . . 6562, 


6593 


. .6635, 


7192 


..7838, 7935. .8108, 


8249. .8362, 




8510 8568. 


8674 


. .8740, 


8855 


..8906, 9010. .9102 






GI Descrip. 


(AL132970) 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


45493 








Seq. ID 


OJ000301 


_22.0330 


.C13 


Gene No. 


96193 








Strand 








Start 


2658 








End 


6380 






Name 


OJ000301 22 


.0330 


.C13.o4, 


.np 


Method 


AAT/NAP 






Start 


2658 _ 








End 


6380 






GI 


6815109 

w W _l_ <*J _l_ \j 








Score 


134 






Exons 


2658 2745. 


4990 


. .5207, 


6346 


. .6380 








GI Descrip. 


(AP001081 ) 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


45493 








Seq. ID 


OJ000301 


_22.0330 


.C13 


Gene No. 


96193 








Strand 








Start 


2658 








End 


6380 






Name 


OJ000301 22 


.0330 


.C13.o3. 


.np 


Method 


AAT/NAP 






Start 


3583 ~~ 








End 


4166 






GI ■ 


7228450 








Score 


205 






Exons 


3583 . .3696, 


3799 


. .3918, 


4056 


. .4166 








GI Descrip. 


f AP001366) 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


45493 








Seq. ID 


OJ000301 


_22.0330 


.C13 


Gene No , 


96194 








Strand 








Start 


8269 








End 


9130 






Name 


OJ000301 22 


.0330 


.C13.ol. 


,tm 


Method 


TBLASTX: Maize 




Start 


8269 ~~ 








End 


9130 






GI 


none 








Score 


96 






Exons 


8269 8361' 


8270 


. .8362, 


827.7 


..8363, 8495. .8569, 


8497. .81 


568, 




8678 8743 


8681 


. .8836, 


8852 


..8917, 8976. .9095, 


9009. .9101, 




9020. .9130, 


9026 


. .9100 












Seq. No. 


45493 








Seq. ID 


OJ000301_ 


_22.0330 


.C13 


Gene No. 


96194 








Strand 








Start 


8269 








End 


9130 






Name 


OJ000301 22 


.0330, 


.C13.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


8495 








End 


8911 






GI 


none 








Score 


108 







46844 



Exons 



8495. .8569, 8497. .8568, 8656. .8745, 8666. .8743, 8852. .8911, 
8853. .8882 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45494 
96195 
1 

OJ000301_22.0330.C14 .ol.np 
1 

7329632 



Seq. ID OJ000301_22.0330.C14 
Strand + 
End 2436 
-Method AAT/NAP 
End 2434 
Score 471 

1..228, 462. .508, 742. .811, 1135. .1215, 1292. .1393, 1874. .1988, 
2334. .2434 

(AL132970) putative protein [Arabidopsis thaliana] 



45494 
96195 
1 

OJ000301_22.0330.C14 .ol.tm 
1 

none - 



Seq. ID OJ000301_22.0330.C14 
Strand + 
End 2436 
Method TBLASTX: Maize . 
End 1181 
Score 35 . 

1..21, 26. .139, 28. .144, 32. .154, 142. .234, 144. .233, 447. .509, 
452. .508, 734. .814, 735. .830, 739. .813, 740. .817, 1113. .1181 



45494 
96195 
1 

OJ000301_22. 0330.C14 .ol.gs 
52 

none 



Seq. ID OJ000301_22.0330.C14 

Strand + 

,End 2436 

Method GENSCAN 

End 2434 

Score" .65 



S2..228, 447. .508, 742. .811, 1135. .1215, 1292. .1393, 1874. .2010, 
2317. .2434 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45494 
96195 
1 

OJ000301_22 . 0330 . C14 . o2 . tm 

1868 

none 



Seq. ID OJ000301_22 . 0330.C14 

Strand + 

End 2436 

Method TBLASTX: Maize 

End 2436 

Score 177 



1868. . 1987, 1870. .1983, 1871.. 2002, 1970.. 2011, 2303.. 2434, 
2314. .2436, 2314. .2436 



45495 
96196 
1671 

OJ000301_22. 0330. C15. ol.gs 

1671 

none 

1671.. 2967, 3302.. 3432 

45496 
96197 
718 

OJ000301_22. 0330. C16. ol.gs 

718 

none 

718. .825, 1036. .1201 



Seq. ID OJ000301_22.0330.C15 

Strand' 

End 3432 

Method GENSCAN 

End 3432 

Score .81 



Seq. ID OJ000301_22.0330.C16 

Strand + 

End 1201 

Method GENSCAN 

End 1201 

Score .49 



Seq. No. 



45496 



Seq. ID OJ000301_22.0330.C16 



46845 



Gene No. 


96198 






Strand 










Start 


2079 






End 


3173 








Name 


OJ000301 22 . 0330 .CI 6 


. o2 


crs 


Met hod 


GENSCAN 








Start 


2079 ~~ 






End 


3173 








GI 


none 






Score 


. 99 








Exons 


2079. . 3173 
















Seq. No. 


45497 






Seq. ID 


OJ000301 


_22. 


0330 


.C17 


Gene No. 


96199 






Strand 










Start 


3015 






End 


4283 








Name 


OJ000301 22.0330.C17 


.ol 


. crs 


Method 


GENSCAN 








Start 


3015 






End 


4283 








GI 


none 






Score 


. 96 








Exons 


3015 . . 4283 
















Seq. No. 


45498 






Seq. ID 


OJ000301 


22 . 


0330 


.C18 


Gene No. 


96200 






Strand 










Start 


. 1 






End 


1825 








Name 


OJ000301 22.0330.C18, 


.ol 


.np 


Method 


AAT/NAP 








Start 


1 






End 


1825 








GI 


5042438 






Score 


94 








Exons 


1..40, 1539. .1825 
















GI Descrip. 


(AC007789) hypothetical 


protein [Oryza 


sat i va ] 








Seq. No. 


45498 






Seq. ID 


OJ000301_ 


_22. 


0330 


.C18 


Gene No. 


96200 






Strand 










Start 


1 






End 


1825 








Name 


OJ000301 22.0330.C18, 


.ol 


.gs 


Method 


GENSCAN 








Start 


226 






End 


1795 








GI 


none 






Score 


. 91 








Exons 


226. .256, 1210. . 1795 
















Seq. No. 


45498 






Seq. ID 


OJ000301_ 


_22. 


0330 


.C18 


Gene No. 


96200 






Strand 










Start 


1 






End 


1825 








Name 


OJ000301 22.0330.C18. 


ol, 


■ gp 


Method 


AAT/GAP 








Start 


493 






End 


1295 








GI 


3107447 






Score 


369 








Exons 


493. .617, 1210. .1295 
















Seq. No. 


45498 






Seq. ID 


OJ000301_ 


22. 


0330, 


.C18 


Gene No. 


96200 






Strand 










Start 


1 






End 


1825 








Name 


OJ000301 22.0330.C18. 


o2. 


,gp 


Method 


AAT/GAP 








Start 


1435 






End 


1825 








GI 


2311181 






Score 


720 








Exons 


1435. .1825 
















Seq. No. 


45499 






Seq. ID 


OJ000301_ 


22. 


0330. 


,C19 


Gene No. 


96201 






Strand 


+ 








Start 


1 






End 


6172 








Name 


OJ000301 22.0330.C19. 


ol. 


np 


Method 


AAT/NAP 








Start 


1 






End 


2150 








GI 


7488317 






Score 


187 









Exons 1..62, 1594.. 2150 

GI Descrip. RNA-directed DNA polymerase homolog F19F24.2 - Arabidopsis 

thaliana gi | 4 18514 8 | gb | AAD08951 . 1 f (AC005724) putative non-LTR 



46846 



retroelement reverse transcriptase [Arabidopsis thaliana] 



Seq. No. 45499 Seq.- ID 

Gene No. 96201 Strand 

Start 1 End 

Name OJ000301_22 . 0330 . CI 9 . ol . gs Method 

Start 73 - End 

GI none Score 
Exons 



OJ000301_22.0330.C19 
+ 

6172 
GENSCAN 
6172 
.56 

1336, 1606.. 2217, 



73. .306, 1007. .1086, 1125. .1174, 1218 
2528. .2695, 2800. .2886, 3244. .3438, 3950. .4155, 5571. .5705, 
5807. .6172 



Seq. No. 45499 Seq. ID 

Gene No. 96201 Strand 

Start 1 End 

Name OJ000301_22 . 0330 . CI 9 . o2 . gp Method 

Start 1938 End 

GI 4879320 Score 

Exons 1938.. 2366 



OJ000301_22.0330.C19 
+ 

6172 
AAT/GAP 
2366 
768 



Seq. No. 45499 

Gene No. 96202 

Start 15 

Name OJ000301_22 . 0330 . CI 9 . ol . gp 

Start i5 

GI LIB34 74-002-P1-K1-C8 

Exons 15.. 375 

GI Descrip. 1 287 938 /emb I X54204 (CVPRSET5C 6.0e-47 Cloning vector pRSET5c 
(pBluescript KS plus derivative) ' 



Seq. ID OJ000301_22.0330.C19 
Strand 

375 

AAT/GAP 
375 
691 



End 

Method 

End 

Score 



Seq. No. 


45499 


Gene No. 


96203 


Start 


1650 


Name 


OJ000301 22.0330.C19.ol.tm 


Start 


1650 


GI 


none 


Exons 


1650. .20.03., 2009.. .2047 


Seq. No. 


45500 


Gene No. 


96204 


Start 


367 


Name 


OJ000301 22.0330.C20.ol.gs 


Start 


367 


GI 


none 


Exons 


367.. 698, 1552.. 1727, 2637. 




4784. .5768 


Seq. No. 


45500 


Gene No. 


96204 


Start 


367 ' 


Name 


OJ000301 22.0330.C20.ol.tm 


Start 


472 


GI 


none 


Exons 


472.. 684, 3131.. 3709, 3271. 


Seq. No. 


45500 


Gene No. 


96204 



Seq. ID OJ000301_22.0330.C19 
Strand 

End 2047 

Method TBLASTX: Maize 

End 2047 

Score 222 



Seq. ID OJ000301_22.0330.C20 

Strand + 

End 5802 

Method GENSCAN 

End 5768 

Score . 63 



Seq. ID OJ000301_22.0330.C20 

Strand + 

End 5802 

Method TBLASTX: Maize 

End 3709 

Score 372 



Seq. ID OJ000301_22.0330.C20 
Strand + 



46847 



Start 


367 


End 


5802 


Name 


OJ000301 22.0330.C20.o4 .tw 


Method 


TBLASTX : Wheat 


Start 


472 ~ 


End 


3715 


GI 


none 


Score 


99 


Exons 


472. .684, 3317. .3457, 3506.. 


3715 




Seq. No. 


45500 


Seq. ID 


OJ000301 22.0330.C20 


Gene No. 


96204 


Strand 


+ ~~ 


Start 


367 


End 


5802 


Name 


OJ000301 22.0330.C20.ol.np 


Method 


AAT/NAP 


Start 


2359 


End 


5802 


GI 


4512618 


Score 


672 


Exons 


■ 2359.-2383, 4258.-4643, 4701 


. .5802 




GI Descrip. 


(AC004793) Strong similarity to gi 13600044 T12H20.12 protease 



homolog from Arabidopsis thaliana BAC gb|AF080119 and is a 
member of the reverse transcriptase family PF 100078. 



Seq. No. t 45500 Seq. ID 

Gene No. 96204 Strand 

Start 367 End 

Name OJ000301_22 . 0330 . C20 . o3 . tw Method 

Start 2405 End 

GI none Score 

Exons 2405.. 2623, 2609.. 2767, 2674.. 2766 



OJ000301_22.0330.C20 
+ 

5802 

TBLASTX: Wheat 

2767 

134 



Seq. No. 45500 Seq. ID 

Gene No. 96204 Strand 

Start 367 End 

Name OJ000301_22 . 0330 . C20 . o3 . tm Method 

Start 2450 End 

GI none Score 

Exons 2450.. 2842 



OJ000301_22.0330.C20 
+ 

5802 

TBLASTX: Maize 

2842 

260 



Seq. No. 45500 Seq. ID 

Gene No. 96204 Strand 

Start 367 End 

Name OJ000301_22 . 0330 . C20 . o2 . tw Method • 

Start' 2930 End 

GI none Score 

Exons 2930.. 3310, 2968.. 3309 

Seq. No. 45500 Seq. ID 

Gene No. 96204 * Strand 

Start 367 End 

Name OJ000301_22 . 0330 . C20 . o5 . tw Method 

Start 4278 End 

GI none Score 

Exons 4278.. 4337, 4425.. 4580 



OJ000301_22.0330.C20 
+ 

5802 

TBLASTX: Wheat 

3310 

238 



OJ000301_22.0330.C20 
+ 

5802 

TBLASTX: Wheat 

4580 

67 



Seq. No. 45500 Seq. ID 

Gene No. 96204 Strand 

Start 367 End 

Name OJ000301_22 . 0330 . C20 . o4 . tm Method 

Start 4718 End 

GI none Score 

Exons 4718. .4885, 4724. .4864, 4726.-4878 



OJ000301_22.0330.C20 
+ 

5802 

TBLASTX: Maize 

4885 

216 



46848 




Seq. No. 


45500 








Seq. ID 


OJ000301 22.0330.C20 


Gene No. 


96204 








Strand 


+ 


Start 


367 








End 


5802 


Name 


OJ000301 22 


. 0330 , 


. C20 . o2 


. tc 


Mpf hod 


TBLASTX • frpq<? 

-L J— ' -LJiiO ± £\ • X. C O O 


Start 


4727 ~~ 








End 


5014 


GI 


none 








Score 


43 


Exon s 

J—J *^ V*/ X 1 


4727 4780. 


4820 . 


. . 5014 , 


4837 . 


. 5013 




Seq. No. 


45500 








Seq. ID 


OJ000301_22.0330.C20 


Gene No. 


96204 








Strand 


+ 


Start 


367 








End 


5802 


Name 


OJ000301 22 


0330 , 


. C20 . ol 


. tw 


Method 


• TBLASTX: Wheat 


Start 


4879 ~~ 








End 


5512 


GI 


none 








Score 


316 


Exons 


4879. .5016, 


4880 . 


. . 5344, 


5083 . 


.5244, 5417. .5512 


Seq. No. 


45500 








Seq. ID 


OJ000301_22.0330.C20 


Gene No. 


96204 








Strand 


+ 


Start 


367 








■ End 


5802 


Name 


OJ000301 22 


0330 , 


C20 o2 


. tm 


Method 


TBLASTX: Maize 


Start 


4 940 ~~ 








End 


5572 


GI 


none 








Score 


76 




4940 5005 


5006 , 


. 5572 , 


514 9. 


.5322 




Seq. No. 


45500 " 








Seq. ID 


OJ000301_22.0330.C20 


Gene No. 


96204 








Strand 


+ 


Start 


367 








End 


5802 


Name 


OJ000301 22 


0330 . 


C20 . ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


5114 ~ 








End 


5575 


GI 


none 








Score 


295 


Exons 


5114 5575. 


5194 . 


.5319, 


5395 . 


.5514 




Seq. No. 


45500 








Seq. ID 


OJ000301_22.0330.C20 


Gene .No. 


96204 








Strand 


+ 


Start 


367 








End 


5802 


Name 


OJ000301 22 


0330 . 


C20 . ol 


. tc 


Method 


TBLASTX: Cress 


Start 


5132 ~~ 








End 


5575 


GI 


none 








Score 


273 


_J 1 XtJ 


5132 5575 


5137 . 


. 5307 , 


5395 . 


.5565 




O C ^ . L\ LJ . 


T J JU 1 








Seq. ID 


OJ000301_22.0330.C21 


Gene No. 


96205 








Strand 


+ 


Start 


1 








End 


744 


Name 


OJ000301 22. 


0330. 


C21.ol 


. np 


Method 


AAT/NAP 


Start 


1 








End 


744 


GI 


7444418 








Score 


591 


Exons 


1. .744 













GI Descrip. hypothetical protein T20D16.4 - Arabidopsis thaliana 

gi|2642431|gb|AAB87099.1| (AC002391) putative retroelement pol 
polyprotein [Arabidopsis thaliana] 

Seq. No. 45501 Seq. ID OJ000301_22 . 0330 . C21 

Gene No. 96205 Strand + 

Start 1 End 744 

Name OJ000301_22 . 0330 . C21 . ol . ts Method TBLASTX : Soybean 

Start 61 End 513 

GI 5509260 Score 292 



46849 





Exons 


£1 49Pl 1 c;! 9£Q T5Q /|1 Q 


A 97 R i -3 








P. T Hcs c ^ y "i r"\ 
\jX UcSCiip . 


- 










Seq. No. 


45501 


Seq. ID 


OJ000301_22.0330 


.C21 




Gene No. 


96205 


Strand 


+ 






Cf -a yf 


i 
x 


£j 1 1 H 


7 4 4 






Name 




\A e\ f fir>/^ 


PPMCpn\7 






O Ud.IT U 


67 _ 


EjI 1UI 


D D 0 






PT 


none 


Score 


1 9 
. / Z 








£7 f. c.o 










Seq. No. 


45501 


Seq. ID 


OJ000301_22.0330 


.C21 




Gene No. 


96205 


Strand 


+ 






O La. IT U 


i 
x 


jLncj. 


7 4 4 






Name 






TRT ACTY » P-r-Qoo 
1 DXjHo 1 a . ure S S 






Of a r- +- 


14 9 ~~ 




4 D9 
fi UZ 






vjX 


none 


Score 


9R ^ 

Z O J 






Exons 


149 4 D9 147 9 










Seq. No. 


45501 


Seq. ID 


OJ000301_22.0330 


.C21 




Gene No. 


96205 


Strand 


+ 








i 
i 




7 4 4 






Name 


oTnnn^ni 99 n^^n P9i ni +-m 

UJUUU jUI Z Z . Uj jU . v^Z X . O.L . UIR 


fuT 4- V> /*\ y*J 

lyie inoa 


i dXj/\o i a : ixia i z e 




IJ 


Cf 3 y-f 


1 Q 1 
lo X 


tina 


£ n o 
buy 






p t 


none 


Score 


Z 14 




hp- 


Exons 




4 97 £HQ 


4 R 4 4 Q "5 
^iOfi. . ^Oj 




l u 


Seq. No. 


45501 


Seq. ID 


OJ000301_22.0330 


.C21 


u 


Gene No. 


96205 


Strand 


+ 






Cf a y-f 


i 

X 


HjnQ 


7 4 4 




w 


Name 


pinnn^rii 99 n^^n P9i ni fw 


Method 


TDT AC T 1 V . TaTK Aif 

i dXjAo i a : wnea u 






Cf 3 V*f 


lo X 


Cjna 


7 17 

/ x / 




fy 


oX 


none 


Score 


9^4 
Z J 4 




3, 

E ! l 


HtXOIlb 


1 PI 49£ 901 9£Q "397 49^ 
XOX..4ZO/ ZU1 . . ZD jZ/..f±ZO/ 


A Of) COO 


qi 7 717 
OX/. . /If 




\J 


Seq. No. 


45502 


Seq. ID 


OJ000301_28.0330, 


.CI 


i.i 


Gene No. 


96206 


Strand 






a. 


Cf a y-f 


ice 
/ jo 




ydj 






Name 


nTnnn^m 9ft n^^n pi rr<= 

UJUUUjUI ^,0 . U jjU . LI . Ol . y5 


nernoa 


P T M c p a M 






Cf a v-f 


/ O D 


Hina 








oX 


none 


Score 


Q7 






Exons 


7 q £ Qp o 

/jd. . yo j 










oeq. ln o . 


/i c c n o 

fi J JU J 


beq. xu 


UJUUUjUI. ZO.UOoU, 


P o 
. (^z 




Gene No. 


96207 


Strand 


+ 






Start 


2461 


End 


5635 






Name 


OJ000301 28.0330.C2.ol.np 


Method 


AAT/NAP 






Of -) v-f 


2461 


End 


5635 






P T 


6759434 


Score 


1415 








2461.. 2520, 3728.. 5635 










GI Descrip. 


(AL137189) putative protein [Arabiciopsis thaliana] 






Seq. No. 


45503 


Seq. ID 


OJ000301_28.0330. 


,C2 




Gene No. 


96208 


Strand 


+ 






Start 


8014 


End 


17095 






Name 


OJ000301 28.0330.C2.o2.np 


Method 


AAT/NAP 






Start 


8014 


End 


17095 





46850 



GI 

Exons 



GI Descrip. 



6678403 Score 1072 

8014.. 8387, 9561.. 9739, 9968.. 10040, 10316 .. 10438 , 10520 .. 10641, 
10715. .10787,, 10897. .11013, 11136 .. 11219, 11859 .. 12011 , 
12139. .12285, 13123 .. 13197, 13547 13636, 1374 4 .. 1384 8 , 
154 58. .154 92, 15570. .157 96, 15998. .16062, 16173 .. 16211 , 
16382. .i6460, 16581 16652 , 16811 16852, 17061. .17095 
topoisomerase 3 alpha gi | 668 6029 | sp | 070157 | TP3A_MOUSE DNA 
TOPOISOMERASE III ALPHA gi | 3061308 | dbj I BAA25662 | (AB006074) 
topoisomerase III [Mus musculus] 



Seq. No. 45503 

Gene No. 96209 

Start 6976 

Name 1 OJ000301_28 . 0330 . C2 . ol'. gp 

Start 6976 

GI none 

Exons 6976.. 7371 



Seq. ID OJ000301_28.0330.C2 
Strand 

End 7371 

Method AAT/GAP 

End 7371 

Score 784 



Seq. No. 
Gene No. 
Start 
Name 
Start 
□ GI 

Exons 



45503 
96210 
15100 

OJ000301_28. 

4115 

none 

4115. .4579, 
4255. .4680, 
4451. .5320, 



4771, 
4985. 



.5004, 
.5437, 



5149. .5565, 
5387. .5590, 



0330.C2.ol. ts 



4136. .4900, 4142. 

4274. .4411, 4349. 

4655. .5122, 4655. 

4781. .5623, 4813. 

4987. .5340, 5096. 

5218. .5391, 5219. 

5387. .5542, 5404. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5005, 4195 
.4723, 4354 
.4801, 4676 
.4926, 4868 
.5224, 5120 
.5404, 5299 
.5529 



OJ000301 28. 0330. C2 



17095 
TBLASTX: 
5623 
188 

4500, 
4533, 
5530, 
5623, 
5287, 
5622, 



Soybean 



4213. .4578, 
4429. .4890, 



4700. 
4898. 
5134. 
5380. 



,4867, 
.5026, 
.5286, 
,5565, 



l ~ Seq. No. 

- Gene No. 

p Start 

-•=J Name 

if Start 

:f Exons 



45503 
96210 
15100 

OJ000301_28. 
4121 ' 
none 
4121. 
4255. 
4418 . 
4570. 
4739. 
4910. 
5042. 
5182. 
5366. 



0330.C2.ol.tc 



4315, 
4527, 
4630, 
4821, 
4867, 
5131, 
5266, 
5508, 
5590, 



4154. 
4295. 
4460. 
4607. 
4780. 
4943. 
5084. 
5183. 
5368. 



4504, 
4540, 
4816, 
4843, 
50'76, 
5164, 
5449, 
5551, 
5550, 



4154 . 
4312, 
4502. 
4675. 
4781. 
4973. 
5152. 
5267. 
5396. 



Seq. ID OJ000301 
Strand 

End 17095 
Method TBLASTX 
End 5623 
Score 7 9 
.4408, 4184. .4435, 
.4506, 4343. .4714, 
.4738, 4559.-4924, 
.4929, 4676. .5026, 
,5125, 4841. .5035, 
.5344, 4990. .5127, 
.5340, 5170. .5382, 
.5473, 5275. .5616, 
.5623 



28. 0330. C2 



Cress 



4241. 
4414. 
4564. 
4712. 
4871. 
5041. 
5177. 
5279. 



.4600, 
.4515, 
.4920, 
.4960, 
.5248, 
.5274, 
.5380, 
.5614, 



Seq. No. 45503 
Gene No. 96210 
Start 15100 

Name OJ000301_28 .0330 . C2 . ol . tm 

Start 4163 
GI none 

Exons 4163.. 4381, 4256.. 4483, 4285. 

4423. .4635, 4526. .4801, 4651. 
4733. .5011, 4828. .5118, 4859. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_28.0330.C2 
17095 

TBLASTX: Maize 

5623 

127 



.4533, 4286. .4591, 4421. .4693, 
.4848, 4652. .4903, 4718. .5011, 
.5116, 4946. .5221, 5069. .5326, 



46851 



5123. .5221, 5155. .5382, 5156. .5431, 5306. .5533, 5410. .5583, 
5410. .5436, 5411. .5623 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45503 
96210 
15100 

OJ00£>301_28 . 0330 . C2 . o2 . tm 

8096 

none 



Seq. ID OJ000301_28.0330.C2 
Strand 

End 17095 

Method TBLASTX: Maize • 

■End 8393 

Score 109 



$096. .8158, 8097. .8168, 8213. .8386, 8214. .8387, 8214. .8393 



Seq. No. 45503 

Gene No. 96210 

Start 15100 

Name OJ000301_28 . 0330 . C2 . o3 . tm 

Start 11859 

GI none 

Exons . 11859. .12035, 11861 .. 12025, 
' 12157. .12234, 12158 .. 12205 , 



Seq. ID OJ000301_28.0330.C2 
Strand 

End 17095 

Method TBLASTX: Maize 

End 12236 

Score 281 
118 62. . 12035, 118 63. . 12036, 
12159. .12236, 12159. .12236 



Seq. No. 
Gene No. 
Start 
C3 Name 
Start 

I'.l Exons 



45503 Seq. ID 

96210 Strand 
15100 End 
OJ000301_28 . 0330.C2.o4 .tm Method 
13559 End 
none Score 

13559. .13636, 13559 .. 13636, 13560 .. 1364 0, 13741 

13745. .13846, 15458 .. 154 93, 154 61 .. 154 96, 15462 



OJ000301 28. 0330. C2 



17095 

TBLASTX: Maize 
15496 
118 

13848, 
15494 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45503 



Seq. ID OJ000301_28.0330.C2 



96210 Strand 
15100 End 17095 

OJ000301_28 . 0330 .C2 . o3 . np Method AAT/NAP 

15100 End 17095 

6069646 Score 68 

15100. . 15275, 17036.. 17095 

(AP000616) similar to. putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | db'j I BAA90639. 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 45503 
Gene No. 96210 
Start 15100 

Name OJ000301_28 . 0330 . C2 . o5 . tm 

Start 15568 
GI none 
Exons 15568, 

15798. 

15963. 

16578. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000301 28. 0330. C2 



,15699, 15569. . 15697,. 15570. 
,15902, 15834 15893,' 15841. 



17095 

TBLASTX: Maize 
16654 
173 

15704, 15571. .15699, 
15903, 15955. .16017, 



,16016, 16379. . 16459, 16384 .. 16461, 1 6385 . . 1 64 62, 
,16649, 16579. .16653, 16580.. 16654 



Seq.- No. 45504 Seq. ID 

Gene No. 96211 Strand 

Start 103 End 

Name OJ000301_28 . 0330 . C3 . ol . gs Method 



OJ000301_28.0330.C3 
+ 

1858 
GENSCAN 



46852 






- Start 


103 


End 


1 ft Sft 

lO JO 








GI 


none 


Score 


a 








Ex on s 


■103. .267, 391. .561, 1160. .1185, 1820.. 


1858 








Seq. No. 


45504 


Seq. ID 


OJ000301_ 


_28.0330 


.C3 




Gene No. 


96212 


Strand 


+ 








Start 


5188 


End 


7541 








Name 


OJ000301 28.0330.C3.o3.gs 


Method 


GENSCAN 








Start 


5188 


End 


7541 








GI 


none 


Score 


.55 








F.xnn s 


5188. .5533, 5627. .6202, 6279. .6571, 6636. .7541 








Seq . No . 


45504 


Seq. ID 


OJ000301_ 


9ft fR^n 






Gene No. 


96212 


Strand 


+ 








Start 


5188 


End 


7541 








Name 


OJ000301 28.0330.C3.ol.np 


Method 


AAT/NAP 








Start 


6685 


End 


7421 








GI 


2880046 


Score 


286 








R v o n *=? 


6685. .7008, 7270. .7421 












V-pJ -L -L-/ ^ V— * J- _l_ kri/ • 


fAr00?34ni unknown nrntpin 


[Arabidopsis thaliana] 






Seq. No. 


45504 


Seq. ID 


OJ000301_ 


_28.0330 


.C3 




Gene No. 


96213 


Strand 


+ 






f ;SS g 


Start 


8699 


End 


9109 






\.J 


Name 


OJ000301 28.0330.C3.ol.gp 


Method 


AAT/GAP 








rt 


8699 


End 


9109 






V : 


GI 


none 


Score 


814 








TT von ^ 


8699 9109 












O C ■ LN KJ . 


45504 


Seq. ID 


OJ000301_ 


_28.0330 


. ^ o 




Gene No. 


96214 


Strand 


+ 






F'i a 


Start 


11061 


End 


13756 






= ic 


Name 


OJ000301 28.0330.C3.o5.gs 


Method 


GENSCAN 






S' 




11061 


End 


13756 






r -a 


GI 


none 


Score 


.76 








Fvnn ^ 

i_f v_y i x o 


11061. .11122, 11128. . 11239, 


11308. .11498, 11805. 


.12632, 




f ~ 




12845. .12985, 13009 .. 13295 , 


13306. .13448, 13658. 


.13756 






Seq. No. 


45504 


Seq. ID 


OJ000301_ 


_28.0330, 


,C3 




Gene No. 


' 96215 


Strand 


+ 






~'~ 


Start 


14066 


End 


14323 








Name 


OJ000301 28.0330.C3.o6.gs 


Method 


GENSCAN 








Start 


14066 


End 


14323 








GI 


none 


Score 


.57 








Pvnn 

J— 1 v_/ 1 1 O 


14066. . 14323 












QprT Ma 


45504 


Seq. ID 


OJ000301_ 


28.0330, 






ripn pi NJ/-\ 

VJJ C i 1 C- INvJ. 


96216 


Strand 


+ 








Start 


16074 


End 


22525 








Name 


OJ000301 28.0330.C3.o7.gs 


Method 


GENSCAN 








Start 


16074 


End 


22411 








GI 


none 


Score 


.67 








Exons 


16074. .16163, 16657. .16678, 


16967. .17123, 17310. 


. 18809, 








19039. .19346, 19752 .. 19881 , 


20302. .20499, 20555. 


.20585, 








20997. .21170, 21742 .. 218 61 , 


21932. .22102, 22175. 


.22411 






Seq. No. 


45504 


Seq. ID 


OJ000301_ 


28.0330. 


,C3 



46853 



Gene No. 96216 Strand + 

Start 16074 End 22525 

Name OJ000301_28 . 0330 . C3 . o3 . np Method AAT/NAP 

Start 17348 ' End 20488 

GI 7485859 Score 751 

Exons 17348. .19094, 20388.. 20488 

GI Descrip. hypothetical protein F20D10.300 - Arabidopsis thaliana 

gi|4467124|emb|CAB37558.1| (AL035538) hypothetical protein 
[Arabidopsis thaliana] gi | 7270802 | emb | CAB804 83 . 1 | (AL161593) 
hypothetical protein [Arabidopsis thaliana] 





b e CJ . IN O . 


45504 




Seq. ID 


OJ000301 


_28 


.0330 


.C3 




Gene No. 


96216 




Strand 


+ 










Start 


16074 




End 


22525 










Name 


OJ000301 28.0330.C3. 


. o3 . gp 


Method 


AAT/GAP 










btart 


21717 




End 


22525 












57687 1.R1084 




Score 


1133 










Exons 


21717. .21861, 21932, 


. .22102, 


22175.. 22525 










bi uescrip. 


'2961390/emb|CAA18137|. 2.0e- 


-18 (AL022141) beta- 


galactosidase 






like protein [Arabidopsis thaliana] 1 












Seq. No. 


45504 




Seq. ID 


OJ000301 


_28 


.0330, 


.C3 




Gene No . 


96217 




Strand 


+ 











Of a v-+- 

b tart 


23263 




End 


27343 










Name 


OJ000301 28. 0330. C3. 


. 08 . gs 


Method 


GENSCAN 










b carr. 


23263 - 




* End 


27343 










PT 


none 




Score 


.78 










T7 1 /"\ t"\ c 




. . Z4U / 1 , 


24146. .24475, 24572 


. .2- 


3706, 




□ 




25032. .25337, 25516. 


. .25719, 


25779. .25916, 25990 


. .26114, 








26184 . .26262, 26356. 


. .26478, 


26771. .27343 








%3 


OcCJ. IN O . 


45504 




Seq. ID 


OJ000301 


_28, 


.0330, 


. Co 




Gene No . 


96218 




Strand 


+ 








=■ 


ctdlt 


27804 




End 


28073 








.2; S3. 
5..JJS 


Name 


OJ000301 28. 0330. C3, 


. o9 . gs 


Method 


GENSCAN 










o tar u 


27804 




End 


28073 










GI 


none 




Score 


.94 








[ ^ 


Exons 


27804. .28073 
















beq. No. 


45504 




Seq. ID 


OJ000301 


_28. 


.0330. 


■ C3 


Is? 


Gene No. 


96219 




Strand 


+ 










Start 


31953 




End 


32312 










Name 


OJ000301 28. 0330. C3. 


, oil . gs 


Method 


GENSCAN 










Start 


31953 




End 


32312 










GI 


none 




Score 


.97 










Exons 


31953. .32120, 32259. 


. .32312 














Seq. No. 


45504 




Seq. ID 


OJ000301 


_28, 


,0330. 


,C3 




Gene No. 


9622.0 




Strand 


+ 










Start 


35511 




End 


35768 










Name 


OJ000301 28. 0330. C3 . 


ol2 . gs 


Method 


GENSCAN 










Start 


35511 


End 


35768 










GI 


none 




Score 


.57 










Exons 


35511. .35768 
















Seq. No. 


45504 




Seq. ID 


OJ000301 


_28. 


,0330. 


,C3 




Gene No. 


96221 




Strand 


+ 









46854 






Start 


37145 




End 


38241 










Name 


OJ000301 28. 0330. C3 


. ol 3 . gs 


Method 


GEN SCAN 










Start 


37145 




End 


38241 










GI 


none 




Score 


.71 










Exons 


37145. .37286, 37818 


. .38019, 


38064. .38241 










Seq. No. 


45504 




Seq. ID 


OJ000301 


_28. 


,0330 


.C3 




Gene No. 


96222 




Strand 


+ 










Start 


39605 




End 


40523 










Name 


OJ000301 28. 0330. C3 


. ol4 . gs 


Method 


GENSCAN 










Start 


39605 




End 


•40523 










GI 


none 




Score 


.69 










Exons 


39605. .39651, 39767, 


. .39833, 


40455. .40523 










Seq. No. 


45504 




Seq. ID 


OJ000301_ 


_28. 


0330 


-C3 




Gene No. 


96223 




Strand 


+ 










Start 


41116 




End 


42716 










Name 


OJ000301 28. 0330. C3, 


, ol5 . gs 


Method 


GENSCAN 










Start 


41116 




End 


42716 










GI 


none 




Score 


.77 










Exons 


41116. .41250, 42606, 


. . 42716 














Seq. No. 


45504 




Seq. ID 


OJ000301_ 


_28. 


0330 


.C3 




Gene No. 


96224 




Strand 


+ • 








i ^ 


Start ' 


43587 




End 


43841 










Name 


OJ000301 28. 0330. C3 . 


, ol 6 . gs 


Method 


GENSCAN 










Start 


43587 




End 


43841 








f'\ H 


GI 


none 




Score 


.75 










Exons 


43587. .43841 














L Us 


Seq. No. 


45504 




Seq. ID 


OJ000301_ 


28 . 


0330 


. C3 


u 


Gene No. 


96225 




Strand 


+ 








: hr 


Start 


45055 




End 


51075 










Name 


OJ000301 28. 0330. C3. 


, o5 . np 


Method 


AAT/NAP 








J; CI 


Start 


45055 




End 


46845 










GI 


226691 




Score 


58 ■ 










Exons 


45055. .45080, 46752. 


.46845 












\* 
■=■3 


GI Descrip. 


RNA polymerase beta 1 


-2 [Oryza sativa] 












Seq. No. 


45504 




Seq. ID 


OJ000301_ 


_28. 


0330 


.C3 


Q 


Gene No. 


96225 




Strand 


+ 










Start 


45055 




End 


51075 










Name 


OJ000301 28. 0330. C3 . 


ol7 . gs 


Method 


GENSCAN 










Start 


45834 


End 


51075 










GI 


. none 




Score 


.82 










Exons 


45834. .46013, 50275. 


.50504, 


50955. .51075 










Seq. No. 


45504 




Seq. ID 


OJ000301_ 


28. 


0330, 


.C3 




Gene No. 


96226 




Strand 












Start ' 


2057 




End 


3060 










Name 


OJ000301 28. 0330. C3 . 


o2 . gs 


Method 


GENSCAN 










Start 


2057 




End 


3060 










GI 


none 




Score 


.45 










Exons 


2057.. 2064, 2837.. 3009, 3029 


. .3060 












Seq. No. 


45504 




Seq. ID 


OJ000301^ 


28. 


0330. 


,C3 




Gene No. 


96227 




Strand 











46855 




Start 6920 End 32003 

Name OJ000301_28 . 0330 . C3 . o4 . np Method AAT/NAP 

Start 6920 End 32003 

GI 7297596 - Score 28 

Exons 6920.. 7167, 10684 .. 1074 6, 11300 .. 11399, 31 927 .. 32003 



GI Descrip. (AE003627) CG13131 gene product .[Drosophila melanogaster ] 



Seq. No. 


45504 






Seq. ID 


OJ000301_28 


. 0330 


. C3 


Gene No. 


96227 






Strand 








Start 


6920 






End 


32003 






Name 


OJ000301 28 


.0330.C3.o4 . 


as 


Method 


GENSCAN 






Start 


9007 ~ 






End 


10746 






GI 


none 






Score 


.99 






Exons 


9007 . . 9393, 


9472 9624. 


9965 . 


.10256, 10391.. 10746 






Sea No . 


45504 






Seq. ID 


OJ000301_28 


. 0330 , 




Gpne No . 


96227 






Strand 








Start 


6920 






End 


32003 






Name 


OJ000301 28 


.0330.C3.o2. 


gp 


Method 


AAT/GAP 






Start 


9335 






End 


10439 






GI 


none 






Score 


1003 






Exons 


9335. .9393, 


9472. . 9624, 


9965. 


.10256, 10391.. 10439 






Seq. No. 


45504 






Seq. ID 


OJ000301_28 


.0330. 


■ C3 


Gene No. 


96227 






Strand 








Start 


6920 






End 


32003 






Name 


OJ000301 28 


.0330.C3.o2. 


np 


Method 


AAT/NAP 






Start 


9919 






End 


11516 






GI 


7523706 






Score 


698 






Exons 


9919. .10256 


, 10391. .10638, 11120. .1151* 


5 






GI Descrip. 


(AC011001) 


Hypothetical 


protein [Arabidopsis thaliana] 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45504 
96227 
6920 

OJ000301 
25943 
4716416 
25943. .26280 



_28.0330.C3.o4.gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_28.0330.C3 

32003 
AAT/GAP 
26280 
559 



Seq. No. 


45504 


Seq. ID 


OJ000301_28.0330, 


.C3 


Gene No. 


96227 


Strand 






Start 


6920 


End 


32003 




Name 


OJ000301 28.0330.C3.ol0.gs 


Method 


GENSCAN 




Start 


29017 


. End 


31330 




GI 


none 


Score 


.64 




Exons 


29017. .29264, 3024 6 ... 30458, 


31324. .31330 




Seq. No. 


45504 


Seq. ID 


OJ000301_28.0330, 


,C3 


Gene No. 


96228 


Strand 






Start 


46225 


End 


48922 




Name 


OJ000301 28.0330.C3.o6.np 


Method 


AAT/NAP 




Start 


46225 


End 


48922 




GI 


7340860 


Score 


86 




Exons 


46225. .46321, 47650 .. 47757, 


48767. .48922 




GI Descrip. 


(AP001551) EST D24084 (R1183) 


i corresponds to a region of 


the 



predicted gene.; hypothetical protein [Oryza sativa] 



46856 




Seq. No. 


45504 








Seq. ID 


OJ000301 


28. 0330. C3 


Gene No. 


96229 








Strand 








Start 


51639 








End 


51917 






Name 


OJ000301 28 


.0330 


.C3.o5. 


tm 


Method 


TBLASTX : 


Maize 




Start 


99 








End 


491 






GI 


none 








Score 


143 






Exons 


99.-266, 120. .266, 214. 


. 270, 


380. .490, 


381 .. 491 






Seq. No. 


45504 








Seq. ID 


OJ000301 


28. 0330. C3 


Gene No. 


96229 








Strand 








Start 


51639 








End 


51917 






Name 


OJ000301_28 


.0330, 


.C3.o3. 


tm 


Method 


TBLASTX : 


Maize 




Start 


5174 








End 


5637 






GI 


none 








Score 


109 






Exons 


5174 . .5392, 


5178, 


. .5393, 


5178 . 


, .5393, 518 


:8 . . 5394, 


5218. 


.5394, 




5398. .5556, 


5566, 


. .5637 












Seq. No. 


45504 








Seq. ID 


OJ000301 


28. 0330. C3 


Gene No . 


96229 








Strand 








Start 


51639 








End 


51917 






Name 


OJ000301 28 


.0330. 


.C3.ol. 


tm 


Method 


TBLASTX: 


Maize 




Start 


6280 








End 


7526 






GI 


none 








Score . 


51 






Exons 


6280. . 6327, 


6281. 


. . 6331, 


6353. 


.6478, 6401. .6463, 


6478. 


.6636, 




6479. .6574, 


6525. 


. . 6641, 


6633. 


.6701, 6683.. 6892, 


6702. 


.7013, 




6702. .6923, 


6718. 


. .7161, 


6838. 


.7011, 7074. .7178, 


7083. 


.7172, 




7174 . .7245, 


7337. 


, .7504, 


7338. 


.7526 









Seq. No. 45504 Seq. ID 

Gene No. 96229 Strand 

Start 51639 End 

Name OJ000301_28 . 0330 . C3 . o3 . ts Method 

Start 6675 End 

GI none Score 

Exons 6675.. 7007, 6678.. 7010 



OJ000301_28.0330.C3 
51917 

TBLASTX : Soybean 

7010 

262 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45504 
96229 
51639 

OJ000301_28 .0330.C3.ol.tc 

6702 
none 



Seq. ID OJ000301_28.0330.C3 
Strand 
End 

Method 
End 
Score 



51917 

TBLASTX: Cress 

7508 

236 



6702. .7034, 6726. .6926, 7323. .7508, 7382. .7507 



Seq. No. 45504 

Gene No. 96229 

Start 51639 

Name OJ000301_28 . 0330 . C3 . o2 . tm 

Start 9076 

GI none 

Exons 9076.. 9396, 9079.. 9393, 9469. 
9540. .9632 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.9621, 



OJ000301 28. 0330. C3 



51917 

TBLASTX: Maize 
9632 
285 

9473. . 9625, 9485. . 9631, 



Seq. No. 
Gene No. 
Start 



45504 
96229 
51639 



Seq. ID 

Strand 

End 



OJ000301 28. 0330. C3 



51917 



46857 



Name 

Start 

GI 

Exons 



OJ000301_28 . 0330 . C3 . o2 . ts Method TBLASTX : Soybean 

9166 End 10066 

none Score 136 • 

9166. .9210, 9211. .9393, 9223.-9396, 9469. .9627, 9470. .9625, 
9951.. 10064, 9965.. 10066 



Seq. No. 45504 Seq. ID 

Gene No. '96229 Strand 

Start 51639 End 

Name OJ000301_28 . 0330 . C3 . 06 . tm Method 

Start 9975 End 

GI none Score 

Exons 9975.. 10142, 9977.. 10141 



OJ000301_28.0330.C3 
51917 

TBLASTX: Maize 

10142 

221 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45504 Seq. ID 

96229 Strand 

51639 End 

OJ000301_28.0330.C3.o4 . ts Method 

10067 End 

none Score 



OJ000301_28.0330.C3 
51917 

TBLASTX : Soybean 

10563 

133 



10067. .10264, 10068. .10259, 10382 .. 104 47 , 10393 .. 104 4 6, 
10471. .10560, 10471. .10563 



fl Seq. No. 45504 Seq. ID 

Gene No. 96229 Strand 

Start 51639 End 

Name OJ000301_28 . 0330 . C3 . 08 . tm Method 

fU Start 10563 End 

0 GI none Score 

|:5 Exons 



OJ000301_28.0330.C3 
51917 

TBLASTX: Maize 

11245 

106 



10563. .10640, 10563. .10640, 10564 10677 , 11117 .. 11242, 
11120. . 11245 



Seq. No. 45504 Seq. ID 

Gene No. 96229 Strand 

Start 51639 End 

Name ' OJ000301_28 . 0330 . C3 . o2 . tc Method 

Start 17881 End 

GI " none *' ' Score 

Exons 17881. . 18240 



OJ000301_28.0330.C3 
51917 

TBLASTX: Cress ■ 

18240 

204 



Seq. No. 45504 Seq. ID 

Gene No. 96229 Strand 

Start 51639 End 

Name OJ000301_28 . 0330 . C3 . o4 . tm Method 

Start 17920 End 

GI none Score 

Exons 17920. . 18294, 18045.. 18287 



OJ000301_28.0330.C3 
51917 

TBLASTX: Maize 

18294 

271 



Seq. No. 45504 Seq. ID 

Gene No. 96229 Strand 

Start 51639 End 

Name OJ000301_28 . 0330 . C3 . ol . ts Method 

Start 17967 End 

GI none Score 
Exons 



OJ000301_28'.0330.C3 
51917 

TBLASTX: Soybean 

18291 

107 



17967 . .18128, 17968 .. 18291, 1804 5 .. 1828-7 



Seq. No. 



45504 



Seq. ID OJ000301_28.0330.C3 



4 6858 



Gene No. 96229 Strand 

Start 51639 End 51917 

Name OJ000301_28 . 0330 . C3 . ol8 . gs Method GENSCAN 

Start 51639 End 51840 

GI none Score .55 

Exons 51639. .51840 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45504 Seq. ID OJ000301_28 . 0330 . C3 

96229 Strand 

51639 End 51917 

OJ000301_28 . 0330 . C3 . o7 . np Method AAT/NAP 

51642 End 51917 

7487007 Score 196 

51642. .51917 

hypothetical protein T14P8.16 - Arabidopsis thaliana 
gi|3193284|gb|AAC19268.1| (AF069298) T14P8.16 gene product 
[Arabidopsis thaliana] gi | 7268995 | emb | CAB80728 . 1 | (AL161494) 
AT4g02350 [Arabidopsis thaliana] 



Seq. No. 45504 

Gene No. 96229 

Start 51639 

Name OJ000301_28 . 0330 . C3 . o7 . tm 

Start 51750 

GI none 

Exons 51750. .51866, 51750 518 63, 
51869. .51916 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_28.0330.C3 
51917 

TBLASTX: Maize 

51916 

74 



51754 . .51906, 518 67. .51911, 



Seq. No. 45505 Seq. ID OJ000301_28 . 0330 . C4 

Gene No. 96230 Strand 

Start 1 End 3132 

Name OJ000301_28 . 0330 . C4 . ol . np Method AAT/NAP 

Start 1 End 1994 

GI 7487007 Score 1375 

Exons 1..754, 803. .1001, 1053. .1994 

GI Descrip. hypothetical protein T14P8.16 - Arabidopsis thaliana 

gi|3193284|gb|AAC19268.1| (AF069298) T14P8.16 gene product 
[Arabidopsis thaliana] gi | 7268995 | emb | CAB80728 . 1 1 (AL161494) 
AT4g02350 [Arabidopsis thaliana] 



Seq. No. 


45505 


Seq. ID 


OJ000301 


Gene No. 


96230 


Strand 




Start 


1 


End 


3132 


Name 


OJ000301 28.0330.C4.ol.gs 


Method 


GENSCAN 


Start 


29 


End 


1970 


GI 


none 


Score 


.69 


Exons 


29. .1970 






Seq. No. 


45505 


Seq. ID 


OJ000301 


Gene No. 


96230 


Strand 




Start 


1 


End 


3132 


Name 


OJ000301 28.0330.C4.ol.gp 


Method 


AAT/GAP 


Start 


1729 


End 


3132 


GI 


uC-osflM202039bl0bl 


Score 


922. 


Exons 


1729. .1977, 2898. .3132 






GI Descrip. 


'3193284 8.0e-13 (AF069298) 


No definition line 




[Arabidopsis thaliana] 1 







28. 0330. C4 



found 



46859 



Seq. No. 45505 Seq. ID OJ000301_28 . 0330 . C4 

Gene No. 96231 Strand 

Start 5329 End • 5847 

Name OJ000301_28 . 0330 . C4 . o2 . gp Method AAT/GAP 

Start 5329 End 5847 

GI uC-osrocyp036c05al Score 1003 

Exons 5329.. 5847 

GI Descrip. ' 3130064 /emb | CAA06835 | 2.0e-81 (AJ006055) glutathione reductase 
[Zea mays] 1 



Seq. No. 


45505 








Seq. ID 


OJ000301_28.0330 


. C4 




96232 








Strand 






Start 


7377 








End 


11262 




Name 


OJ000301 


28. 0330. C4 . 


06 . tm 




Method 


TBLASTX: Maize 




Start 


1 








End 


398 




GI 


none 








Score 


141 




Exons 


1..195, 6 


:..248, 279. 


.398, 


292 


. .390 






Cprr Mo 

kj V-4 ■ liL* • 


45505 








Seq. ID 


OJ000301_28.0330 


. C4 


Cpnp Mo 


96232 








Strand 






Start 


7377 








End 


11262 




Name 


OJ000301 


28.0330 C4 


o2 . ts 




Method 


TBLASTX: Soybean 




Start 










End 


810 




GI 


none 








Score" 


114 . 




Exons 


6.. 257, 4 


0..204, 66. 


.239, 


231 


.'.680, 279. .677, 681. .809, 


68! 


Sea No 


45505 








Seq. ID 


OJ000301_28.0330 


. C4 


^pnp No 


96232 








Strand 






Start 


7377 








End 


11262 




Name 


OJ000301 


28 . 0330 .C4 . 


o2 . tm 




Method 


TBLASTX: Maize 




Start 


532 ~~ 








End 


1050 




GI 


none 








Score 


159 




Exons 


532. .753, 


534. .1049, 


543. . 


1040, 793..: 


L050 




Seq. No. 


45505 








Seq. ID 


OJ000301_28.0330 


.C4 


Gene No. • 


96232 








Strand ■ 






Start 


7377 








End 


11262 




Name 


OJ000301 


28. 0330. C4 . 


o2 . tc 




Method 


TBLASTX: Cress 




Start 


576 








End 


1062 




GI 


none 








Score 


191 




Exons 


576. .1061 


, 618. .1004 


, 790. 


.1062 






Seq. No. 


45505 








Seq. ID 


OJ000301_28.0330, 


.C4 


Gene No. 


96232 








Strand 






Start 


7377 








End 


11262 




Name 


OJ000301 


28.0330. C4 . 


o4 . tm 




Method 


TBLASTX: Maize 




Start 


1051 








End 


1419 




GI 


none 








Score 


134 




Exons 


1051. . 115 


8, 1051. .1407, 1052.. 


,1411, 1053. .1412, 1053. .1415, 



1264 . . 1419 



Seq. No. 45505 Seq. ID OJ000301_28 . 0330 . C4 

Gene No. . 96232 Strand - 

Start 7377 End 11262 

Name OJ000301_28 . 0330 . C4 . o5 . tm Method TBLASTX : Maize 

Start 1527 End 1983 



46860 




GI 


n on o 
i i l* 1 1 c 








Score 


87 




R von q 


1 S97 1 ft 9ft 


1 S9R 




1 R4 9 
j. u h y • 


.1917, 1568.. 1918, 


1 994 1 9ft "3 
x y c. h. • * x y 0 0 


Seq. No. 


45505 








Seq. ID 


OJ000301 


_28.0330.C4 


Gene No. 


96232 








Strand 


- 






7377 








End 


11262 




.Name 






P4 0 ^ 




Method 


TBLASTX: 


Cat /V-\ rtavs 

ouyucaii 


O Lai L 


1 S4 R _ 

J- *J H «J 








End 


1896 




VJ J. 


n on o 








Score 


72 




P 1 von c 


1 ft 9S 


1UJJ 


1 ft 7 1 


1 ft 1 

I O I 0 . 


1 ft 96 
• ± 0 y \j 






Seq. No. 


45505 








Seq. ID 


OJ000301 


_28.0330.C4 


Gene No. 


96232 








Strand 


- 




q+- a r -|- 
J Lul L 


7377 








End 


11262 




Name 


n.7000^01 9ft 


0^0 

• U O O \J 


CA 0^ 




Method 


TBLASTX: 


Cress 


qt- -j r t- 

O Lai U 


1 Sft 1 ~~ 

1 JOl 








End 


1895 






n on o 

i 1LJI 1C 








Score 


68 




£_i .A. 1 lO 


1 sfil 1 R9S 

J. J O I • i IO J J/ 


1 74 D 


1 ft ft ? 
■ .1000 










Q O O vjo 
Oct] ■ L\\J * 


4 r so ^ 








Seq. ID 


OJ000301 


op n^n ca 

£0 . U jjU • KsH 


Gene No. 


96232 








Strand 






Start 


7377 








End 


11262 




IN dlLLC 


n.iooo^oi 9 ft 


0^0 


CA 0^ 


gs 


Method 


GENSCAN 




uLai. L 


7^77 _ 

/Off 








End 


11170 




(IT 
\jX 


none 








Score 


.81 




T7 1 v /"\ t"! o 


■7-377 7 4 19 


/ D J O . 


7 £7 0 


7 7 R9 


.7922, 7995. .8058, 


ODjO . .O/OO, 




ftftftfi ft9^9 


904 9 

_7 U 1 c+ < 


991 ft 


9"*1 0 
y 0 ± u • 


. 9588, 9695. . 9920, 


1 07 97 111 7 
x\j / y f t * x x x 1 


O ci C] . IN U . 


A R RO R 

4 J JU J 








Seq. ID 


OJ000301 


or n^^O CA 


o n o Mo 


_/ O Z. J> i£ 








Strand 






qt- a y t- 

OLal L 


7^77 








End 


11262 




Name 


OJ000301 28 


.0330, 


.C4.o3. 


tm 


Method 


TBLASTX: 


Maize 


Start 


7377 








End 


9078 




\J X 


none 








Score 


35 




von c 


7^77 7494 


7^91 


7 4 90 


7 R99 


.7671, 7527.. 7673, 






7740 7ftft^ 


77 


7 99 


77 S9 


.7946, 7753.. 7938, 


7QQ1; ftO^O 




7996 ROfil 
i y y\j » • ouui / 


rooo 
0 \j \j \j 1 


1 . O u U J , 


ft6^7 

O u J f • 


.8786, 8638.. 8787, 


ftfi^ft ft79^ 




ftft77 R949 


ft ftft4 
0 0 0 1 1 


ft 94 0 
, . 0 y h \j , 


904 9' 


.9077, 9043.. 9078 




Con Mn 


4 S SO S 








Seq. ID 


OJ000301 


oft n^^o ca 


uCliC 1NU • 










Strand 






Start 


7377 








End 


11262 




Name 


OJ000301 28 


.0330. 


,C4 .o2. 


np 


Method 


AAT/NAP 




q+- p v-f- 

O Lai L 


7494 








End 


11203 




(IT 
VJ I 


2425107 








Score 


1820 




O ALU io 


7494. .7670, 


7752. 


, .7922, 


7995. 


.8058, 862 


18. .8786, 


8886. .8939, 




9042. . 9218, 


9310. 


, . 9588, 


9695. 


.9920, 10797. .11203 


ui UcbtilJ;. 


(AF019907 ) glutathione 


reductase (NADPH) [Vitis 


vinif era] 


Q o rr Mo 
D fci q • IN U . 


45505 








Seq. ID 


OJ000301 


_2*8.0330.C4 


(^prip Mo 


96232 








Strand 






Start 


7377 








End 


11262 




Name 


OJ000301 28. 


.0330. 


C4.ol. 


ts 


Method 


TBLASTX:, 


Soybean 


Start 


7533 








End 


10945 




GI 


none 








Score 


123 




Exons 


7533. .7673, 


7546. 


.7674, 


7740. 


.7895, 7747. .7911, 


7752. .7946, 




7759. .7938, 


7987. 


.8061, 


7993. 


.8058, 7995.. 8063, 


7995. .8060, 



46861 



8631. .8786, 8632. .8787, 8640. .8789, 8668. .8787, 8905. .8940, 

9042. .9239, 9042. .9227, 9046. .9240, 9062. .9241, 9068. .9241, 

9270. .9497, 9279. .9482, 9286. .9591, 9287. .9589, 9691. .9903, 

9692. .9919, 9692. .9919, 9696 .. 9923, 10820 .. 10873, 10880 .. 1094 5, 
10884. .10937 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45505 
96232 
7377 

OJ000301_28.0330.C4.ol.tc 
7536 



Seq. ID OJ000301_28.0330.C4 
Strand 

11262 

TBLASTX: Cress 
10981 
124 



End 

Method 
End 

none Score 
7536. .7673, 7549. .7671, 7752. .7925, 7756. .7938, 7993. .8058, 
7995. .8060, 7996. .8061, 8631. .8786, 8632. .8787, 8661. .8789, 
8914. .8949, 9037. .9216, 9038. .9217, 9042. .9227, 9043. .9228, 
9286. .9591, 9287. .9583, 9691. .9903, 9692. .9919, 9693. .9923, 
10788. .10907, 10803. .10970, 10820 .. 10882, 10859.. 10981 



Cart Ma 

o e q . vt o . 


45505 . 




Seq. ID 


OJ000301_28.0330.C4 


Gene No. 


96232 




Strand 




Start 


7377 




End 


11262 


Name 


OJ000301 28. 


0330.C4 .ol.tw 


Method 


TBLASTX: Wheat 


OLa.ru 


7554 




End 


7916 




none 




Score 


92 


cjxons 


' 7554. .7673, 


7555. .7674, 7743. 


.7892, 7752. .7916, • 7756. .7893 


o e q . ln o . 


45505 




Seq. ID 


OJ000301_28.0330.C4 


Gene No. 


96232 




Strand 




Start 


7377 




End 


11262 


Name 


OJ000301 28. 


0330.C4 .o3.gp 


Method 


AAT/GAP 


oZ3.lT. 


7826 




End 


9229 




2798701 




Score 


916 


Exons 


7826. .7922, 


7995. .8058, 8638. 


.8786, 88! 


36. .8939, 9042. .9229 


GI Descrip. 


3130064/emb|CAA06835| 2.0e-81 


(AJ006055) glutathione reduct, 




[Zea mays] 








Seq. No. 


45505 




Seq. ID 


OJ000301_28.0330.C4 


Gene No. 


96232 




Strand 




Start 


7377 




End 


11262 


Name 


OJ000301 28. 


0330.C4 .ol.tm 


Method 


TBLASTX: Maize 


Start 


9078 




End 


9803 


GI 


none 




Score 


170 


Exons 


9078. .9227, 


9078. . 9227, 9079. , 


.9228, 92\ 


36. .9591, 9287. .9589, 




9304 . . 9591, 


9692. . 9802, 9696. , 


.9803 




Seq. No. 


45505 




Seq. ID 


OJ000301_28.0330.C4 


Gene No. 


96232 " 




Strand 




Start 


7377 




End 


11262 


Name 


OJ000301 28. 


0330.C4.o7.tm 


Method 


TBLASTX: Maize 


Start 


10800 




End 


10973 


GI 


none 




Score 


224 


Exons 


10800. .10973 


, 10814. .10972 






Seq. No. 


45505 




Seq. ID 


OJ000301__28.0330.C4 


Gene No. 


96232 




Strand 




Start 


7377 




End 


11262 


Name 


OJ000301 28. 


0330.C4 .o4 .gp 


Method 


AAT/GAP 



46862 



Start 
GI 

Exons 



11008 
2312265 
11008. . 11262 



End 
Score 



11262 
465 



Seq. No. 45506 Seq. ID 

Gene No. 96233 Strand 

Start 804 End 

Name OJ000301_28 . 0330 .C5.ol.gs Method 

Start 804 End 

GI none Score 

Exons 804.. 971, 1521.. 1585, 1811.. 1877, 2268 

2996. .3101, 3198. .3285, 3748. 

4605. .4714, 4804. .4914, 4989. 

6137. .6235, 6786. .6823, 7248. 



OJ000301_28.0330.C5 
+ 

7338 
GENSCAN 
7338 
.79 

..2411, 2765. .2853, 



.3875, 3993, 
,5102, 5178, 
,7338 



,4171, 4380. .4489, 
,5380, 5587.. 5785, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No.' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45506 
96233 
804 

OJ000301_28.0330.C5.ol.np 
804 

4006924 



Seq. ID 
Strand 

Method 
End 
Score 

804. .971, 1387. .1482, 1569. .1681, 1811. .1877, 1966. .2058, 
2268. .2411, 2765. .2853, 2996. .3101, 3198. .3285, 3507. .3625, 
3714. .3875, 3993. .4171, 4380.. 4^89, 4605. .4714, 4804. .4914, 
4989. .5102, 5178. .5380, 5587 5920 ,. 6137 .. 6274 

(Z99708) beta-galactosidase like protein [Arabidopsis thaliana] 



OJ000301_28.0330.C5 
+ 

7338 
AAT/NAP 
6274 
2766 



OJ000301_ 
+ 

7338 
AAT/GAP 
2869 
575 



28. 0330. C5 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2869 

(AJ012687) beta-galactosidase 



45506 
96233 
804 

OJ000301_28 .0330.C5.ol.gp 
1966 
3766866 

1966. .2058, 2268. .2411, 2765.. 
38 60321/emb | CAA10128 | 1.0e-45 
[Cicer arietinum] 

45506 
96233 
804 

OJ000301_28 . 0330.C5.o2.gp 
4410 
1854133 
4410. .4489, 4605. .4721 

2961390/emb | CAA18137 | 2.0e-18 (AL022141) beta-galactosidase like 
protein [Arabidopsis thaliana] 



Seq. ID OJ000301_28.0330.C5 

Strand + 

End 7338 

Method AAT/GAP 

End 4721 

Score 353 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45506 
96234 
11715 

OJ000301_28.0330.C5.o3.gs 

11715 . 

none 

11715. . 11885, 16005. .16697, 
17416. .18084 



Seq. ID OJ000301_28.0330.*C5 

Strand + 

End 18084 

Method GENSCAN 

End 18084 

Score .57 
16903. .1717 4, 17257. .17317, 



Seq. No. 



45506 



Seq. ID OJ000301 28. 0330. C5 



46863 



Gene No. 96234 Strand + 

Start 11715 End 18084 

Name OJ000301_28 . 0330 . C5 . o5 . gp Method AAT/GAP 

Start 14834 End 15757 

GI none Score 906 

Exons 14834. .14923, 15367.. 15757 



Seq. No. 45506 Seq. ID OJ000301 

Gene No. 96234 Strand + 

Start 11715 End 18084 

Name OJ000301_28 . 0330 . C5 . o2 . np Method AAT/NAP 

Start 15866 End 18081 

GI 7488122 Score 643 

Exons 15866. .15982/ 16136 .. 16540 , 16577 16697 , 16792. 

17257. .17317, 174 16 .. 17679, 17854 
GI Descrip. probable homeobox protein T4L20.190 - 

gil 30969301 emb | CAA18840 . 1 | (AL023094) 



28. 0330. C5 



17174, 



16697, 
18081 

Arabidopsis thaliana 
Homeodomain-like protein 



[Arabidopsis thaliana] gi | 72704 11 1 emb I.CAB80178 . 1 1 
Homeodomain-like protein [Arabidopsis thaliana] 



(AL161585) 



Seq. No. 45506 

Gene No. 96234 

Start 11715 

Name OJ000301_28 . 0330 . C5 . 06 . gp 
Start . 16607 

GI LIB34 32-05 9-P1-K1-A7 

Exons 16607. .16697, 16792.. 16925 
GI Descrip. ' 3096930/emb | CAA18840 . 1 | 6, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_ 
+ 

18084 
AAT/GAP 
16925 
283 



28. 0330. C5 



Oe-21 (AL023094) Homeodomain-like 



protein [Arabidopsis thaliana] 



Seq. No. 


45506 








Seq. ID 


OJ000301_ 


_28, 


.0330 


.C5 


Gene No. 


. 96234 








Strand 


+ 








Start 


11715 








End 


18084 








Name 


OJ000301 28.0330 


.C5 


.o7 


.gp 


Method 


AAT/GAP 








Start 


17437 








End 


17799 








GI 


none 








Score 


539 








Exons 


17437. .17799 


















Seq. No. 


45506 








Seq. ID 


OJ000301_ 


28, 


,0330 


.C5 


Gene No. 


96235 








Strand 


+ 








Start 


18130 








End 


18498 








Name 


OJ000301 28.0330 


.C5 


.08 


.gp 


Method 


AAT/GAP 








Start 


18130 








End 


18498 








GI 


none 








Score 


607 








Exons 


18130. .18498 


















Seq. No. 


45506 








Seq. ID 


OJ000301_ 


28, 


,0330 


.C5 


Gene No. 


96236 








Strand 










Start 


- 6530 








End 


6711 








Name 


OJ000301* 28.0330 


.C5 


.o3 


.gp 


Method 


AAT/GAP 








Start 


6530 








End 


6711 








GI 


1854132 








Score 


344 








Exons 


6530. .6711 


















Seq. No. 


45506 








Seq. ID 


OJ000301_ 


28. 


,0330 


.C5 


Gene No. 


96237 








Strand 










Start 


7814 








End 


11382 









46864 



Name 

Start 

GI 

Exons 



OJ000301_28 . 0330 . C5 . o2 . gs Method GENS CAN 

7814 End 11382 

none Score .42 

7814. .7920, 8170. .8279, 8611. .8730, 9300. .9426, 9450. .9583, 
9654.. 10049, 1084 9 .. 10929, 11375.. 11382 



Seq. No. 45506 

Gene No. 96237 

Start 7814 

Name OJ000301_28 . 0330 . C5 . o4 . gp 

Start 9575 

GI 25677_1.R1084 

Exons 9575.. 10076 

GI Descrip. ' 20177/emb | X13908 | 0SCABR1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_28. 0330.C5 

11382 
AAT/GAP 
10076 
926 



harvesting chlorophyll a/b-binding protein 1 



2.0e-09 Rice cablR gene for light 



Seq. No. 45506 Seq. ID 

Gene No. 96238 Strand 

Start 18951 End 

Name OJ000301_28 . 0330 . C5 . o5 . ts Method 

Start 840 End 

GI none Score 
Exons 



OJ000301_28.0330.C5 
19858 

TBLASTX: Soybean 

2007 

134 

1478, 1384. .1479, 



840. .965, 879. .974, 1374. .1478, 1377, 
1384. .1482, 1565. .1681, 1566. .1682, 1566. .1682, 1567. .1683, 
1793. .1876, 1812. .1877, 1812. .1880, 1969. .2007 



Seq. No. ■ 45506 
Gene No. 96238 
Start -18951 

Name OJ000301_28 . 0330 . C5 . o2 . 

Start 879 
GI none 
Exons 879.. 

1568. 

1959. 

2764 . 

2994 . 

3198. 

3740. 



Seq. ID 

Strand 

End 

tc Method 
End 
Score 



OJ000301_28.0330.C5 
19858 

TBLASTX: Cress 

4169 

123 



974, 1384. .1479, 1384. .1479, 1386. .1481, 1566. .1682, 

.1681, 1793. .1876, 1809, 

.2057, 1972. .2058, 2227, 

.2853, 2765. .2854, 2766. 

.3089, 2996.. 3100, 2997. 

.3287, 3505.. 3612, 3506. 

.3877, 3986. .4006, 4101, 



1880, 1812. .1877, 1950. .2057, 

2391, 2247. .2414, 2267. .2407, 

2855, 2767. .2856, 2971. .3096, 

3101, 3179. .3286, 3197. .3253, 

3625, 3732.. '3878, 3738.-3866, 
4169 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



.4550 
9623 
1895 
OJ00 
1617 
none 
1617 
2247 
2994 
3505 
3711 
3994 



0301 28.0330.C5.o2.tm 



..1703, 1619. .1681, 1960. 

. .2414, 2267. .2410, 2764 . 

. .3089, 2996. .3100, 2997. 

..3630, 3506.. 3625, 3507. 

..3884, 3712. .3894, 3712. 

..4167, 3995. .4171 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2058, 1968 
.2850, 2765 
.3101, 3196 
.3626, 3508 



OJ000301 28. 0330. C5 



19858 

TBLASTX: Maize 
4171 
117 

2057, 1973. 
2854, 2766. 
3330, 3198. 
3627, 3704. 



.2059, 
.2858, 
.3287, 
.3877, 



.3876, 3984. .4169, 3993. .4166, 



Seq. No. 45506 Seq. ID 

Gene No. 96238 Strand 

Start 18951 End 

Name OJ000301 28 . 0330 . C5 . o4 . ts Method 



OJ000301_28.0330.C5 
19858 

TBLASTX: Soybean 



46865 



Start 
GI 

Exons 



2008 

none 

2008. 

2765. 

2997. 

3505. 

4101. 



End 
Score 



6244 
64 



.2058, 2227. .2403, 2247. .2414, 2267. .2407, 2764. .2850, 

,2854, 2773. .2856, 2775. .2855, 2971 .. 3075, -2996 3100, 

,3101, 3197. .3286, 3197. .3253, .3198. .3287, 3198. .3287, 

,3612, 3506. .3625, 3711. .3749, 3732. .3875, 3740. .3874, 

,4169, 6133. .6234, 6140. .6244 



Seq. No. 45506 
Gene No. 96238 
Start 18951 

Name OJ000301_28 . 0330 . C5 . ol . tw 

Start 3077 
GI none 
Exons 3077. 

3506. 

3712. 



,3100, 3196.. 3306, 3198. 
,3643, 3508.. 3627, 3704. 
,3894, 3993. .4040, 3993. 



Seq. ID OJ000301_28.0330.C5 
Strand 

End 19858 
Method TBLASTX : Wheat 
End 4042 
Score 51 

.3287, 3505. .3624, 3506. .3625, 
.3877, 3711. .3884, 3711. .3881, 
.4040, 3995. .4042 



Seq. No. 45506 
Gene No. . 96238 
Start . 18951 

Name OJ000301_28 . 0330 . C5 . ol . tm 

Start 4362 
GI none 

Exons 4362.. 4418, .4379.. 4414, 4413. 

4604. .4714, 4795. .4914, 4802. 
4804. .4917, 4983. .5108, 4988. 
5183.. 5383, 5191.. 5382, 5585. 
5627. .5920, 5657.. 5899, 5665. 
6134. .6265, 6413. .6481, 6435. 
6590. .6634 



Seq. ID OJ000301_28.0330.C5 
Strand 

End 19858 
Method TBLASTX : Mai ze 
End 6634 
Score 35 

.4493, 4414. .4491, 4599. .4712, 
.4915, 4803. .4916, 4803. .4916, 
.5101, 5178. .5381, 5181. .5342, 
.5656, 5586. .5624, 5588. .5665, 
.5919, 6125. .6265, 6130. .6255, 
.6485, 6519. .6623, 6537. .6590, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45506 
96238 
18951 

OJ000301_28 .0330.C5.ol.ts 

4429 

none 

4429. .4491, 4434. .4499, 4598. 
4804. .4848, 4852. .4917, 4983. 
5206. .5382, 5588. .5626 



Seq. ID OJ000301_28.0330.C5 
Strand 

End 19858 

Method TBLASTX : Soybean 

End 5626 

Score 83 

.4714, 4603. .4713, 4803. .4847, 
.5108, 5177. .5383, 5178. .5381, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



45506 
96238 
18951 

OJ000301_28. 0330.C5.ol.tc 
4597 



OJ000301 28. 0330. C5 



none 

4597. 

4991. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

4713, 4598. .4714, 4803. .4898, 4804. .4914,' 4983. .5108, 
5101, 5175. .5336, 5178. .5381, 5183. .5383, 5203. .5382, 



19858 

TBLASTX: Cress 

5695 

134 



5585. .5659, 5588. .5695 

45506 Seq. ID 

96238 Strand 

18951 End 

OJ000301_28 . 0330 . C5 . o3 . ts Method 

5627 End 



OJ000301_28.0330.C5 
19858 

TBLASTX: Soybean 
5920 



46866 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none " Score 205 

5627. .5770, 5627. .5764, 5662. .5772, 5767. .5919, 5768. .5920 



45506 . Seq. ID 

96238 Strand 
18951 End 

OJ000301_28.0330.C5.o4.tc ' Method 
5695 End 
none Score 



OJ000301_28.0330.C5 
19858 

TBLASTX: Cress 

6244 

124 



5695. .5760, 5696. .5764, 5761. .5886, 5770. .5916, 5771. .5920, 
6119.. 6244, 6130. .6237 



Seq. No. 45506 
Gene No. 96238 
Start 18951 

Name OJ000301_28 . 0330 . C5 . o5 . tm 

Start 16379 
GI none 
Exons 1637 9, 

16492. 

16619. 



,16534, 16388. .16432, 
,16533, 16602. .16700, 
,16699, 16632.. 16700 



Seq. ID 
Strand 
End 

Method 

End 

Score 
16431. .16535, 16434 
16609. .16698, 16610 



OJ000301 28. 0330. C5 



19858 

TBLASTX: Maize 
16723 
118 

16517, 
16723, 



Seq. No. 45506 
Gene No. 96238 
Start 18951 

Name OJ000301_28 . 0330 . C5 . o2 . ts 

Start 16593 
GI none 
Exons 16593, 

17008. 

17260. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000301 28. 0330. C5 



,16709, 16644. .16700, 16789. 
,17085, 17089. .17151, 17094. 
,17310, 17412. .17495, 17416. 



19858 ■ - 

TBLASTX: Soybean 
17495 ' 
83 

16929, 16791. .16922, 
17174, 17249. .17320, 
17493 



Seq. No. 45506 
Gene No. 96238 
Start 18951 

Name OJ000301_28 . 0330 . C5 . o4 , 

Start 16789 
GI none 
Exons 1678 9. 

17094. 

17418. 



tm 



16929, 16839. .16922, 
,17177, 17249. .17320, 
, 17504 



Seq. ID 
Strand 
End 

Method 
End 
Score 

17005 

17257 



OJ000301 28. 0330. C5 



19858 

TBLASTX: Maize 
17504 
148 

17085, 17089. .17151, 
17310, 17416. .17493, 



Seq. No.' 45506 
Gene No. 96238 
Start 18951 

Name OJ000301_28 . 0330 . C5 . o5 . tc 

Start 17092 

GI " none 

Exons 17092. .17151, 17094 17177, 

17406. . 17486, 17416. .17487 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_28.0330.C5 
19858 

TBLASTX: Cress 

17487 

99 



1724 9. . 17320, 17257. .17304, 



Seq. No. 45506 Seq. ID 

Gene No. 96238 Strand 

Start 18951 * End 

Name OJ000301_28 . 0330 . C5 . o4 . gs Method 

Start 18951 End 

GI none Score 



OJ000301_28.0330.C5 

19858 
GENSCAN 
19806 
.43 



46867 




Exons 


1 pqci 1 pQC/i 100*5/1 1 none 
loyoi. . 10^04/ i^uofi. .lyoUo 








oeq . jno . 


A C C n C 
<i JOUO 


oeq. id 


UJUUUjUI zo.UjJU 


p c 


Gene No. 


96238 


Strand 






Start 


18951 


End 


19858 




Name 


OJ000301 28.0330.C5.o3.np 


Method 


AAT/NAP 






19033 


End 


19858 




p t 


4544390 


Score 


721 




Exons 


19033. .19858 








uJ. uescrip. 


(AC007047) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


45506 


Seq. ID 


OJ000301__28.0330, 


.C5 


Gene No. 


96238 


Strand 






O Cd.IT L 


18951 


End 


19858 




Name 


OJ000301 28.0330.C5.o6.tm 


Method 


TBLASTX: Maize 




Of a v-f 


19033 


End 


19254 




PT 


none 


Score 


101 






iciaoo 1 no c /i ion/10 inovio 

1 yu J 3 . . iy^o4 , iy(J4o..iyz4o 








Seq. No. 


45506 


Seq. ID 


OJ000301_28.0330, 


.C5 


Gene No. 


96238 


Strand 






Of -1 v-f 


18951 


End 


19858 




Name 


OJ000301 28.0330.C5.o3.tm 


Method 


TBLASTX: Maize 




btart 


19258 


End 


19854 




PT 


none 


Score 


271 




Exons 


19z5o .. 19617 , 19259 .. 19636, 


19681.. 19854 




Seq. No. 


45506 


Seq. ID 


OJ000301_28.0330. 


.C5 


Gene No. 


96238 


Strand 








18951 


End 


19858 




Name 


OJ000301 28.0330.C5.o3.tc 


Method 


TBLASTX: Cress 




Cf 2 rf 


19297 


End 


19633 




P T 


none 


Score 


246 




Exons 


19297. .19617, 19298. .19633 








Seq. No. 


45507 


Seq. ID 


OJ000251_29.0323, 


,C4 


Gene No. 


96239 


Strand 


+ 




Q f a T-f 


350 


End 


1121 




Name 


OJ000251 29.0323.C4 .ol.gs 


Method 


GEN SCAN 




Cf 3 v-f 

ox-art. 


350 


End 


825 




PT 


none 


Score 


.92 




Exons 


350. .371, 752. .825 








oeq . iNO . 


45507 


Seq. ID 


OJ000251_29.0323, 


P A 




96239 


Strand 


+ 




Start 


350 


End 


1121 




Name 


OJ000251 29.0323.C4 .ol.gp 


Method 


AAT/GAP 




Of -a v-f 


619 


End 


1121 




P T 


38782 1.R1084 


Score 


780 




Exons 


619. . 1121 








GI Descrip. 


1 6069643/dbj | AP000616. 1 | AP000616 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0514G12 ' 






Seq. No. 


45507 


Seq. ID 


OJ000251_29.0323. 


C4 


Gene No. 


96240 


Strand 


+ 




Start 


2228 


End 


2584 




Name 


OJ000251 29.0323.C4 .o2.gs 


Method 


GENSCAN 





46868 




OL.di.l_ 


Z, £. O 






9Sftd 






o X 


none 




Score 








P 1 von q 


999ft 99ftft 940^ 


9 Rft A 










C£_/-T Wo 






Seq. ID 


n,Tnon9m oq 


n ^ o "5 




Gene No. 


96241 




Strand 


+ ~ 






Start 


3900 




End 


7133 






Name 


OJ000251 29.0323 


.C4 .o2.hp 


Method 


AAT /NAP 






O Lai L 


3900 




End 


71 ^ 

/ X JO 






riT 
ox 


6539588 




Score 


97Q 








3900.. 3926, 4633 


..4914, 7089. .7133 










(AP000837) hypothetical protein [Oryza 


«_> Cl L X V Cl J 






Seq. No. 


45507 




Seq. ID 


OJ000251_29, 


.0323 


.C4 


Gene No. 


96242 




Strand 








Start 


3078 




End 


4801 






Nanie 


OJ000251 29.0323 


. C4 .o3.gs 


Method 


GENSCAN 






Of- a r +- 
O L Cl X L 


3078 




End 


4801 






O X 


none 




Score 


.7 










..3663, 4706. .4768, 4774. .4801 






Cart No 


45507 




Seq. ID 


OJ000251_29, 


m9 ^ 


H A 


ficinp No 


96243 




Strand 








Start 


7473 




End 


9359 






Name 


OJ000251 29.0323, 


.C4 .o2.gp 


Method 


AAT /GAP 






u Lai L 


7140 




End 


7233 






ox 


21474 1.R1084 




Score 


136 






Exons 


7140. .7233 












OX L/CoOJ ^ • 


'3894159 2.0e-10 


(AC005312) 


hypothetical protein [Arabidopsis 




thaliana] ' 












Seq. No. 


45507 




Seq. ID 


OJ000251_29, 


,0323. 


.C4 


Gene No. 


96243 




Strand 








OLai L 


7473 




End 


9359 






Name 


OJ000251 29.0323. 


, C4 . o4 . gs 


. Method 


GENSCAN 






OLai L 


7473 




End 


8455 






(IT 

O X 


none 




Score 


. 61 








7473. .7672, 8095. 


. .8455 










O C Lj • LX vj . 


45507 




Seq. ID 


OJ000251_29. 


0323. 


,C4 


Gene No. 


96243 




Strand 








Start 


7473 




End 


9359 






Name 


OJ000251 29.0323. 


C4 .o3.np 


Method 


AAT /NAP 






O Lai L 


8126 




End 


9359 






O X 


5852182 




Score 


437 






P vnn q 

Li AUi lO 


8126.. 8455, 9320. 


.9359 










(IT Oocot~to 
OX LJc o O X X l>> . 


(AL117265) zhb0012.1 [Oryza 


sativa] 








Seq. No. 


45507 




Seq. ID 


OJ000251_29. 


0323. 


C4 


Gene No. 


96243 




Strand 








Start 


7473 




End 


9359 






Name 


OJ000251 29.0323. 


C4.o3.gp 


Method 


AAT /GAP 






Start 


8316 




End 


8905 






GI 


2310235 




Score 


299 







Exons 8316.. 8455, 8868.. 8905 

GI Descrip. 5852182/emb | CAB55420 . 1 1 9.0e-13 (AL117265) zhb0012 . 1 [Oryza 
sativa] 

46869 



Seq. No. 45508 . Seq. ID 

Gene No. 96244 . . ■ Strand 

-Start - 5750 * ; ; > :r End V ' ' 

Name OJ000251_29 . 0323 . C5 . ol . gp ' Method' 

Start 5750 End 

GI 4878407 Score 

Exons 5750. .6176 

GI Descrip. 6069643/dbj | AP000616 . 1 | AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 



OJ000251_29.0323.C5 

6176 ■ • 

AAT/GAP 

6176 

672 



Seq. No. 45508 Seq. ID 

Gene No. 96245 Strand 

Start 2394 End 

Name OJ000251_29 . 0323 . C5 . ol . np Method 

Start 2394 End 

GI 6069653 Score 

Exons 2394.. 3433, 3460.. 4305 

GI Descrip. (AP000616) hypothetical protein [Oryza sativa] 



OJ000251_29.0323.C5 

4305 
AAT/NAP 
4305 
1178 





Seq. No. 


45508 




Seq. ID 


OJ000251_29. 


0323. 


Co 




Gene No. 


96246 




Strand 










Start 


4921 




End 


7846 






u 


Name 


OJ000251 29.0323.C5.o2.np 




Method 


AAT/NAP 








Start 


4921 




End 


7846 








GI 


4680186 




Score 


173 








Exons 


4921.. 4942* 5601. .5734, 6312. 


.6475, 78 


24 . .7846 






?'| ii 


GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 






t . 1 


Seq. No. 


45508 




Seq. ID 


OJ0 0025 1_2 9. 


0323. 


C5 




Gene No. 


96247 




Strand 










Start 


9442 




End 


9926 








Name 


OJ000251 29.0323.C5.o2.gs 




Method 


GENSCAN 








Start 


9442 




End 


9814 






i.ss 


GI 


none 




' Score 


.72 








Exons 


9442. .9586, 9726. .9814 














Seq. No. 


4 5508 ^ 




Seq. ID 


OJ000251_29. 


0323. 


C5 




Gene No. 


96247 




Strand 








: s 
h-x~ 


Start 


9442 




End 


9926 








Name 


OJ000251 29.0323.C5.ol.tm 




Method 


TBLASTX: Maize 






Start 


9651 




End 


9926 








GI 


none 




Score 


96 








Exons 


9651. .9926, 9732.. 9923 














Seq. No.' 


45509 




Seq. ID 


OJ000251_29. 


0323. 


C6 




Gene No. 


96248 




Strand 


+ 








Start 


5124 




End 


5326 








Name 


OJ000251 29.0323.C6.ol.gp 




Method 


AAT/GAP 








Start 


5124 




End 


5326 








GI 


35479 1.R1084 




Score 


371 








Exons 


5124. .5326 














GI Descrip. 


, 2982431/emb|CAA18239. 1 | 2 


.0e 


-31 (AL022224) leucine 


rich 






repeat-like protein [Arabidopsis thaliana] 1 








Seq. No. 


45509 




Seq. ID 


OJ000251_29. 


0323. 


C6 




Gene No. 


96249 




Strand 









46870 




Start 


1237 


End 


9153 






Name 


ujuuuzjI -zy.Ujzj.Lb.oz.gs 


Method 


GEN SCAN 






Start 


1 O O T 

• 1 Z O / . • 


End 


9153-, * 






GI ' '■ ' 


none , * *' ' " . l - . • , 


- Score" ' 


.53 " ' 






Exons 


ioot i oct ~\ A an i o occi 
Izj / . . Ijjd, JL4y/..loJo, ZddI 


..2657, 5592. .5805, 


6130. .6216 




oolo. . do4o, ojo2. .obol, 9103 


. .9153 








Seq. No. 


4 ODlU 


Seq. ID 


OJ000251 


_29 . 0323 


. C7 


Gene No. 


96250 


Strand 


+ 






Start 


10187 


End 


11224 






Name 


OJ000251 29.0323.C7.ol.np 


Method 


AAT/NAP 






Start 


10187 


End 


11224 






GI 


6996255 


Score 


781 






Exons 


10187. .11224 










GI Descrip. 


(AL138657) copia-like polyprotein [Arabidopsis 


thaliana 


] 


Seq. No. 


45510 


Seq. ID 


OJ000251 


2 9 . 0323 


. C7 


Gene No. 


96251 


Strand 


+ r . 






Start 


12929 


End 


17 4 40 ' 






Name 


OJ000251 29.'0323.C7.o4.gs 


Method 


GENSCAN 






Start 


12929 


End 


17440 






GI 


none 


Score 


. 69 






Exons 


12929. .13047, 13142 .. 13243, 


13776. . 13897, 14808 


. . 14978, 






16240. .16452, 17358. .17440 










Seq. No. 


45510 


Seq. ID 


OJ000251 


_29.0323 


. C7 


Gene No. 


96252 


Strand 


+ 






Start 


26631 


End 


27888 






Name 


OJ000251 29.0323.C7.o2.np 


Method 


AAT/NAP 






Start 


26631 


End 


27888 






GI 


6997177 


Score 


850 






Exons 


26631. .26780, 26808.. 27888 










GI Descrip. 


(AC023839) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


45510 


Seq. ID 


OJ000251 


_29.0323 


. C7 


Gene No. 


96253 


Strand 


+ 






Start ' 


34483 


End 


34998 






Name 


OJ000251 29.0323.C7.o4.np 


Method 


AAT/NAP 






Start 


34483 


End 


34998 






GI 


6907088 


Score 


295 






Exons 


34483. .34619, 34795. .34998 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


45510 


Seq. ID 


OJ000251 


_29.0323, 


.C7 


Gene No. 


96254 


Strand 








C 4 , v- +- 

brart: 


5285 


End 


7633 






Name 


OJ000251 29.0323.C7.o2.gs 


Method 


GENSCAN 






Start 


5285 


End 


7633 






GI 


none 


Score 


.8 






Exons 


5285.. 5634, 5863 5958, 64 98 


. . 6625, 6668. . 6836, 


7582. .7633 


Seq. No. 


45510 


Seq. ID 


OJ000251_ 


_29.0323, 


,C7 


Gene No. 


96255 


Strand 








Start 


8651 


End 


11051 






Name 


OJ000251 29.0323.C7.o3.gs 


Method 


GENSCAN 






Start 


8651 


End 


11051 






GI 


none 


Score 


.49 







46871 



Exons 8651.. 8759, 9257.. 9518, 9548.. 9614, 10998.. 11051 



Seq.- No. • 


45510 




Seq. ID 


OJ000.251_29.0323 


.C7 


>JC11C IN <J • 


962S6 • 




^ r r'a n H 






9r ^ rt* 






FnH 


J *1 \P _7 O 




IN cullt: 


o.tooo?si 9Q o^9^ r7 


o 4 t* m 


Mo t* h c^H 

L lC U IHJ(J- 


1 DLjc\0 1 A. . LTid X dL C 






102 96 ~ 

J. \J _7 "J 




FnH 


1 074 fi 

1 u / 4 u 




\J 1 


i l\Jl 1C 






1 04 

lUt 






i n?Qfi 1 04 S4 10416 


1 07^ 

. . X VJ / J J , 


104^0 1 07 

lyi JU • • 1 u / 


41 1 04 ?0 1 070S 

IX, XU1JU. .XUfUJ, 






10495. .10746 










O C « LN 1J • 






JCVj i X u 


O.T0009S1 9Q 0^9^ 


P7 


VjCilC 1N*J . 






C f- -J nH 
OLI ctllU. 






OLdl L 


9Q61 4 
£. y U 1 *i 






^4 QQP 

J *i ^ _7 O 




LNCUILC 


o.tooo9S1 ?q n^?^ r7 


. UJ • u w 




1 D XjrtO 1 A . WLlcclL 






10299 ~~ 

X VJ -7 _7 




FnH 


10fi4^ 
1UU1 J 






n ^n o 




OL.UI C 


99^ 




Exons 


10299. .10643 












4 s si o 

1 J J x u 




Seq. ID 


' OJ000251_29.0323 


CI 


OfcJilC LN(J . 


.7 D ^. J D 




Strand 






O Lai L 


9961 4 




End 


34998 




Name 


o.tooo9si 9Q m?? r7 


UJ • L, W 


Method 


TBLASTX: Wheat 




c r a rt 


107^9 ~ 

1U / J? 




End 


11191 




lax 


none 




Score 


138 




HiXUIlo 


1 07^Q 1 0Q6Q 10770 


1 OQRP 


10992. . 11057, 11060.. 11191 




Seq. No. 


45510 




Seq. ID 


OJ000251_29.0323 


.C7 




^U4. JD 




■ Strand 






a rt- 


9Q61 4 




End 


34998 




Name 


O.T0009S1 9Q 0^9? T7 




Method 


TBLASTX : Maize 




U Lai L 


1 07 96 ~~ 




End 


11218 




ol 


none 




Score 


158 




F vr»n c 
Hi A. U i 1 o 


10796 11044 1 0796 


11044 


10797. .110 


57, 11054. .11218, 






11063. .11212 










JC^t 1NU • 


4 S SI 0 

T J J1U 




Seq. ID 


OJ000251_29.0323 


P7 


uCllC IN (J • 


969S6 

JO 




Strand 








9 961 4 

t "'Oil 




End 


34998 




IN ClltLtJ 


O.70009S1 99 0^9^ P7 


nl r <? 

Ul > lo 


Method 


TBLASTX: Soybean 




OLai L 


1 OR 1 fl _ 




End 


11092 




rzr 

\3 1 






Score 


207 




Exons 


lOfilft 110S7 1 0ft90 


1 09S7 


10821. .11054, 11060. .11092 




Seq. No. 


45510 ' 




Seq. ID 


OJ000251_29.0323 


.C7 


uCl It; vi\J . 


969 S 6 




Strand 






Of 3 y+- 


9 961 4 




End 


34998 




Name 


OT0009S1 9Q 0^9^ P7 


o J • tm 


Method 


TBLASTX: Maize 






9 67 S Q _ 




End .. 


27237 




GI 


none 




Score 


321 




Exons 


26759. .27103, 26774. 


.27082, 


26914 . .271 


26, 27102. .27182, 






27103. .27237, 27139. 


.27237 








Seq. No. 


45510 




Seq. ID 


OJ000251_29.0323 


,C7 


Gene No. 


96256 




Strand 






Start 


29614 




End 


34998 




Name 


OJ000251 29. 0323. CI. 


o4 . tw 


Method 


TBLASTX: Wheat 





46872 



Start 


26804 


End 


27100 




GI 


none 


Score 


221 




Exons 


26804.; .27100, 26815. .27093 








Seq. No. 


45510 


Seq. ID 


OJ000251_29.0323 


.C7 


Gene No. 


. 96256 


Strand 






Start 


29614 


End 


34998 




Name 


OJ000251 29.0323.C7.ol.tw 


Method 


TBLASTX : Wheat 




Start 


27127 


End 


27531 




GI 


none 


Score 


472 




Exons 


27 127.. 27531, 27129. .27512 








Seq. No. 


45510 


Seq. ID 


OJ000251_29.0323. 


.C7 


Gene No. 


96256 


Strand 






Start 


29614 


End 


34998 




Name 


OJ000251 29.0323.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


27255 


End 


27732 • 




GI 


none 


Score 


4 78 ' 




Exons 


27255. .27626, 27256. .27627, 


27477. .27638, 27624 27665, 






27625. .27663, 27661. .27732, 


27667.. 27732 




Seq. No. 


45510 


Seq. ID 


OJ000251_29.0323, 


,C7 


Gene No. 


96256 


Strand 






Start 


29614 


End 


34998 




Name 


OJ000251 29.0323.C7.o2.tw 


Method 


TBLASTX: Wheat 




Start 


27532 ~ 


End 


27759 




GI 


none 


Score 


247 




Exons 


27 532. .27 759, 27532. .27753 








Seq. No. 


45510 


Seq. ID 


OJ000251_29.0323. 


,C7 


Gene No. 


96256 


Strand 






Start 


29614 


End 


34998 




Name 


OJ000251 29.0323.C7.o3.np 


Method 


AAT/NAP 




Start 


29614 


End 


34998 




GI 


5305335 


Score 


127 




Exons 


29614. .29682, 31893 .. 32287 , 


34935. .34998 




GI Descrip. 


{AF071081) proline-rich mucin homolog 


[Mycobacterium 






tuberculosis] 








Seq. No. 


45511 


Seq. ID 


OJ000251_29.0323. 


C8 


Gene No. 


96257 


Strand 


+ 




Start 


241 


End 


805 . 




Name 


OJ000251 29.0323.C8.ol.np 


Method 


AAT/NAP 




Start 


241 


End 


805 




GI 


6907086 


Score 


548 




Exons 


241. .805 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


45511 


Seq. ID 


OJ000251_29.0323. 


C8 


Gene No. 


96258 


Strand 






Start 


79 


End 


611 




Name 


OJ000251 29.0323.C8.ol.gs 


Method 


GENSCAN 




Start 


79 


End 


611 




GI 


none 


Score 


.5 




Exons 


79. .120, 366. .391, 473. .611 








Seq. No. 


45512 


Seq. ID 


OJ000251_29.0323. 


C14 



46873 



Gene No. 96259 

Start 136 

Name OJ000251_29 . 0323 . CI 4 . ol . gs 

Start 136* 

GI none 

Exons 136.. 150, 507.. 581 



Strand + 

End 581 

Method GENSCAN 

End - 581 

Score . 62 



•-5EV 



Seq. No. 45513 Seq. ID 

Gene No. 96260 Strand 

Start 1 End 

Name OJ000251_29 . 0323 . CI 6 . ol . np Method 

Start 1 End 

GI 6539580 Score 

Exons 1..200, 295.. 839 

GI Descrip. (AP000837) hypothetical protein [Oryza sativa] 



OJ000251_29.0323.C16 

1328 
AAT/NAP 
839 
224 



oeq. in u . 


HDD 1 J 




q ari t n 
Octj. X U 


UJUUUZ Ol £. y . 


U J . LID 


UC11C Vi\J * 


96260 




Strand 






o t arc 


i 
i 




End 


1328 




Name 


OJ000251 29.0323.C16. 


ol . gs 


Method 


GENSCAN 




Start 


563 




End 


1328 




GI 


none 




Score 


.66 




Exons 


563. .887, 1025. .1062, 


1161. . 


1328 






Seq. No. 


.45513 




Seq. ID 


OJ000251_29. 


0323. C16 


Gene No . 


96261 




Strand 






Start 


5375 




End 


5484 




Name 


OJ000251 29.0323.C16. 


o3 . gs 


Method 


GENSCAN 




Start 


5375 




End 


5484 




GI 


none 




Score 


.89 




Exons 


5375. .5484 










Seq. No. 


45514 




Seq. ID 


OJ000251_29. 


0323. C17 


Gene No. 


96262 




Strand 


+ 




Start 


395 




End 


717 




Name 


OJ000251 29.0323.C17. 


ol.gp 


Method 


AAT/GAP 




Start 


395 




End 


565 




GI 


2310235 




Score 


242 




Exons 


395. .565 










GI Descrip. 


5852182/emb|CAB55420. 


11 9.0e 


-13 (AL117265) zhb0012. 


1 [Oryza 




sativa] 











Seq. No. 45514 Seq. ID 

Gene No. 96262 Strand 

Start 395 End 

Name OJ000251_29 . 0323 . C17 . ol . gs Method 

Start 426 . _ End 

GI none Score 

Exons 426.. 709 



OJ000251_29.0323.C17 
+ 

717 

GENSCAN 
709 

.44 " - 



Seq. No. 45514 Seq. ID 

Gene No. 96262 Strand 

Start 395 End 

Name OJ000251_29 0323 . C17 . ol . np Method 

Start 426 End 

GI 5852182 Score 

Exons 426.. 717 



OJ000251_29.0323.C17 
+ 

717 

AAT/NAP 

717 

393 



46874 



GI Descrip. (AL117265) zhb0012.1 [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45515 
96263 
1 

OJ000251_29.0323.C18.ol.np 
1 

6742729 
1..1263 

(AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ000251_29.0323.C18 

Strand +■ 

End' 1822 .* 

Method AAT/NAP . 

End 1263 

Score 1951 



45515 
96263 
1 

OJ000251_29. 0323.C18 .ol.gs 
29 

none 

29. .1344, 1426. .1822 



Seq. ID OJ000251_29.0323.C18 

Strand + 

End 1822 

Method GENSCAN 

End 1822 

Score .51 



Seq. No. 45515 

Gene No. 96264 

Start 1441 

Name OJ000251_29 . 0323 . C18 . o2 . tw 

Start 22 

GI none 
Exons 



Seq. ID OJ000251_29.0323.C18 
Strand 

End 1885 
Method TBLASTX : Wheat 
End 429 
Score "71 



22. .66, 29. .82, 88. .264, 92. .310, 343. .429, 344. .427 



Seq. No. 45515 

Gene No. 96264 

Start 1441 

Name OJ000251_29 . 0323 . C18 . ol . tw 

Start 430 

GI none 
Exons 



Seq. ID OJ000251_29.0323.C18 
Strand 

End 1885 
Method TBLASTX : Wheat 
End 1738 
Score 967 

430. .1332, 431. .1348, 1341. .1382, 1342. .1389, 1390. .1485, 
1394. .1453, 1432. .1572, 1433. .1573, 1586. .1666, 1655. .1738 



Seq. No. 45515 

Gene No. 96264 

Start 1441 

Name OJ000251_29 . 0323 . C18 . ol . tm 

Start 473 

GI none 

Exons 473 . .787, 484 .. 759, 563 .. 787 



Seq. ID OJ000251_29..0323.C18 
Strand 

End 1885 

Method TBLASTX : Mai ze 

End 787 

Score 312 



Seq. No. 45515 

Gene No. 96264 

Start 1441 

Name ' OJ000251_29 . 0323 . C18 . ol . tc 

Start 714 

GI none 

Exons 714. .878, 718. .1167, 722. .1165 



Seq. ID OJ000251_29. 0323.C18 
Strand 

End 1885 

Method TBLASTX: Cress 

End 1167 

Score 420 



Seq. No. 45515 

Gene No. 96264 

Start 1441 

Name OJ000251_29 . 0323 . C18 . ol . gp 

Start 1441 



Seq. ID OJ000251_29. 0323.C18 
. Strand 

End 1885 

Method AAT/GAP 

End 1885 



46875 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



LIB3431-028-P1-N1-A10 Score 770 

1441. .1787, 1815. .1885 

'4680203/gb|AAD27566.1|AF114171_7 3.0e-33 (AF11417I) TNP2-like 
protein [Sorghum b-icolor] ' 



45516 Seq. ID 

96265 Strand 
2743 End 
OJ000251_29 . 0323 . C19 . ol . gp - Method 
2743 End 
38782_1.R1084 Score 
2743. .3252 

'6069643/dbj | AP000616 . 1 | AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 ' 



OJ000251_29.0323.C19 
+ 

3252 
AAT/GAP 
3252 
817 



O ~ ^ • IN KJ • 


45516 








Seq. ID 


OJ000251 29. 


0323. C19 




96266 








Strand 


+ 




Start 


4362 








End 


9093 




Name 


OJ000251 29. 


0323 


.C19.0.2 


.gs 


Method 


GENSCAN 




Start 


4362 








End 


9007 




GI 


none 








Score 


.66 




Exons 


4362. .4463, 


4483 


. .4659, 


5443. 


.5821, 5942. .6241, 6458. .6699, 




6745. . 6864, 


6960 


. .7101, 


7201. 


.7319, 7321. .8006, 8114. .8287, 




8382. .8492, 


8577 


. .8649, 


8744 . 


.8842, 8921. .9007 




kJ \^ . I* W . 


45516 








Seq. ID 


OJ000251_29. 


U O O • V_._L_7 


5 Gene No 


96266 








Strand 


+ 




fij start 


4362 








End 


9093 




f ^ Name 


OJ000251 29. 


0323 


.C19.o3 


.np 


Method 


AAT/NAP 




sM Start 


5428 








End 


9093 






4680204 








Score 


899 




Jf! Exons 


5428. . 6864, 


6960 


. .8006, 


8114. 


.8287, 8382. .8530, 88£ 


14. .9093 


- VJ J* L> O * -i- _. k-/ * 


(AF114171) hypothetical 


protein [Sorghum bicolor] 




Sea No 


45516 








Seq. ID 


OJ000251_29. 


0323. C19 


v] Gene No. 


96266 








Strand 


+ 




/; Start 


4362 








End 


9093 




- ™ Name * 


OJ000251 29. 


0323 


C19.o2 


gp 


Method 


AAT/GAP 




U Start 


5630 








End 


5894 




□ GI 


2310235 








Score 


396 




Ij Exons 


5630. .5894 














' GI Descrip. 


5852182/emb|CAB55420.1 | 


9.0e- 


13 (AL117265) zhb0012. 


1 [Oryza 




sativa] 














Seq. No. 


45516 








Seq. ID 


OJ000251_29. 


0323. C19 


Gene No. 


96267 








Strand 


+ 




Start 


12885 








End 


13130 




Name 


OJ000251 29. 


0323 


C19.o5. 


np 


Method 


AAT/NAP 




Start 


12885 








End 


13130 




GI 


7340924 








Score 


77 




Exons 


12885. .13130 














GI Descrip. 


(AP001550) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


45516 








Seq. ID 


OJ000251_29. 


0323. C19 


Gene No. 


96268 








Strand 






Start 


1 








End 


3953 




Name 


OJ000251 29. 


0323. 


C19.ol. 


np 


Method 


AAT/NAP 





46876 



Start 


1 


End 


-L J C J. 


GI 


6907086 


Score 


1510 




1..43, 269. .498, 556. .1321 






GI DescriD. 


(AP001129) hypothetical protein [Oryza 


•J ci -i- v a j 


Seq. No. 


45516 


Seq. ID 


OJ000251_29.0323. 


Gene No. 


96268 


Strand 




Start 


1 


End 


3953 


Name 


OJ000251 29.0323.C19.ol.gs 


Method 




Start 


256 


End 


2126 


GI 


none 


Score 


. 65 


Exons 


256..42S, 593. .1012, 2046. .2126 




Seq. No. 


45516 


Seq. ID 


OJ000251 29 0323 


Gene No. 


96268 


Strand 




Start 


1 


End 


3953 


Name 


OJ000251 29.0323.C19.o2.np 


Method 


AAT/NAP 


Start 


2022 


End 


3953 


GI r 


4680186 


Score 


173 


Exons 


2022. .2439, 2939. .3042, 3931.. 


.3953 




GI Descrip. 


(AF111709) unknown [Oryza sativa subsp, 


■i nHi 1 
■ j. i iu. J- j 


Seq. No. 


45516 


Seq. ID 


OJ000251_29.0323. 


Gene No. 


96269 


Strand 




Start 


6069 ■ 


End 


6474 


Name 


OJ000251 29.0323.C19.ol.tw 


Method 


TBLASTX : Wheat ' 


Start 


6069 


End 


6474 


GI 


none 


Score 


64 


Exons 


6069. .6341, 6071. .6211, 6073.. 


.6309, 6304.. 6474 


Seq. No. 


45517 


Seq. ID 


OJ000251_29.0323. 


Gene No. 


96270 


Strand 


+ 


Start 


473 


End 


3805 


Name 


OJ000251 29.0323.C20.ol.gs 


Method 


GENS CAN 


Start 


473 


End 


3805 


GI 


none 


Score 


.55 


Exons' 


473. .511, 640. .748, 1279. .1398, 3513. .3549, 3784. .3805 


Seq. No. 


45517 


Seq. ID 


OJ000251_29. 0323.1 


Gene No . 


96271 


Strand 


+ 


Start 


12140 


End 


12437 


Name 


OJ000251 29.0323.C20.ol.gp 


Method 


AAT/GAP 


Start 


12140 


End 


12437 


GI 


61605 3.R1084 


Score 


437 ' 


Exons 


12140. . 12437 






GI Descrip. 


, 1402920/emb|CAA66965| 2.0e-20 (X98321) 


peroxidase [Arab. 




thaliana] 1 






Seq. No. 


45517 


Seq. ID 


OJ000251_29.0323.< 


Gene No. 


96272 


Strand 


+ 


Start 


13412 


End 


14148 


Name 


OJ000251 29.0323.C20.o2.gp 


Method 


AAT/GAP 


Start 


13412 


End 


14148 


GI 


101153 1.R1084 


Score 


378 


Exons 


13412. .13661, 14047.. 14148 






GI Descrip. 


? 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 



indica(GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 ' 



46877 



Seq. No. 


45517 




Seq. ID 


OJ000251 


_29.0323 


.C20 


Gene No. 


96273 




Strand 


+ 






Start 


15912- 




End 


17456 






IN dlllc 


OJ000251 29.0323.C20.ol 


.np \ 


Method 


n AT /MAP 






Jlui L 


15784 




End 


1 7 4 R 






GI 


6907086 




Score 


1 097 






PvAn e 


15784. .16539, 16597. .1684 9, 


17058;. 174 








\J _L LJ W >3 \-e X JL. Ks . 


(AP001129) hypothetical 


protein [Oryza 


+■ "i it a 1 
oaLi vaj 






Seq. No. 


45517 




Seq. ID 


OJ000251_ 


_29.0323 


.C20 


f^ene No 


96273 




Strand 


+ 






Art 


15912 




End 


17456 






Name 


OJ000251 29.0323.C20.o5. 


.gs 


Method 


GENSCAN 






Start 


15912 




End 


16522 






GI 


none 




Score 


.76 






R von s 

ill Avl 1 0 


15912. .15990, 16047. .16377, 


16402. .16522 






Seq. No. 


45517. 




Seq. ID 


OJ000251_ 


_29.0323 


.C20 




96274 




Strand 








Cfarf 
O Lai L 


5028 




End 


8928 






LN allic 


OJ000251 29.0323.C20.o2. 


.gs 


Method 


GENSCAN 






Start 


5028 




End 


8928 








none 




Score 


.61 






HiAUl lo 


5028. .5147, 8227. .8269, 


8792 


. .8928 








Seq. No. 


45518 




Seq. ID 


OJ000251_ 


_29.0323. 


.C21 




96275 




Strand 


+ 






O Lai L 


61 




End 


1351 






lvalue: 


OJ000251 29.0323.C21.ol. 


gs 


Method 


GENSCAN 






Start 


61 




End 


1351 






GI 


none 




Score 


.85 






pVAn Q 

£jAU1 io 


61. .126, 829. .945, 1247. 


.1351 








Seq. No. 


45518 




Seq. ID 


OJ000251_ 


29.0323. 


■ C21 


VwJ w 1 1 IN V/ • 


96276 




Strand 








Start 


8674 




• End 


8943 






Name 


OJ000251 29.0323.C21.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


8674 




End 


8943 






GI 


none 




Score 


84 






on <? 


8674. .8781, 8779. .8943, 


8813 


. .8923 








Seq. No. 


45519 




Seq. ID 


OJ000251_ 


_29.0323. 


C22 


ripnp No 


96277 




Strand 


+ 








3972 




End 


8400 






Name 


OJ000251 29.0323.C22.o2. 


gs 


Method 


GENSCAN 






^1-^ rt- 


3972 


End 


7417 






GI 


none 




Score 


.53 






DAUllO 


3972. .4218, 4653. .4731, 


4775 


..4869, 62( 


54. .6407, 


6816. .7417 


Seq. No. 


45519 




Seq. ID 


OJ000251_ 


_29.0323. 


C22 


Gene No. 


96277 




Strand 


+ 






Start 


3972 




End 


8400 






Name 


OJ000251 29.0323.C22.ol. 


np 


Method 


AAT/NAP 






Start 


4065 




End 


8400 






GI 


6815052 




Score 


2090 






Exons 


4065. .4218, 4299. .4373, 


4653 


..4770, 5068. .5167, 


6045. . 6137, 



46878 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6917. .7066, 7115. .7846, 7928. .8002, 8282. .8400 
(AP001080) hypothetical protein [Oryza sativa] 

455.19 Seq. ID OJ000251_29 . 0323 . C22 

96277 Strand + 

3972 End' 8400 

OJ000251_29.0323.C22.ol.gp Method AAT/GAP 
4072 End 4468 

LIB3434-005-P1-K1-H8 Score 536 

4072. .4468 

, 5852170/emb|AL117265.1|OST17804 1.0e-50 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45519 Seq. ID 

96278 Strand 

10804 End 
OJ000251_29.0323.C22.o4 .gs Method 

10804 End 

none -Score 

10804. .10822, 12623.. 12852 



OJ000251_29.0323.C22 
+ 

12852 
GENSCAN 
12852 
..85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45519 
96279 
14378 

OJ000251_2 9.0323.C22.o2.np 

13346 

6907086 



Seq. ID OJ000251_29.0323.C22 



Strand 
End 

Method 

End 

Score 



15116 
AAT/NAP 
15116 
1756 



13346. . 13698, 13822 .. 138 69, 14096 .. 14 34 0, 14398. .15116 
(AP001129) hypothetical protein [Oryza sativa] 



45519 Seq. ID 

96279 Strand 

14378 End 
OJ000251_29.0323.C22.o5.gs Method 

14378 End 

none Score 
14378. .14749 



OJ000251_29 . 0323 .C22 

15116 
GENSCAN 
14749 
.91 



Seq. No. 45519 Seq. ID 

Gene No. 96280 Strand 

Start 15825 End 

Name OJ000251_29 . 0323 . C22 . ol . tw Method 

Start 6362 End 

GI none Score 

Exons 6362.. 6541, 6581.. 6856 



OJ000251_29.0323.C22 
17460 

TBLASTX: Wheat 

6856 

88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



45519 
96280 
15825 

OJ000251_29.0323.C22.o3.np 

15825 

4680186 

15825. .16235, 16733 16804 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_29.0323.C22 

17460 
AAT/NAP 
17460' 
182 



17166. . 17460 



{AF111709} unknown" [Oryza sativa subsp. indica] 



45520 
96281 



Seq. ID OJ000251_26. 0323. CI 
Strand + 



46879 



O L. Cl 1 U 


1 fi^ 


FnH 

Hil lO 


528 




In clillt; 


O.TOnn^SI 7fi 0^7^ PI nl rr<; 


M<=> t" hoH 


O i— i IN O L/illN 




o Lai L. 


X DO 


FnH 


528 




O J. 


none 


^ OO T"^> 
O L- 0 1 C 


99 




Hi AO! 1 O 


1U J . < u 








Seq. No. 


45521 


Seq. ID 


OJ000251_26.0323. 


C2 


Gene No. 


96282 


Strand 






<Zt art 


281 


End 


1722 




Name 


n.TOOO^I ?6 0^?^ C7 nl n<5 


Mpt - hoH 

1 J G L 1 1U O. 


O J— i IN O Ort.LN 




Of a r +- 
O Lai L 


?fl 1 _ 

^, O X 


End 


1722 




O 1 


n on o 


O OO X c 


. 75 




F von <5 


281 524 1212 1285 1561 


1722 






Seq. No. 


45522 


Seq. ID 


OJ000251_26.0323. 


C3 


Gene No. 


96283 


Strand 


+ 




O Lai L 


187 


End 


339 




IN dillC 


o.tooopsi 2fi rn?^ oi 


M^"t~ hod 

1 JC 1 lOH 


0 1—1 L i O Oil IV 




Cf arf 
OLai L. 


1 fi7 _ 

X o / 


Fnd 


j j j 




(IT 
O X 


none 


S core 


. 92 




F v on c 


xo / . . o o y 








o&n No 




OCLj t XL/ 


O.TOOOPSl 7£> 0^9^ 


o o 


VjCllC LN O • 


,7 U ^. O *i 


O Li aim 


+ ~ 




Start " 


1283 


End 


1444 




Name 


OJ000251 26.0323.C3.o4 . gp 


Method 


AAT/GAP 




Of- a v-t- 

O Lai L 


X O J 


FnH 


1444 




O X 


T.TR^4^1-0?R-P1 -Ml - AID 

JjIDJIJI U O IT X IN X nlU 


Q OO T*^ 


232 




■CjAOIIo 


1 9fl ^ 1 1 ^ft 1 1444 

IlO Ji . lJJJ/ lO01..1*i*i*a 












14171 7 3 Op 

141/1 / J.wC 


-33 (AF114171) TNP2-like 




LJlOLtJlll [ OUI y 11 UJ.LL UIL-UIUI J 








Oq/-t NFo 

O C< LJ . LM O . 




<Zart T D 

Oc L| ■ 1 U 


OJ000251_26.0323. 


C3 


Gene No. 


96285 


Strand 






Start 


423 


End 


1444 




Name 


OJ000251 26.0323.C3.ol.gp 


Method 


AAT/GAP 




J Lai L 


4 2^ 


End 


1444 




o x 


^49 1 Rl 0R4 


Score 


1327 




F von q 


4?^ _ Q9Q 1 n^Q 11^6 191 Q 


..1238, 1274 


. .1444 




O 1 L/ C O O 1 X • 


1 4 S7440nVah 1 AAD2404? 11 fl 


Oe+00 (AF121139) RIM2 protein 


[Oryza 




q ^ i~ 1 \7 1 * 
o a i l v a. J 








iJCL]! iM O • 


4 S S 7 1 


Seq. ID 


OJ000251_26.0323. 


C4 


Gene No * 


96286 


Strand 






Start 


1 


End 


3034 




Name 


OJ000251_26.0323.C4 .ol.gp 


Method 


AAT/GAP 




Start 


i 

X 


End 


2310 




\j x 


^49 1 


Score 


3930 




F von c 

£i AUi lo 


1 9^1 0 
X • t ^-JlU 








(IT riPQPr i n 


f 4 R74 4 (1 /rrh 1 AAD?4 04 7 1 1 0 


Oe+00 (AF121139) RIM2 protein 


[Oryza 




Saliva J 








Seq. No. 


45523 


Seq. ID 


OJ000251_26.0323. 


C4 


Gene No. 


96286 


Strand 






Start 


1 


End 


3034 




Name 


OJ000251 26.0323.C4.o2.tw 


Method 


TBLASTX: Wheat 




Start 


1 


End 


375 





46880 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

1. .375, 3. .374 

• 4 5523 
96286 
1 

OJ000251_26.0323.C4 .ol.np 
1 

4680203 

1..20, 233. .488, 642. .2314, 



Score 



382 



Seq. ID OJ000251__26.0323.C4 
Strand 

End 3034 

Method AAT/NAP 

End 3034 

Score 2340 
2975. .3034 



(AF114171) TNP2-like protein [Sorghum bicolor] 



45523 
96286 
1 

OJ000251_2 6. 0323.C4 .o2.tm 
18 

none 

18. .248, 18. .332, 46. .321 



Seq. ID OJ000251_26.0323.C4 
Strand 

End 3034 

Method TBLASTX : Mai ze 

End 332 

Score 69 



Seq. No. 45523 

Gene No. 96286 

Start 1 

Name OJ000251_26 . 0323 . C4 . ol . gs 

Start 25 

GI none 

Exons' 25.. 809, 818.. 2314 

Seq. No. - 45523 

Gene No. 96286 

Start 1 

Name OJ000251_26 . 0323 . C4 . o3 . tw 

Start 376 

GI none 
Exons 



Seq. ID OJ000251_26.0323.C4 
Strand 

End 3034 

Method GENSCAN 

End 2314 . 

Score .53 



Seq. ID OJ000251_26. 0323. C4 
Strand 

End 3034 

Method TBLASTX : Wheat 

End 786 

Score 81 



376. .462, 378. .467, 378. .461, 495. .713, 544. .717, 723. .785, 
736. .786 



Seq. No. ; 45523 

Gene No. 96286 

Start 1 

Name OJ000251_26 . 0323 . C4 . o2 . ts 

Start 836 

GI none 

Exons 836. . 1060 



Seq. ID OJ000251_26.0323.C4 
Strand 

End 3034 

Method TBLASTX : Soybean 

End 1060 

Score 206 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



45523 
96286 
1 

OJ000251__26 . 0323 . C4 . ol . tm 

890 

none 



45523 
96286 
1 

OJ000251 26.0323.C4.ol.tw 



Seq. ID OJ000251_26.0323.C4 
Strand 

End 3034 

Method TBLASTX : Mai ze 

End 1336 

Score 99 



890. .1084, 1094. .1336, 1095.. 1328 



Seq. ID OJ000251_26.0323.C4 
Strand 

End 3034 

Method TBLASTX : Wheat 



46881 



Start 
GI 

Exons 



924 End 1393 

none Score 173 

924. .1130, 924. .1133, 929. .1132, 929. .1153, 1132. .1224, 

1133. .1231, 1134. .1226, 1235. .1339, 1239. .1328, 1340. .1393, 

1341.. 1385 



Seq. No. ' 45523 

Gene No. 96286 

Start 1 

Name OJ000251_26 . 0323 . C4 . ol . tc 

Start 1181 

GI none Score 

Exons 1181.. 1522, 1185.. 1337, 1377.. 1529 



Seq. ID OJ000251_26.0323.C4 
Strand 

End 3034 
Method TBLASTX : Cress 
End 1529 
90 



Seq. No. 45523 

Gene No. 96286 

Start 1 

Name OJ'000251_2 6 . 0323 . C4 . ol . ts 

Start 1262 

GI none 
Exons 



Seq. ID OJ000251_26.0323.C4 
Strand 
End 

Method 
End 
Score 



3034 

TBLASTX: Soybean 

1691 

121 



1262. .1558, 1280. .1504, 1553. .1615, 1608. .1691, 1616. .1690 



Seq. No. 


45523 






Seq. ID 


OJ000251_26.0323.C4 


Gene No. 


96286 






Strand 




Start 


1 






End 


3034 


Name 


OJ000251 26.0323. 


C4.o4. 


tw 


- Method 


TBLASTX: Wheat 


Start 


1612 






End 


1963 


GI 


none 






Score 


187 


Exons 


1612. .1863, 1622. 


.1873, 


1623. 


.1865, 1648. .1872, 1856. .1963 


Seq. No. 


45523 






Seq. ID 


OJ000251_26.0323.C4 


Gene No. 


96286 






Strand 




Start 


1 






End 


3034 


Name 


OJ000251 26.0323. 


C4.o4. 


gp 


Method 


AAT/GAP 


Start 


2175 






End 


2763 


GI 


2310235 






Score 


301 


Exons 


2175. .2314, 2726. 


.2.7.63 








GI Descrip. 


5852182/emb|CAB55 


420.11 


9.0e- 


13 (AL117265) zhb0012.1 [Oryza 




sativa] 











Seq. No. 45524 Seq. ID 

Gene No. 96287 Strand 

Start 10625 End 

Name OJ000251_26 . 0323 . C5 . ol . gp Method 

Start 10625 End 

GI uC-osflM202014c01bl Score 

Exons . 10625. .10944 

GI Descrip. 1 395930/emb | X66522 | OSTOS12A 8.0e-49 0. sativa retrotransposon 
Tosl-2 >gi_2176333_dbj_E08212_E08212 DNA sequence containing 
retrotransposon region 1 



OJ000251_26.0323.C5 
+ 

10944 
AAT/GAP 
10944 
552 



Seq. No. 45524 Seq. ID 

Gene No. 96288 Strand 

Start 11104 End * ' 

Name OJ000251_26 . 0323 . C5 . o2 . gp Method 

Start 10953 End 

GI 1427 1.R1084 Score 



OJ000251_26.0323.C5 
+ 

11445 
AAT/GAP 
11079 
173 



46882 



a 

rif 



Exon <=; 

l-J Vh/ 1 1 O 


10953. .11079 






GI Dp^rri r> 

V_J J. O \^ JL. JL t~J • 


'4504379/ref |NP 003658 . 1 | pHG38 | 2.0e-13 G protein-coupled 




receptor 49 >gi_3366802 (AF062006) orphan G protein-coupled 




receptor HG38 [Homo sapiens] ? 






Seq. No. 


45524 


Seq. ID 


O.T0009S1 9fi 0393 PS 


Gene No. 


96288 


91" rand 




Start 


11104 


End 


11445 


Name 


OJ000251 26. 0323.C5 . o3 . gs 


Met hod 


GENSCAN 


Start 


11104 — 


End 


11445 


GI 


none 


Score 


.72 


Exons 


11104 . . 11445 






Seq. No. 


4 5524 


Seq. ID 


O.T0009S1 96 0393 PS 


Gene No . 


96289 




-j- 


Start 


148 96 


End 


1 S31 3 


Name 


OJ0002S1 26 0323 PS nS rrs 


Mo t" h nH 


f^FN9P AN 


Start 


1 ~~ 

J. *i O Zs \J 




1 S31 3 

X J _) X o 


GI 


none 


Q /-« ^ y*o 
O vJ -L C 




Exon s 


14896. .15150, 15218. .15313 






O VJ . Li ^ . 


4 5524 


Seq. ID 


OJ000251_26.0323.C5 


Gene No. 




Strand 




Start 


1 371 


End 


2719 


Name* 


O.TOOO^SI 26 0323 PS nl' rm 


Method 


AAT/NAP 


Start 


1371 _ 


End 


2719 


GI 


4 680203 


Score 


1067 


Exons 


1371 1462 16S0 2719 






GI DescriD . 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 


Sea. No. 


45524 


Seq. ID 


OJ000251_26.0323.C5 


Gene No . 


96291 


Strand 




Start 


11957 


End 


14711 


Name 


OJ000251 26.0323.C5.o2.np 


Method 


AAT/NAP 


Start 


11957 


End 


14711 


GI 


1706331 


Score 


349 


Exons 


11957. .12004, 14416. .14711 






GI Descrio . 


PYRUVATE DECARBOXYLASE ISOZYME 3 (PDC) 


gi|476284 (U07338) 




pyruvate decarboxylase [Oryza 


sativa] 




Seq. No. 


45524 


Seq. ID 


OJ000251_26.0323.C5 


Gene No. 


96291 


Strand 




Start 


11957 


End 


14711 


Name 


OJ000251 26.0323.C5.o4 .gs 


Method 


GENSCAN 


Start 


12080 


End 


14708 


GI 


none 


Score 


. 91 


Exons 


12080. .12115, 12242. . 12346, 14 164 .. 14282 , 14399. .14708 


Seq. No. 


45524 


Seq. ID 


OJ000251_26.0323.C5 


Gene No. 


96292 


Strand 




Start 


16502 


End 


16964 


Name 


OJ000251 26.0323.C5.ol.ts 


Method 


TBLASTX: Soybean 


Start 


1662 


End 


2089 


GI 


none 


Score 


76 


Exons 


1662. .1832, 1675. .1824, 1856. 


.1957, 1952. .2011, 2015. .2089 


Seq. No. 


45524 


Seq. ID 


OJ000251_26.0323.C5 



46883 




Gene No. 96292 

Start 16502 

Name OJ000251_26 . 0323 . C5 . ol . 

Start -,2007 

GI hone 

Exons 2007.. 2186, 2014.. 2190, 
2191. .2244, 2194. .2364, 

Seq. No. 45524 

Gene No. 96292 

Start 16502 

Name OJ000251_26 . 0323 . C5 . ol . 

Start 14418 

GI none 

Exons 14418. .14645, 14424.. 14 




Strand 

End 16964 

tw Method TBLASTX : Wheat 

End 2372 

Score 142 
2019. .2180, 2021. .2200, 2190. .2231, 
2271.. 2372 

Seq. ID OJ000251_26.0323.C5 
Strand 

End 16964 

tc Method TBLASTX: Cress 

End 14646 

Score 125 " 
645, 14524.. 14646 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.„ Exons 

1. -J: 

W Seq. No. 

fn Gene No. 

fll Start 

V~ Name 

H Start 

ta gi ; 

v3 Exons 

s Seq. No. 
^ Gene No. 

Start 
"""4 Name 
M Start 
U GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45524 
96292 
16502 

OJ000251_2 6.0323.C5.o2.ts 

14418 

none 



Seq. ID OJ000251_26.0323.C5 
Strand 

End 16964 

Method TBLASTX : Soybean 

End 14786 

Score 193 



14418. .14669, 14424 .. 14 645, 14530 .. 14 658, 14760. .14786 

OJ000251 26. 0323. C5 



45524 Seq. ID 

96292 Strand 
16502 End 
OJ000251_2 6.0323.C5.o6.gs Method 
16502 End 
none Score 
16502. .16528, 16785. .16964 

45525 Seq. ID 

96293 Strand 
14 91 End 
OJ000251_26 . 0323 . C6 . o2 . gs Method 
1491 End/ 
none Score 
1491. .1575, 3495. .4093, 4242. .4676 

45525 Seq. ID 

96293 Strand 

1491 End 

OJ000251_26.0323.C6.ol.np Method 

1876 End 

5902445 Score 
1876. .1912, 3265. .4241, 6848. .6908 

(AB030283) GAG-POL precursor [Oryza sativa] 



16964 
GENSCAN 
16964 
.56 



OJ000251_26.0323.C6 
+ 

7817 
GENSCAN 
4676 
.67 



OJ000251_26.0323.C6 
+ 

7817 
AAT/NAP 
6908 
897 



45525 
96293 
1491 

OJ000251_2 6.0323.C6.o3.gs 

6074 

none 



Seq. ID OJ000251 26. 0323. C6 



Strand 
End 

Method 

End 

Score 



4- 

7817 
GENSCAN 
7817 
.56 



6074. .6622, 6721. .6880, 6995. .7272, 7776. .7817 



46884 




Seq. No. 


45525 






Seq. ID 


OJ000251_26.0323 


.C6 


Gene No. 


96294 






Strand 


+ 




Start 


8639 






End 


8869 




Name 


OJ000251 26 


. 0323 


C6 o4 as 


Method 


GEN^CAN 




Start 


8639 ~ 






End 


8869 




GI 


none 






Score 


1 






8639 8869 












Seq. No. 


45525 






Seq. ID 


OJ000251_26.0323 


.C6 


Gene No. 


96295 






Strand 






Start 


16 






End 


331 




Name 


OJ000251 26 


0323. 


C6 ol a<? 


Mp t hod 






Start 


16 ~~ 






End 


331 




GI 


none 






Score 


. 97 




F.xons 

l-J ^ 1 1 w / 


16 . . 331 












Seq. No. 


4.5525 






Seq. ID 


OJ000251_26.0323 


,C6 


Gene No. 


96296 






Strand 






Start 


10299 






End 


20766 




Name 


OJ000251 26 


0323. 


C6 ol tm 


Met hod 


TBLASTX • Ma i ?p 




Start 


3328 ~~ 






End 


3712 




GI 


none 






S core 


332 




F, von q 


3328 3408. 


3332 , 


3712. 3496 


3711 






Seq. No. 


45525 






Seq. ID 


OJ000251_26.0323 


.C6 


Gene No. 


96296 






Strand 






Start 


10299 






End 


20766 




Name 


OJ000251 26 


0323 . 


C6 ol tw 


Mp f- hod 


TBLASTX • Whp^t 




Start 


3386 ~~ 






End 


3810 




GI 


none 






Score 


471 






3386 3808. 


3389 , 


3670 3496 


. .3810 






Seq. No. 


45525 






Seq. ID 


OJ000251_26.0323 


.C6 


Gene No. 


96296 






Strand 






Start 


10299 






End 


20766 




Name 


OJ000251 26 


0323 . 


C6 ol ts 


Mp t hod 


TBLASTX * Sovbpan 




Start 


3440 ~~ 






End 


3865 




GI 


none 






Scots 


320 




Exons 


3440 3865. 


3499. 


3624. 3676 


. .3708 






Seq. No. 


45525 






Seq. ID 


OJ000251_26.0323 


.C6 


Gene No. 


96296 






Strand 






Start 


' 10299 






End 


20766 




Name 


OJ000251 26 


0323 . 


C6 o2 tw 


Method 


TBLASTX: Wheat 




Start 


3814 ~~ 






End 


4099 




GI 


none 






Score 


67 




Exons 


3814 3882 


3815 . 


3883 3887 


..4099, 3890. .4009, 3895. -.4092 




■ 45525 






Seq. ID 


OJ000251_26.0323, 


.C6 


Qpnp ]SJn 


96296 






Strand 






Start 


10299 






End 


20766 




Name 


OJ000251 26. 


0323. 


C6 . o5 . gs 


Method 


GENSCAN 




Start 


10299 






End 


18744 




GI 


none 






Score 


.56 




Exons 


10299. . 10873, 11895 .. 11982, 


13576. .13790, 14452 14825, 






14989. . 15172, 15576 .. 15637 , 


15872. .15893, 15938 .. 1 6093, 






16131. .16295 


, 17289. .17317, 


17734. .17865, 17943 .. 18061-, 





46885 



18269. .18405, 18690.. 18744 

Seq. No. 45525 Seq. ID OJ000251_26 . 0323 . C6 

Gene No. 96296 ■ Strand - ' 

Start 10299 End 20766 

Name OJ000251_26 . 0323 . C6 . o2 . np Method AAT/NAP 

Start 11444 End 11572 

GI 130582 Score 44 

Exons 11444.. 11572 

GI Descrip. RETROVIRUS -RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi 1 100342 | pir M S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45525 Seq. ID 

96296 Strand 
10299 End 
OJ000251_2 6.0323.C6.o3.np Method 

13937 • End 
125065 Score 



OJ000251_26.0323.C6 

20766 
AAT/NAP. 
20766 
137 



13937. .14148, 15055 .. 15151, 20734. .20766 
60 KD JASMONATE- INDUCED PROTEIN gi | 419795 | pir | | S25092 
jasmonate-induced protein - barley gi | 19011 | emb | CAA47017 | 
(X66376) jasmonate-induced protein [Hordeum vulgare] 



Seq. No. 45525 

Gene No. 96296 

Start 10299 

Name OJ000251_26 . 0323 . C6 . o4 . np 

Start 15974 

GI 4544372 

Exons 15974. .16600, 17044 
GI Descrip. 



OJ000251 26. 0323. C6 



Seq. ID _ 
Strand 

End 20766 
Method AAT/NAP 
End 20766 
Score 221 
.17067, 20741. .20766 
(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 


45526 








Seq. ID 


OJ000251 


Gene No. 


96297 








Strand 


+ 


Start 


3009 








End 


6635 


Name 


OJ000251 26. 


0323. 


.C7.ol. 


gs 


Method 


GENSCAN 


Start 


3009 








End 


6635 


GI 


none 








Score • 


.92 


Exons 


3009. .4337, 


4609, 


. .5185, 


5359. 


.5459, 6€ 


>18. .6635 


Seq. No. 


45526 








Seq. ID 


OJ000251 


Gene No. 


96298 








Strand 


+ 


Start 


7451 








End 


8635 


Name 


OJ000251 26. 


0323. 


.C7.o2. 


gs 


Method ' 


GENSCAN 


Start 


7451 








End 


8635 


GI 


none 








Score 


.52 


Exons 


7451. .7527, 


7778. 


. .7975, 


8440. 


.8635 




Seq. No. 


45526 








Seq. ID 


OJ00025T 


Gene No. 


• 96299 








Strand 


+ 


Start 


15114 








End 


16465 


Name 


OJ000251 26. 


0323. 


.C7 .o5. 


gs 


Method 


GENSCAN 


Start 


15114 








End 


16465 


GI 


none 








Score 


.76 



46886 



Exons 



15114. .15173, 15255. .15329, 15961 .. 16176, 16188 .. 16264 , 
16360. .16465 





4 s S9 

*3 J J U 






Seq. ID 


OJ000251__26.0323. 


,C7 










Strand 






O Lai L 








End 


10910 




Name 


\»/(J U U U J 1 \J m 


0323.C7.o3.tm 




Method 


TBLASTX: Maize 




Cfarf 
O Lai L 


9354 ~ 






End 


9759 




KJ X 








Score 


86 




Exons 


9354. .9419, 


9361.. 9420, 9364 


..9489, 9375.-9593, 9467. .9517, 




9538. .9564, 


9650.. 9733, 9651 


..9746, 9651. .9749, 9652.'. 9759 


JC^i LNW • 


4 RS9 fi 

*i sj J <C D 






Seq. ID 


OJ000251_26.0323. 


C7 


UCUd LN (J . 








Strand 


- 




ouai L 


_7 O J X 






End 


10910 




in dill" 




0323.C7.ol.gp 




Method 


AAT/GAP 




OLai L. 


Q4 ~~ 

Zf 1 _> u 






End 


9711 




GI 


none 






Score 


448 




Exons ^ 


9430. .9711 












• Invj . 


4 R R9 






Seq. ID 


OJ000251_26.0323. 


C7 










Strand 














End 


10910 




Name 


n Tfinn9 m 9 £ 

UJUUUZ jl ZD. 


0323.C7.o3.gs 




Method 


GEN SCAN 












End 


10910 






none 






Score 


,99 




Exons 


9651. .10910 












OC^' LN vj • 


45526 






Seq. ID 


OJ000251_26.0323. 


C7 


bene inu . 


96300 






Strand 






otal L 


9651 






End 


10910 




Mam 0 
IN dillt; 


OJ000251 26. 


0323.C7.ol.np 




Method 


AAT/NAP 




O L d X U 


9669 






End 


10910 




\D X 


6730709 






Score 


783 




Exons 


9669. .10226, 


10272. .10847, 


10884. .10910 




GI Descrip. 


(AC011809) Unknown protein 


[Arabidopsis thaliana] 




C 0 rr "Nln 
O C . in (j • 


45526 






Seq. ID 


OJ000251_26.0323. 


C7 


ucllc 1N\J • 


96300 






Strand 






Ofa -r4- 
O Lul L 


9651 






End 


10910 




NaiTl6 


OJ000251 26. 


0323.C7.o2. ts 




Method 


TBLASTX : Soybean 




OUalL 


9678 






End 


9950 




C T 


none 






Score 


60 




Exons 


9678. .9749, 


9682.. 9750, 98 


19 


..9950, 9868. .9909 




JC^. IN O . 


45526 






Seq. ID 


OJ000251_26.0323. 


C7 


VjcIIc LnO . 


96300 






Strand 








9651 






End 


10910 




Name 


OJ000251 26. 


0323.C7.o2.tm 




Method 


TBLASTX: Maize 




Start 


10062 






End 


10338 




GI 


none 






Score 


140 




Exons 


10062. .10205 


, 10067.. 10171 




10084. .10224, 10089. . 10187, 






10273. .10338 












Seq. No. 


45526 






Seq. ID 


OJ000251_26.0323. 


C7 


Gene No. 


96300 






Strand 






Start 


9651 






End 


10910 





46887 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000251_26.0323.C7.ol.ts Method 
10125 End 
none Score 



TBLASTX: Soybean 

10700 

95 



10125. . 10187, 10156. .10221, 10407 .. 10580, 10632.. 10700 



45526 
96300 
9651 

OJ000251_26.0323.C7.ol.tm 

10401 

none 



Seq. ID OJ000251_26.0323.C7 
Strand 

End 10910 

Method TBLASTX: Maize 

End 10760 

Score 65 



10401. . 10466, 10407. .10451, 10440 .. 10580, 10441 10572, 
10632. .10706, 10707. .10760 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45527 
96301 
11810 
OJ000251 
11810 
none 
11810 
14100 
15642 



_26.0323.C8.o3.gs 



11900, 
14203, 
16227, 



12295. 
14281. 
16345. 



,12489, 
,14406, 
, 17146 



Seq. ID OJ000251_26.0323. 

Strand ' + 

End 17243 
. Method GENSCAN 

End 17146 

Score .46 
12760. .1294 6, 13026. . 13422, 
14600. . 15176, 15389. .15485, 



C8 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45527 



Seq. ID OJ000251_26.0323.C8 



96301 Strand + 

11810 End 17243 

OJ000251_2 6 . 0323 . C8 . o3 . np Method AAT/NAP 

15271 End 17243 

6466937 Score 826 
15271. . 17243 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



OJ000251 26. 0323. C8 



Seq. No. 45527 Seq. ID _ 

Gene No. 96302 Strand 

Start 2410 End 8118 

Name OJ000251_26 . 0323 . C8 . ol . gs Method GENSCAN 

Start 2410 End 8118 

GI none Score .59 

Exons 2410. .3163, 3262. .3394, 4902. .4989, 5183. .5516, 6092. .6290, 
8049. .8118 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



45527 
96302 
2410 

OJ000251_26.0323.C8.ol.np 
2413 
'5777631 



8118 
AAT/NAP 
5530 
1234 

2413. .3163, 3262. .3394, 4902. .4989, 5183. .5530 
(AJ245900) CAA303719.1 protein [Oryza sativa] 



Seq. ID OJ000251_26. 0323.C8 
Strand 
End 

Method 
End 
Score 



45527 Seq. ID 

96303 Strand 

8409 End 

OJ000251_26 . 0323 . C8 . ol . tm Method 

2402 End 



OJ000251_26.0323.C8 
13383 

TBLASTX: Maize 
3302 



46888 






GI 


none 








Score 


146 




Exons 


Z4UZ . . Zo4o, 


24 1U , 


, .2541, 


Z4 17 . 


.2563, 2609. .2692, 2611. .2745, 






9 £ 1 9 on/ c 
ZDlZ. . Z / 4 b , 


Z /o / . 


■ . ZoOZ , 


9 9 O Q 

Z /oo . 


.2838, 2831. .3067, 2890. .3066, 






z y j / . . juo y , 


9H£i 
JUbl . 


9 1 £ c: 


jIZj . 


.3178, 3261.. 3302 




beq . mo . 


/I c c 91 








Seq. ID 


OJ000251_26.0323.C8 




Gene No. 


96303 








Strand 






Start 


8409 








End 


13383 




Name 


UJ UUUZDl ZD 


. UoZo . 


, bo . O 1 . 


cc 


Method 


TBLASTX: Cress 




btart 


Z4 U / 








End 


2961 




bl 


none 








Score 


49 




Exons 


Z 4 U / . . Z04 4 , 


no 
Z4 Uo . 


. Z04 O , 


Z4 1U . 


.2547, 2608. .2721, 2611. .2745, 






o^i c 9 9 c 9 
ZblD..Z/b/, 


Z / bo . 


0 0 0 9 

.Zoo / , 


z o y u . 


.2961, 2900. .2953 




beq. NO. 


4 DOZ / 








Seq. ID 


OJ000251_26.0323.C8 




Gene No. 


96303 








Strand 






Start 


8409 








End 


13383 








n 9 9 9 


bo . OZ . 


lS 


Method 


TBLASTX: Soybean- 




otdlL 


Z 4 U / 








End 


2761 




H T 

bl 


none 








Score 


103 




Exons 


Z 4 U / . . Zo4 4 , 


o a c\n 
Z4 U / . 


9 Ci A "7 

. Zo4 / , 


Z4 1 1 . 


.2548, 2417. .2563, 2558. .2731, 






zo yz . . z /4 / , 


Zbll. 


. Z / bU, 


9 C 9 1 

Z bZl . 


.2761 






Seq. No. 


45527 








Seq. ID 


OJ000251_26.0323.C8 


v3 


Gene No. 


96303 








Strand 




r -fi 


b tzar l 


o 4 u y 








End 


13383 




Name 


(JJUUUZol Zb, 


, UJZJ . 


bo . ob . 


tw 


Method 


TBLASTX: Wheat 


i\i 


C 4 1 -V+- 

btart 


Z4 1U 








End 


2544 


\ 


bl 


none 








Score 


144 




Exons 


O/ i n 9 c: /I /I 
Z 4 1 U . . Z04 4 , 


9 A 1 1 

Z4 1 1 . 


. Zoob, 


Z4 lo . 


.2544 




%j 


Seq. No. 


45527 








Seq. ID 


OJ000251_26.0323.C8 


: fcr 


Gene No. 


96303 








Strand 






btart 


Q A C\ Q 

o 4 u y 








End 


13383 


*~ 


Name 


(JJUUUZol Zb. 


U ozo . 


bo . 04 . 


tw 


Method 


TBLASTX: Wheat 




btart 


Zbll 








End 


2731 


I* 


C T 


none 








Score 


161 




Exons 


Zbll. . Z / JU, 


Z blZ . 


. Z / Jl 










Seq. No. 


45527 








Seq. ID 


OJ000251_26.0323.C8 




Gene No. 


96303 








Strand 






braru 


Q A n Q 

o 4 u y 








End 


13383 




Name 


OJUUUZol Zb. 


r\ *D O 

UoZ J . 


Co . Ob . 


tw 


Method 


TBLASTX: Wheat 




otart 


z / / y 








End 


13383 




C T 
bl 


none 








Score 


114 




Exons 


z / / y. .zbi4, 


O O 9 O 

ZoZo . 


. JUZb , 


Zo by . 


.3048, 2890. .3048, 13342. .13383 




beq . no . 


4 OOZ / 








Seq. ID 


OJ000251_26.0323.C8 




Gene No. 


96303 








Strand 






Start 


8409 








End 


13383 




Name 


OJ000251 26 


0323. 


C8 . ol . 


ts 


Method 


TBLASTX : Soybean 




Start 


2899 








End 


5536 




GI 


none 








Score 


165 




Exons 


2899. .3165, 


2900. 


.3178, 


3261. 


.3386, 3261. .3401, 3262. .3396, 






4910. .4993, 


4930. 


.4992, 


5183. 


.5536, 5184.. 5531 




Seq. No. 


45527 








Seq. ID 


OJ000251_26.0323.C8 



46889 



• 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



96303 Strand 
8409 End 
OJ000251_26.0323.C8.o2.tc Method 

2962 . End 
none Score 



13383 

TBLASTX: Cress 

3401 ' 

68 



2962. .3087, 2963. .3067, 3098. .3178, 3106. .3165, 3261. .3395, 
3261. .3401, 3262. .3396 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45527 
96303 
8409 

OJ000251_26. 0323.C8.o3. tc 

4913 

none 



Seq. ID OJ000251_26.0323.C8 
Strand 

End 13383 

Method TBLASTX : Cress 

End 5531 

Score 85 



4913. .5017, 4930. .5001, 5183. .5245, 5184. .5246, 5243. .5392, 
5247. .5384, 5420. .5530, 5424. .5531 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Q' Exons 

ffi Seq. No. 

%\ Gene No. 

[jf Start 

t»l Name 

[.J Start 

?Ts Exons 

l± Seq. No. 

i=? Gene No. 

^4 Start 

l± Name 

[** Start 

Exons 



45527 
96303 
8409 

OJ000251_26.0323.C8.ol.tw 

5202 
none 



45527 
96303 
8409 

OJ000251_26.0323.C8.o4.tm 

5267 

none 

5267.. 5563, 5268.. 5534 

45527 
96303 
8409 

OJ000251_26.0323.C8.ol.gp 

8409 
3761970 

8409. .8690, 9801. .10070 



Seq. ID OJ000251_26. 0323.C8 
Strand 

End 13383 

Method TBLASTX : Wheat 

End 5536 

Score 414 



5202.. 5534, 5204.. 5536, 5207.. 5536 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_26.0323.C8 
13383 

TBLASTX: Maize 

5563 

284 



Seq. ID OJ000251_26.0323.C8 
Strand 

End 13383 

Method AAT/GAP 

End 10070 

Score 1049 



.Seq. No. 
Gene No. 
Start 
Name 
Start 
GI . 
Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45527 
96303 
8409 

OJ000251_26.0323.C8 .o2.np 
9823 
6143872 
'9823. .10124, 10207.. 11082 

(AC010927) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ000251_26.0323.C8 

Strand 

End 13383 

Method AAT/NAP 

End 11082 

Score 487 



45527 
96303 
8409 

OJ000251_26.0323.C8 .o5.tm 

9831 

none 



Seq. ID OJ000251_26. 0323.C8 

Strand ' - 

End 13383 

Method TBLASTX: Maize 

End 10045 

Score 47 



9831. .10037, 9834. .9935, 9835. .10041, 9875. .10045, 9976. .10038 



46890 





Seq. No. 


45527 




Seq. ID 


OJ000251_26.0323 


-C8 




pnn NFo 
OCllC INC* * 


Q6707 




Oil ullU 








Of a y +- 
O Lax L 


ft 4 OQ 




PnH 


1 77ft 7 

X J J O J 






N3ITI© 


niooo9M 96 0797 pr 


• Ozi . qs 


Ma +■ hriH 
1 V IC LI1UU 


vJJ J_j LN O \j£\ IN 






Of- a y-f- 

O L d X L 


Qft 7S _ 

.7 O J J 




PnH 

J— il ILl 


11142 






PT 
w X 


none 




Score 


. 9 






T7 von q 


QRl^ 11149 

J Q J J • . X X X *X ^> 












Seq. No. 


45527 




Seq. ID 


OJ000251_26.0323 


.C8 




Gene No. 


96303 




Strand 








O Lai L 


8409 




End 


13383 






Name 


0,10009^1 96 0797 pr 


o5 1- <5 

. L* J ■ L O 


Method 


TBLASTX : Soybean 






uLai L 


9877 _ 




End 


10560 






\J X 


none 




Score 


42 






TT von Q 


QR77 1 006S 1 09R1 

JO f f • • 1 U U U J / X U £. O X • 


1 071 7 


1034 7. .10511, 1034 8. .10512, 








1 0796 1 nsoQ 1 04RQ 


10560 

. . X \J J U \J 










Q.00 Mn 


45597 




Seq. ID 


OJ000251_26-. 0323 


PR 




Gene No. 


96303 




Strand 








Start 


8409 




End 


13383 






INdlUC 


D.T000951 96 0797 PR 


oft f-m 

• KJQ • Lilt 


Method 


TBLASTX: Maize 






OLdi L 


1011(1 ~~ 

X U X X 0 




End 


10437 












Score 


65 






Exons 


1 01 1R 1 01 Q5 1 m 79 


1 0900 


10210. .10257, 10218. .10307, 




{Jl 




1(1990 1 095ft 10790 


104 94 


10320. .10436, 10327. .10437, 




s 

: { j 




10 776 10477 

X U J J O . • X VJ *i J / 










1 «.! 


Seq. No. 


45527 




Seq. ID 


OJ000251_26.0323 


.C8 




Gene No. 


96303 




Strand 






r.s? 


O Lai L 


R40Q 

O *i \J ZJ 




End 


13383 




f y 


Name 


P>.7000951 96 0797 PR 


• Oj • tW 


Method 


TBLASTX : Wheat 






Of 3 -f-f 


1 0 775 — 




End 


10681 






\j x 


n on 0 




Score 


105 






TT V O Tl Q 
Hi AU1IO 


1 0775 1 044 5 1 0775 

X L 1 J J J ■ • X *i *i J , iy J J J 


10514 

. . X U J X 4 , 


10336. .10515, 1034 8. .10515, 








10497 1 0674 10519 


1 0659 


10513. .10674, 10544. .10681 




i a 


Seq. No. 


45527 




' Seq. ID 


OJ000251_26.0323 


.C8 


? ■ ! *s 


pca-n^ Mo 


96707 

_7 O J \J J 




' Strand 








O L CI X L 


ft 4 09 
0 1 u _? 




End 


13383 








0,7000951 96 0797 PR 


0 7 i~ m 

. L> J • LIU 


Method 


TBLASTX: Maize 






O Lai. L 


1 04 7R _ 




End 


10816 






Gi 


none 




Score 


150 






P YOn Q 


1047R 1079ft 1047ft 

lUi JO t . X U ' ^ O , 1U4 JO 


107 99 


10726. .10815, 10727. .10816 






Seq. No. 


45527 




Seq. ID 


OJ000251_26.0323, 


.C8 




(?ono Kl 0 


Q6707 




Strand 








Cf av-f 

jLal L 


ft 4 0 Q 




End 


13383 






Name 


P 7000951 96 0797 Pft 


0 7 f- 0 
■ Oj • LS 


Method 


TBLASTX: Soybean .. 






Start 


10561 _ 




End 


10798 






GI 


none 




Score 


95 






Exons 


10561. .10797, 10562, 


. . 10702, 


10733. . 10798 






Seq. No. 


45527 




Seq. ID 


OJ000251_26.0323. 


.C8 




Gene No. 


96303 




Strand 








Start 


8409 




End 


13383 






Name 


OJ000251 26.0323.C8- 


, o2 . gp 


Method 


AAT/GAP 





46891 






OL.Ctl.t- 


1UDO J 




PnH 


1 ^90,"* 






o x 


none 




Score 


1 9HP 
x z u o 






IT" von c 
LAU1 1 o 


i nfiR^ 119^ i*3np^ 

1UUO J . . ll^JJ/ X .J U O J . 


i ^9n^ 










Opn Mo 


*i >J «J ^ f 




Seq. ID 


OJ000251_26.0323, 


> I/O 




P,ono Mo 


.7 U J W J 




Strand 








JLQl l 


P409 

Oil/? 




End 


13383 






Name 


OJ000251 26. 0323. C8. 


. o7 . tm 


Method 


TBLASTX: Maize 






Start 


10818 




End 


11234 






GI 


none 




Score 


47 . 






£j -A. 1 1 O 


inpift i n p 4 1 i np9n 


1 0P40 


10822. .108 93, 10907. .10963, 








1 0Q1 ^ 1 1 0Q9 1 0Q1 4 

J . . X X U .7 , X u .7 X *i < 


1119^ 


10959. .11108, 10960. .11124, 








1 HQfifi 1 1 1 97 1 0Q7fi 

lu JUD . . lilt / ; J. VJ / U i 


1 1 1 9P 

i • X X X c. O , 


11122. .11193, 11124. .11201, 








1 1 1 9 S 1 1 1 cn 111?^ 

X X X ^ <J * t lll^J/ X X X _> _> ■ 


1 1 9^4 










Seq. No. 


45527 




Seq. ID 


OJ000251_26.0323. 


,C8 




Gene No. 


96304 




Strand 








Qf arf 
O Lai L 


± U 1 u u 




End 


16498 






LNcllt.lt; 


n.Tnnn^si 96 n^9^ pp 


O 6 -1— TT1 


Method 


TBLASTX: Maize 






O L, &1 L, 


1 61 66 _ 
X O X O U 




End 


16498 






pT 

O J. 


n on o 




Score 


234 






JjAUllO 


16166 1 649P 1 69R^ 


1 6444 

. ■ X \J *i *± *i 










Seq. No. 


45527 




Seq. ID . 


OJ000251_26.0323. 


C8 


W 


Gene No. 


96305 




Strand 








o lai u 


1 66i n 

X U D X U 




End 


17197 




V- : : 

3:i : 


Name 


n,Thnn9^i 96 n^9^ pp 


o9 -hm 
. LIU 


Method 


TBLASTX: Maize 




\ y 


9f- ^ r-t- 

OLal L 


i 66i n ~ 




End 


17094 






PT 

O X 


n on o 
11 out; 




Score 


546 






F 1 von q 


1 661 0 17099 1 6694 


1 6Q1 1 


16730. .17035, 16984. .17094 






Seq. No. 


45527 




Seq. ID 


OJ000251__26.0323. 


C8 




Gene No. 


96305 




Strand 






a- 


Start 


16610 




End 


17197 








o,T0nn9si 96 m9^ pp 


o9 t- tat 


Method 


TBLASTX: Wheat 






o Lai u 


1 67 1 S ~~ 

X U / X .J 




End 


17197 






GI 


none 




Score 


388 






von cr 


16715 17197 16796 


1 7 1 R4 

• X f X sJ H , 


16835. .17194 






Seq. No. 


45527 




Seq. ID 


OJ000251_26.0323. 


C8 


ij 


Gene No. 


96305 




Strand 








Start 


16610 




End 


17197 






INCtltlC 


o.Tonn9M 96 n?9~* pp 


04 . tS 


Method 


TBLASTX: Soybean 






O U Cl -L L 


1 67 M ~ 

X O / .J X 




End 


17065 






GI 


n on p» 
nunc 




Score 


236 






von q 


167S1 1706S 16P6R 


1 70RQ 










Sea No 


45528 




Seq. ID 


OJ000251_26.0323. 


PQ 




Gene No. 


96306 




Strand 


+ 






Start 


■ 1 




End 


3323 






Name 


OJ000251 26. 0323. C9. 


ol . np 


Method 


AAT/NAP 






Start 


1 




End 


3323 






GI 


6466937 




Score 


1160 






Exons 


1..1302, 2338.. 2380, 


2655. . 


3323 







GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



46892 



# • 



Seq. No. 


45528 




Seq. ID 


OJ000251_26.0323 


-C9 


Gene No. 


96307 




Strand 






Q-f- a -rt- 
O Lctl U 








^9 Q7 




Name 


n.Tnnn^^i 96 n*39i pq 


, O4L . L.IU 


4— W /-\ W 


1 Dj_t/\b 1 a . lYia 1 z e 






1 ~ 
J. 




CjIIU 


*± D / 




\J A. 






Score 


J4 / 








4 S7 


Oft:?. . 4Zu 






Sea No. 


45528 




Seq. ID 




r q 


Gene No. 


96307 




Strand 






Start 


69 




End 


3297 




Name 


OJ000251 26. 0323. C9. 


, o4 . tw 


Method 


TBLASTX: Wheat 




Start 


1 




End 


288 




GI 


none 




Score 


200 




Exons 


1..288, 12. .167 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

^3 Seq.. No. 
Gene No. 

J;:: start 

^~ Name 
P Start 

^ Exons 



45528 Seq. ID 

96307 Strand 

69 End 

OJ000251_2 6.0323.C9.o2.ts Method 

40 End 

none Score 
40. .294, 66. .245 



OJ000251_26.0323.C9 
' 3297 

TBLASTX : Soybean 

294 

219 



OJ0.00251 26. 0323. C9 



45528 Seq. ID 

96307 Strand 

69 End 3297 

OJ000251_26 . 0323 . C9 . ol . gs Method GENSCAN 

69 End 3176 

none Score .42 

69. .220, 229. .353, 501. .639, 1578. .1626, 1895. .2042, 2501. .2629, 
2694. .2876, 2985. .3176 





Seq. No. 


45528 






Seq. ID 


OJ000251_26.0323 




Gene No. 


96307 






Strand 






Start 


69 






End 


3297 




Name 


OJ000251 


26. 0323. C9. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


4 67 






End 


691 




GI 


none 






Score 


181 




Exons 


467. .691, 


506. .655, 


574. .669 








Seq. No. 


45528 






Seq. ID 


OJ000251_26.0323 




Gene No. 


96307 






Strand 






Start 


69 






End 


3297 




Name 


OJ000251 


26. 0323. C9. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


470 






End 


824 




GI 


none 






Score 


198 




Exons 


■ 470. .697, 


470. .679, 


580. .696, 


711. .824, 


, 767. .823 




Seq. No. 


45528 






Seq. ID 


OJ000251_26.0323 




Gene No. 


96307 






Strand 






Start 


69 






End 


3297 




Name 


OJ000251 


_26.0323.C9. 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


693 






End 


1064 




GI 


none 






Score 


345 




Exons 


693. .1064 


, 710. .1063 









46893 




Seq. No. 


45528 








Seq. ID 


OJ000251_26.0323.C9 


Gene No. 


96307 








Strand 






6Q 








End 


^9 Q7 


Name 




m9 ? 


.C9.ol. 


tm 


Method 


TT5T QCTY-Mai tci 

i dlho i a . i*ia ize 




711 ~~ 

/ X X 








End 


1 9Q9 
X Z jZ 


(it 










Score 


7 9 Q 
/ z y 


LAUil o 


711 1 9Q9 


74 4 


1262, 767.. 1291 




Seq. No. 


45528 








Seq. ID 


OJ000251_26.0323.C9 


Gene No. 


96307 








Strand 














End 


^9 Q7 
OZ j / 


Name 


d.tooo9ri 96 

uuyuui Ji zd 


• U JL J 


.C9.o2. 


tw 


Method 


1 OXaHO ia. wneai 


Oj-a v-4- 
OLal L 


Q1 9 ~ 

Jit 








End 


1 ^04 


(IT 

VjX 


none 








Score 


9 Q6 
Z :7 O 


T7 1 V l°i Tl Q 


91 9 1 ^04 

_7 X . . X J U *i , 


1 004 


.1291 










4 R R98 








Seq. ID 


OJ000251_26.0323.C9 


Gene No. 


96307 








■ Strand 




Start 


69 








End ' 


3297 


Mama 


O.T0 0 09R1 9 6 


0^9 ^ 




L.XU 


Method 


TBLASTX: Maize 




94 7 6 _ 

Z *i / O 








End 


3297 


\3 X 


none 








Score 


122 


Exons 


94 7 6 9 6R9 


9 R06 


. .2619, 


2544 . 


.2651, 2669.. 2968, 2698.. 2958, 




"^ORQ ^944 


^Oft R 
juo j 


. .3213, 


3086. 


.3241, 3254.. 3295, 3268.. 3297 


oeq. in o . 


4 R R9R 








Seq. ID 


OJ000251_26.0323.C9 


Gene No. 


96307 








Strand 




Start 


69 








End 


3297 


IN CULIC 


d.tooo9ri 9 6 

UUUUUi, Jl zo 


0?9 ? 


,C9.ol. 


tw 


Method 


TBLASTX: Wheat 


OLdl L 










End 


3011 


ox 


none 








Score 


53 


Exon s 


9R0^ 967^ 

Z J U O . .ZD / J/ 


9 R04 

Z O U H 


. .2614, 


2533. 


.2652, 2669.. 2968, 2693.. 2968, 




97^6 ^oi 1 

Z /DO. • JUll/ 


9ft 9 Q 

Z 0 Z -7 


. .2981 








Con M/^i 


4 R R9Q 








Seq. ID 


OJ000251_26.0323.C11 


Gene No. 


96308 








Strand 




Start 


1 








End- 


2296 




o.tooo9 ri 9 6 


0^9^ 
■ u oz o 


.'Cll.ol 


.gp 


Method 


AAT/GAP 


o udi U 


1 _ 
X 








End 


885 


(IT 


■^0 R 9 R 1 Oft 4 

jUJ Z . £\1U04 








Score 


1451 


p 1 von q 


1 ^1 4 07 


ft ft R 










vjl UCO( L Xj-J • 


1 4 1 ^Q964 1 i 

4 1 J^t.O'i X.' 


0f=>-ft ^ 
Uc oo 


(AF111812) actin [Brassica napus] 1 


Seq. No. 


45529 








Seq. ID 


OJ000251_26.Q323.C11 


Gene No. 


96308 








Strand 




O L. G. X l_ 


i 

X 








End 


2296 


Name 


UJUUU^l Jl ZD 


0^9^ 


.Cll.ol 


.gs 


Method 


GENSCAN 


OldlL 


9 R 1 _ 








End 


1645 


O J. 


none 








Score 


.95 


Exons 


9 R 1 1090 
ZOX..XUZU/ 


1 OQR 


.1488, 


1586. . 


1645 




Seq. No. 


45529 








Seq. ID 


OJ000251_26.0323.C11 


Gene No. 


96308 








Strand 




Start 


1 








End 


2296 


Name 


OJ000251 26 


.0323, 


.Cll.ol 


.np 


Method 


AAT/NAP 


Start 


254 








End 


1645 


GI 


1703108 








Score 


1841 



46894 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



254. .316, 407. .1020, 1095. .1488, 1586. .1645 

ACT IN 2/7 gi|2129525|pir||S71210 actin 2 - Arabidopsis thaliana 
gi|2129528|pir||S68107 actin 7 - Arabidopsis thaliana gi|1049307 
(U37281.) actin-2 [Arabidopsis thaliana] gi 11943863 (U27811) 
actin7 [Arabidopsis thaliana] 



45529 Seq. ID 

96308 Strand 

1 End 

OJ000251_26 . 0323 . Cll . o2 . gp ' Method 

757 End 

305 3.R1084 Score 



OJ000251_26. 0323. Cll 

2296 
AAT/GAP 
1684 
868 



757. .1020, 1095. .1488, 1586. .1684 

■1531674 1.0e-97 (U68462) actin [Striga asiatica] ' 



45529 
96308 
1 

OJ000251_26. 0323. Cll. o3.gp 
1278 

59728_1.R1084 

1278. .1488, 1586. .1668, 2185 
1 523084 1/gb | AAD4 1039. 1 |AF112538_1 
[Malva pusilla] 1 



Seq. ID OJ000251_26. 0323. Cll 
Strand 

End 2296 

Method AAT/GAP 

End 2296 

Score 745 
2296 

7.0e-31 (AF112538) actin 



Seq. No. 45529 Seq. ID 

Gene No. 96309 Strand 

Start 3821 End 

Name OJ000251_26 . 0323 . Cll . o2 . gs Method 

Start 3821 End 

GI none Score 

Exons 3821.. 3943, 4509.. 4589 



OJ000251_26. 0323. Cll 

4589 
GENSCAN 
4589 
.81 



Seq. No. 45529 Seq. ID OJ000251_2 6 . 0323 . Cll 

Gene No. 96310 Strand 

Start 5334 End 5412 

Name OJ000251_26 . 0323 . Cll . o5 . gp Method AAT/GAP 

Start 5334 End 5412 

GI LIB3477-003-P1-K1-E9 Score 123 

Exons 5334.. 5412 

GI Descrip. ' 24 9858 6/sp | Q4 0638 | MPOlJDRYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 45529 

Gene No. 96311 

Start 7032 

Name OJ000251_26. 0323.ClT.ol. ts 

Start 207 

GI none 
Exons 



Seq. ID .OJ000251_26.0323.C11 
Strand 

End 13453 

Method TBLASTX : Soybean 

End 1648 

Score 99 



207. .317, 242. .334, 246. .320, 380. .1021, 408. .905, 919. .1020, 
963. .1031, 1082. .1489, 1093. .1491, 1093. .1491, 1574. .1627, 
1575. .1607, 1610. .1648 



Seq. No. 
Gene No. 
Start 



45529 
96311 
7032 



Seq. ID 

Strand 

End 



OJ000251 26. 0323.C11 



13453 



46895 



Name 

Start 

GI 

Exons 



OJ000251_26 . 0323 . Cll . o2 . tw Method TBLASTX : Wheat 

245 End 733 

none Score 57 

245. .319, 245. .334, 24 6 .. 320, 380 733, 404. .712, 408. .731 



.Seq. No.. 45529 

Gene No. 96311 

Start 7032 

Name OJ000251_26 . 0323 . Cll . ol . tc 

Start 251 

GI none 
Exons 



Seq. ID OJ000251_26. 0323. Cll 

Strand - 

End 13453" 

Method TBLASTX : Cress 

End 1645 

Score 97 



251. .334, 252. .320, 380. .1021, 408. .902, 408. .1022, 730. .1050, 
928. .1020, 963. .1031, 1082. .1489, 1093. .1491, 1093. .1491, 
1570. .1644, 1574. .1645, 1575. .1631, 1586. .1645 



Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

'Exons 



45529 
96311 
7032 

OJ000251_26. 0323. Cll. ol.tm 

251 

none 



Seq. ID OJ000251_26. 0323. Cll 
Strand 

End 13453 

. Method TBLASTX : Mai ze 

End 1699 

Score 96 



251. .319, 251. .334, 380. .1021, 406. .1068, 408. .905, 966. .1031, 
1082. .1489, 1093. .1491, 1093. .1491, 1573. .1692, 1575. .1646, 
1586. .1699 



Seq. No. 45529 

Gene No. 96311 

Start 7032 

Name OJ000251_26 . 0323 . Cll . o3 . tw 

Start 734 

GI none 
Exons 



Seq. ID OJ000251_26. 0323. Cll 
Strand 

End 13453 

Method TBLASTX : Wheat 

End 1065 

Score 160 



734. .1021, 735. .905, 737. .1024, 739. .1065, 963. .1031 



Seq. No. 45529 

Gene No. 96311 

Start 7032 

Name OJ000251_26 . 0323 . CI 1 . ol . tw 

Start 1082 

GI none 

Exons 1082.. 1489, 1093.. 1491, 1093. 



Seq. ID OJ000251_26. 0323. Cll 
Strand 

End 13453 ' 

Method TBLASTX : Wheat 

End 1491 

Score 504 
.1491 



Seq. No. 45529 

Gene No. 96311 

Start 7032 

Name OJ000251__26 . 0323 . Cll . o3 . gs 

Start 7032 

GI none 
Exons 



End 

Method 
End 
Score 

7032. .7121, 76-9.5. .7837, 8249. .8390, 8476. .8796, 9220. .9437, 
9501. .9824, 10^38. .10568, 10614. .10857, 10881. .11035, 
11111. .11264, "11800. .12935, 13009. .13334 



Seq. ID OJ000251_26. 0323. Cll 
Strand 

13453 
GENSCAN 
13334 
.78 



Seq. No. 45529 

Gene No. 96311 

Start 7032 

Name OJ000251_26 . 0323 . Cll . 06 . gp 

Start 9808 

GI LIB34 33-020-P1-K1-A6 



Seq. ID OJ000251_26. 0323. Cll 
Strand 

End 13453' 

Method AAT/GAP 

End 10254 

Score 682 



46896 



Exons 9808.. 10254 

GI Descrip. ? 5670155/gb | AF161269 . 1 | AF161269 2.0e-35 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence' 



C Mo 




Seq. ID 


. OJ000251_26.0323 




\j^n\rf in v * 


96311 


Strand 






Start 


i \j 


End 


13453 




Name 




Method 


TBLASTX: Wheat 




Start 


10762 ~~ 


End 


10944 




GI 


none 


Score 


108 




Exons 


10762. . 10881, 10763. . 10897, 


10880. .10930, 10891. .1094 4 




Seq. No. 


45529 


Seq. ID 


OJ000251_26.0323 


.Cll 




96311 


Strand 






Start 


7032 


End 


13453 




Name 


OJ000251 26.0323.Cll.o2.np 


Method 


AAT/NAP 






11173 


End 


13453 




GI • 


7228442 


Score 


1956 




£jAUHO 


11173. .11352, 11761.. 13453 










(AP001366) EST C28952 (C62 94 5 ) corresponds to a region of the 




predicted gene.; Similar to 


maize transposon MuDR mudrA protein 




isolog. (AC003981) [Oryza sativa] 






Qorr Ma 
jc^i IN O . 


45529 


Seq. ID 


OJ000251_26.0323 


.Cll 


belle 1NU . 


96311 


Strand 








7032 


End 


13453 




Ma TTIO 
IN dilLC 


OJ000251 26.0323.Cll.o4 . tw ■ 


Method 


TBLASTX: Wheat 




o Lai L 


12701 


End 


13079 






none 


Score 


61 




Exons 


12701. .12874, 12712. .12846, 


12807. .12875, 12899 12 988 , 






12924. .12989, 12993.. . 1307 6, 


12996. .13079 




o t; ^ . in vj . 


45529 


Seq. ID 


OJ000251_26.0323 


.Cll 


Ppn^ Ma 
ocilc IN (J . 


96311 


Strand 






O Lai L 


7032 


End 


13453 




Mama 


OJ000251 26.0323.Cll.o2.tm 


Method 


TBLASTX: Maize 




J Lai L 


12S94 


End 


13373 






none 


Score 


42 




Pvnnc 

J — l *\ \S 1 1 o 


12894. .12989, 12905 .. 12991 , 


12990. .13154, 12993. .13373, 






12997. .13326 








Seq. No. 


45530 


Seq. ID 


OJ000251_26.0323 


.C12 




96312 


Strand 






9-t- a v-+- 
O L dx T_ 


1 


End 


964 




Name 


OJ000251 26.0323.C12.ol.np 


Method 


AAT/NAP 




OLdlt 


1 


End 


964 




C T 


7228442 


Score 


891 




Exons 


' 1. . 964 








GI Descrip. 


(AP001366) EST C28952 (C62945 ) corresponds to a region of the 




predicted gene.; Similar to 


maize transposon MuDR mudrA 


protein 




isolog. (AC003981) [Oryza sativa] 






Seq. No. 


45530 


Seq. ID 


OJ000251_26.0323. 


,C12 


Gene No. 


96313 


Strand 






Start 


4340 


End 


5294 




Name 


OJ000251 26.0323.C12.o3.gs 


Method 


GEN SCAN 




Start 


4340 


End 


5294 





46897 





none 


Score 


. 76 




Exons 


4340. .4485, 5117. .5294 








Seq. No. 


45531 


Seq. ID 


OJ000251 26 


. 0323 . C13 


Gene No . 


y b J 1 4 


Strand 








3082 


End 


A O O 1 




Name 


. OJ000251 26.0323.C13.ol.gp 


Method 


AAT/GAP 




Start 


329 


End 


470 




GI 


LIB34 77-003-P1-K1-E9 


Score 


91 




Exons 


329. .352, 414 . .470 








GI Descrip. 


*2498586/sp|Q40638 |MP01 ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN ORY 




S 1 PRECURSOR (ORY S I) >gi 1173557 ( 


U31771) Ory s 


1 [Oryza 




sativa] 1 








Seq. No. 


4 5531 


Seq. ID 


OJ000251_26, 


.0323. C13 


Gene No. 


96314 


Strand 






otart 


O C\ O D 


End 


4221 




Name 


OJ000251 26 . 0323 . C13 . ol . gs 


Method 


GENSCAN 




Start 


3082 


End 


4221 




GI 


none 


Score 


.96 




Exons 


3082.. 3196, 3662.. 3820, 3848., 


.3995, 4080.. 4221 




Seq. No. 


45531 


Seq.' ID 


OJ000251_26, 


.0323. C13 


Gene No. 


96315 , 


Strand 






Start 


4 622 


End 


5731 ' 




Name 


OJ000251_26 . 0323.C13.o2.gs 


Method 


GENSCAN 




Start 


a r o o 

4 622 


End 


5731 




GI 


none 


Score 


.4 




Exons 


4622.-4675, 5126. .5268, 5350.. 


.5443, 5630. .5731 




Seq. No. 


45532 


Seq. ID 


OJ000251_26. 


.0323. C14 


Gene No. 


96316 


Strand 


+ 




Start 


32 


End 


3013 




Name 


OJ000251 26.0323.C14.ol.gs 


Method 


GENSCAN 




btart 


32 


End 


3013 




GI 


none 


Score 


.72 




Exons 


32. .112, 737. .773, 1000. .1171, 


1210. .: 


L459, 1708. .1749, 




2963. .3013 








Seq. No. 


45533 


Seq. ID 


OJ000121_12. 


,0309. C2 


Gene No . 


96317 


Strand 


+ 




Start 


1262 


End 


1708 




Name 


OJ000121 12.0309.C2.ol.gp 


Method 


AAT/GAP 




btart 


1262 


End 


1708 




GI 


71481 1.R1084 


Score 


733 




Exons 


1262. .1708 








GI Descrip. 


' 36604 64/emb| AJ001753 IATI134T 


1.0e-20 


Arabidopsis thaliana mRNA 




for Inositol 1 , 3, 4-Trisphosphate 5/6 Kinase 1 




Seq. No. 


45533 


Seq. ID 


OJ000121_12. 


0309. C2 


Gene No. 


96318 


Strand 


+ 




Start 


1915 


End 


2355 




Name 


OJ000121 12.0309.C2.o2.gp 


Method 


AAT/GAP 




Start 


1915 


End 


2355 




GI 


6024955 


Score 


784 




Exons 


1915. .2355 









46898 



OcC], NO . 


HDDoo 


Seq. ID 


OJ000121_12.0309.C2 


bene no . 




Strand 




Start 


2399 


End 


3422 


Name 


OJ000121 12.0309.C2.ol.tm 


Method 


TBLASTX: Maize 


OldXC 


90? 


End 


3414 


bl 


none 


Score 


71 


U 1 r\ c* 


9D?6 90R? 9D£R 91 M 90fiQ 


.2164, 2085.. 2198, 2242.. 2373, 




994Q 9 c i49 99^0 940^ 9^07 

ZZ4 7 . • Z J4Z/ ZZ JU . . Z4U jZ. □ U / . 


.2638, 2532.. 2633, 2536.. 2634, 




9£97 9ftfl£ 9£ft4 9ft0£ ?1fl? 
ZDZ / . . ZOUO, ZDo*i . . Z0UD/ JlO J . 


.3344, 3183. .3413, 3184. .3414 


Seq. No. 


45533 


Seq. ID 


OJ000121_12.0309.C2 


Gene No. 


96319 ' 


Strand 


_ 


Of a r f 

O Lai t 


Z 


End 


3422 


Name 


0 1000191 19 n^OQ P9 r>i? rrr^ 


Method 


AAT/GAP 


Of a 
O Ldl L 


0-3QQ ~~ 
Z O .7 5 


End 


3311 




?7 R Qfi4 9 


Score 


1027 


Hi AUI lO 


9?QQ 9R00 "^1 fifi ??1 1 






Seq. No. 


45533 


Seq. ID 


n,Tnoni9i 19 o?oq r9 


Gene No. 


96319 


Strand 






Zj^J 


End 


3422 


Name 


n~roooi9i 19 o?oq P9 <^i +-c 

UUUUUlZl iZ . UJUy .LZ.U1.L5 


Method 


TBLASTX: Soybean 


OtdlL 


9 7 1/4 
Z / 1 4 


End 


3422 


P T 


none 


Score 


80 


Exons 


9714 9fi0£ 9791 • 9ff01 ?1fi? 
Z/±fi..Z0U0, Z / Zl . . ZoUl, jlO J. 


.3422 




oeq . no . 


HDD OH 


Seq. ID 


OJ000121_12.0309.C6 


Gene No. 


96320 


Strand 




Start 


742 


End 


1762 


Name 


OJ000121 12.0309.C6.ol.tm 


Method 


TBLASTX: Maize 


DLdlL 


203 


End 


1762 




none 


Score 


175 


Exons 


203. .403, 213. .416, 233. .403, 


243. .407 


, 805. .921, 807. .917, 




815. .928, 815. .919, 1634. .1759, 1639.. 


1761, 1640. .1762 


oeq . iNO . 


45534 


Seq. ID 


OJ000121_12.0309.C6 


Gene No. 


96320 


Strand 


+ 


Start 


742 


End 


1762 


LM CUUC 


OJ000121 12.0309.C6.ol.tc 


Method 


TBLASTX: Cress 




266 


End 


1762 




none 


Score 


126 




266. .346, 267. .347, 330. .488, 


344 .. 400 


, 805. .921, 816. .917, 




1639. .1761, 1640. . 1762 






oeq. no. 


45534 


Seq. ID 


OJ000121_12.0309.C6 




96320 


Strand 


+ 


Start 


742 


End 


1762 


Name 


OJ000121 12.0309. C6.ol.gp 


Method 


AAT/GAP 


oLdi L 


742 


End 


1212 


P T 


uC-osflm202113a05bl 


Score 


808 


Exons 


742. .1212 






GI Descrip. 


1 3128218 7.0e-12 (AC004077) putative endl3 protein [Arabidoj 




thaliana] 1 






Seq. No. 


45535 


Seq. ID 


OJ000121_12.0309.C9 


Gene No. 


96321 


Strand 




Start 


1776 


End 


1997 



46899 



Name OJ000121JL2 . 0309 . C9 . ol . gp Method AAT/GAP 

Start 1776 End 1997 

GI LIB3477-003-P1-K1-E9 Score 154 

Exons 1776.. 1800, 1913... 1997 

GI Descrip. 1 24 9858 6/sp | Q40638 I MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 45536 

Gene No. 96322 

Start 1483 

Name OJ000121_12 . 0309 .C13 . ol . ts 

Start 592 

GI none 

Exons 592... 657, 593.. 661, 594.. 668, 



OJ000121_12.0309.C13 
1734 

TBLASTX: Soybean 
1734 
107 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1423. .1590, 1460. .1588, 



1476. .1616, 1478. .1591, 1672. .1734, 1683. .1733 



Seq. No. 45536 

Gene No. 96322 

Start 1483 

Name OJ000121_12 . 0309 . C13 . ol . tm 

Start 593 

GI none 

Exons 593.. 661, 594.. 668, 1476. 

1683. .1733, 1684. .1734 



Seq. ID OJ000121_12.0309.C13 



Strand 
End 

Method 
End 
Score 
,1589, 1476. 



1734 

TBLASTX: Maize 

1734 

99 

,1586, 1478. .1588, 



Seq. No. 45536 

Gene No. 96322 

Start 1483 

Name OJ000121_12 . 0309 . C13 . ol . gp 

Start 1483 

GI 50029_1.R1084 

Exons 1483.. 1586, 1684.. 1734 

GI Descrip. '3128218 1.0e-09 (AC004077) 
thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000121_12.0309.C13 

1734 
AAT/GAP 
1734 
216 



putative endl3 protein [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45537 Seq. ID OJ000121_12 . 0309 . C14 

96323 Strand 

356 End 1036 

OJ000121_12.0309.C14 .ol.gp Method AAT/GAP 

356 End 1036 

50029_1.R1084 Score 758 

356.. 423, 533.. 727, 869.. 1036 

, 3128218 1.0e-09 (AC004077) putative endl3 protein [Arabidopsis 
thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45537 

96324' 

2886 

OJ000121_12. 

2871 

none 

2871. .3038, 
3051. .3086, 
3157. .3195, 
3288. .3404, 
3792. .3839, 



0309.C14 .ol.tm 



2915. 
3084. 
3158. 
3642. 
3797. 



.3040, 2925. 

,3152, 3084. 

,3202, 3279. 

,3716, 3643, 

.3838, 4623. 



Seq. ID OJ000121_12.0309.C14 
Strand 

End 5423 

Method TBLASTX: Maize 

End 4687 

Score 123 

.3035, 2938. .3036, 3050. .3094, 
.3158, 3088. .3159, 3155. .3190, 
.3392, 3281. .3385, 3286. .3393, 
.3717, 3644. .3718, 3679. .3723, 
.4679, 4625. .4687, 4626. .4685 



46900 



Seq. No. 45537 

Gene No. 96324 

Start 2886 

Name . OJ000121_12 . 0309 . C14 . o2 . gp v 

Start 2886 

GI 3898_1.R1084 

Exons 2886.. 3194, 3286.. 3383, 3642. 
5335. .5423 

GI Descrip. * 5381319/gb | AAD42941 . 1 | AF091621_1 5 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3715, 



OJ000121 12.0309.C14 



5423 
AAT/GAP 
5423 
1205 

3795..3836, 4626. 



Oe-81 (AF091621) 



,4684, 



ubiquitin-conjugating enzyme E2 [Catharanthus roseus] 



Seq. No. 45537 

Gene No. 96324 

Start 2886 

Name OJ000121_12 . 0309 . C14 . ol . tw 

Start 3068 

GI none 
.Exons 



Seq. ID OJ000121_12.0309.C14 
Strand 
End 

Method 
End 
Score 



5423 

TBLASTX: Wheat 

5417 

50 



3068. .3118, 3072. .3113, 3157. .3195, 3158. .3202, 3264. .3392, 

3281. .3385, 3286. .3408, 3642. .3716, 3644. .3718, 3644. .3688, 

3646. .3717, 3787. .3837, 3792. .3839, 4623. .4679, 4630. .4707, 

4631. .4708, 5331. .5414, 5333. .5416, 5334. .5417 



Seq. No. 
Gene No-. 
Start ■ 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45537 
96324 
2886 

OJ000121_12.0309.C14 .ol. tc 

3155 

none 

3155.. 3202, 3157.. 3195, 327-9. 
3642. .3716, 3678. .3716, 3787. 
5333. .5422, 5334. .5423 

45537 
96324 
2886 

OJ000121_12.0309.C14 .ol.ts 

3157 

none 

3157. .3198, 3161. .3199, 3279. 
3642. .3716, 3644. .3718, 3644. 
4623. .4667 



Seq. ID OJ000121_12:0309.C14 
Strand 

End 5423 

Method TBLASTX : Cress 

End 5423 

Score '. • 51 

.3392, 3281.. 3466, 3641.. 3688, 
.3837, 3792.. 3839, 4623.. 4679, 



Seq. ID OJ000121_12.0309.C14 
Strand 

End 5423 

Method TBLASTX : Soybean 

End . 4667 

Score 55 

.3410, 3284. .3385, 3285. .3410, 
.3688, 3789.-3839, 3792.. 3839, 



Seq. No. 45538 Seq. ID 

Gene No. 96325 Strand 

Start 4 652 End 

Name OJ000121_12 . 0309 . C15 . ol . gp Method 

.Start 4 652 End 

GI LIB3434-040-P1-K1-B11 Score 

Exons 4652.. 4848 

GI Descrip. 1 4996647/dbj | AB028133. 1 | AB028133 5.0e-09 Oryza sativa mRNA for 
Dof zinc finger protein, complete cds ' 



OJ000121_12.0309.C15 
+ 

4848 
AAT/GAP 
4848 
358 



Seq. No. 45539 Seq. ID 

Gene No. ' 96326 Strand 

Start 930 End 

Name OJ000121_12 . 0309 . C16 . ol . gp Method 



OJ000121_12.0309.C16 

1733 
AAT/GAP 



46901 



Start 930 End 1733 

GI jC-osleLIB3474037h04al Score 1363 

Exons 930.. 1436, 1539.. 1733 

GI Descrip. . 1 3746067 6.0e-22 (AC005311) hypothetical protein [Arabidopsis 
thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45539 
96326 
930 

OJ000121_12.0309.C16.ol.tm 

1262 

none 



Seq. ID OJ000121_12.0309.C16 
Strand 

End 1733 

Method TBLASTX: Maize 

End 1610 

Score 147 



1262. .1438, 1265. .1432, 1266. .1436, 1273. .1437, 1538. .1606, 
1538. .1609, 1542. .1610 



Seq. No. 45539 

Gene No. 96326 

Start 930 

Name OJ000121_12 . 0309 . C16 . ol . tc 

Start 1328 

GI none 
Exons 



Seq. ID OJ000121_12.0309.C16 
Strand 

End 1733 

Method TBLASTX: Cress 

End 1609 

Score 77 



1328. .1435, 1334. .1429, 1341. .1436, 1530. .1595, 1541. .1609 



X:SSf 


Seq. No. 




Gene No. 




Start 




Name 




Start 




GI 




Exons 


\J 






Seq. No. 




Gene No. 




Start 


z ~ 

VaF 


Name 




Start 


%zh 


GI 




Exons 


: J 


Seq. No. 




Gene No. 




Start 




Name 




Start 




GI 




Exons 



45540 
96330 
267 

OJ000121_12.0309.C21.ol.tm 

210 

none 



Seq. ID OJ000121_12.0309.C21 
Strand 

End 738 

Method TBLASTX: Maize 

End 484 

Score 117 



210. .353, 211. .351, 213. .353, 397. .480, 398. .484, 399. .482 



45540 
96330 
267 - 

OJ000121_12.0309.C21.ol.gp 

267 

none 

267. .738 

45541 
96331 
295 

OJ000121_12.0309.C23.ol.tm 

295 

none 



Seq. ID OJ000121_12.0309.C21 

Strand 

End 738 

Method AAT/GAP 

End 738 

Score 920 



Seq. ID OJ000121_12.0309.C23 
Strand 

End 742 

Method TBLASTX: Maize 

End 742 

Score 36 



295. .312, 296. .346, 303. .329, 415. .579, 421. .579, 423.-587, 
700. .741, 701. .742 



Seq. No. 45542 

Gene No. 96332 

Start 572 

Name OJ000121_12 . 0309 . C24 . ol . tm 
Start • 572 

GI none 

Exons 572.. 796, 591.. 794, 592.. 795 



Seq. ID OJ000121_12.0309.C24 
Strand 

End 796 

Method TBLASTX: Maize 

End 7 96 

Score 293 



Seq. No. 



45543 



Seq. ID OJ000121 12.0309.C25 



46902 




Gene No. 


96333 




Strand 




Start 


123 




End 


4 95 


Name 


OJ000121 12 0309 C25 ol 


tm 


Mpt hod 


TBLASTX • Maizp 


Start 


123 ~~ 




End 


495 


GI 


none 




Score 


193 


Exons 


123. .383, 127. .414, 127. 


. 408, 


388 . . 489, 


412 .. 495 


Seq. No. 


45544 




Seq. ID 


OJ000121_12.0309.C29 


Gene No. 


96334 




Strand 


+ 


Start 


1 




End 


919 


Name 


OJ000121 12.0309.C29.ol. 




Method 


AAT/GAP 


Start 


1 ~ 




End 


919 


GI 


none 




Score 


1567 


Rxons 

1_ -*Hk \*S 1 1U 


1 738. 837 919 








Seq. No. 


45544 




Seq. ID 


OJ000121_12.0309.C29 


Gene No . 


96335 




Strand 


+ 


Start 


1049 




End 


2254 


Name 


OJ000121 12.0309.C29.o2. 


gp 


Method 


AAT/GAP 


Start 


1049 




End 


2254 


GI 


30412 1 R1084 




Score 


1503 


Rxon s 


1049 _ 1225. 1308 1382, 


1482 . 


.1754, 1943. .2254 


Ql Dps rri d 


1 4753658/emb 1 CAB41934 li 


1 . Oe^ 


-107 (AL049751) putative protein 




[muJj-LUUUijx j Liiux ±aiia j 








Seq. No. 


45544 




Seq. ID 


OJ000121_12.0309.C29 


Gene No . 


96336 




Strand 




Start 


2349 




End 


2911 


Name 


OJ000121 12.0309.C29.o3. 


gp 


Method 


AAT/GAP 


Start 


2349 




End 


2911 


GI 


37430 1 R1084 




Score 


1083 


Exons 


2349 _ 2911 








GI Descrip. 


1 4753658/emb 1 CAB41934 11 


3 . 0e- 


-13 (AL049751) putative protein 




f Arab i dot} s i thalianal 1 








Seq. No. 


45544 




Seq. ID 


OJ000121_12.0309.C29 


Gene No. 


96337 




Strand 




Start 


3573- 




End 


3730 


Name 


OJ000121 12.0309.C29.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


729 ~~ 




End 


1191 


GI 


none 




Score 


38 


Exons 


729 803. 827 949. 833 


. 952, 


835. . 951, 


' 1043. . 1186, 1054 . .119: 




1054 1176. 1067 1186. 


1068 . 


.1190 




Seq. No. 


45544 




Seq. ID 


OJ000121_12.0309.C29 


Gene No. 


96337 




Strand 




Start 


3573 




End 


3730 


Name 


OJ000121 12.0309.C29.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


835 




End 


1586 


GI 


none 




Score 


148 


Exons 


835. .951, 836. .952, 1024 


..1185, 1055. .1186, 1482. .1586 



Seq. No. 45544 Seq. ID OJ000121_12 . 0309 . C29 

Gene No. 96337 Strand 

Start 3573 End 3730 

Name OJ000121_12 . 0309 . C2 9 . o3 . tm Method TBLASTX : Maize 

Start 1314 End 1673 



46903 



MI 



■2;— 



bl 


none 






Score 


85 


Exons 


X .5X4 . . 14 XZ , 


1 "3QC 

X 3X4 . . X30 3 , 


1 a n 1 
X4 / X . 


.1659, 1475.. 1672, 1482.. 1673 


Seq. No. 


45544 






Seq. ID 


OJ000121_12.0309.C29 


Gene No. 


96337 






Strand 




Of -1 4- 

otart 


c: 7 0 






End 


3730 


Name 


UJ UUU XZ X 1 Z . 


ujuy . bz y . 0 x 


. t C 


Method 


TBLASTX: Cress 


0 tart 


XO DO 






End 


2074 


bX 


none 






Score 


195 


Exons 


J.JOJ . . 1 / jj, 


lODD. . X / 3 4 , 


X 3 1 U . 


.1755, 1940.. 2074 


beq. no. 


A R C A A 

4 D 0 4 41 






Seq. ID 


OJ000121_12.0309.C29 


Gene No. 


96337 






Strand 




Start 


3573 






End 


3730 


Name 


UJ UUUXZX lz . 


uju y . bz y . ox 


. t S 


Method 


TBLASTX: Soybean 


otart 


X D / X 






End 


2251 


bX 


none 






Score 


106 


Exons 


XD/X. . X / 3 4 , 


x yz 4 . . z x u 0 , 


x y 4 u . 


.2113, 1940. .2104, 2096. .2251, 




Z U !70 . . Z Z 4 X 










beq. 1NO . 


/I c c yi 
4 3 344 






Seq. ID 


OJ000121_12.0309.C29 


Gene No . 


yboo / 






Strand 




Start 


3573 






End 


3730 


Name 


OJ000121_12. 


0309.C29.ol, 


. tm 


Method 


TBLASTX: Maize 


G+- -1 v 4- 

0 tar t 


X O / 4 






End 


2403 


bX 


none 






Score 


114 


Exons 


lb /4 . . X /34 , 


ITCH 

xb/y. .x/ou, 


xyz4 . 


.2127, 1938. .2129, 1940. .2128, 




xy4z . . ZXoU, 


ZXZo. . ZZDO 1 


z xz y . 


.2251, 2140. .2262, 2354. .2392, 




^jjj, . ZhUZ , 


Z Job . . Z4 Uj 








Seq. No. 


A C C A A 

4 304 4 






Seq. ID 


OJ000121_12.0309.C29 


Gene No . 


96337 






Strand 




Start 


3573 






End 


3730 


Name 


OJ000121 12. 


0309.C29.o4 . 


• gp 


Method 


AAT/GAP 


C 4- -, v- 4- 

btart 


3573 






End 


3730 


bX 


4970 1.R1084 






Score 


256 


Exons 


3573. .3730 










GI Descrip. 


M928472/gb|AAD33602.1|AF133302 1 2.0e- 


-69 ^(AF133302) type 2 




peroxiredo'xin [Brassica 


rapa 


subsp. pekinensis] ' 


Seq. No. 


45545 






Seq. ID 


OJ000121_12.0309.C30 


Gene No. 


96338 






Strand 




Of -i>»f 

otart 


195 






End 


615 


Name 


OJ000121 12. 


0309.C30.ol. 




Method 


AAT/GAP 


C 4 1 v- 4- 

otart 


195 






End 


615 


bX 


none 






Score 


814 


Exons 


195. .615 










Seq. No. 


45545 






Seq. ID 


OJ000121_12.0309.C30 


Gene No. 


96339 






Strand 




Start 


874 






End 


1336 


Name 


OJ000121 12. 


0309.C30.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


40 






End 


1312 


GI 


none 






Score 


58 


Exons 


40. .141, 69. 


.149, 1152.. 


1307, 


1154. . 1312 


Seq. No. 


45545 






Seq. ID 


OJ000121_12.0309.C30 



46904 




Gene No. 


96339 






Strand 






otart 


on a 
o /4 






T7> y-. J 

Lna 


1 Job 




Name 


UJUUUlz 1 


1/ . uouy . O JU 


. ol . tm 


Metnoa 


l biiAb ia : Mai ze 




Start : 


DO 






hna 


1 O "3 £ 

lo JO 






none 






Score 


1 1 0. 




Exons 


DO. . 1 4 O , 


Q 1 A Q 7 0 


1 /l Q 

. . 1 4 y , 


110Z. . IjU // 


1134. . IjjD, 1104, 


1 O 1 o 

. . 1 JlZ 


o e q . LN O . 


4 J Jl J 






oeq . 1 U 






Gene No. 


96339 






Strand 






Start 


874 






End 


1336 




Name 


OJ000121 


_12.0309.C30 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


90 






End 


1318 




GI 


none 






Score 


150 




Exons 


90. .149, 


1152. .1316,. 


, 1154. . 


1318 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45545 Seq. ID OJ000121_12 . 0309 . C30 

96339 - Strand 

8.74 End 1336 

OJ000121_12 . 0309 . C30 . o2 . gp Method AAT/GAP 

874 ' End • 1329 

LIB3474-004-P1-K1-C6 Score 912 

874. .1329 

'4928472/gb|AAD33602.1|AF133302_l 1.0e-16 (AF133302) type 2 
peroxiredoxin [Brassica rapa subsp. pekinensis] 1 



45546 
96340 
593 

OJ000121_12.0309.C34 .ol.gp 
593 

39232_1.R1084 

593. .709, 1848. .1977, 3146. 



Seq. ID 
■ Strand 
End 

Method 
)• End 

Score 
.3271 

1 3738302 5.0e-31 (AC005309) tubby-like protein [Arabidopsis 
thaliana] >gi_4249398 (AC006072) putative tubby protein 
[Arabidopsis thaliana] ? 



OJ000121_12.0309.C34 
+ 

3271 
AAT/GAP 
3271 
644 



Seq. No. 45546 
Gene No. 96341 
Start 3460 

Name OJ00012 1_12 . 0309 . C34 . ol . tm 

Start 610 
GI none 

Exons 610.. 705, 613.. 708, 615.. 710, 

1851. .1994, 1852. .1977, 3132. 
3566. .3724 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1826 



OJ000121 12.0309.C34 



4033 

TBLASTX: Maize 
3724 
150 

1978, 1834. .1986, 



,3719, 3144.. 3719, 3257.. 3724, 



Seq. No. 45546 

Gene No. 96341 :,, 

Start 3460 

Name OJ00012 1_12 . 0309 . C34 . o2 . tc 

Start 613 

GI none 
Exons 



Seq. ID OJ000121_12.0309.C34 
Strand 
End 

Method 
End 
Score 



4033 

TBLASTX: Cress 

3413 

124 



613. .705, 615. .704, 1826. .1978, 1855. .1977, 1857. .1994, 
3131. .3193, 3144. .3413, 3150. .3209, 3257. .3364 



Seq. No, 
Gene No. 



45546 
96341 



Seq. ID OJ000121_12.0309.C34 
Strand 



46905 



Start 
Name 
Start 
GI 

Exons 



3460 

OJ000121_12.0309.C34 .ol.tw 

1897 

none 

1897. .1977, 1898. .1978, 3131, 
3257. .3361, 3428. .3472 



End 

Method 

End 

Score 



4033 

TBLASTX: Wheat 

3485 

90 



.3199, 3141. .3203, 3144. .3485, 



Seq. No. 45546 

Gene No. 96341 

Start 3460 

Name OJ000121_12 . 0309 . C34 . ol . ts 

Start 3258 

GI none 

Exons 3258.-3353, 3414.. 3707, 3434, 

Seq. No. 45546 

Gene No. 96341 

Start 34 60 

Name OJ00012i_i2 . 0309 . C34 . ol . tc 

Start 3426 

GI none 

Exons 3426.. 3704, 3426.. 3680, 3575.. 3703 



Seq. ID OJ000121_12.0309.C34 
Strand 

End 4033 

Method TBLASTX : Soybean 

End 3707 

Score 96 
.3520, 3441.. 3707 

Seq. ID OJ000121_12.0309.C34 
Strand 

End 4033 

Method .TBLASTX : Cress 

End 3704 

Score 419 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45546 Seq. ID OJ000121_12 . 0309 . C34 

96341 Strand 

3460 End 4033 

OJ000121_12.0309.C34.o2.gp Method AAT/GAP 

3460 End 4033 

41439_1.R1084 Score 1140 

3460. .4033 

' 4 309738/gb | AAD15508 | 1.0e-25 (AC006439) putative tubby protein 
[Arabidopsis thaliana] ? 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45546 Seq. ID 

96341 Strand 

34 60 End 
OJ000121_12. 0309.C34 .o2.tw Method 

3543 End 

none Score 

3543.. 3722, 3578.. 3703 



OJ000121_12.0309.C34 
4033 

TBLASTX: Wheat 

3722 

183 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 



45546 
96342 
7516 

OJ000121_12, 
7516 
none 
7516, 
7554 , 
7575. 
7700. 
7774 . 
7785, 
7958. 



.7671, 
.7676, 
.7676, 
.7765, 
.7875, 
.7907, 
.8011, 



0309.C34.o2.tm 



7517. .7633, 7548, 

7561. .7671, 7568, 

7577,. 7678, 7690. 

7763.. 7801, 7767. 

7775. .7903, 7779. 

7922.. 8011, 7953. 

8050.. 8175, 8084. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7676, 7551 
.7636, 7569 
.7758, 7694 
.7856, 7768 
.7883, 7782 
.8042, 7953 
.8191, 8087 



OJ000121 12.0309.C34 



8191 

TBLASTX: Maize 
8191 
85 • 

7676, 7553.. 7672, 

7673, 7569.. 7682, 

7780, 7695. .7739, 

7881, 7768.. 7890, 

7883, 7784. .7882, 

8012, 7956.. 8060, 

8170, 8092. .8184 



Seq. No. 
Gene No. 



45547 
96343 



Seq. ID OJ000121_12.0309.C36 
Strand + 



•46906 



Start 
Name 
Start 
GI . - 
Exons 

GI Descrip. 



6719 End 7603 

OJ000121_12.0309.C36.ol.gp Method . AAT/GAP 

6719 . End 7434 

uC-osroM202035f06bl Score 848 
6719.. 6873, 7058.. 7246, 7323.. 7434 

'3201625 1.0e-34 (AC004669) hypothetical protein [Arabidopsis 
thaliana] 1 



Seq. No. 45547 

Gene No. 96343 

Start 6719 

Name OJ000121_12 . 0309 . C36 . ol . ts 

Start 7058 

GI none 
Exons 



Seq. ID OJ000121_12.0309.C36 

Strand + 

End 7 603 

Method TBLASTX : Soybean 

End 7591 

Score 181 



7058. .7246, 7135. .7251, 7135. .7245, 7157. .7246, 7321. .7482, 
7323..'7484, 7332. .7487, 7480. .7524, 7482 .. 7580, . 7484 .. 7591 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45547 ;.- 
96343 ' 
6719 , 

OJ000121_12.0309.C36.ol.tc 

7345 

none 



Seq. ID OJ000121_12.0309.C36 

Strand + 

End 7603 

Method TBLASTX : Cress 

End 7603 

Score 105 



7345. .7545, 7352. .7564, 7352. .7603, 7353. .7589 



45548 
96344 
286 

OJ000121_12.0309.C37.ol. tm 

261 
none 

261. .449, 292. .450, 638. .691 



Seq. ID OJ000121_12.0309.C37 

Strand + 

End 710 

Method TBLASTX : Mai ze 

End 691 

Score 226 



Seq. ID OJ000121_12.0309.C37 
Strand + 

710 

AAT/GAP 
710 
820 



45548 
96344 
286 

OJ000121_12.0309.C37.ol.gp 
286 

10346_1.R1084 
286. .710 

•3128218 2.0e-48 (AC004077) putative endl3 protein [Arabidopsis 
thaliana] 1 



End 

Method 

End 

Score 



Seq. No. 45549 

Gene No. 96345 

Start 46 

Name OJ000121_12 . 0309 . C42 . ol . tm 
Start '46 

GI none 
Exons 



Seq. ID OJ000121_12.0309.C42 
Strand 

End 2049 

Method TBLASTX : Mai ze 

End 2045 

Score 108 



46. .147, 49. .147, 357. .422, 361. .423, 365. .424, 365. .424, 
427. .489, 428. .484, 430. .486, 592. .696, 593. .703, 593. .703, 
594. .716, 616. .708, 709. .885, 728. .871, 1532. .1663, 1539. .1664, 
1539. .1664, 1540. .1671, 1540. .1671, 1754. .1777, 1757. .1777, 
1886. .2044, 1887. .2045 



Seq. No. 
Gene No. 



45549 
96345 



Seq. ID OJ000121_12. 0309.C42 
Strand 



46907 




Start 


46 


End 


2049 




Name 


OJ000121 12.0309.C42.ol.ts 


Method 


TBLASTX: Soybean 




Start 


767 


End 


2045 




GI 


none 


Score 


149 




Exons 


767. .871, 787. .885, 1529 1654 , 1539 . 


.1664, 1540. .1671, 






1 C7 O 1 TOO 1 "7 £ *7 1 1 OOO 

Id/a. .1/tJZ, l/o/. , x I I I f loiZ . 


.1959, It 


386. .2038, 1887. .2045 


Seq. No. 


4 oo ^ y 


Seq. ID 


OJ000121_12.0309. 


C42 


Gene No. 


y bo4 o 


Strand 






O 4- ~i -*~ +- 

btsrt 


4 b 


End 


2049 




Name 


OJ000121 12.0309.C42.ol.tc 


Method 


TBLASTX: Cress 




Start 


1537 


End 


2045 




GI 


none 


Score 


110 




Exons 


±00/..±b/l, 10jy , , J.D00, 1 / ou . . 


.1777, 1887. .2045, 1901. .1987 


Seq. No. 


A C C A Q 

4i o o 4 y 


Seq. ID 


OJ000121_12.0309. 


C42 


Gene No. 


q £ O A C 

y t> J 4 o 


Strand 






otart 


/I c 


hna 


zU4 y 




Name 


OJ000121 12.0309.C42.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1845 


End 


2049 




GI 


none 


Score 


279 




Exons 


la4o..zU4o, loob..zU44, loyi.. 


.2049 






Seq. No. 


a c c c n 
4 00 OU 


Seq. ID 


OJ000121 12.0309. 


C43 


Gene No. 


ybo4b 


Strand 






Start 


bo 


End 


850 




Name 


OJ000121 12.0309.C43.ol.gp 


Method 


AAT/GAP 




otart 


65 


End 


850 




bl 


none 


Score 


803 




Exons 


c c iio yi/n ocn 
b0..il^, 44U..OOU 








Seq. No. 


A C C c n 
4 0 00 U 


Seq. ID 


OJ000121_12.0309. 


C43 


Gene No. 


y b j4 b 


Strand 






otart 


bO 


End 


850 




Name 


vjjuuuizi 1 z . uju y . b4 0 . 01 . tin 


Method 


TBLASTX: Maize 




Start 


458 


End 


718 




bl 


none 


Score 


349 




Exons 


458. .718, 458. .514, 484'.. 714 








beq. no. 


45551 


Seq. ID 


OJ000221_10.0313. 


CI 




96347 ■ 


Strand 








1 


End 


.1575 




Name 


OJ000221 10.0313.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1575 




bi 


7486341 


Score 


656 




Exons 


1. .1575 








GI Descrip. 


hypothetical protein F28P10.40 - Arabidopsis thaliana 






gi | '4 67 82 95 lembl CAB4 108 6 . 1 1 (AL04 9655) 


putative ^protein 






[Arabidopsis thaliana] 








Seq. No. 


45551 


Seq. ID 


OJ000221_10.0313. 


CI 


Gene No. 


96347 


Strand 






Start 


1 


End 


<1575 




Name ■ 


OJ000221 10. 0313. Cl.ol.gs' 


Method 


GENSCAN 




Start 


7 


End 


1454 




GI 


none 


Score 


.48 




Exons 


7. .1454 









46908 



Seq. No. 45551 

Gene No. 96347 

Start 1 

Name OJ000221_10 . 0313 . CI . ol . tc 

Start 9 

GI none 
Exons 



Seq. ID OJ000221_10.0313.C1 
Strand 
End 

Method 
End 
Score 



1575 

TBLASTX: Cress 

1232 

85 



9. .311, 51. .164, 57. .410, 60. .407, 141. .515, 153. .569, 153. .353, 
249. .458, 270. .620, 375. .578, 474. .620, 546. .620, 621. .929, 
678. .1025, 753. .980, 792. .1028, 894. .1232, 975. .1190, 1092. .1232 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45551 
96347 
1 

OJ000221_10.0313.Cl.ol.ts 
18 

none 



Seq. ID OJ000221_10.0313.C1 
Strand 

1575 

TBLASTX : Soybean 
1271 
75 



End 

Method 
End 
Score 

18. .323, 19. .210, 21. .650, 51. .620, 52. .303, 58.. 201, 81. .536, 
153. .530, 165. .521, 186. .620, 225. .353, 234 . . 353, 306 . . 455 , 
312. .536, 621. .1226, 621. .908, 622. .882, 678. .1055, 687. .803, 
696. .872, 1008. . 1271 



Seq. No. 45551 

Gene No. ■ 96347 

Start 1 

Name OJ000221_10 . 0313 . CI . ol . tm 

Start 27 

GI none 
Exons 



Seq. ID OJ000221_10.0313.C1 
Strand 
End 

Method 
End 
Score 



1575 

TBLASTX: Maize 

1142 

408 



27. .203, 60. .281, 135. .296, 267. .509, 309. .617, 345. .515, 
447. .932, 447. .932, 580. .933, 969. .1142 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45552 
96348 
4360 

OJ000221_10.0313.C2.o2.gs 
4360 
none 

4360. .4670, 4751. .5213 • 

45552 
96348 
4360 

OJ000221_10.0313.C2.o2.np 
4366 
7489554 

4366. ,4655, 4751. .5210 
probable ribosomal protein 
gi| 1841357 |dbj |BAA127 98.1| 
protein Sll (nuclear encoded) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000221_10.0313.C2 
+ 

5213 
GENSCAN 
5213 
.82 



OJ000221_ 
+ 

5213 
AAT/NAP 
5210 • 
889 



10. 0313. C2 



Sll, mitochondrial - rice 
(D85382) mitochondrial ribosomal 



Seq. No. 45552 
Gene No. ■ 96349 

Start 859 

Name OJ000221_10 . 0313 . C2 . ol . np 

Start 859 

GI 2895945 
Exons 



Seq. ID OJ000221_10.0313.C2 
Strand 

End 3862 

Method AAT/NAP 

End 3748 

Score 306 



859. .925, 1086. .1150, 1239. .1319, 1410. .1546, 2070. .2525, 



46909 



2610. .2728, 2804. .2891, 3479. .3598, 3701. .3748 
GI Descrip. (AF045888) putative DNA cytosine methyltransf erase DNMT2 [Homo 
sapiens] 





ocq. NO. 


A C C C 0 






Seq. ID 


OJ000221_10.0313.C2 




Gene No. 


96349 






Strand 






Start 


859 






End 


3862 




Name 


n mnn9 9 i in 


.0313 


.C2.o2.tm 


Method 


TBLASTX: Maize 




Of a 


P. £ 9 ~~ 






End 


2721 






none 






Score 


88 




Exons 


p £ o no /i p 


62.. 927, 1055.. 1153, 1077.. 


1163, 1083.. 1151, 






. . 1104/ 


1 997 


1 O-Dyt lOOO 
. , UjI, X^jO . 


.1300, 1239. .1307, 1439.. 1534 






1 A A~\ 1 c: "3 ' 


x oz o 


. . i / JO, J.OJJ . 


.1743, 1635. .1757, 1876. .1962 






i Qn'3 9 m i 




9n^9 1 Qfil 


.2047, 2377. .2463, 2397. .2462 






2402. .2485, 


Z 4 U J 


9/171 9/^n 
. . Z 4 / X , Z 4 OU . 


.2528, 2464. .2526, 2601. .2720 






2623. .2721, 


9 £/1 1 


9"79 1 








beq . NO . 


A C C C O 






Seq. ID 


OJ000221_10.0313.C2 




^jene no . 


y coy y 






Strand 








QCQ 






End 


3862 




Name 


mnn 9 9i in 

vJJ UUUZZ 1 1U 


m i ^ 


. UZ . Ol . gS 


Method 


GENSCAN 




Of vf 

btart 








End 


3862 






none 






Score 


.67 


1 _J 


Exons 


1239. . 1394, 


1 A "5 P 


. . HOD, IdjD. 


.1731, 1821.. 2031, 2403.. 2525, 


sx 




3488. .3598, 


3701, 


. .3862 






i ! § 


beq. NO. 


4 3 ooz 






Seq. ID 


OJ000221_10.0313.C2 


i y 


Gene No . 








Strand 






o car t. 


o d y 






End 


3862 




Name 


r» inn n 9 9 1 in 
UJ UUUZZ X XU 


n ^ 1 1 

• UjI j i 


r*9 ^ 9 +- rt 


Method 


TBLASTX: Cress 




otari. 


9 £ ^ 9 






End 


3743 




GI 


none 






Score 


65 




Exons 


2632. .2730, 


2637. 


..2735, 2641. 


.2730, 2800.. 2898, 2802.. 2900, 


£: 




O /I p p O CQO 


3701. 


,.3742, 3702. 


.3743. 






o e cj . no. 


H D D 0 Z 






Seq. tD 


OJ000221_10.0313.C2 




bene no . 


7DJJU 






Strand- 






Cf a y-f- 


/ion's 






End 


5322 




Name 


n Tnnn99 1 in 




C 9 rt 1 +- rt 
. CZ . OX . LC 


Method 


TBLASTX: Cress 




Start 


4803 






End 


5201 




GI 


none 






Score 


235 






ft O U J . . 0 1 fl fl , 


4982, 


..5110, 5163. 


.5201 






O rt rt- KT /-v 

becj . no . 


y| c C C O 






Seq. ID 


OJ000221_10.0313.C2 




bene no . 


Q £ "3 t: n 






Strand 






ol a r l 








End 


5322 




Name 


UJUuUZZx 1U 


.0313. 


,C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


4835 






End 


5322 




GI 


none 






Score 


253 




Exons 


4835. .5179, 


4837. 


.4992, 4839. 


.5213, 4904.. 5209, 5218.. 5322 




Seq. No. 


45552 






Seq. ID 


OJ000221_10.0313.C2 




Gene No. 


96350 






Strand 






Start 


4803 






End 


5322 




Name 


OJ000221 10, 


.0313. 


C2.ol.ts 


Method 


TBLASTX: Soybean 




Start 


4839 






End 


5224 




GI 


none 






Score 


330 



46910 



LiAUllo 


48*39 so^ 


4845 




4 Q04 

*i _/ \J H • 


• *J H 








Seq. No. - 


45552 








Seq. ID 


OJ000221 


_10.0313 


.C2 


Gene No. 


96350 








Strand 








OLai L 


4803 








End 


5322 






Name 




. 0313 


P? nl 




Method 


TBLASTX : 


Wheat 




Of a -r -j- 


4 QQ1 _ 

1 .7 .7 X 








End 


5201 






\j x 


none 








Score 


94 






F 1 von ^ 


4991 5170 


4 994 


. .5194 / 


■ 4995. 


.5201, 5073.. 5201 






Seq. No. 


45553 








Seq. ID 


OJ000221 


_10.0313 


.C3 


Gene No . 


96351 








Strand 


+ 






O UCli- v. 


415 








End 


1443 






Name 


OJ000221 10, 


.0313 




gs 


Method 


GENSCAN 








415 








End 


1443 






o x 


none 








Score 


.79 








415. .485, 1296..: 


14 43 












Qprr No 


45554 








Seq. ID 


OJ000221 


10 . 0313 


. C4 


Gene No. 


96352 








Strand 


+ 






Start 


1419 








End 


2071 






Name 


OJ000221 10. 


,0313 


.C4 .ol. 


gs 


Method 


GENSCAN 






Start 


1419 








End 


1937 






GI 


none 








Score 


. 94 






Exons 


1419. .1584, 


1590 


. .1762, 


1887. 


.1937 









Seq. No. 45554 Seq. ID OJ000221 10. 0313. C4 

Gene No. 96352 
Start 1419 

Name OJ000221_10 . 0313 . C4 . ol . np 

Start 1419 
GI 7489630 

Exons 1419. .1584, 1683. .1762, 1887. 

GI Descrip. probable cytochrome -c oxidase 

rice mitochondrion gi | 184 1355 | dbj | BAA127 97 . 1 | 
cytochrome c oxidase subunit Vb precursor [Oryza sativa] 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2071 

(EC 1.9.3.1) Vb 



OJ000221_ 
+ 

2071 
AAT/NAP 
2071 
411 



chain precursor 
(D85381) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



45554 Seq. ID OJ000221_10 . 0313 . C4 

96352 Strand + 

1419 End 2071 

OJ000221_10.0313.C4 .ol.gp Method AAT/GAP 

1550 End 1955 

15151_1.R1084 Score 276 

1550. .1584, 1683. .1762, 1887. .1955 

T 1420932/ gb | U 6 1 3 8 3 | ORU 61383 7.0e-21 Oryza rufipogpn 

4-coumarate-CoA ligase gene, intron 1, partial sequence 1 



Seq. No. 45555 Seq. ID 

Gene No. 96353 Strand 

Start 914 End 

Name OJ000221_10 . 0313 . C5 . ol . gs Method 

Start 914 End 

GI none Score 

Exons 914. .1107, 2047. .2092 



OJ000221_10.0313.C5 

2092 
GENSCAN 
2092 
.75 



Seq. No. 
Gene No. 



45556 
96354 



Seq. ID OJ000221_10.0313.C6 
Strand + 



46911 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



758 

AAT/GAP 
685 
1023 



OJ000221_10.0313.C6.ol.gp 
1 

15151_1.R1084 
1..87, 234. .685 

, 1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA ligase gene, intron 1, partial sequence 1 



45556 Seq. ID 

96354 Strand 
1 End 
OJ000221_10.0313.C6.ol .np Method 
1 End 
7489630 Score 
1..91, 237. .295 

probable cytochrome-c oxidase (EC 1.9.3.1) Vb chain precursor 
rice mitochondrion gi | 184 1355 | dbj | BAA12797 . 1 | (D85381) 
cytochrome c oxidase subunit Vb precursor [Oryza sativa] 



OJ000221_10.0313.C6 
+ 

758 

AAT/NAP 

295 

245 





Seq. No. 


45556 


Seq. ID 


OJ000221_10.0313.C6 




bene lno . 


96354 


Strand 


4- 






1 


End 


/Do 




Name 


OJ000221 10.0313.C6.ol.gs 


Method 


C* TP "M c? C Zi M 




o car u 


370 


End 


/ JO 


w 


C T 


none 


Score 


£,0 




Exons 


370. .619, 738. .758 






f ~; 


Seq. No. 


45556 


Seq. ID 


OJ000221_10.0313.C6 


3 i \ 


Gene No. 


96355 


Strand 


+ 


i ^ 


Q+- a r*-t- 


2045 


End 


3724 


\.t~ 


Name 


OJ000221 10.0313.C6.o2.gp 


Method 


AAT/GAP 




Of -i vf 


2045 


End 


3724 


3; 


GI 


21017 1.R1084 


Score 


2651 




Exons 


2045. .3724 






~ : '4 


GI Descrip. 


' 6006355/dbj | AP000559 . 1 | AP000559 2.0e- 


22 Oryza sativa genomic 






DNA, chromosome 6, clone : P04 93C11 1 






Seq. No. 


4-5556 


Seq. ID 


OJ000221_10.0313.C6 




Gene No. 


96356 


Strand 


+ 




Start 


5230 


End 


7213 




Name 


OJ000221 10.0313.C6.o3.gs 


Method 


GENSCAN 




Start 


5230 


End 


7213 




GI 


none 


Score 


.91 




Exons 


5230. .5362, 6731. .6826, 6864. 


.7213 






Seq. No. 


45556 


Seq. ID 


OJ000221__10.0313.C6 




• Gene No. 


96357 . 


Strand 






Start 


1812 


End 


4988 




Name 


OJ000221 10.0313.C6.o2.gs 


Method 


GENSCAN 




Start 


1812 


End 


4988 




GI 


none 


Score 


.71 




Exons 


1812. .1911, 2117. .2576, 2612. 


.2846, 4530. .4724, 4806. .4834, 






4904. .4988 








Seq. No. 


45556 


Seq. ID 


OJ000221_10.0313.C6 




Gene No. 


96358 


Strand 






Start 


8999 


End 


9345 



46912 





Name 


OJ000221_10.0313.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


6 


End 


C A 1 

541 




GI 


none 


Score 


155 




Exons 


f ft O T ft ft oi 1 nnt O 0 1 

6. .92, 7. .90, 211. .306, 22/.. 


o a £ ~i n c 
2bb, o0o. 


O/IT O m O /I O OftT 

. 34 /, 30 / . . 34o , 30 / . 






yiio /i ft i tti /inn 

363. .413, Jdj. .401, 3//. .409, 


A ft Ci A O O 

4 Uo . . 4 jo 


A ft O /IOC /I ft ft /I /I /l 

, 4Uo..4ob, 409. .444 






/I 1 /I A d A y1"3T Add A A CL COC 

4,1 4 . . 4 b 4 , 4 o / . . 4 o 0 , 44b. . O^b, 


A A "7 CO! 


, 4Do..ojy, 4/y..o4i 




Seq. No. 


45556 


Seq. ID 


OJ000221_10.0313.C6 




Gene No. 


96358 


Strand 






Start 


o 999 


bna 


934 b 




Name 


OJ000221 10 . 0 31 3 . Co . o4 . gs 


Method 


GENSCAN 




Start 


O fl ft ft 

8999 


End 


ft O /i c 

934 b 




GI 


none 


Score 


o a 
. O 0 




Exons 


O ft ft ft ft 1 C 1 QOi 1 ft ^ /I C 

o999..91ol, 9211. ,934b 








Seq. No. 


A a C C H 


Seq. ID 


OJ000221__10.0313.C9 




Gene No. 


96359 


Strand 


+ 




Start 


4225 


End 


7165 




Name 


OJ000221 10.0313.C9.ol.np 


Method 


AAT/NAP 




Start 


4225 


End 


7165 




GI 


5042463 


Score 


128 




Exons 


4225. .4403, 5066 .. 5240, 5292 . 


.5374, 7142. .7165 




GI Descrip. 


(AC007789) unknown protein [Oryza sativa] 


X-SP 

vJ 


Seq. No. 


45557 


Seq. ID 


OJ000221_10.0313.C9 




Gene No . 


96360 


Strand 


+ 




Start 


12347 


End 


14650 




Name 


OJ000221 10.0313.C9.ol.gp 


Method 


AAT/GAP 




Start 


12224 


End 


14353 


I . j 

*i 


GI 


41091 2.R1084 


Score 


1738 


Va? 


Exons 


12224. .12422, 13605.. 14353 






s i_J 


GI Descrip. 


l 1621268/emb|CAB02653| 1.0e-86 (Z81012) unknown [Ricinus 






communis] ' 






f := jj 


Seq. No. 


45557 


Seq. ID 


OJ000221_10.0313.C9 


'"4 


Gene No. 


96360 


Strand 


+ 




Start 


12347 


End 


14650 


w 


Name 


OJ000221 10.0313.C9.o3.gs 


Method 


GENSCAN 




Start 


12347 


End 


14650 




GI 


none 


Score 


.97 


fh 


Exons 


12347. .12422, 13605. .14650 








Seq. No. 


45557 


Seq. ID 


OJ000221_10.0313.C9 




Gene No . 


96360 


Strand 


+ 




Start 


12347 


End 


14650 




Name 


OJ000221 10.0313.C9.o3.np 


Method 


AAT/NAP 




Start 


13539 


End 


14623 




GI 


7488898 


Score 


1262 




Exons 


13539. .14623 








GI Descrip. 


hypothetical protein - castor 


bean gi | 


1621268 |emb|CAB02653 






(Z81012) unknown " [Ricinus communis] 






Seq. No. 


45557 


Seq. .ID 


OJ000221_10.0313.C9 




Gene No. 


96361 


Strand 


+ 




Start 


18521 


End 


20750 




Name 


OJ000221 10.0313.C9.o2.gp 


Method 


AAT/GAP 




Start 


18402 


End 


20264 



46913 



GI 30676_1.R1084 Score 863 

Exons 18402. .18523, 18 634 .. 18703, 19212 .. 19268 , 19357 .. 19474 , 

20053. .20142, 20218.. 20264 
GI Descrip. 1 250728 1/sp I P4 1917 | RAN2_ARATH 5.0e-55 GTP-BINDING NUCLEAR 

PROTEIN RAN- 2 >gi_l 6687 06_emb_CAA 6604 8_ (X97380) atran2 

[Arabidopsis thaliana] 1 



.Seq. No. 45557 Seq. ID 

Gene No. 96361 Strand 

Start 18521 End 

Name OJ00022 1_10 . 0313 . C9 . o5 . gs Method 

Start 18521 End 

GI none Score 

Exons 18521. .18523, 18 634 18703, 19212 

20053. .20142, 20218 .. 20397, 20483 



OJ000221_ 
+ 

20750 
GENSCAN 
20720 
.97 

19268, 19357. 
20560, 20651. 



10. 0313. C9 



.19474, 
.20720 



Seq. No. 45557 
Gene No. 96361' 
Start 18521 

Name OJ000221_10 . 0313 . C9 . o4 . np 

Start 18631 
GI 2149051 

Exons 18631. . 18703, 19212 .. 19268 , 

20218. .20397, 20483 .. 20560, 
GI Descrip. (U73810) small Ras-like GTP-binding protein 

thaliana] 



Seq. ID 
Strand 
End 

Method 

End 

Score 
19357. .19474, 
20651. .20717 



OJ000221_10.0313.C9 
+ 

20750 
AAT/NAP 
20717 
968 

20053. .20142, 



[Arabidopsis 



Seq. No. 45557 Seq. ID 

Gene No. 96361 Strand 

Start 18521 End 

Name OJ000221_10 . 0313 . C9 . o3 . gp Method 

Start 20483 End 

GI 58_1.R1084 Score 

Exons 20483. .20560, 20651.. 20750 

GI Descrip. f 5360230/dbj | BAA81911 . 1 1 1.0e-115 (AB015287) Ran [Oryza sativa] 



OJ000221_10.0313.C9 
+ 

20750 
AAT/GAP 
20750 
311 



Seq. No. - 45557 Seq. ID 

Gene No'. 96362 Strand 

Start 568 9 End 

Name OJ000221_10 . 0313 . C9 . o2 . np Method 

Start 5689 End . 

GI 7106514 Score 

Exons 5689.. 5831, 7870.. 7899 

GI Descrip. (AP001278) hypothetical protein [Oryza sativa] 



OJ000221_10.0313.C9 

7899 
AAT/NAP 
7899 
82 



Seq. No. 45557 Seq. ID 

Gene No. 96363 Strand 

Start 16758 End 

Name OJ000221_10 . 0313 . C9 . o4 . tm Method 

Start 7 97 * End 

GI none Score 
Exons 



OJ000221_10.0313.C9 
17826 

TBLASTX: Maize 

927 

185 



797. .925, 798. .926, 799. .927, 799. .927 



Seq. No. 
Gene No. 
Start 
Name 



45557 
96363 
16758 
OJ000221 



10.0313.C9.o5.tm 



Seq. ID 

Strand 

End 

Method 



OJ000221_10.0313.C9 
17826 

TBLASTX: Maize 



46914 




Start 


1300 






End 


1487 




GI 


none 






Score 


154 




Exons 


1300. . 


1482, 1317. .1487, 1333. .1482 






Seq. No. 


45557 






Seq. ID 


OJ000221_10.0313 


.C9 


Gene No. 


96363 






Strand 






C< 4- -V -v. 4- 

btart 


16758 






End 


17826 




Name 


OJ000221 10.0313. C9 


. o3. tm 


Method 


TBLASTX: Maize 




Start 


1633 






End 


1813 




GI 


none 






Score 


212 




Exons 


1633. . 


1812, 1634. .1813, 1653. .1811, 1655. .1813 




Seq. No. 


45557 






Seq. ID 


OJ000221_10.0313 


. C9 


Gene No. 


96363 






Strand 






Start 


16758 






End 


17826 




Name 


OJ000221 10. 0313. C9 


. ol . tm 


Method 


TBLASTX : Maize 




Start 


13588 






End 


14883 




GI 


none 






Score 


473 




Exons 


13588. 


.13887, 13604 


. .13909, 


13877. .14104, 13891. .14103, 






14009. 


.14107, 14098 


. .14214, 


14108. .14644, 14113. .14622, 






14764. 


.14883 










Seq. No. 


45557 






Seq. ID 


OJ000221_10.0313 


.C9 


Gene No. 


96363 






Strand 






Start 


16758 






End 


17826 




Name 


OJ000221 10. 0313. C9 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


13597 






End 


13903 




GI 


none 






Score 


63 




Exons 


13597. 


.13650, 13604, 


i o f a a 
. . 1 J oo4 , 


13630. .13902, 13640. .13903 




Seq. No. 


45557 






Seq. ID 


OJ000221_10.0313 


. C9 


Gene No. 


96363 






Strand 






Start 


16758 






End 


17826 




Name 


OJ000221 10. 0313. C9, 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


13600 






End 


14626 




GI 


none 






Score 


73 




Exons 


13600. 


.13638, 13604, 


i o r r n 

. . 13669, 


13631. .13912, .13639. .13911, 






13912. 


.14526, 13913, 


. .14527, 


14551. .14616, 14567. .14626 




Seq. No. 


45557 






Seq. ID 


OJ000221_10.0313 


.C9 


Gene No . 


96363 






Strand 






Start 


16758 






. End 


17826 




Name 


OJ000221 10. 0313. C9. 


.o2 . tw 


Method 


TBLASTX: Wheat 




Start 


13871 






End 


14143 




GI 


none 






Score 


212 




Exons 


13871. 


.14113, 13873. 


. .14112, 


14075. .14143 




Seq. No. 


45557 






Seq. ID 


OJ000221_10.0313, 


.C9 


Gene No. 


96363 






Strand 






Start 


16758 






End 


17826 




Name 


OJ000221 10. 0313. C9, 


.ol. tc 


Method . 


TBLASTX: Cress 




Start 


13903 






End 


14593 




GI 


none 






Score 


807 




Exons 


13903. 


.14565, 13904. 


, .14566, 


14570. .14593 ' 




Seq. No. 


45557 






Seq. ID 


OJ000221_10.0313. 


,C9 


Gene No. 


96363 






Strand 







46915 




Start 


16758 








End 


1 /oZo 




Name 


OJ000221 10. 0313. C9. 


. o4 . gs 


Method 


GENSCAN 




Start 


16758 








End 


1 H O O C 

1 /oZo 




GI 


none 








Score 






Exons 


16758. 


.17314, 


17790. 


1 "7 Q O d 
, . 1 / O Z O 








Seq. No. 


. 45557 








Seq. ID 


OJ000221 


1U . U ol o 


Gene No . 


96364 








Strand 






Start 


18449 








End 


20729 




Name 


OJ000221 10. 0313. C9. 


ol . tw 


Method 


TBLASTX: 


TVJVi rt — > 4- 

w ne at 


Start 


18449 








End 


20729 




GI 


none 








Score 


39 




Exons 


18449. 


.18544, 


18633. 


.18686, 


18634. .18687, 18634 


. .18696, 




19183. 


. 19245, 


19211. 


.19267, 


19212. .19259, 19352 


. .19435, 




19359. 


. 19472, 


19362. 


1 Q A H ^ 


19427. .19474, 20052 


o n i a i 
. . ZU14 1 , 




20053. 


.20142, 


20053. 


. ZU14Z, 


20054. .20143, 20054 


om /it 
. . Z U 1 4 o , 




20212. 


.20397, 


20214. 


. zu jy o, 


20215. .20397, 20216 


o m Q Q 
. . Z Uj y o , 




20216. 


.20401, 


20483. 


. ZUDbU , 


■20484. .20561, 20652 


o m o q 
. . z u / z y , 




20653. 


.20721 












Seq. No. 


45557 








Seq. ID 


OJ000221 


_1U . Uolo 


Gene No. 


96364 








Strand 






Start 


18449 








End 


20729 




Name 


OJ000221 10. 0313. C9. 


rt O 4- , 

oZ . tm 


Method 


TBLASTX : 


Mai ze 


Start 


. 18633 








End 


20561 




GI 


none 








Score 


84 




Exons 


18633. 


.18686, 


18634. 


. 18 DO / , 


18634. .18705, 19183 


1 Q O /I 

. . i y z 4 d f 




19211. 


.19267, 


19352. 


. i y4 3D , 


19359. .19472, 19362 


. . i y 4 / d , 




19427. 


.19474, 


20052. 


. ZU 114 , 


20053. .20127, 20053 


o n i /i o 
. . ZU14Z, 




20054. 


.20143, 


20212. 


. zujy / , 


20214. .20396, 20215 


. . zuoy / , 




20216. 


.20398, 


20483. 


. ZUDOU, 


20484. .20561 




Seq. No. 


45557 








Seq. ID 


OJ000221 


1 n mi o 
1U . U jIj 


Gene No . 


96364 








Strand 






Start 


18449 








End 


20729 




Name 


OJ000221 10. 0313. C9. 


o2 . ts 


Method 


TBLASTX: 


Soybean 


Start 


18633 








End 


20561 




GI 


none 








Score 


91 




Exons 


18633. 


.18686, 


18634. 


i q « q n 
. 1 o bo / , 


18643. .18708, 19183 


. . i y z 4 o , 




19210. 


.19266, 


19211. 


. i yz o / , 


19352. .19435, 19359 


. . i y 4 /z , 




19367. 


. 19474, 


20052. 


. ZUlZb, 


20053. .20151, 20053 


. . ZU1 OO, 




20054. 


.20152, 


20213. 


. zu jyy , 


20215. .20397, 20216 


. . ZU4 U4 , 




20483. 


.20560, 


20484. 


. ZUo bl 








Seq. No. 


45557 








Seq. ID 


OJ000221 


1 n noi o 


c* rt v-i rt vr rt 

Gene No . 


96364 








Strand 






Start 


18449 








End 


20729 




Name 


OJ000221 10. 0313. C9. 


o2.tc 


Method 


TBLASTX : < 


Cress 


Start 


19410 . 








End . 


20561 




bl 


none 








Score 


124 




Exons 


19410. 


.19472, 


19410. 


.19475, 


19427. .19474, 20046 


. .20141, 




20053. 


.20142, 


20054 . 


.20143, 


20208. .20381, 20212 


. .20382, 




20214. 


.20381, 


20215. 


.20397, 


20216. .20398, 20483 


. .20560, 




20484. 


.20561 












Seq. No. 


45558 








Seq. ID 


OJ000221 


_10.0313 


Gene No. 


96365 








Strand 







46916 



Start 
Name 
Start 
GI 

Exons 



1689 End 2347 

OJ000221_10 . 0313 . CIO . ol . gs Method GEN SCAN 

1689 End 2249 

none Score . . 98 
1689. .2249 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45558 Seq.. ID OJ000221_10 . 0313 . CIO 

96365 Strand 

1689 End 2347 

OJ000221_10.0313-C10.ol.np Method AAT/NAP 

1698 End 2347 

7486630 Score 68 

1698. .1884, 2155. .2347 

hypothetical protein F8B4.140 - Arabidopsis thaliana 
gi|4049346|emb|CAA22571.1| (AL034567) putative protein 
[Arabidopsis thaliana] gi | 7270148 | emb | CAB79961 . 1 | (AL161581) 
putative protein [Arabidopsis thaliana] 



Seq. No. *. 45559 

Gene No. 96366 

Start 1245 

Name OJ00022 1_10 . 0313 . Cll . ol . np 

Start 1245 

GI .... 7459171 

Exons * 1245.. 1338, 2675.. 2870 
GI Descrip. 



Seq. ID OJ000221_10. 0313. Cll 

Strand + 

End 6278 

Method AAT/NAP 

End 2870 

Score 80 



hypothetical protein T6H20.80 - Arabidopsis thaliana 
gi|5541670|emb|CAB51176.1| (AL096859) putative protein 
[Arabidopsis thaliana] 



Seq. No. 


45559 






Seq. ID 


OJ000221_ 


10, 


.0313 


.Cll 


Gene No. 


96366 






Strand 


+ 








Start 


1245 






End 


6278 








Name 


OJ000221 10 


.0313, 


.Cll.o2.np 


Method 


AAT/NAP 








Start 


2631 






End 


6278 








GI 


4966352 






Score 


188 








Exons 


2631. .2785, 


3909. 


..3985, 4111. 


.4384, 6235. .6278 








GI Descrip. 


(AC006341) 


>F309. 


.11 [Arabidopsis thaliana] 








Seq. No. 


45559 






Seq. ID 


OJ000221 


10, 


.0313, 


.Cll 


Gene No. 


96366 






Strand 


+ 








Start 


1245 






End 


6278 








Name 


OJ000221 10 


.0313. 


.Cll.o2.gs 


Method 


GENSCAN 








Start 


2660 






End 


2873 








GI 


none 






Score 


.91 








Exons 


2660. .2737, 


2742. 


, .2873 












Seq. No. 


45559 






Seq. ID 


OJ000221_ 


10. 


,0313. 


.Cll 


Gene No. 


96367 






Strand 


+ 








Start . 


6858 






End 


7392 








Name 


OJ000221 10 


.0313. 


. Cll . o3 . gs 


Method 


GENSCAN 








Start 


6858 






End 


7392 








GI 


none 






Score 


.74 








Exons 


6858. .7392 
















Seq. No; 


45559 






Seq. ID 


OJ000221_ 


10. 


,0313. 


Cll 


Gene No. 


96368 






Strand 










Start 


33 






End 


712 









46917 



Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 

GI Descrip. 



Method GENSCAN 
End 712 
Score .92 



OJ000221_10.0313.Cll.ol.gs 
33 

none 

33. .221, 317. .712 

45559 
96369 
4 625 

OJ000221_10.0313.Cll.o3.np 
4625 
7248394 
4625. .4761, 6546. .6747 

(AP001389) ESTs C97394 (C60113 ) , AU075824 (R0165 ) , D38 985 (R0165 ) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyproteiri with a reverse transcriptase domain 

(AC006446) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000221_10.0313.C11 

6747 
AAT/NAP 
6747 
36 





oeq. no. 




Seq. ID 


OJ000221JL0, 


.0313 


. CI 1 




Gene No. 


96369 


Strand 










Start 


4625 


End 


6747 








Name 


OJ000221 10.0313.Cll.ol.gp 


Method 


AAT/GAP 








btart 


4733 


End 


4958 










. 2312838 


Score 


80 








Exons 


4733. .4754, 4897. .4958 










f s. 


GI Descrip. 


1420932/gb|U61383|ORU61383 7 


.Oe-21 Oryza rufipogon 






f'll 




4-coumarate-CoA ligase gene, 


intron. 1, 


partial sequence 




f =| 


Seq. No. 


45560 


Seq. ID 


OJ000221_10. 


.0313 


.C12 


w 


Gene No. 


96370 


Strand 


+ 






w 


otart 


113 


End 


2951 








Name 


OJ000221 10.0313.C12.ol.gs 


Method 


GENSCAN 








b tart 


113 


End 


2951 








GI 


none 


Score 


.6 








Exons 


113. .507, 2330. .2395, 2880.. 


2951 








1 jl 


Seq. No. 


45560 


Seq. ID 


OJ000221_10. 


.0313 


.C12 




Gene No. 


96371 


Strand 










Start 


331 


End 


2659 








Name 


OJ000221 10.0313.C12.ol.np 


Method 


AAT/NAP 








Start 


331 


End 


2659 








GI 


6721516 


Score 


601 








Exons 


331. .389, 1715. .2047, 2419.. 


2659 










GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 








Seq. No. 


45560 


Seq. ID 


OJ000221_10. 


0313 


,C12 




Gene No. 


96371 


Strand 










Start 


331 


End 


2659 • 








Name 


OJ000221 10.0313.C12.o2.np 


Method 


AAT/NAP 








Start 


1458 


End 


2659 








GI 


6721516 


Score 


603 








Exons 


1458. .1499, 1715. .2047, 2419 


. .2659 










GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 








Seq. No. 


45561 


Seq. ID 


OJ000221_10. 


0313, 


.C13 




Gene No. 


96372 


Strand 


+ 








Start 


638 


End 


1237 







46918 




Name 


OJ000221_10 .0313.C13.ol, 


.gs 


Method 


GEN SCAN 


Start 


638 




End 


1237 


GI 


none 




Score 


c 0 
. DO 


Exons 


638. . /1U, 810..1237 








Seq. No. 


45561 




Seq. ID 


OJ OQvZZ 1 




jDj / J 




•Strand 


^_ 


Start 


11772 




End 


14624 


Name 


OJ000221 10.0313.C13.o3. 


.np . 


Method 


AAT/NAP 


Start 


11763 




End 


12098 


GI 


6721516 




Score 


153 


Exons 


11763. .12098 








GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 



Seq. No. 45561 

Gene No. 96373 

Start 11772 

Name OJ000221_10 . 0313 . C13 . o3 . gs 

Start 11772 

GI none 
Exons 



Seq. ID OJ000221_10.0313.C13 

Strand + 

End 14624 

Method GENSCAN 

End 14624 

Score .76 



11772. .11849, 11891. .12115, 134 54 .. 13532 , 14152. .14624 



Seq. No. 45561 

P Gene No.' 96374 

V3 Start 2134 

f;l Name OJ000221_10 . 0313 . C13 . o2 . gs 

fy Start 2134 

z r Z GI none 

^ Exons 



Seq. ID OJ000221_10.0313.C13 



Strand 
End 

Method 

End 

Score 



11369 
GENSCAN 
11369 
.49 



2134. .2491, 2592. .2978, 3048. .3346, 3511. .3560, 3611. .3699, 

3758. .3840, 4194. .4305, 4380. .4478, 5857. .6059, 6088. .6199, 

6302.. 6554, 6656. .6959, 7068.. 7305, 8028.. 8169, 9311.. 9571, 

9626.. 9809, 9959.. 10288, 10724 .. 10870, 10902.. 11369 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



45561 
96374 
2134 

OJ000221_10.0313.C13.ol.np 

5207 ' 

4416302 



Seq. ID OJ000221 10.0313.C13 



Strand 
End 

Method 

End 

Score 



11369 
AAT/NAP 
10813 
1876 



5207. .5770, 6492. .6826, 6980. .7463, 8488. .8613, 9206. .10813 
(AF105716) copia-type pol polyprotein [Zea mays] 



45561 Seq. ID 

96374 Strand 
2134 End 
OJ000221_10 . 0313 . C13 . o2 . np Method 
10884 End 
4416301 Score 
10884. . 11057 

(AF105716) gag protein [Zea mays] 

45561 Seq. ID 

96375 Strand 
.12073 End , 
OJ000221_10.0313.C13.ol. tm Method 
5154 End 
none Score 



OJ000221_10.0313.C13 

11369 
AAT/NAP 
11057 
77 



OJ000221_10.0313.C13 
13959 

TBLASTX: Maize 

9235 

77 



46919 






Exons 


5154 . . 5312 , 


5188 


coin 

. . 5310, 


5199 


..5756, 5213.. 5758, 8994.. 9233, 






9008 . . 9235 














Seq. No. 


45561 








Seq. ID 


OJ000221_10.0313.C13 




Gene No. 


96375 








Strand. 






Start 


12073 








End 


13959. 




Name 


UJUUUZzl 10 


. 031 J 


Oil _ -i 

. bl.3 . ol 


. t s 


Method 


TBLASTX: Soybean 




Start 


C O C\ 1 

5201 








End 


9235 




bl 


none 








Score 


56 




Exons 


com c a a n 

ozu i . . o4 4 y , 


C O T /I 

52/4 


C A A 1 

. .5441, 


C A O O 

5483 . 


..5734, 5483. .5752, 5490. .5750, 






yU2U . . yZJD i 


y 069 


n o i c 
. . 9215 










Seq. No. 


A a C f 1 

45561 








Seq. ID 


OJ000221_10.0313.C13 




Gene No. 


96375 








Strand 






Start 


12073 








End 


13959 




Name 




.0313 


r* i n « i 
. C13 . Ol 


. tc 


Method 


TBLASTX: Cress 




Start 


c o o o 
5228 








End 


9244 




GI 


none 








Score 


75 




Exons 


5228 . . 5455 , 


5265 


. .5447-, 


5459'. 


.5593, 5597.. 5686, 9023.. 9244, 






90 / 5 . . yzJJ 














Seq. No. 


45561 








Seq. ID 


OJ000221_10.0313.C13 




Gene No. 


96375 








Strand 




"Z 


Start 


i o n *7 o 
120/3 








End . 


13959 


W 


Name 


OJ000221 10 


n o i *3 

. 0313 


. C13 . o5 , 


. tw 


- Method 


TBLASTX: Wheat 


v = 


Start 


5261 








End 


9235 


: 


GI 


none 








Score 


49 




Exons 


5261 . .5449, 


C O "7 O 

5273 


c o n o 

. . 5392 , 


54 68 . 


.5677, 5493.. 5573, 9068.. 9235 


i j 


Seq. No. 


45561 








Seq. ID 


OJ000221_10.0313.C13 


. ^ 

Vsf 


Gene No. 


96375 








Strand 






otart 


IzO /J 








End 


13959 




Name 


OJ000221 10 


. 0313 , 


. C13 . o4 , 


. tm 


Method 


TBLASTX: Maize 


5- 

fi 


Start 


5/60 








End 


6014 




bl 


none 








Score 


233 




Exons 


57 60 . . 6014 , 


5764 . 


. . 6003 








a;* 


beq. No. 


45561 








Seq. ID 


.OJ000221_10.0313.C13 




Gene No. 


96375 








Strand 






Start 


12073 








End 


13959 




Name 




Pi O 1 O 


. Clo . o3 . 


t s 


Method 


TBLASTX: Soybean 




Start 


c o n >i 
582 4 








End 


9350 




bl 


c c n n o n 
5509260 








Score 


199 




Exons 


5824 . . 6003 , 


5824 . 


, . 6003, 


5829 . 


.6014, 5829.. 6014, 9237.. 9350 




bl uescrip. 
















Seq. No. 


45561 








Seq. ID 


OJ000221_10.0313.C13 




Gene No. 


96375 ' 








Strand 






o tar t 


i o m o 
120/3 








End 


13959 * 




Name 


OJ000221 10. 


, 0313 . 


C13 . o2 . 


tw 


Method 


TBLASTX: Wheat 




Start 


5838 








End 


6014 




GI 


none 








Score 


150 




Exons 


5838.'. 6014, 


5839. 


.6003 










Seq. No. 


45561 








Seq. ID 


OJ000221_10.0313.C13 




Gene No. 


96375 








Strand 






Start 


12073 








End 


13959 



46920 



Name 


OJ000221 10.0313.C13.o2.tm 


Method 


TBLASTX: Maize 




Start 


9426 


End 


10225 




GI 


none 


Score 


48 




Exons 


9426.-9524, 9438. .9476, 9537. .10031, 


9577.. 10023, 9635. 


. 10069, 




9.977. .10210, 10008. .10154, 


10152. .10199, 10154.. 10225 




Seq. No. 


45561 


Seq. ID 


OJ000221_10.0313 


.C13 


Gene No. 


96375 


Strand 






b tart 


12073 


End 


13959 




Name 


OJ000221 10.0313.C13.o4 . tw 


Method 


TBLASTX : Wheat 




Start 


9462 


End 


9803 




GI 


none 


Score 


49 




Exons 


9462.. 9551, 9472. .9525, 9573.. 9710, 9573.. 9719, 9726.. 9803 


Seq. No. 


45561 


Seq. ID 


OJ000221_10.0313 


.C13 


Gene No. 


96375 


Strand 






Start 


12073 


End 


13959 




Name 


OJ000221 10;0313.C13.o2.ts 


Method 


TBLASTX : Soybean 




Start 


9585 ' 


End 


10001 




GI 


none 


Score 


44 




Exons 


9585. .10001, 9637. .9789, 9868. .9990 






Seq. No. 


45561 


Seq. ID 


OJ000221_10.0313, 


.C13 


Gene No. 


"96375 


Strand 






Start 


12073 


End 


13959 




Name 


OJ000221 10.0313.C13.ol. tw 


Method 


TBLASTX: Wheat 




Start 


9894 


End 


10460 




GI 


none 


Score 


63 




Exons 


9894. .9971, 9897. .10001, 9898. .9972, : 


10007. .10174, 10009. .10065, 




10214. .10459, 10236. .104 60 








Seq. No. 


45561 


Seq. ID 


OJ000221_10.0313. 


.C13 


Gene No. 


96375 


Strand 






Start 


12073 


End 


13959 




Name 


OJ000221 10.0313.C13.o3.tm 


Method 


TBLASTX: Maize 




Start 


10235 


End 


10622 




GI . 


none 


Score 


91 




Exons 


10235. .10486, 10238 .. 104 98, 


10239. .10502, 10281. .10502, 






10297. .10503, 10491.'. 10622, 


10493. .10621 




Seq. No. 


45561 


Seq. ID 


OJ000221_10.0313. 


,C13 


Gene No. 


96375' 


Strand 






Start 


12073 


End 


13959 




Name 


OJ000221 10.0313.C13.o3.tw 


Method 


TBLASTX: Wheat 




Start 


10535 


End 


10849 




GI 


none 


Score 


95 




Exons 


10535. .10849, 10614.. 10832 








Seq. No. 


45561 


Seq. ID 


OJ000221_10.0313. 


C13 


Gene No. 


96375 


Strand 






Start 


12073 


End 


13959 




Name 


OJ000221 10.0313.C13.o5.tm 


Method 


TBLASTX: Maize 




Start 


10625 


End 


10985 




'GI 


none 


Score 


117 




Exons 


10625. .10864, 10632 .. 10856, 


10891. .10983, 10893. .10985 




Seq. No. 


45561 


Seq. ID 


' OJ000221_10.0313. 


C13 



46921 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



96375 Strand 

12073 End 13959 

OJ000221_10.0313.C13.o4 .np Method AAT/NAP 

12073 End 13959 

6815053 Score 226 

12073. . 12103, 13458. . 13655, 13819. .13959 

(AP001080) hypothetical protein [Oryza sativa] 



Seq. No. 45562 Seq. ID 

Gene No. 96376 Strand 

Start 4199 End 

Name OJ000221_10 . 0313 . C14 . ol . np Method 

Start 4199 End 

GI 6815099 Score 

Exons 4199.. 4306, 5406.. 5504 

GI Descrip. (AP001081) hypothetical protein [Oryza sativa] 



OJ000221_10.0313.C14 
+ 

5504 
AAT/NAP 
5504 
86 



Seq. No. 


45562 


Seq. ID 


OJ000221_10.0313.C14 


Gene No. 


96377-- 


Strand 


+ 


Start 


7986 


End 


8704 


Name 


OJ000221 10.0313.C14.o2.gs 


Method 


GENSCAN 


Start 


7986 


End 


8704 


GI 


none 


Score 


.91 


Exons 


7986. .8054, 8264. .8347, 8402. 


.8704 




Seq. No. 


45563 


Seq. ID 


OJ000221_10.0313:C15 


Gene No. 


96378 


Strand 


+ 


Start 


571 


End 


2398 


Name 


OJ000221 10.0313.C15.ol.np 


Method 


AAT/NAP 


Start 


571 


End 


2398 


GI 


7448217 


Score 


487 


Exons 


571. .707, 903. .1142, 1391. .1766, 1851. 


..2071, 2379. .2398 


GI Descrip. 


5-epi-aristolochene synthase 


- common 


tobacco 




gi|505588|gb|AAA19216.1| (L04680) 5-epi-aristolochene synth; 




[Nicotiana tabacum] 






Seq. No. 


45563 


Seq. ID 


OJ000221_10.0313.C15 


Gene No. 


96378' 


Strand 


+ 


Start 


571 


End 


2398 


Name 


OJ000221 10.0313.C15.ol.tm 


Method 


TBLASTX: Maize 


Start 


1414 


End 


2070 


GI 


none 


Score 


156 


Exons 


1414. .1548, 1414. .1548, 1422. 


.1550, 1446. .1550, 1576. .1680, 



1576. .1629, 1581. .1679, 1684. .1761, 1686. .1754, 1847. .2059, 
184 9. .2070, 1850. .2035, 18 97. .2055 



Seq. No. 45563 Seq. ID 

Gene No. 96378 ' Strand 

Start 571 End 

Name OJ000221_10 . 0313 . C15 . ol . ts Method 

Start 1648 End 

GI none Score 

Exons . 1648.. 1767, 1852.. 2115 



OJ000221_10.0313.C15 
+ 

2398 

TBLASTX : Soybean 

2115 

82 



Seq. No. 
Gene No. 
Start 



45564 
96379 
668 



Seq. ID OJ000221_10.0313.C16 
Strand + 
End 2230 



46922 



Naiue 


/"sTnnnooi in mi's r^i c ^ i 
OJ UUUzz 1_IU . Uolj.Clb.Ol. gs 


Metnoa 






Start 


c a q 
boo 


hna 


o i "3 n 






none 


Score 


Q A 

. o 4 




Exons 




o o ^ n 






beq. wo. 


yi c c /t 
fl D O 


oeq. lu 


UJUUUZZ1 1U . UjI j 


.Lib 


Gene No.-:- 


96379 


Strand 


+ 




Start 


668 


End 


2230 




Name 


OJ000221 10.0313.C16.ol.np 


Method 


AAT/NAP 




btart 


668 


End 


2200 






4733937 


Score 


213 




Exons 


668. .815, 1029. .1277, 1913.. 


2200 






bi uescnp, 


(AF080245) sesquiterpene synthase [Elaeis oleifera] 




Seq. No. 


45564 


Seq. ID 


OJ000221_10.0313, 


.C16 


Gene No. 


96380 


Strand 


+ 






4090 


End 


4928 




Name 


OJ000221 10.0313.C16.o2.gs 


Method 


GENSCAN 




0+- -> v~4- 

otart 


' 4090 


. End 


4928 




C T 
bl 


none 


Score 


.85 




Exons 


4090.. 4166, 4654.. .4693, 4902 


. .4928 






beq. no. 


45564 


Seq. ID 


OJ000221_10.0313. 


, CI O 


Gene No . 


96381 


Strand 






Start 


5970 


End 


6496 




Name 


OJ000221 10.0313.C16.o2.tm 


Method 


TBLASTX: Maize 




b par u 


684 


End 


2185 






none 


Score 


157 




Exons 


684. .815, 684. .800, 736. .810, 1028. .1111, 1028. .1261, 






1029. .1268, 1029. .1262, 1848 


..2057, 1888. .1974,. 1910. .2185, 




1910. .2080 








Seq. No. 


45564 


Seq. ID 


OJ000221_10.0313, 


,C16 


Gene No. 


96381 ■ 


Strand 








5970 


End 


6496 




Name 


OJ000221 10.0313.C16.ol.tw 


Method 


TBLASTX: Wheat 




otart 


1850 


End. 


2200 






none 


Score 


145' 




Exons 


1850.. 2053, 1921. .2046, 2057 


. .2200 






Seq. No. 


45564 


Seq. ID 


OJ000221_10.0313. 


,C16 


Gene No. 


96381 


Strand 






ol art 


5970 


End 


6496 




Name 


OJ000221 10.0313.C16.o3.gs 


Method 


GENSCAN 




otart 


5970 


End 


6437 






none 


Score 


.59 




Exons 


5970. . 6437 








Seq. No. 


45564 


Seq. ID 


OJ000221JL0.0313. 


C16 


Gene No. 


96381 


Strand 






Start 


5970 


End 


6496 




Name 


OJ000221 10.0313.C16.o2.np 


Method 


AAT/NAP 




Start 


5973 


End 


6496 




GI 


7487049 


Score 


382 





Exons 5973.. 6496 

GI Descrip. hypothetical protein T16B24.13 - Arabidopsis thaliana 
gi[ 3402682 | gb|AAC28985. 1| (AC004697) unknown protein 



46923 




[Arabidopsis thaliana] 



Seq. No. 


45564 






Seq. ID 


OJ000221_10.0313.C16 


Gene No. 


96381 






Strand 




Start 


5970 






End 


6496 


Name 


OJ000221_10. 


0313.C16.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


6039 






End 


6494 


GI 


none 






Score 


110 


Exons 


6039. . 6197, 


6048. .6170, 


6048. 


.6308, ,6049. .6309, 6261. .6494 


Seq. No. 


45564 






Seq. ID 


OJ000221_10.0313.C16 


Gene No. 


96381 






Strand 




Start 


5970 






End 


6496 


Name 


OJ000221_10 . 


0313.C16.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


6039 






End 


6488 


GI 


none 






Score 


62 


Exons 


6039. . 6434, 


6039. . 6242, 


6072 . 


.6488, 6124. .6393, 6190. .6474 


Seq. No. 


45564 






■ Seq'. ID 


OJ000221_10.0313.C16 


Gene No. 


96381 






Strand 




Start 


5970 






End 


6496 


Name 


OJ000221_10. 


0313.C16.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


6075 • 






End 


6494 


GI 


none 






Score 


144 


Exons 


6075. . 6317,' 


6078.'. 6407, 


6109. 


.6423, 6285.. 6494, 6288.. 6485, 




6396. . 6494 










Seq. No. 


45565 






Seq. ID 


OJ000221_10.0313.C17 


Gene No. 


96382 






Strand 




Start 


270 






End 


313 


Name 


OJ000221 10. 


0313.C17.ol 


• gs 


Method 


GENSCAN 


Start 


270 






End 


313 


GI 


none 






Score 


.59 


Exons 


270. . 313 










Seq. No. 


45566 






Seq. ID 


OJ000221_10.0313.C20 


Gene No. 


96383 






Strand 




Start 


1 






End 


1274 


Name 


OJ000221 10. 


0313.C20.ol 


• gp 


Method 


AAT/GAP 


Start 


1 






End 


403 


GI 


LIB3434-049- 


P1-K1-F9 




Score 


159 


Exons 


1..91, 365.. 


403 








GI Descrip. 


'5903036/gb|AAD55595. 1 | AC008016 5 1 . Oe 


-36 (AC008016) F6D8 . 5 




[Arabidopsis 


thaliana] 1 








Seq. No. 


45566 






Seq. ID 


OJ000221_10.0313.C20 


Gene No. 


96383 






Strand 




Start 


1 






End 


1274 


Name 


OJ000221 10. 


0313.C20.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End' 


1274 


GI 


5903036 






Score 


75 


Exons 


1..91, 365.. 


407, 1235..: 


1274 







GI Descrip. (AC008016) F6D8 . 5 [Arabidopsis thaliana] 

Seq. No. 45567 Seq. ID OJ00022 1_10.. 0313 . C21 

Gene No. 96384 Strand + 

Start 1101 End 1217 

46924 




Name 


OJ00022l__l0 . 03 13 . C21 . ol . gs 


Method 


GENSCAN 




Start 


1101 


End 


1217 




GI 


none 


Score 


. 66 




Exons 


1101 . . 1217 








Seq. No. 


45568 


Seq. ID 


OJ000121_13 . 0317 . 


, C7 


Gene No. 




Strand 






Start 


1 


End 


645 




Name 


OJ000121_13.0317.C7 .ol.np 


Method 


AAT/NAP 




Start 


1 


End 


645 




GI 


7340860 


Score 


65 




Exons 


T C A C 1 1 f A C 

1 . . 54 , 511 .. 64 5 








GI Descrip. 


(AP001551) EST D24 084 (R1183) 


corresponds to a region of 


the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


45568 


Seq. ID 


OJ000121 13.0317. 


,C7 


Gene No. 


96385 


Strand 






Start 


1 


End 


645 




Name 


OJ000121 13 . 0317 . C7 . ol . gs 


Method"" 


GENSCAN 




Start 


54 3 


End 


616 




GI 


none 


Score 


. 67 




Exons 


54 3. .616 








Seq. No. 


45569 


Seq. ID 


OJ000121_13. 0317 . 


C9 


Gene No. 


96386 


Strand 


+ 




Start 


1 


End 


662 




Name 


OJ000121 13.0317.C9.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


459 




GI 


none 


Score 


505 




Exons 


1 1 A C A 1 A * f- A 

1 . . 125 , 210 . .459 








Seq. No. 


45569 


•Seq. ID 


OJ000121_13.0317. 


C9 


Gene No. 


96386 


Strand 


+ 




Start 


1 


End 


662 




Name 


/A T A A A 1 A 1 1*3 A A 1 "7 A _ "1 

OJ000121__13 . 0317 . C9 . ol . gs 


Method 


GENSCAN 




Start 


56 


End 


662 




GI 


none • 


Score 


.82 ■ 




Exons 


C^* 1 A A1/~ /" /" A 

56 . . 169, 216. . 662 








Seq. No. 


4 bo by 


Seq. ID 


OJ000121_13.0317. 


C9 


Gene No. 


96387 


Strand 


+ 




Start 


4220 


End 


11585 




Name 


OJ000121 13.0317.C9.o2.np 


Method 


AAT/NAP 




Start 


4220 


End 


11585 




GI 


6539241 


Score 


367 




Exons 


4220. .4508, 5291. .5448, 10694 


. .10740, 


11522. .11585 




GI Descrip. 


(AC011765) putative exonuclease [Arabidopsis thaliana] 




Seq. No. 


45569 


Seq. ID 


OJ000121_13.0317. 


C9 


Gene No. 


96388 


Strand 






Of -iyf 

o car l 


1021 


End 


11639 




Name 


OJ000121 13.0317.C9.o2.gs 


Method 


GENSCAN 




Start 


1021 


End 


11639 




GI 


none 


Score 


.7 




Exons 


1021. .2243, 2331. .3356, 3919. 


.4073, 4105. .4195, 4233. .4295, 




4312. .4501, 5932. .6043, 6109. 


.6203, 7337. .7491, 7692. .7743, 




8258. .8410, 8464. .8505, 8742. 


.8921, 9113. .9185, 9473. .9717, 



46925 




11605. .11639 



Seq. No. 


45569 






Seq. ID 


OJ000121_13.0317 


C9 


Gene No. 


96388 






Strand 






Start 


1021 






End 


11639 




Name 


OJ000121 13. 


0317.C9.ol. 


np 


Method 


AAT/NAP 




Start 


1042 






End 


4210 




GI 


7340884 






Score 


859 




Exons 


1042. .2001, 


2110. .2243, 


2331 


..3344, 3941. .4210 




GI Descrip. 


(AP001551) Similar to Antirrhinum majus transposon Tam3 


gen 




transposase . 


(AB013982) 


[Oryza sativa] 






Seq. No. 


45569 






Seq. ID 


OJ000121_13. 0317 . 


C9 


Gene No. 


96388 






Strand 






Start 


1021 






End 


11639 




Name 


OJ000121 13. 


0317.C9.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1114 






End 


1362 




GI 


none 






Score 


108 




Exons 


1114. .1362, 


1142. . 1297 










Seq. No. 


45569 






Seq. ID 


OJ000121_13.0317. 


C9 


Gene No. 


96388 






Strand 






Start 


1021 






End 


11639 




Name 


OJ000121_13 . 


0317.C9.o3. 


tm 


Method, 


TBLASTX: Maize 




Start 


1564 






End 


2091 




GI 


none 






Score 


106 




Exons 


1564 . . 1767, 


1565. . 1753, 


1990 


. .2091 






Seq. No. 


45569 






Seq. ID 


OJ000121JL3.0317. 


C9 


Gene No. 


96388 






Strand 






Start 


1021 






End 


11639 




Name 


OJ000121_13 . 


0317.C9.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2713 






End 


3024 




GI 


none 






Score 


167 




Exons 


2713 . .2958, 


2720. .2947, 


2960 


..3004, 2965.. 3024 




Seq. No. 


45569 . 






Seq. ID 


OJ000121_13.0317. 


C9 


Gene No. 


96388 






Strand 






Start 


1021 






End 


11639 




Name 


OJ000121 13. 


0317.C9.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


4232 






End 


11585 




GI 


none 






Score 


113 




Exons 


4232. .4363, 


4262. .4561, 


4433 


..4510, 5289.-5459, 5290. .5460, 




11519. . 11584 


, 11520. .11582, 11520. .11585 




Seq. No. 


45570 






Seq. ID 


OJ000121_13.0317. 


C10 


Gene No. 


96389 






Strand 


+ 




Start 


1 






End 


4390 




Name 


OJ000121 13. 


0317. C10. ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


1587 




GI 


6539241 






Score 


177 




Exons 


1..30, 671.. 


972, 1353.. 


1587 









GI Descrip. (AC011765) putative exonuclease [Arabidopsis thaliana] 

Seq. ID OJ000121_13. 0317. C10 
Strand + 
End 4390 



Seq. No. 45570 
Gene No. 96389 
Start 1 



46926 






Name 


OJUUUlzl lo . uol / . C1U . ol . gs 


Method 


GENSCAN 




Start 




End 


a 0 fi n 

4 oyu 




GI 


none 


Score 


. Oo 




Exons 


RC/I QTO 1 O c O 1 coo OmQ 


ziuy , 4z / 0 . 


a 0 q n 

, . 4 oyu 




Seq . No . 


45570 


Seq. ID 


OJ000121 13. 0317. C10 




Gene No. 


96389 


Strand 


+ 




bear u 


i 




A *5 Q f\ 

4 jyu 




Name 


UJUUUl<il 1j. UJ1 / .LIU .Ol . cm 


Method 


1 bLAo 1 a : Mai ze 




Start 


1 O A A 

lo4 4 


End 


i c n n 




GI 


none 


Score 


214 




Exons 


11/1/1 1 c;pQ i oci IRQfl 








Seq. No. 


45571 


Seq. ID 


OJ000121_13.0317.C11 




Gene No. 


96390 


Strand 






otart 


/ *3 1 C 

4 olb 


bna 


A c: m 




Name 


UJUUUIzI I J . U ol / . GI I . O^i . gs 


Method 


GENbCAN 




btart 


a o i a 

4 jId . 


bna 


A c m 
4o(J / 




GI 


none 


Score 


0 
. 0 




Exons 


4 0 1 0 . . 4 0 u / 








Seq. No. 


45571 


Seq. ID 


OJ000121_13.0317.C11 




Gene No. 


96391 


Strand 






Start 




j-> _ _i 
End 


Art 

ol Do 




Name 


OJUUUl^l 1 J . U ol / . Cll . 00 . gs 


Method 


GENSCAN 


it s 


Start 


c n c n 

oUoy 


End 


6108 




GI 


none 


Score 


. DO 


i y 


Exons 


o0oy..ol3U, dodo.. 5740, 5984 


. .6108 






Seq. No. 


400 /1 


Seq. ID 


OJ000121 13.0317.C11 




Gene No. 


96392 


Strand 






Start 


7206 


End 


8411 


; a? 


Name 


OJ000121 13.0317.Cll.ol.np 


Method 


AAT/NAP 


5; 

fl 


Start 


7206 


End 


0 /i 1 1 
8411 




GI 


6862923 


Score 


coo 




Exons 


7206. .8411 






a ; =a 


GI Descrip. 


(AC018 907) unknown protein [Arabidopsis 


i tnalianaj 




Seq. No. 


45571 


"Seq. ID 


OJ000121_13.0317.C11 




Gene No . 


96393 


Strand 






Start 


10053 


End 


17386 




Name 


OJ000121 13.0317.Cll.ol.tw 


Method 


TBLASTX: Wheat 




btart 


4269 


End 


13209 




GI 


none 


Score 


68 




Exons 


4269. .4388, 4425. .4499, 7317 


..7394, 7410. .7583, 7593. .7676, 






10107. . 10205, 10218. .10373, 


10395. .10511, 12814. .12909, 






12931. .13104, 13120. .13209 








Seq. No. 


45571 


Seq. ID 


OJ000121_13.0317.C11 




Gene No . 


96393 


Strand 








10053 


End 


17386 




Name 


OJ000121 13.0317.Cll.ol.tm 


Method 


TBLASTX: Maize 




Start 


4272 


End 


13209 




GI 


none 


Score 


73 




Exons 


4272. .4388, 7314. .7577, 7315 


..7569, 7320. .7577, 7593. .7676, 






7621. .7677, 7693. .7866, 7695 


..7871, 790 


8. .8018, 8089. .8328, 






8178. .8315, 10111. .10287, 10125 .. 10385 , 


10401. .10484, 



46927 







104 11 . . 1U4 lb, 1U4 o 0 . . lUb 16 , 


10492. .10599, 10761 10856, 








1 1 rtl /" 1 1 AQC 1 1 1 1 £ 1 1 1 /"ft 

i iui b . . i luyo, iiiio . . liiby , 


12074. .12265, 12091 .. 12264 , 








1 oca/; i n/rni 1 OQOQ 

IZoUb . . 1Z bUl , 1Z bb / . . lzoZo , 


12687. .12830, 1284 1 .. 12924 , 








i OQK 19Q11 1 OQ"?! 1 'SOnO 

izo4 b . . izyn, i^yj / . . ijzuy, 


13008. .13208 






beq. no. 


a c c *7 1 


Seq. ID 


OJ000121_13.0317 


.Cll 




Gene No . 


Q £" "5 Q "3 

yboyo 


Strand 








otart 


IUUjj 


End 


17386 






Name 


nTOOOi9i 1*5 mn n i 4- 0 


Method 


TBLASTX: Soybean 






btart 


A 9 7 9 

4 z / z 


End 


13209 






GI 


none 


Score 


85 






Exons 


4272. .4388, 4389. .4499, 7314 


..7577, 7315. .7569, 7593.-7676, 






7£91 7££^ 7£Q9 7P71 7709 
/ oz ± . . / odd, /oyz . . / O / 1 , / / UZ 


..7863, 7908. .8012, 7948.. 8019, 






10111 1 09 Q*3 1 O 1 9 1 0"3Q c: 
1U111. . lUZy J, 1U1ZO . . IUjOJ; 


10401. .10472, 10401. .10484, 








lOylQt; 10£7*3 10C"*0/1 10£OR 


10761. .10877, 12506. .12601, 








19CC7 19Q9Q 19£01 1 9 Q 9 1 


12841. .12924, 12849. . 12911, 








1 OQ'37 1 "590Q 1*30*39 1 "5 00fi 

±z y j / . . ± ozuy , i jU jz . . ijzuo 










beq . no . 


4 0 0/1 


Seq. ID 


OJ000121JL3.0317. 


. Lll 




Gene No . 


yboyo 


Strand 








Start 


10053 


End 


17386 






Name 


OJ000121_13.0317.Cll.ol.tc 


Method 


TBLASTX: Cress 






otart 


7 9 QQ 

/ z y y 


End 


13209 




i, J: 




none 


Score 


116 




=5. 


. Exons 


/ z y y . . / o / / , /j/o. . /ooy, / o y o 


..7676, 10125. .10385, 10126 


. . 1UZ 


W * 




1U4U1 . . 1U011 , lZo 11 . . izyz4 , 


12841. .12921, 12937. . 13209, 




fy 




1 *3OO0 1 *39 OQ 










Seq. No. 


4 00/1 


Seq. ID 


OJ000121_13.0317 


011 
. Cll 




Gene No. 


96393 


Strand 






i *| 


Start 


10053 


End 


17386 






Name 


PiT000191 1 "5 0*317 PI 1 ^9 +- ^ 
UUUUU1Z1 Ij.UjI / .Lil.OZ. lC 


Method 


TBLASTX: Cress 






Q +- -a y.4- 

otari 


7 CQ9 

/ oyz 


End 


12810 






C T 


none 


Score 


95 






Exons 


7£Q9 7Q71 7 7 1/1 TQ^C tqi i 

/byz. . loll, / / 1 4 . . /obb, / yi / 


..7997, 10515. .10673, 12667 


. .128: 


- ^ 




1 9 £Q Q 1 9 QO Q 

iz by y . . izouy 








V3 


oeq . no . 


>i c c *7 1 
4 00/1 


Seq. ID 


OJ000121_13.0317 


. Cll 




Gene No. 


96393 


Strand 








Start 


10053 


End 


17386 






Name 


r> TO 00191 1*5 0*517 fl 1 ^9 4-t.t 
UJUUU1Z1 Ij.UjI / .Lil.OZ. CW 


Method 


TBLASTX: Wheat 






btart 


7 7 1 *3 
/ / 1 J 


End 


12810 






C T 


none 


Score 


103 






Exons 


7 7 1*3 TQ^C 7T1 /i *7QCC "7 Q *3 0 

/ / lo. . /obo, / / 14 . . /obb, /yJZ 


..8054, 10515. .10679, 10521 


. . 1061 






1 Oci Q 1 ocq/; 1 9 £ £7 19Q10 
IZOlo . .lZOOD, 1ZDD / . .IZoiU, 


12687. .12809 






Seq. No. 


. 45571 


Seq. ID 


OJ000121_13.0317 


.Cll 




Gene No . 


96393 


Strand ■ 








. otan 


1 AOCI 

IUUjj 


End 


17386 






Name 


mnnm 01 1 "3 0*31*7 011 ^ c — _ 

ujuuuizi 1 j . u J 1 / . ci 1 . 00 . gs 


Method 


GENSCAN 






CM i v- +- 

btart 


lUUOJ 


End 


11282 






GI 


none 


Score 


.86 






Exons 


10053. . 11282 










Seq. No. 


45571 


Seq. ID 


OJ000121JL3.0317 


.Cll 




Gene No. 


96393 


Strand 








Start 


10053 


End 


17386 





46928 



a 



Name 


OJ000121 13.0317.Cll.o2.np 


Method 


AAT/NAP 








o tart 


10110 


End 


17386 








GI 


4680501 


Score 


631 








Exons 


10110. .10668, 10726. .11189, 


17359. .17386 








bi uescrip. 


(AF119222) hypothetical protein [Oryza 


sativa] 








Seq. No. 


45571 


Seq. . ID 


OJ000121 


_13. 


0317 


.Cll 


Gene No. 


96393 


Strand 










btart 


10053 


End 


17386 








Name 


UJUUUlZl 1 o . u 0 1 / . LI 1 . o / . gs 


Method 


GENSCAN 








otart 


15784 


End 


17288 








-r 
bl 


none 


Score 


.4 








Exons 


15784. .15798, 16856 .. 17092, 


17118. .17288 








Seq. No. 


45572 


Seq. ID 


OJ000121 


__13. 


0317 


.C12 


Gene No. 


96394 


Strand 


+ 








Of -ivf 

btart 


72 


End 


3108 








Name 


OJ000121 13.0317.C12.ol.gs 


Method 


GENSCAN 








btart 


72 


' End 


3108 








CT 

bl 


none 


Score 


.6 








Exons 


72. .260, 3034. .3108 












Seq. No. 


45572 


Seq. ID 


OJ000121 




Uol / 


. Liz 


bene wo . 


96394 


Strand 


+ 








Start 


72 


End 


3108 








Name 


OJ000121 13.0317.C12.ol.gp 


Method 


AAT/GAP 








CM i v- f- 

btart 


2294 


End 


2815 








bl 


LIB3434-038-P1-K1-F1 


Score 


764 








Exons 


2294. .2815 












GI Descrip. 


'5257255/dbj | AP000364 . 1 | AP000364 0.0e+00 Oryza 


sativa genomic 




DNA, chromosome 8, clone : P0026F07 * 










Seq. No. 


45572 


Seq. ID 


OJ000121 


_13. 


0317 


.C12 


Gene No. 


96395 


Strand 


+ 








bt art 


7283 


End 


9924 








Name 


OJ000121 13.0317.C12.o3.gs 


Method 


GENSCAN 








Of i i^4- 

btart 


7283 


End 


9924 








bl 


none 


Score 


.55 








Exons 


7283.. 7591, 8775.. 9097, 9180 


. .9412, 9602. .9924 








beq . ino . 


45572 


Seq. ID 


OJ000121 


_13. 


0317 


.C12 


Gene No. 


96395 


Strand 


+ 








Start 


7283 


End 


9924 








Name 


OJ000121 13.0317.C12.o3.np 


Method 


AAT/NAP 








otart 


7434 


End 


9906 








r* t 

bl 


4680501 


Score 


246 








Exons 


7434. .7495, 9631. .9906 












GI Descrip. 


(AF119222) hypothetical protein [Oryza 


sativa] 








ofcjq . IN (J • 


45572 


Seq. ID 


OJ000121 


_13. 


0317 


.C12 


Gene No. 


96396 


Strand 


+ 








Start 


12093 


End 


13609 








Name 


OJ000121 13.0317.C12.o4 .gs 


Method 


GENSCAN 








Start 


12093 


End 


13609 








GI 


none 


Score 


.56 








Exons 


12093. . 12171, 12580. .12886, 


12949. . 13071, 13342 


. . 13609 





46929 






Seq. No. 


45572 




- 




Seq. ID 


OJ000121_13.0317.C12 




Gene No. 


96397 








Strand 






Start 


5180 








End 


9921 




Name ■ 


OJ000121_13 


.0317, 


,C12.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


C T A A 

5144 








End 


9891 




GI 


none 








Score 


102 




Exons 


c i a a a a an 
5144 . .34 0/ , 


5zll . 


. .DO 1 Z, 


54 8o . 


.5566, 5493.-5546, 5579. .5755, 






r COO c /- r\r\ 

boo y . . 5byy , 


c o o o 


. . oy i / , 


blUl . 


.6190, 6201.. 6254, 9628.. 9891, 






QQC7 

y ooi . .yob/, 


QC3Q 

y boy . 


QQQT 

. . yo o / 










Seq. No. 


A C C H O 

4 00 11 








Seq. ID 


OJ000121_13.0317.C12 




Gene No. 


96397 








Strand 






Start 


5180 








End 


9921 




Name 


OJUUUlzl lo, 


. vol 1 . 


, ClZ . Ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


5150 








End 


9921 




GI 


none 








Score 


93 




Exons 


5 15U . .54b/ / 


518 / . 


CO-JO 
, .DO I Z, 


54 8 o . 


.5587, 5576.-5794, 5589.. 5696, 






dozz . . 5y l / , 


ybz8 , 


. yyz i , 


- y o jy . 


.9869 






Seq. No. 


45572 








Seq. ID 


OJ000121_13.0317.C12 




Gene No. 


96397 








Strand 






Start 


5180 








End 


9921 




Name 


OJ000121 13, 


. 0il7 . 


Clz . oz 


.gs 


Method 


GENSCAN 




Start 


5180 








End 


6367 . 


x 


GI 


none 








Score 


.54 


ijl 


Exons 


5180 . . 6367 












?! s 


Seq. No. 


>i c c -i o 

4 5572 








Seq. ID 


OJ000121_13.0317.C12 


\.J 


Gene No. 


96397 








Strand 




: s 
« •£ 


Start 


5180 








End 


9921 


i _J 


Name 


OJ000121 13. 


.0317. 


C12.ol 


. np 


Method 


AAT/NAP 


1 Ll 


Start 


5195 








End 


7667 




GI 


4680500 








Score 


532 


3- 


Exons 


5195. .5911, 


7545. 


.7667 










GI Descrip. 


(AF119222) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


45572 








. Seq. ID 


OJ000121_13.0317 .C12 




Gene No. ■ 


96397 








Strand 




W 

*■ as. 


Start 


5180 








End 


9921 




Name 


OJ000121 13, 


,0317. 


C12.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


5198 








End 


9911 




GI 


none 








Score 


101 




Exons 


5198. .5467, 


5211. 


.5378, 


5495. 


.5566, 9631.. 9891, 9639.. 9911 




Seq. No. 


45572 








Seq. ID 


OJ000121_13.0317.C12 




Gene No. 


96397 








Strand 






Start 


5180 








End 


9921 




Name 


OJ000121 13. 


0317. 


C12.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


5198 








End 


9903 




GI 


none 








Score 


56 




Exons 


5198. .5287, 


5226. 


.5288, 


5300. 


.5455, 5308. .5352, 5477. .5593, 






9619. .9798, 


9814. 


.9903 










Seq. No. 


45572 








Seq; ID 


OJ000121_13.0317.C12 




Gene No. 


96397 








Strand 






Start 


5180 








End 


9921 




Name 


OJ000121 13. 


0317. 


C12.o2, 


. tw 


Method 


TBLASTX: Wheat 



46930 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5597 ■ End 5920 

none Score 101 

5597.. 5767, 5598.. 5753, 5603.. 5770, 5840.. 5920 



Seq. ID 
Strand 
End ' 
Method 
End 
Score 



OJ000121 13.0317.C12 



45572 
96397 
5180 . 

OJ000121_13.0317.C12.o2.np 
6055 
7485282 
6055. .6284 

hypothetical protein A_TM018A10 . 12 - 
gi|2252859|gb| AAB62857 . 1 | (AF013294) 

[Arabidopsis thaliana] gi | 72674 17 | emb | CAB80887 . 1 | (AL161472) 
coded for by A. thaliana cDNA T03964, coded for by A. thaliana 
cDNA N65507, coded for by A. thaliana cDNA R30142, coded for by 
A. thaliana cDNA R65502, coded for by A. thaliana cDNA T20615; 
sim 



9921 
AAT/NAP 
6284 
55 

Arabidopsis thaliana 
A_TM018A10. 12 gene product 



□ 



Seq. No. 


45573 




Seq. ID 


OJ UUU 12 1 


Gene No. 


96398 




Strand 


+ 


Start 


8127 




End 


T 1 1 A Q 

11148 


Name 


OJ000121 13.0317.C13.o2, 


,gs 


Method 


GENSCAN 


Start 


8127 




End 


11148 


GI 


none 




Score 


O A 

. 84 


Exons 


8127.. 9231, 10300. .10427, 


10999. . 11148 




Seq. No. 


45573 




Seq. ID 


OJ000121 


Gene No. 


96398 




Strand 




Start 


8127 




End 


11148 


Name 


OJ000121 13.0317.C13.o3. 


.np 


Method 


AAT/NAP 


O U Cl -L L- 


8175 




End 


92 18 


GI 


4680501 




Score 


574 


Exons 


8175. .9218 








GI Descrip. 


(AF119222) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


45573 




Seq. ID 


OJ000121 


Gene No. 


96399 




Strand 


+ 


Start 


12731 




End 


12932 


Name 


OJ000121 13.0317.C13.o3. 


gs 


Method 


GENSCAN 


Start 


12731 




End 


12873 


GI 


none 




Score 


.43 . 


Exons 


12731.. 12873 








Seq. No. 


45573 




Seq. ID 


OJ000121 


Gene No. 


96399 




Strand 


+ 


Start 


12731 




End 


12932 


Name 


OJ000121 13.0317.C13.o5. 


np 


Method 


AAT/NAP 


Start 


12772 




End 


12932 


GI 


7340905 




Score 


83 


Exons 


12772. . 12932 








GI Descrip. 


(AP001550) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


45573 




Seq. ID 


OJ000121 


Gene No. 


96400 




Strand 




Start 


537 




End 


3094 


Name 


OJ000121 13.0317.C13.ol. 


gs 


Method 


GENSCAN 



46931 



Start 537 End 3094 

GI none Score .47 

Exons' 537. .1147, 1494. .1865, 2268.-2483/ 2547. .2662, 2847. .3094 



Seq. No. 45573 Seq. ID 

Gene No. 96400 Strand 

Start 537 End 

Name OJ000121_13 . 0317 . C13 . ol . np Method 

Start 597 End 

GI 7363274 Score 

Exons 597.. 1936, 2018.. 2694 

GI Descrip. (AP001552) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F17A8; putative protein. (AL049482) [Oryza sativa] 



OJ000121_13.0317.C13 

3094 
AAT/NAP 
2694 
893 



Seq. No. 45573 Seq. ID 

Gene No. 96401 Strand 

Start 4938 End 

Name OJ000121_13 . 0317 . C13 . o2 . tm Method 

Start 591 • End 

GI none Score 

Exons 591.. 890, 591.. 1019, 703.. 1005 



OJ000121_13.0317.C13 
9245 

TBLASTX: Maize 

1019 

107 





Seq. No. 


45573 






Seq. ID 


OJ000121_13.0317.C13 




Gene No. 


96401 






Strand 




%d 


Start 


4938 






* End 


9245 




Name 


OJ000121 13. 


0317. 


.C13.o3.tm 


Method 


TBLASTX: Maize 




Start 


1377 






End 


1645 




GI 


none 






Score 


85 




Exons 


1377. .1490, 


1377. 


,.1496, 1384 


..1491, 1514. .1645, 1516. .1644, 






1568. .1645 












Seq. No. 


45573 






Seq. ID 


OJ000121_13.0317.C13 




Gene No. 


96401 






Strand 




3; 


Start 


4938 






End 


9245 




Name 


OJ000121 13. 


0317. 


X13.o2.np 


Method 


AAT/NAP 




Start 


4938 






End 


8986 


|_ s 


GI 


133435 






Score 


149 




Exons 


4938. .4973, 


6200. 


.6336, 8907 


. .8986 






GI Descrip. 


DNA-DIRECTED 


- RNA 


POLYMERASE 


BETA' CHAIN gi | 66983 | pir | | RNRZC: 



DNA-directed RNA polymerase (EC 2.7.7.6) beta'-l chain - rice 
chloroplast gi | 11972 | emb | CAA33987 | (X15901) RNA polymerase beta 1 
subunit-1 [Oryza sativa] gi | 226690 | prf | | 1603356Q RNA polymerase 
beta'-l [Oryza sativa] 



Seq. No. 45573 

Gene No. 96401 

Start 4938 

Name OJ000121_13 . 0317 . C13 . ol . tm 

Start 8259 

GI - none 

Exons 8259.. 8342, 8514.. 8609, 8661. 

8855. .8935, 8940. .9245, 8951. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

8837, 8666 
9214 



OJ000121 13.0317.C13 



9245 

TBLASTX: Maize 
9245 
83 

8839, 8850.. 8933, 



Seq. No. 45573 Seq. ID 

Gene No. 96401 Strand 

Start 4938 End 

Name OJ000121 13 . 0317 . C13 . ol . ts Method 



OJ000121_13.0317.C13 
9245 

TBLASTX: Soybean 



46932 





Start 


O C A O 

8508 




End 


9245 




GI 


none 




Score 


84 




Exons 


8508. .8609, 8661. .8840, 


o n a c 

8705 . 


.8830, 8841.. 8933, 8850.. 8933, 






8o0o..oy3o, 8y4U..yz45, 


QAC1 

8 y oi . 


.9214 






Seq. No. 


45573 




beq. id 


n Tnnm 01 1*3 n *3 1 *7 01*3 
UJUUUlzl 13.U31/.C13 




■Gene No. 


96401 




otrana 






Start 


A Q"3 Q 

4 y3o 




_na 


yz 3 0 




Name 


P*Tfl0.n.101 1 "3 H *3 1 *"7 1 "3 a1 

UJUUUlzl 1 3 . U 31 / . CI J . 01 


. tw 


Method 


1 oj_i/\b 1 a : wneat 




Start 


OOl4 




X?r\A 


QQ-l Q 

0 0 1 y 




GI 


none 




Score 


87 




Exons 


QC1 yi oca/; 001 QQ1 Q 

O0l4..0OUO, obzl. .OOlO/ 


8 ozo . 


.8819 






Seq. No. 


45573 




beq. 1JJ 


ninnm 01 1*3 mi i 01*3 
UJUUUl^l 13.U31/.C13 




Gene No. 


96401 




btrana 






ni._v.i- 

Start 


4 y jo 






yz 4 0 




Name 


r^Tnnmoi i *3 n *3 1 i r' i *3 ^ o 
OJUUUlzl 13 . 031 / . C13 . Oz 


. tw 


Method 


1 bij/\b 1 a : wneat 




Start - 


bozo 






Q*)1 C 

yz 10 




GI 


none 




Score 


63 




Exons 


OOT3 OQTO O fl'3'7 A. *l 1 A 

oo^o. .oyio, oyj/..yiiu, 


Q 1 O *3 

y 1^3 . 


.9215 






Seq. No. 


45573 




O « TP* 

Seq. ID 


PTAAAIOI 1*3 A *3 1 ""7 /*"< 1 *3 

OJOUOlzl 13.031/.C13 




Gene No. 


96401 




Strand 






Start 


A A *3 O 

4 yo8 




t? « 
End 


AA yi C 

yz4 o 


v3 


Name 


/^TAAAIOI TO A *3 1 ^7 /->< -1 ~} „ 1 

OJ000121 13 . 0317 . CI J . ol . 


. tc 


Method 


mni 7\CTV . rf*" 1 « <-. f 

l bijAb 1 a : cress 




Start 


O O C A 

-8850 




End 


Aon 

yz 1 / 


v : s 

til 


GI 


none 




Score 


75 


■ 


Exons 


QQCA 00*3*3 QQ/O Q01**7 

ooou..oyo3, 8y4z..yzi/, 


O Q A *3 

8 y 4 3 . 


.9215 






Seq. No. 


45574 




Seq. ID 


OJ000121_13.0317.C14 


W 


Gene No. 


96402 




Strand 


+ 




Start 


o4z 




End 


3390 


s y 


Name 


/"^TAAAIOl "1*3 A *3 1 *7 pi / -.1 

OJOOOlzl 13 . 031 / . C14 . Ol , 


. gs 


Method 


GENSCAN 


5; 


Start 


£ A O 
54 Z 




End 


1584 




GI 


none 




Score 


.79 




Exons 


C/lO ~l f\ A 1 A Q Q1 A QA £ 

O4Z../04, /4y..oio / yob, 


. . y o / , 


993. . 1584 




Seq. No. 


A C C 1 A 

4oo /4 




Seq. ID 


OJ000121_13.0317.C14 


W 


Gene No. 


96402 




Strand 


+ 




Start 


542 




End 


3390 


■=.»• 


Name 


r\TnnAi oi 1*3 n*3i"7 r^i/i ^1 
UJUUU1Z1 13 . U31 / . C14 . Ol , 


,np 


Method 


AAT/NAP 




Start 


C A C 

o4o 




End 


3390 




GI 


4 680338 




Score 


518 




Exons 


C/IC 1 C 1 <*T *3*3AC '*3*3AA 

o45..1516, 3305..3390 










GI Descrip. 


(AFlz84o/) hypothetical 


protein [Oryza 


sativa subsp. indica; 




Seq. No. 


A C C *"7 A 

4 5574 




Seq. ID 


OJ000121_.13.0317.C14 




belle 1NO . 


-7 Off UZ 




Strand 


+ 




Start 


542 




End 


3390 




Name 


OJ000121 13.0317.C14.ol. 


,gp 


Method 


AAT/GAP 




Start 


1662 




End 


1933 




GI 


5003883 




Score 


449 




Exons 


1662. .1933 ' 










GI Descrip. 


11957/emb 1X15901 | CHOSXX 


l.Oe- 


166 Rice 


complete -chloroplast 






genome 










Seq. No. 


45574 




Seq. ID 


OJ000121_13.0317.C14 



46933 



Gene No. 96403 'Strand + 

Start 4309 End 14844 

Name OJ000121_13 . 0317 . C14 . o2 . np Method AAT/NAP 

Start 4309 End 5929 

GI 94938 Score 41 

Exons 4309.. 4551, 5909.. 5929 

GI Descrip. 2-aminobenzoate — CoA ligase, aerobic - Pseudomonas sp.' (DSM 
6898) plasmid pKB740 gi I 4 5666 | emb | CAA45209 | (X63668) 
2-aminobenzoate-CoA ligase [Pseudomonas sp.] 
gi|45866|emb|CAA47168| (X66604) 2-aminobenzoate-CoA ligase 
[Pseudomonas sp.] 



Seq. No. 45574 

Gene No. 96403 

Start 4309 

Name OJ000121_13 . 0317 . C14 . o3 . gs 

Start 4739 

GI • none 
Exons 



Seq. ID OJ000121__13.0317.C14 

Strand + 

End 14844 

Method GENSCAN 

End 10307 

Score .69 



4739:. 5800, 5815 6011, ' 6459 .. 6622, 6667. .6733, 7083. .7163, 
7820. .7955, 8365. .8613, 9216. .10307 



Seq. No. 45574 Seq. ID 

Gene No. 964 03 Strand 

Start 4309 End 

Name OJ000121_13 . 0317 . C14 . o3 . np Method 

Start 4748 End 

GI 130582 Score 

Exons 4748.-5768, 9459. .9496 

GI Descrip. RETROVIRUS-RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi I 100342 | pir | | S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



OJ000121_13.0317.C14 
+ 

14844 
AAT/NAP 
9496 
545 



Seq. No. 


45574 




Seq. ID 


OJ000121_13. 


0317. C14 


Gene No. 


96403 




Strand 


+ 




Start 


4309 




End 


14844 




Name 


OJ000121 13.0317.C14.p4 


.np 


Method 


AAT/NAP 




Start 


6867 




End 


14826 




GI 


4680338 




Score 


696 




Exons 


6867. .6912, 9250. .9454, 


9966. 


.10050, 13855. . 13927, 


14119. .14826 


GI Descrip. 


(AF128457) hypothetical 


protein [Oryza 


sativa subsp 


. indica] 


Seq. No. 


45574 




Seq. ID 


OJ000121JL3. 


0317. C14 


Gene No. 


96403 




Strand 


+ 




Start 


4309 




End 


14844 




Name 


OJ000121 13.0317.C14.o4 


.gs 


Method 


GENSCAN 




Start 


10947 




End 


11142 




GI 


none 




Score 


.77 




Exons 


1094 7. .11019, 11021. .11142 








Seq. No. 


45574 




Seq. ID 


OJ000121_13. 


0317. C14 


Gene No. 


96403 




Strand 


+ 




Start 


4309 




End 


14844 




Name 


OJ000121 13.0317.C14.o5 


.gs 


Method 


GENSCAN 




Start 


13735 




End 


14844 




GI 


none 




Score 


. 97 




Exons 


13735. .14844 











46934 



Seq. No. 45574 - Seq. ID 

Gene No. 96404 Strand 

Start 16282 End 

Name OJ000121_13 . 0317 . C14 . o2 . gp Method 

Start 16282 End 

GI uC-osflcyp!02f 12al Score 

Exons 16282.. 16700 

GI Descrip. 1 11 957/emb | X15901 | CHOSXX 1.0e-166 Rice complete chloroplast 
genome 1 



OJ000121_13.0317.C14 
+ 

16700 
AAT/GAP 
16700 
712 



Seq. No. 45574 

Gene No. 96.4 05 

Start 2245 

Name OJ00012 1_13 . 0317 . C14 . ol . tm 

Start 551 

GI none 
Exons 



Seq. ID OJ000121_13.0317.C14 
Strand 

End 14853 

Method TBLASTX : Mai ze 

End 14853 

Score 111 



551. .736, 559. .669, 891. .989, 1039. .1215, 1113. .1205, 
1228. . 1311, 1234. .1308, 1324. .1524, 9281. .9433, 9285... 9449, 
9618. .9716, 9762. .9932, 9842. .9931, 9951. .10034, 10047 .. 10247 , 
10058. .10249, 13870. .13941, 14 1 19 . . 14 1 99, 14266. . 14442, 
14295. .14444, 144 55 .. 14535 , 14455 .. 14529, 14548 .. 14853, 
14551. .14787, 14559. .14795 



Seq. No. 45574 

Gene No. 96405 

Start 2245 

Name OJ000121_13 . 0317 . C14 . o2 . tw 

Start 890 

GI none 
Exons 



Seq. ID OJ000121_13.0317.C14 
Strand 

End 14853 

Method TBLASTX : Wheat 

End 14424 

Score 83 



890. .982, 891. .989, 1018. .1191, 1057. .1197, 1107. .1196, 
9618. .9737, 9777. .9920, 9777. .9914, 9842. .9919, 14 117 .. 14206, 
14119. .14202, 14278. .14364, 14 282 .. 14365, 14284 .. 14 4 24 , 
14292. .14423 



OJ000121 13.0317.C14 



Seq. No. 45574 Seq. ID 

Gene No. 96405 Strand 

Start 2245 - End 

Name OJ000121_13 . 0317 . C14 . ol . ts Method 

Start 891 End 

GI none Score 

Exons 891. .989, 1039. .1209, 1107. .1205, 1219. .1311, 1234. .1308, 

1324. .1524, 1335. .1526, 9612. .9716, 9762. .9938, 9842. .9931, 
9951. .10034, 10047. .10247, 10058 .. 10267 , 14119 .. 14199, 
14266. .14454, 14298 .. 144 35, 14 455 .. 14535 , 14 4 61 .. 14 535 , 
14548. . 14853, 14559. .14792 



14853 

TBLASTX: Soybean 

14853 

84 



Seq. No. 45574 

Gene No. 96405 

Start 2245 

Name OJ00012 1_13 . 0317 . C14 . ol . tw 

Start 1201 

GI none 

Exons* 1201. .1320, 1339. .1494, 9957. 

14515. .14718, 14734. .14823 



Seq. ID OJ000121_13.0317.C14 
Strand 



End 

Method 

End 

Score 



14853 

TBLASTX: Wheat 

14823 

68 



10019, 10062. .10217, 14 4 61. .14523, 



Seq. No. 



45574 



Seq. ID OJ000121 13.0317.C14 



46935 



Gene No. 

Start 

Name 

Start 

GI 

Exons • 



96405 Strand 

2245 End 

OJ000121_13 . 0317 . C14 . ol . tc Method 

1237 End 

none Score 



14853 

TBLASTX: Cress 

14823 

65 



1237. .1305, 1327. .1530, 9951. .10028, 9960. .10031, 10050 .. 10253, 
10058. .10249, 14428. . 14532, 144 67 .. 14535, 14557 .. 14823, 
14559. .14789 



Seq. No. 45574 

Gene No. 96405 

Start 2245 

Name OJ000121_13': 0317 . C14 . o2 . tm 

Start 1677 

GI none 
Exons 



Seq. ID OJ000121_13.0317.C14 
Strand 

End 14853 

Method TBLASTX : Mai ze 

End 1934 

Score 42 



1677. .1703, 1750. .1932, 1767. .1934, 1767. .1928 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45574 
96405 "' 
2245 

OJ000121_13.0317.C14.o2.gs 

2245 

none 



Seq. ID. OJ000121_13.0317.C14 
Strand 

End 14853 

Method GEN SCAN 

End 4193 

Score .58 



2245. .2503, 2856. .3296, 3396. .3591, 4130. .4193 



45575 
96406 
2283 

OJ000121_13.0317 .C15.o2.gs 

2283 

none 



Seq. ID OJ000121_13.0317.C15 

Strand + 

End 4 4 4 6 

Method GEN SCAN 

End 4446 

Score . 6 



2283..2393, 3206. .3430, 3932. .4074, 4401. .4446 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000121_13.0317.C15 

Strand + 

End 6758 

Method AAT/NAP 

End 6740 

Score 669 



45575 
96407 
4411 

OJ000121JL3. 0317.. CIS. ol.np 
4411 
4680338 
4411. .4442, 5625. .6740 

(AF128457) hypothetical protein [Oryza sativa subsp. indica] 



45575 
96407 
4411 

OJ000121_13.0317.C15.o3.gs 

5452 

none 

5452. .5498, 5636. .6758 



Seq. ID OJ000121_13.0317.C15 

Strand . + 

End 6758 

Method GENSCAN 

End 6758 

Score .45 



Seq. No. 45575 

Gene No. 96408 

Start 62 

Name OJ000121_13 . 0317 . CIS . ol . gs 

Start 62 

GI hone 

Exons 62. .140, 224. .349, 392. .549 



Seq. ID OJ000121_13.0317.C15 

Strand 

End 54 9 

Method GENSCAN 

End 54 9 

Score .93 



46936 



Seq. No. 


45575 




Seq. ID 


OJ000121_13.0317.C15 


Gene No. 


96409 




Strand 




Start 


7088 




End 


8109 


Name 


OJ000121 13 . Oil/ . C15 . ol 


.gp 


Method 


AAT/GAP 


Start 


7088 




End 


8109 


GI 


3409 1.R1084 




Score 


1000 


Exons 


/Uoo../400, /o2/..ol09 








GI Descrip. 


3zol8 do /emb | CAA19 /64 | 


7.0e-47 (AL031004) putative protein 




[Arabidopsis thaliana] 1 








Seq. No. 


45575 




Seq. ID 


OJ000121_13.0317.C15 


Gene No. 


96410 




Strand 




Start 


O C A T 

8501 




End 


8764 


Name 


✓^TAAAIAI 1 O A *5 1 'I -I [- _i 

OJ000121_13 . 0317.C15.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


5705 




End 


6755 


GI 


none 




Score 


135 


Exons 


D/U5..0O00, 0 /ID. . DO / o, 


6189 . 


.6350, 6254.. 6349, 6372.. 6455, 




6377. .6427, 6462. .6755, 


6560 . 


.6745 




Seq. No. 


45575 




Seq. ID 


OJ000121_13.0317.C15 


Gene No. 


96410 




Strand 




Start 


8501 




End 


8764 


Name 


OJ000121 13 . 0317 . C15 . ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


6189 




End " 


6773 


GI 


none 




Score 


178 


Exons 


1 A A /"T r n /-a /i a /"i ji rv 

6189. .6359, 6248.-6349, 


f *D T O 


.6455, 6380. .6427, 6462. .6773, 




6560 . .6736 








Seq. No. 


45575 




Seq. ID 


OJ000121_13.0317.C15 


Gene No. 


A /" vl *1 A 

96410 




Strand 




Start 


8501 




End 


8764 


Name 


r\TAAA*1A1 1 ~> j^i --5 -i — j rti r _ -l 

OJ000121 13 . 0317 . C15 . ol 


. tc 


Method 


TBLASTX: Cress 


Start 


6372 




End 


6748 


GI 


none 




Score 


85 


Exons 


6372.-6455, 6381.. 6452, 


64 65 . 


.6737, 6536.-6748 


Seq. No. 


45575 




Seq. ID 


OJ000121_13.0317.C15 


Gene No. 


A £ A T A 




Strand 




Start 


8501 




End 


8764 


Name 


OJ000121 13 . 0317 . C15 . ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


6378 




End 


6737 


GI 


none 




Score 


74 


Exons 


6378. .6461, 6459. .6632, 


6648. 


.6737 




beq. no. 


45575 




Seq. ID 


OJ000121_13.0317.C15 


Gene No. 


96410 




Strand 




Start 


8501 




End 


8764 


Name 


OJ000121 13.0317.C15.o2 


.gp 


Method 


AAT/GAP 


Start 


8501 




End 


8764 


GI 


23551 1.R1084 




Score 


486 


Exons 


8501. .8764 








GI Descrip. 


f 11957/emb|X15901 ICHOSXX l.Oe 


-166 Rice 


complete chloroplast 




genome 1 








Seq. No. 


45576 




Seq. ID 


OJ000251_10.0308.C1 


Gene No. 


96411 




Strand 


+ 



46937 



Start 
Name 
Start 
GI 

Exons 



546 .End 795 

OJ000251_10 . 0308 . CI . ol . gs Method GEN SCAN 

546 End 795 

none Score .81 
546. .795 



Seq. No. 45577 . Seq. ID 

Gene No. 96413 Strand 

Start 101 End 

Name OJ000251_10 . 0308 .C5.ol.gs Method 

Start 101 End 

GI none Score 

Exons 101.. 320 



OJ000251_10.0308.C5 
+ 

320 

GENSCAN 

320 

.42 



Seq. No. 45578 Seq. ID 

Gene No. 96414 Strand 

Start 169 End 

Name OJ000251_10 . 0308 . C6 . ol . gs Method 

Start 169 End 

GI none Score 

Exons 169.. 324 



OJ000251_10.0308.C6 
324 

GENSCAN 

324 

.75 



Seq. No. 45579 Seq. ID 

Gene No. 96415 . Strand 

Start .844 End 

Name OJ000251_10 . 0308 . C8 . ol . gs Method 

Start 844 End 

GI none Score 

Exons 844.. 1137 



OJ000251_10.0308.C8 
+ 

1137 
GENSCAN 
1137 
.64 



\j Seq. No. 45580 Seq. ID 

flj Gene No. 96416 Strand 

I Start 416 End 

!L Name OJ000251_10 . 0308 . C9 . ol . gs Method 

W Start 416 End 

'"4 GI none Score 

U Exons 4 16.. 54 8 



OJ000251_10.0308.C9 
+ 

548 

GENSCAN 

548 

.6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45580 Seq. ID 

96417 Strand 
1405 End 
OJ000251_10.0308.C9.o2.gs Method 
1405 End 
none Score 
1405. .1649, 1669. .1732 

45581 Seq. ID 

96418 Strand 
1 End 
OJ000251_10.0308 .C12.ol.np Method 
1 End 
626375 Score 
1..37, 229. .311, 408. .464 
probable membrane protein YILlOOc-a 
cerevisiae) gi | 558706 | emb | CAA86280 | 



OJ000251_10.0308.C9 

1732 
GENSCAN 
1732 
.55 



10.0308.C12 



OJ000251_ 
+ 

464 

AAT/NAP 

464 

75 



- yeast (Saccharomyces 
(Z38125) orf, len: 112, 



0.07, overlapped by orf 36949.-36826 qv [Saccharomyces 



CAI: 



cerevisiae] 



46938 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45581 
96419 
484 

OJ000251_10.0308.C12.o2.np 
484 

4680204 



Seq. ID OJ000251_10.0308.C12 
Strand 

End 4105 

Method AAT/NAP 

End 4105 

Score 87 9 



484. .647, 754. .814, 1098. .1233, 1323. .1496, 1585. .2633, 
2726. .4105 

(AF114171) hypothetical protein [Sorghum bicolor] 



45581 Seq. ID 

96419 Strand 

484 End 
OJ000251_10 . 0308 . C12 . ol . gs Method 

754 End 

none Score 
754. .852, 949. .1021, 1123. .1233, 1323. 
2846. .3149, 3393. .4090 



OJ000251_10.0308.C12 

4105 
GEN SCAN 
4090 
.48 

.1496, 1585. .2270, 



Seq. No. 


45581 






Seq. ID 


OJ000251_10.0308.C12 


Gene No. 


96419 






Strand 




Start 


484 






End 


4105 


Name 


OJ000251 10 


.0308.C12.o2, 


. tw 


Method 


TBLASTX: Wheat 


Start 


1155 






. E~nd 


1809 


GI 


none 






Score 


49 


Exons 


1155. .1235, 


1162. .1236, 


1310. 


.1516, 1313. .1507/ 1741. .1809 


Seq. No. 


45581 






Seq. ID 


OJ000251_10.0308.C12 


Gene No. 


96419 






Strand 




Start 


484 






End 


4105 


Name 


OJ000251 10 


.0308.C12.ol, 


. tw 


Method 


TBLASTX: Wheat 


Start 


3095 






End 


3496 


GI 


none 






Score 


76 


Exons 


3095. .3265, 


3096. .3170, 


3255. 


.3395, 3260.. 3496, 3302.. 3496 


Seq. No. 


45582 






Seq. ID 


OJ000251_10.0308.C13 


Gene No. 


96420 






Strand 


+ 


Start 


4078 






End 


7322 


Name 


OJ000251 10 


.0308.C13.o2. 


.np 


Method 


AAT/NAP 


Start 


4078 






End 


7322 


GI 


5922620 






Score 


305 


Exons 


4078. .4248, 


5012. .5082, 


5650. 


.5904, 7099. .7322 


GI Descrip. 


(AP000492) : 


EST D15357 (C0514) 


corresponds to a region of the 



predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene .;. hypothetical 
protein [Oryza sativa] 



Seq. No. 45582 Seq. ID 

Gene No. 96420 Strand 

Start 4078 End 

Name OJ000251_10 . 0308 ,C13 . o2 . gs Method 

Start 4926 End 

GI none Score 

Exons 4926.. 5123, 5171.. 5633, 6388.. 6761 



OJ000251_10.0308.C13 
+ 

7322 
GEN SCAN 
6761 
.62 



46939 



Seq. No. 45582 Seq. ID OJ000251_10 . 0308 . C13 

Gene No. 96421 Strand 

Start 36 End 5387 

Name OJ000251_10 . 0308 . C13 . ol . gp Method AAT/GAP 

Start 36 End 4059 

GI 342_1.R1084 Score 6232 

Exons 36. .4059 

GI Descrip. 1 4574406/gb I AAD24042 . 1 1 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Seq. No. 45582 

Gene No. 96421 

Start 36 

Name OJ000251_10 . 0308 . C13 . ol . gs 

Start 731 

GI none 

Exons 731.. 1018, 1068.. 1322, 1724. 
3251. .4063 



Seq. ID OJ000251_10.0308.C13 
Strand 

End 5387 

Method GENSCAN 

End 4063 

Score .52 
,2325, 2458. .2728, 2792. .2947, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45582 
96421 
36 

OJ000251_10.0308.C13.ol.np 
752 

4 680203 



5387 
AAT/NAP 
5387 
3204 

752. .1729, 2006. .2236, 2390. .4063, 5363. .5387 
(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ000251_10.0308.C13 
Strand 
End 

Method 
End 
Score 



Seq. No. 45582 
Gene No. 96422 
Start 7461 

Name OJ000251_10 . 0308 . C13 . o3 . np 

Start 7461 
GI 6630699 
Exons 7461.. 7540, 8745.. 8805 

GI Descrip. (AP000969) hypothetical 

gi| 6721536 | dbj | BAA89566.il 

[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_10.0308.C13 

8805 
AAT/NAP 
8805 
86 



protein [Oryza sativa] 

(AP001073) hypothetical protein 



Seq. No. 45582 Seq. ID 

Gene No. 96423 Strand 

Start 8936 End 

Name OJ000251_10 . 0308 . C13 . ol . tw Method 

Start 806 . End 

GI none Score 
Exons 



OJ000251_10.0308.C13 
9337 

TBLASTX: Wheat 

2128 

50 



806. .898, 807. .872, 887. .955, 903. .956, 973. .1053, 981. .1094, 
982. .1122, 1069. .1164, 1101. .1160, 1166. .1231, 1167. .1211, 
1171. .1212, 1206. . 1649, 1222. .1650, 1238. .1657, 1644. .2123, 
1678. .1797, 1697.12122, 1943. .2128 



Seq. No. 45582 Seq. ID 

Gene No. 96423 Strand 

Start 8936 End 

Name OJ000251_10 . 0308 . C13 . o2 . tc Method 

Start 1389 End 

GI none Score 
Exons 



OJ000251_10.0308.C13 
9337 

TBLASTX: Cress 

1835 

111 



1389. .1541, 1389. .1649, 1393. .1650, 1399. .1650, 1644. .1835, 



46940 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



1678. .1797, 1697. .1831 



45582 
96423 
8936 

OJ000251_10. 

1766 

none 

1766. .2080, 



45582 
96423 
8936 

OJ000251_10. 

2129 

none 

2129. .2209, 

45582 
96423 
8936 

OJ000251_10. 

2567 

none 

2567. .2809 

45582 
96423 
8936 

OJ000251_10. 

2639 

none 

2639. .2833, 

45582 
96423 
8936 

OJ000251_10. 
2673 
none 
2673. 
2882. 
3090. 



0308.C13.o2.tm 
1767. .2063 

0308.C13.o3.tw 
2130. .2210, 2243. 

0308.C13.o2. ts 



.2879, 
.2980, 
,3143 



0308.C13.ol.tm 



2843. .3097, 2843. 



0308.C13.o2.tw- 



2673.-2777, 2678. 
2883.-2975, 2984, 



45582 
96423 
8936 

OJ000251_10, 

2930 

none 

2930. .3271, 

45582 
96423 
8936 

OJ000251_10. 
3011 



0308.C13.ol.tc 



2949.. 3077, 3126. 



0308.C13.ol.ts 



Seq. ID OJ000251_10.0308.C13 
Strand 

End 9337 

Method TBLASTX: Maize 

End 2080 

Score 126 



Seq. ID OJ000251_10.0308.C13 
Strand 

End 9337 

Method TBLASTX : Wheat 

End 2533 

Score 65 

.2461, 2283. .2465, 2471. .2533 

Seq. ID OJ000251_10.;0308.C13 
Strand 

End 9337 

Method TBLASTX : Soybean 

End 2809 

Score 200 



Seq. ID OJ000251_10.0308.C13 
Strand 

9337 

TBLASTX: Maize 
3097 
94 



End 

Method 
End 
Score 
.3085 



Seq. ID OJ000251_10.0308.C13 
Strand 

End 9337 

Method TBLASTX: Wheat 

End 3143 

Score 159 

.2881, 2678. .2902, 2880. .2972, 
.3088, 2988. .3089, 3086. .3142, 



Seq. ID OJ000251_10.0308.C13 
Strand 

9337 

TBLASTX: Cress 
3272 
64 



End 

Method 
End 
Score 
.3272 



Seq. ID OJ000251_10.0308.C13 
Strand 

End 9337 

Method TBLASTX : Soybean 

End 3439 



46941 





none 








Score 


91 




Exons 


J011 . . J Ju / , 


*D r\ O A 


O O *7 C 

. . 32. lb f 


o *d c 


.3439, 3386.. 3439 




Seq. -No. 


45582 








Seq. ID 


OJ000251 


_10.0308.C13 


Gene No. 


96423 








Strand 






btart 










End 


9337 




Name 


OJUUU^ol 1U, 


. UoUo 


. C 1 J O 4 


. tw 


Method 


TBLASTX: 


Wheat 


otart 


JJOl 








End 


3757 






none 








Score 


180 




Exons 








JO /z . 


.3614, 3605.. 3757, 


3619 . .3738 


Seq. No. 


45582 








Seq. ID 


OJ000251 


_10.0308.C13 


Gene No. 


96423 








Strand 






btart 


o yjo 








End 


9337 




Name 


n *rnrinoc:i in 
UJUUU^Ol 1U. 


a o n o 


, CI O . O 3 


. gs 


Method 


GENSCAN 




btart 


o y jd 








End 


9337 






none 








Score 


.98 




Exons 


o yjo . . y iz i , 


yz y© , 


. . yjo / 










Seq. No. 


45583 








Seq. ID 


OJ000251 


_10.0308.C14 


Gene No. 


96424 








Strand 


+ 




Start 


738 








End 


3294 




Name 


OJ000251 10. 


,0308, 


.C14.ol 


. np 


Method 


AAT/NAP 




Start 


738 








End 


3294 




GI 


7452044 








Score. 


850 





Exons 738.. 834, 2203.. 3294 

GI Descrip. hypothetical protein F27B13.20 - Arabidopsis thaliana 

gi|4914402|emb|CAB43653.1| (AL050352) hypothetical protein 
[Arabidopsis thaliana] gi | 7269877 | emb | CAB79736 . 1 | (AL161575) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 45583 Seq. ID 

Gene No. 96425 Strand 

Start 501 End 

Name OJ000251JL0 . 0308 . C14 . ol . gs Method 

Start 501 End 

GI none Score 

Exons . 501.. 562, 1220.. 1532 



OJ000251_10.0308.C14 

1532 
GENSCAN 
1532 
.49 



Seq. No. 45583 

Gene No. 96426 

Start 124.65 

Name OJ000251_10 . 0308 . C14 . ol . ts 

Start 2235 

GI none 

Exons 2235.. 2300, 2283.-2552, 2293, 
2751.. 2.831, 2884.. 2934, 2887, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251 10.0308.C14 



17705 

TBLASTX: Soybean 
3183 
327 

2550, 2593.. 2877, 2598.. 2672, 
2967, 3064.. 3183 



Seq. No. 45583 
Gene No. 96426 
Start 12465 

Name OJ000251_10 . 0308 . C14 . ol . tm 

Start 2262 
GI none 

Exons 2262.. 2546, 2263.. 2550, 2568, 

2770.. 2868, 2887.. 2967, 2901. 
3205.. 3273, 3210.. 3272 



Seq. ID 

Strand 
End 

Method 
End 
Score 



OJ000251 10.0308.C14 



17705 

TBLASTX : Maize 
3273 
361 

2774, 2569. .2769, 2748. .2849, 
2960, 3064.. 3183, 3066.. 3110, 



46942 



Seq. No. 45583 Seq. ID 

Gene No. 96426 Strand 

Start 12465 End 

Name OJ000251_10 . 0308 . C14 . o2 . tc Method 

Start 2292 End 

GI none Score 

Exons 2292.-2537, 2293.. 2538 



OJ000251_10 . 0308 . C14 
17705 

TBLASTX: Cress 

2538 

281 



Seq. No. 45583 
Gene No. 96426 
Start 12465 

Name OJ000251_10 . 0308 . C14 . ol . tw 

Start 2341 
GI none 

Exons 2341.. 2550, 2349.. 2588, 2539. 

2890. .2967, 2890. .2934, 2901. 
3066. .3110, 3210. .3272, 3211. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251 10.0308.C14 



17705 

TBLASTX: Wheat 
3306 
273 

2586, 2599. .2868, 2613. 
2960, 3064.. 3183, 3064. 
3306 



.2840, 
.3096, 



Seq. No. 45583 

Gene No. 96426 

Start 12465 

Name OJ000251_10 . 0308 . C14 . ol . tc 

Start 2593 

GI none 

Exons 2593.. 2877, 2616.. 2840, 2887. 

3066. .3110, 3190. .3273 



OJ000251_10.0308.C14 
17705 

TBLASTX: Cress 

3273 

253 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2967, 2910. .2960, 3064. .3189, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45583 Seq. ID 

96426 Strand 
12465 End 
OJ000251_10.0308.C14 .o3.gs Method 
124 65 End 
none Score 

12465. .12549, 13566 .. 13726, 14169 

16034. .16936, 17026 .. 17367 , 17479 



14259, 
17652 



OJ000251_10.0308.C14 

17705 
GENSCAN 
17652 
.5 

15296. .15422, 



45583 Seq. ID 

96426 Strand 

12465 End 17705 

OJ000251_10.0308.C14 . o2 . np Method AAT/NAP 

16054 End 17705 

6815097 Score 2321 
16054. .16819, 16958. .17705 

(AP001081) Similar to putative copia polyprotein 
[Oryza sativa] 



OJ000251 10.0308.C14 



(AC006248) 



Seq. No. 45583 Seq. ID 

Gene No. 96426 Strand 

Start 12465 End 

Name OJ000251_10 . 0308 . C14 . o3 . ts Method 

Start 16197 End 

GI none Score 

Exons 16197. .16562, 16207.. 16404 



OJ000251_10.0308.C14 
17705 

TBLASTX : Soybean 

16562 

76 



Seq. No. 
Gene No. 



45583 
96426 



Seq. ID 
Strand 



OJ000251 10.0308.C14 



46943 




Start 


1 O A C C 

12465 


End 


17705 




Name 


OJ000251 10 . 0308 . C14 . o2 . tm 


Method 


TBLASTX : Maize 




Start 


16221 


End 


1654 5 




GI_ 


none 


Score 


217 




Exons 


16221 .. 1654 4 , 16222. .16545 








Seq. No. 


/I C C O "3 

4 558,3 


Seq. ID 


OJ000251_10.0308. 


, C14 


Gene No. 


96426 


Strand 






Start 


12465 


End 


17705 




Name 


UJUUU^Ol 1U . UJUo . L14 , OZ . tW 


Method 


TBLASTX: Wheat 




Start 


1 C C O "D 

165 Jo 


End 


17332 




GI 


none 


Score 


46 




Exons 


165 J J .. 1661 J, 1 6o o / . . 1 6y o5 , 


16988. . 17062, 17090 .. 17332, 






1 /119. . 1 /l /2, 1/241. .1/J12 








Seq. No. 


45583 


Seq. ID 


OJ000251JL0.0308. 


C14 


Gene No. 


96426 


Strand 






Start 


1Z4 65 


End 


17705 




Name 


OJ.U0U2 51 10 . 0 JU8 . CI 4 . o J . tm 


Method 


TBLASTX: Maize 




Start 


1 C O *7 C 

1 6875 


End 


17323 




GI 


none 


Score 


137 




Exons 


16875 16961, 1 6991 . . 1 /U62 , 


17099. . 17323 




Seq. No. 


4 558 J 


. Seq. ID 


OJ000251_10.0308. 


C14 


Gene No. 


96426 


Strand 






Start 


12465 


End 


17705 




Name 


OJ000251 10 . 0 J08 . C14 . o2 . ts 


Method 


TBLASTX: Soybean 




Start 


16991 


End 


17389 




GI 


c c r\ n i /~ rk 

5509260 


Score 


64 




Exons 


16991 .. 17062, 17087 .. 1738 9, 


17241. . 17369, 17288. .17371 




GI Descrip. 










Seq. No. 


A C C O A 

45584 


Seq. ID 


OJ000251_10.0308. 


C15 


Gene No. 


96427 


Strand 


+ 




Start . 


3445 


End 


4044 




Name 


OJ000251 10.0308.C15.o2.np 


Method 


AAT/NAP 




Start 


3445 


End 


4044 




GI 


6815096 


Score 


635 




Exons 


3445. .3569, 3640. .3749, 3812 


. .4044 






GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 




Seq. No. 


45584 


Seq. ID 


OJ000251_10.0308. 


C15 


Gene No . 


96428 


Strand 






Start 


1 


End . 


2763 




Name 


OJ000251 10.0308.C15.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2679 




GI 


6815097 


Score 


3104 




Exons 


1..527, 642. .765, 840. .1285, 


1792. .2679 * 




GI Descrip. 


(AP001081) Similar to putative copia polyprotein (AC006248) 




[Oryza sativa] 








Seq. No. 


45584 


Seq. ID 


OJ000251JL0.0308. 


C15 


Gene No. 


96428 


Strand 






Start - 


1 


End 


2763 




Name 


OJ000251 10.0308.C15.ol.gs 


Method 


GENSCAN 




Start 


1669 


End 


2763 




GI 


none 


Score 


1 





46944 




Exons 






















Seq. No. 


45584 










Seq. ID 


OJ000251 


_10 


.0308, 


,C15 


Gene No. 


96429 










Strand 










Start 


c o a "3 
DODO 










End 


blo 7 








Name 


/■xtaaaoci i n 

OJOUO^bl 10 


. U DUO 


.C15. 


. o3 


.gs 


Method 


GENSCAN 








Start 


coco 
DODO 










End 


blo / 








GI 


none 










Score 


. o b 








Exons 


coco cnnc; 


bl / 0 


. .6187 














Seq. No. 


45584 










Seq. ID 


OJ000251 


_10 


.0308, 


,C15 


Gene No. 


96430 










Strand 










Start 


/ bob 










hna 


1 ~1 O 1 

/ /ol 








Name 


OJOOOzbl 10 


a o a o 


.C15. 


,ol 


. tc 


Method 


TBLASTX : 


Cress 




Start 












End 


2580 








GI 


none 










Score 


1 A 1 

191 








Exons 






















Seq. No. 


45584 










Seq. ID 


OJ000251 


1 A 

10 


A "3 A O 

. 030o . 


,C15 


Gene No. 


96430 










Strand 


- 








Start 


i c a a 

1 bb b 










End 


7781 








Name 


ta a a o c i t a 

OJ000251 10 


A A O 

. 0308 


.C15. 


o4 


. gs 


Method 


GENSCAN 








Start 


7 bob 










End 


7781 . 








GI 


none 










Score 


. 7 8 








Exons 


7 656. .7781 




















Seq. No. 


45585 










Seq. ID 


OJ000251 


10 


A O A O 


. C16 


Gene No. 


96431 










Strand 


+ 








Start 


4693 










End 


5278 








Name 


OJ000251 10 


.0308 


.C16. 


o2 


. np 


Method 


AAT/NAP 








Start 


4693 










End 


5278 








GI 


4680203 










Score 


491 








Exons 


4693. .5278 




















GI Descrip. 


(AF114171) TNP2-: 


Like 


protein 


[Sorghum bicolor] 








Seq. No. 


45585 










Seq. ID 


OJ000251 


_10, 


.0308. 


C16 


Gene No. 


96431 










Strand 


+ 








Start 


4693 










End 


5278 








Name 


OJ000251 10 


.0308 


.C16. 


o3 


.gs 


Method 


GENSCAN 








Start 


4693 










End 


5152 








bl 


none 










Score 


.85 








Exons 


4693. .5152 




















Seq. No. 


45585 










Seq. ID 


OJ000251_ 


_10, 


.0308. 


C16 


LjGIIc iNO . 


96431 










Strand 


+ 








Start 


4693 










End 


5278 








NameV 


OJ000251 io, 


.0308, 


.C16. 


ol 


.gp 


Method 


AAT/GAP 








St art 


4697 










End 


527 8 








GI 


342 1.R1084 










Score 


782 








Exons 


4697. .5278 




















vJ -L UC jUJ £^ * 


' 4574 4 06/gb| AAD24 042. 


11 


0.0e+00 (AF121139) RIM2 


protein 


[ Ory za 




sativa] ' 




















Seq. No. 


45585 










Seq. ID 


OJ000251_ 


JLO. 


.0308. 


C16 


Gene No. 


96432 










'Strand 










Start 


1038 










End 


1968 








Name 


OJ000251 10. 


.0308, 


.C16. 


ol, 


.gs 


Method 


GENSCAN 









46945 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1038 
none 

1038. .1250, 1912. .1968 



End 1968 
Score * .64 



45585 
96433 
3168 

OJ000251_10.0308.C16.ol.np 
3164 
7452044 
3164. .3619, 



OJ000251 10.0308.C16 



Seq. ID 
Strand 

End 5278 
Method AAT/NAP 
End 5278 
Score 358 
5170. .5278 

hypothetical protein F27B13.20 - Arabidopsis thaliana 
gi|4914402|emb|CAB43653.1| (AL050352) hypothetical protein 
[Arabidopsis thaliana] gi | 7269877 | emb | CAB79736 . 1 | (AL161575) 
hypothetical protein [Arabidopsis thaliana] 



3646. .3884, 



Seq. No. 


45585 








Seq. ID 


OJ000251_10.0308.C16 


Gene No. 


96433 








Strand 






J 1 DO 








End 


5278 


Name 


n Tfinnoc: 1 in 
UJUUU__Ol 1U 


. UoUo 


.Lib. OZ 


. gs 


Method 


GENSCAN 


o tar u 


Ol Do 








End 


3938 




none 








Score 


1 


Exons 


oiDo. . jyjo 












Seq. No. 


A C C O C 








Seq. ID 


OJ000251_10.0308.C16 


Gene No. 


96433 








Strand 




Start 


3168 








End 


5278 


Name 


UJUUU__01 IU 


. U JUo 


. Lib . Ol 


. t c 


Method 


TBLASTX: Cress 


Of _ „ +_ 

bt art 


oZi y 








End 


3845 


GI 


none 








Score 


96 


Exons 


oz i y . . z>z bu , 


Jj_!4 , 


O A n "7 

. . -54 U / , 


ooUl . 


.3599, 3645. .3845, 3646. .3780 


beq. No. 


A C C O C 

4 OOoO 








Seq. ID 


OJ000251_10.0308.C16 




jD4 J J 








Strand 




Start 


3168 








End 


5278 


Name 


OJ000251 10 


.0308, 


,C16.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


3303 








End 


3845 


GI 


none 








Score 


79 


Exons 


3303. .3407, 


3501, 


. .3581, 


3598. 


.3735, 3€ 


S12. .3845 


Seq. No. 


45585 








Seq. ID 


OJ000251_10.0308.C16 


Gene No. 


96433 








Strand 




Start 


3168 








End 


5278 ' 


Name 


OJ000251 10 


.0308. 


.C16.ol 


. tm 


Method " 


TBLASTX: Maize 


Start 


3321 








End 


3845 


GI 


none 








Score 


46 


Exons 


3321. .3407, 


3357, 


. .3410, 


3501. 


.3599, 3508.. 3603, 3618.. 3716, 




3625. .3738, 


3712. 


. .38"28, 


3717. 


.3845 




Seq. No. 


45585 








Seq. ID 


OJ000251_10.0308.C16 


Gene No. 


96433 








Strand 




Start 


3168 








End 


5278 


Name 


OJ000251 10, 


.0308. 


.C16.02, 


. tw 


Method 


TBLASTX: Wheat 


Start 


3321 








End 


3845 


GI 


none 








Score 


52 


Exons 


3321. .3407, 


3343. 


, .3405, 


3501. 


.3632, 3508. .3603, 3618. .3845, 



3625. .3786 



46946 




Seq. No. 


45585 




Seq. ID 


OJ000251_10.0308.C16 


Gene No. 


y b4oo 




Strand 




Start 


jl DO 




End 


5278 


Name 


OJUUUzol lU.UoUo.Clb.Ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


/I O, Q Q 

4 y y y 




End 


5277 


bl 


none 




Score 


91 


Exons 


/ qqq el ci cm Q ci on 

4yyy..oioi, ouio..oio/, 


D lo4 . 


.5277, 5142. .5273 


Seq. No. 


45586 




Seq. ID 


OJ000251_10.0308.C17 


Gene No. 


96434 




Strand 


+ 


btart 


1 




End 


1181 


Name 


OJUUUzol 10 . UoUo . CI / . Ol 


,np 


Method 


AAT/NAP 


Start 


1 




End 


1181 


bl 


b / 4 z f z y 




Score 


1735 


Exons 


1 . . o4U, ODD. . llol 








GI Descrip. 


(AFlzlljy) RIM2 protein 


[Oryza sativa] 




Seq. No. 


45586 




Seq. ID 


OJ0002-51_10 . 0308-;C17 


Gene No. 


96435 




Strand 


+ 


Start 


/'son 

4 jo y 




End 


8025- 


Name 


ATO^AOCI 1 A A D A O 1 "*7 aO 

OJ0u02ol 10 . 0308 . C17 . oo 


.np 


Method 


AAT/NAP 


Start 


a o o a 




End 


8025 


GI 


4 D 0 (J ZU 4 




Score 


831 


Exons 


/i*3on C7t c coco ^no7 


7016. 


.7189, '7283. .7451, 7844.. 8025 ~ 


GI Descrip. 


(AF1141/1) hypothetical 


protein [Sorghum bicolor] 


Seq. No. 


A C C O *T 

4 boob 




Seq. ID 


OJ000251_10.0308.C17 


Gene No. 


y b4 Jb 




Strand 




Start 


7983 




End 


9300 


Name 


OJ000251_10.0308.C17.ol 


. tw 


Method 


TBLASTX: Wheat 


O J i 

btart: 


ol b 




End 


1664 


GI 


none 




Score 


72 


Exons 


*ji ^ cm 101 /too 001 
jlb..oUl, jzl. .4^z f oZl 


. .878, 


322. .822 


, 839. .1234, 849. .1251 




Q Q <Z 1 o ac nn 1 O A *T 

oob..lZbb, lz41..1oUb, 


L260. . 


1301, 1261. .1305, 1308. .1403, 




lJlz..U/l, loo(J..14yb/ 


1351. 


.1497, 1502. .1555, 1503. .1571, 




1 C T O 1 ^~ /t 1 C A O 

lo/z..lbb4, loyo..lobo 








Seq. No. 


45586 




Seq. ID 


OJ000251_10.0308.C17 


Gene No . 


y d4 jd 




Strand 




Start 


*"7 A O O 




End 


9300 


Name 


/"^TAAAOCI 1 A a o a o r**-\ 1 aO 

OJOUUzol 10 . 030o . CI / . oZ 


. tm 


Method 


TBLASTX : Maize 


Start 


O <Z A 

J b4 




End 


678 


CjI 


none 




Score 


304 


Exons 


O £T /I r*jO O T C /" C A / / O 

oo4. . d/o, 375. .650, 448, 


. .678 






Seq. No. ■ 


45586 




Seq. ID 


OJ000251_10.0308.C17 


Gene No . 


y b4 Jo 




Strand 




Start 


*7 A O O 




End 


9300 


Name 


/^\TAAAOC1 1 A A O A A ^"1"7 „ -| 

OJ000251 10 . 0308 . C17 . ol . 


.tc 


Method 


TBLASTX: Cress 


Start 


609 




End 


1085 


GI 


none 




Score 


197 


Exons 


609. .878, 613. .822, 849, 


..1085, 886. .1083 


Seq. No. 


45586 




Seq. ID 


OJ000251_10.0308.C17 


Gene No. 


96436 




Strand 




Start 


7983 




End 


9300 



46947 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



OJ000251_10. 

4975 

none 

4975. .5211, . 

45586 
96436 
7983 

OJ000251_10. 

5380 

none 

5380. .5457, 

45586 
96436 
7983 

OJ000251_10. 

7983 

none 

7983. .8040, 

45586 
96436 
7983 

OJ000251__10.- 

8522 

none 

8522. .8587, 
8702. .8839 

45586 
96436 
7983 

OJ000251_10. 

8522 

none? " 

8522. .8617, 
8702. .8902 

45586 
96436 
7983 

OJ000251_10. 
8522 . 
none 

8522. .8593, 
8888. .8953, 

45586 
96436 
7983 - 

OJ000251_10. 
8651 
none 

8651. .8701, 
45587 



0308.C17.o4 .tw 
4975.. 5169, 5206. 

0308.C17.o5.tw 
5698.. 5769, 5852. 

0308.C17.o2.gs 
8514. .8630, 8666. 

. tw 



Method TBLASTX : Wheat 
End 5376 
Score 211 
.5376, 5259.. 5375 



Seq. ID OJ000251_10.0308.C17 
Strand 

9300 

TBLASTX: Wheat 
6070 
64 



End 

Method 
End 
Score 
.6070 



Seq. ID OJ000251_10.0308.C17 
Strand 

9300 
GENSCAN 
9300 
.77 



End 

Method 
End 
Score 
.9300 



Seq. ID OJ000251_10.0308.C17 
Strand 

' 9300 
TBLASTX: Wheat 
8847 
56 



End 

Method 
End 
Score 



0308.C17.o3 

8529. .8585, 8586. .8699, 8600. .8701, 8701. .8847, 



Seq. ID OJ000251_10.0308.C17 
Strand 

End 9300 
Method TBLASTX: Maize 
End 8979 
97 



0308.C17.ol. tm 
8529. .8618, 8546. .8701, 8547. .8699, 8701. .8979, 



Score 



0308.C17.ol.ts 



8541. .8588, 
8920. .8961 



0308.C17.o2.tc 



8652.. 8699, 8701. 



Seq. ID OJ000251_10.0308.C17 
Strand 

End . 9300 

Method TBLASTX : Soybean 

End 8961 

Score 49 
8603. .8701, 8699. .8905, 8701. .8895, 



Seq. ID OJ000251_10.0308.C17 
Strand 

End 9300 

Method TBLASTX : Cress 

End 8896 

Score 45 
.8895, 8702. .8896 



Seq. ID OJ000251_10.0308.C18 



46948 




Gene No. • 


96437 


Strand 


+ 




Start 


C 1 *5 

573 


End 


3048 




Name 


OJ000251_10 . 0308 . C18 . ol . gs 


Method 


GENSCAN 




Start 


573 


End 


3048 




GI 


none 


Score 


.62 




Exons 


C "7 O *T A *3 1 C *7 A 1 T 1 ~7 *1 O A O 

573.. 603, 1579.. .1717, 1808.. 


i n/io a a c -3 

1948, 2053 


..2337, 2986.. 3048 


Seq. No. 


45587 


Seq. ID 


OJ000251 


_10.0308.C18 


Gene No. 


96438 


Strand 


+ 




Start 


5539 


End 


10465 




Name 


OJ000251 10 . 0308 . C18 . o2 . gs 


Method 


GENSCAN 




Start 


5539 


End 


10465 




GI 


none 


Score 


.48 




Exons 


5539.. 5731, 5879.. 5984, 6893 


..6922, 9586. .9741, 


9770. . 9900, 




10113 . . 104 65 








Seq. No. 


4 5587 


Seq. ID 


OJ000251 


_10.0308.C18 


Gene No. 


96439 


Strand . 


+ 




Start 


12695 


End 


13078 




Name 


OJ000251 10.0308.C18.o2.gp 


Method 


AAT/GAP 




Start 


12695 


End 


1 1 A "7 O 

13078 




GI 


uC-osflcyp033a04bl 


Score 


653 




Exons 


12695. . 13078 








GI Descrip. 


•6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza 


sativa genom: 




DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


45587 


Seq. ID 


r\ taaao c t 

OJ000251 


_10.0308 .C18 


Gene No. 


96440 


Strand 






Start 


11074 


End 


14 577 




Name 


OJ000251 10.0308.C18.o3.gs 


Method 


GENSCAN 




Start 


11074 


End 


13492 




GI 


none 


Score 


. 83 




Exons 


11074. .1194 0, 13424. .134 92 








Seq. No. 


45587 


Seq. ID 


OJ000251 


_10.0308.C18 


Gene No. 


96440 


Strand 






Start 


11074 


End 


14577 




Name 


OJ000251 10.0308.C18.ol.np 


Method 


AAT/NAP 




Start 


12624 


End 


14577 




GI 


4680186 


Score 


210 




Exons 


12624. .12828, 14540. .14 577 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


45587 


Seq. ID 


OJ000251 


_10.0308.C18 


Gene No. 


96440 


Strand 






Start 


11074 


End 


14577 




Name 


OJ000251 10.0308.C18.o4 .gs 


Method 


GENSCAN 




Start 


14176 


End 


14489 




GI 


none 


Score 


.63 




Exons 


14176. .14489 








Seq. No. 


45588 


Seq. ID 


OJ000251 


_10.0308.C19 


Gene No. 


96441 


Strand 


+ 




Start 


1 


End 


1310 




Name 


OJ000251 10.0308.C19.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1310 




GI 


6630699 


Score 


79 





46949 




Exons 1..27, 1233.. 1310 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj | BAA89566 . 1 1 (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 


45588 




Seq. ID 


OJ000251 


10 . 0308 . 


, C19 


Gene No. 


. 96442 




Strand 


+ 






Start 


1461 




End 


3441 






Name 


OJ000251 10 


.0308.C19.o2.np 


Method 


AAT/NAP 






Start 


1461 




End 


3441 






GI 


6539570 




Score 


177 






Exons 


1461. . 1655, 


1826.. 1892, 3407 


. .3441 








GI Descrip. 


(AP000836) 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


45588 




Seq. ID 


OJ000251_ 


_10. 0308 . 


C19 


Gene No. 


96443 




Strand 


+ 






Start 


3672 




End 


8034 






Name 


OJ000251_10 


.0308.C19.o3.np 


Method 


AAT/NAP 






Start 


3672 




End 


8034 






GI 


4680203 




Score 


1706 






Exons 


3672. .5390, 


5547.. 5771, 6048 


..6806, 8014. .8034 






GI Descrip. 


(AF114171) 


TNP2-like protein 


[Sorghum 


bicolor ] 






Seq. No. 


45588 




Seq.- ID 


OJ000251_ 


_10.0308. 


C19 


Gene No. 


96444 




Strand 


+ 






Start 


8754 




End 


14228 






Name 


OJ000251 10 


.0308.C19.o3.gs 


Method 


GENSCAN 






Start 


8754 




End 


14228 






GI 


none 




Score 


.89' 






Exons 


8754. .8951, 


9042. .11275, 11361. .11612, 


11893. .11974, 






12249. .12415, 127 17 .. 12884 , 


13913. . 13962, 14155. 


, . 14228 




Seq. No. 


45588 




Seq. ID 


OJ000251_ 


_10.0308. 


C19 


Gene No. 


96445 




Strand 


+ 






Start 


15079 




End 


16043 






Name 


OJ000251 10 


.0308.C19.o4.gs 


Method 


GENSCAN 






Start 


15079 




End 


16043 






GI 


none 




Score 


.54 






Exons 


1507 9. .15135, 15834. .1604 3 










Seq. No. 


45588 




Seq. ID 


OJ000251_ 


_10.0308. 


C19 


Gene No. 


96446 ' 




Strand 








Start 


7560 




End 


8117 






Name 


OJ000251 10 


.0308.C19.o2.gs 


Method 


GENSCAN 






Start 


7560 




End 


8117. 






GI 


none 




Score 


. 98 






Exons 


7560. .8117 












Seq. No. 


45588 




Seq. ID 


OJ000251_ 


10.0308. 


C19 


Gene No . 


96447 




Strand 








Start 


18231 




End 


19828 






Name 


OJ000251 10 


.0308.C19.o2.tw 


Method 


TBLASTX: Wheat 




Start 


4152 




End 


4745 






GI 


none 




Score 


229 






Exons 


4152. .4442, 


4154. .4444, 4500 


. .4616, 4503. .4601, 


4620. .4745, 



4637. .4744 



46950. 



Seq. No. 45588 

Gene No. 96447 

Start 18231 

Name OJ000251_10 . 0308 . CI 9 . ol . ts 

Start 4170 

GI none 

Exons .. 4170.. 4442, 4187.. 4435 

Seq. No. 45588 

Gene No. 96447 

Start 18231 

Name OJ000251_10 . 0308 . CI 9 . o2 . ts 

Start 4 4 85 

GI none 

Exons 4485.. 4760, 4520.. 4759 

Seq. No. 45588 

Gene Nq„'.v 964 4 7 - 

Start' : 18231- 

Name OJ000251_10 . 0308 .-C19 . o2 . tc 

Start 4509 

GI none 

Exons 4509. .4841, 4595. .4645, 4679. 



Seq.. No. - 45588 
Gene No. 96447 
Start 18231 

Name OJ000251_10 . 0308 . C19 . o2 . 

Start 4647 
GI npne 

Exons 4647.. 4751, 4655.. 4750, 

4944. .4991, 4992. .5039, 



tm 



4754. 
5039. 



Seq. ID OJ000251_10.0308.C19 
Strand 

End 19828 

Method TBLASTX : Soybean 

End 4442 

Score 292 



Seq. ID OJ000251_10.0308.C19 
Strand 

End 19828 

Method TBLASTX : Soybean 

End 4760 

Score - 221 



Seq. ID OJ000251_10.0308.C19 
Strand 

End 19828 

Method TBLASTX : Cress 

End ■ 4841 

Score 288 
.4786 

Seq. ID OJ000251_10.0308.C19 
Strand 

End 19828 

Method TBLASTX: Maize 

End 5132 

Score 102 

.4846, 4758. .4847, 4915. .4950, 
.5128, 5043. .5132 



I. "J 



Seq. No. 45588 

Gene No. 96447 

Start 18231 

Name OJ000251_10 . 0308 . C19 . o3 . 

Start 4746 

GI none 

Exons 4746. .4787, 4791. .4889, 
5043. .5081 



Seq. ID OJ000251_10.0308.C19 
Strand 

End 19828 

tw Method TBLASTX : Wheat 

End 5081 

Score 57 
4793. .4888, 4935. .5033, 4946. .5017, 



Seq. No. 45588 

Gene No. 96447 

Start 18231 

Name OJ000251_10 . 0308 . CI 9 . ol . tm 

Start 5637 

GI none 

Exons 5637.. 5705, 5705.. 6019, 5706, 



Seq. ID OJ000251_10.0308.C19 
Strand 

End 19828 

Method TBLASTX: Maize 

End 6020 

Score 59 
.6020 



Seq. No. 45588 

Gene No. 96447 

Start 18231 

Name OJ000251_10 . 0308 . CI 9 . ol . 

Start 5661 

GI none 

Exons 5661.. 6377, 5714.. 6289, 



Seq. ID OJ000251_10.0308.C19 
Strand 

End 19828 

tw Method TBLASTX : Wheat 

End 6794 

Score 551 
6386. .6568, 6396. .6584, 6561. .6662, 



46951 



6572. .6691, 6693. .6794, 6695. .6787 



Seq. No. 45588 Seq. ID 

Gene No. 96447 Strand 

Start 18231 End 

Name OJ000251_10 . 0308 . C19 . ol . tc Method 

Start 5952 End 

GI none Score 

Exons 5952.. 6377, 5960.. 6289 



OJ000251_10.0308.C19 
19828 

TBLASTX: Cress 

6377 

317 





o e q . in o . 


H D D O O 


Seq. ID 


OJ000251_10.0308 


C 1 Q 




bene no . 


Q£A A H 
y 0 4 H I 


Strand 








o car r 


1 fl 9 ^ 1 
1 0 Z O 1 


End 


19828 






Name 


nTnnnoc;i i n mno pi q 4-™ 


Method 


TBLASTX: Maize 






buar u 


\>£ / u 


End 


6560 








none 


Score 


146 






Exons 


6270. .6440, 6318. .6434, 6452 


..6559, 6453. .6560 






oeq. in o . 




Seq. ID 


OJ000251_10.0308, 


. tiy 




Gene No . 




Strand 








O-l > ^ 4- 

otart 


1 QOOI 


End 


19828 






Name 


ujuuuzoi iu.ujUo.Liy.oj.ts 


Method 


TBLASTX : Soybean 






o car z 




End 


6854 




I -A 


C T 


none 


Score 


187 




i3 


Exons , 


CCAO CQ^A CCAO CQC\f\ 








1} 5 


beq . wo . 


45588 


Seq. ID 


OJ000251JL0.0308, 


.C19 


F'i : 
I is? 


OC11C LNU , 


96447 


Strand 






T =*S 


Start 


18231 


End 


19828 




i.y 


Name 


OJ000251 10.0308.C19.o5.gs 


Method 


GENSCAN 




SI 


Start 


18231 


End 


19828 






GI 


none 


Score 


.81 






Exons 


18231. .18566, 18850 19032, 


19396. .19559, 19657. .19828 






Seq. No. 


45589 


Seq. ID 


OJ000251_10.0308, 


,C20 




Gene No. 


96448 


Strand 


+ 






Start 


4728 


End 


17465 






Name 


OJ000251 10.0308.C20.ol-.gs 


Method 


GENSCAN 






Start 


4728 


End 


17245 






GI 


none 


Score 


.77 






Exons 


4728. .4819, 5550. .6605, 7700 


..7755, 8617. .8825, 9244. .9363, 






9467. .9595, 9686. .9811, 107 1 9 . . 10887 , 


11691. .11900, 








12008. .12320, 12687. .12780, 


13904. .14051, 14172. .14196, 








14323. .14431, 15014 .. 15202 , 


15289. .15569, 15651 .. 15831, 





16011. .16181, 16818. .16900, 17110. .17245 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45589 Seq. ID 

96448 Strand 

4728 ' End 

OJ000251_10.0308.C20.ol.np Method 

5776 End 

7486214 Score 



OJ000251_10.0308.C20 
+ 

17465 
AAT/NAP 
17135 
3323 



5776. .6565, 7705. .7815, 8617..8825, 9244. .9363, 9467. .9595, 
9686. .9808, 107 67 .. 10887 , 11691 .. 11900, 12008 .. 12320 , 
12687. .12780, 12 980 .. 1308 8 , 13542 .. 138 13, 13904 .. 14031 , 
14197. .14431, 15014. .15202, 1528 9 .. 15569, 15675 .. 15831 , 
15939. .16181, 17016. .17135 



46952 



GI Descrip. hypothetical protein F26P21.40 - Arabidopsis thaliana 
gi I 3688173 I emb| CAA21201.il (AL031804) putative protein 
[Arabidopsis thaliana] gi | 7270239 | emb | CAB80009 . 1 1 (AL161582) 
putative protein [Arabidopsis thaliana] 



Seq. No. 45589 Seq. ID. 

Gene No. 96448 Strand 

Start 4'728 End 

Name OJ000251_10 . 0308 . C20 . ol . gp Method 

Start 14978 End 

GI uC-osf Icypl61e08bl Score 

Exons 14978. .15202, 15289.. 15453 

GI Descrip. f 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



OJ000251_10.0308.C20 
+ 

17465 
AAT/GAP 
15453 
628 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45589 Seq. ID 

96448 Strand 

4728 End 

OJ000251_10 . 0308 . C20 . o2 . gp Method 

15615 End 

2427656 Score 
15615. .15831, 15939. .16005 
3688173/emb|CAA21201| 2.0e-13 



OJ000251_10.0308.C20 
+ 

17465 
AAT/GAP 
16005 
467 



(AL031804) putative protein 



[Arabidopsis thaliana] 

45589 
96448 
4728 

OJ000251_10.0308.C20.o3.gp 
16834 
2798991 
16834. .16900, 17019. .174 65 

3402815/emb|AJ007829|CVE7829 1.0e-20 Cloning Vector pGreen 



Seq. ID OJ000251_10.0308.C20 

Strand + 

End 17465 

Method AAT/GAP 

End 17465 

Score 876 



Seq. No. 


45589 




Seq. ID 


OJ000251 10.0308.C20 


Gene No. 


96449 




Strand 


+ 


Start 


20707 




End 


21444 


Name - 


- OJ000251 10.0308.C20 


.o4 .np 


Method 


AAT/NAP 


Start 


20707 




End 


21444 


GI 


82638 




Score 


91 


Exons 


20707. .20938, 21234. 


.21444 






GI Descrip. 


hypothetical 16K protein (nad5 intron) 


- wheat mitochondrion 


Seq. No. 


45589 




Seq. ID 


OJ000251_10.0308.C20 


Gene No. 


96450 




Strand 




Start 


17780 




End 


20971 


Name 


OJ000251 10.0308.C20 


. o2.np- 


Method 


AAT/NAP 


Start 


17780 




End 


18657 


GI 


6691193 




Score 


655 


Exons 


17780. .18657 








GI Descrip. 


(AC007534) F7F22.17 


[Arabidopsis thaliana] 



Seq. No. 45589 Seq. ID 

Gene No. 96450 Strand 

Start 17780 End 

Name . OJ000251_10 . 0308 . C20 . o2 . gs Method 

Start 18286 End 



OJ000251_10.0308.C20 

20971 

GENSCAN 

20971 



46953 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score .55 

18286. .18662, 1874 9 .. 18964 , 19186 .. 19593, 20905.. 20971 



45589 
96451 
22272 

OJ000251_10.0308.C20vb6.tm 

6642 

none 

6642. .6761, 6645. .6728, 6650. 
6844. .7020, 6850. .6987, 6851. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251 10.0308.C20 



24898 

TBLASTX: Maize 
7030 
77 

,6760, 6757. .6810, 6757. .6786, 
,7030, 6863.. 7000 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45589 
96451 
22272 

OJ000251_10.0308.C20.o5.tm 
7720 



OJ000251 10.0308.C20 



none 
7720. 
8622. 
9249. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

7752, 7735. .7812, 7760. .7816, 8615. .8668, 8616 
8825, 8732. .8833, 9226. .9342, 9239. .9331, 9241 
9341 



24898 

TBLASTX: Maize 

9342 

99 



,8834, 
,9339, 



Seq. No. 45589 

Gene No. 96451 

Start 22272 

Name OJ000251_10 . 0308 . C20 . o3 . tc 

Start 8604 ... 

GI none 

Exons 8604.. 8834, 9181.. 9369, 9249. 



Seq. ID OJ000251_10.0308.C20 
Strand 
End ■• 
Method 
End 
Score 
,9365 



24898 • 

TBLASTX: Cress 

9369 

195 



OJ000251 10.0308.C20 



Seq. No. 45589 Seq. ID 

Gene No. 96451 Strand 

Start 22272 End 

Name OJ000251_10 . 0308 . C20 . o4 . tm Method 

Start 9439 End 

GI none Score 

Exons 9439.. 9597, 9440.. 9595, 9458, 

9683. -.9814, 10399 .. 104 61 , 10403 .. 10462 , 10404 .. 104 66, 
10404. .10463, 10460. .10561, 104 62. . 10566, 104 68 .. 104 88 , 
10469. .10501, 10532. .10564 



24898 

TBLASTX: Maize 
10566 
210 

,9598, 9669. .9818, 9670. .9813, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45589 
96451 
22272 
OJ000251 
12125 
none 
12125 
12687 
12979 
13690 
13903 



10.0308.C20.o3.tm 



.12319, 
.12782, 
.13089, 
.13821, 
. 14052, 



12135, 
12718. 
12983. 
13703. 
13904. 



,12182, 
12786, 
13090, 
13822, 
14041 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12238 

12966 

13539 

13901 



OJ000251 10.0308.C20 



24898 

TBLASTX: Maize 
14052 
46 

12321, 12676. .12780, 
13088, 12979. .13089, 
13814, 13540'. .13815, 
14041, 13902. .14003, 



Seq. No. 
Gene No. 
Start 
Name 



45589 
96451 
22272 
OJ000251 



10.0308.C20.o2.tc 



Seq. ID 

Strand 

End 

Method 



OJ000251_10.0308.C20 
24898 

TBLASTX: Cress 



46954 



Start 
GI 

Exons 



13595 
none 



End 
Score 



14052 
60 



13595. .13636, 13596 13667 , 13597 .. 13815, 13690 13821 , 
13703. .13822, 13901 13993, 13902 .. 14003, 13903 .. 14010, 
13904. .14011, 14005. . 14052, 14006. .14035 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45589 Seq. ID 

96451 Strand 

22272 End 

OJ000251_10.0308.C20.o2.ts Method 

13703 End 

none Score 



OJ000251_10.0308.C20 
24898 

TBLASTX: Soybean 

14001 

128 



13703. .13822, 13783 13821, 13904 .. 13996, 13909 .. 14001, 
13909. .13995 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45589 
96451 
22272 
OJ000251 
14214 
none 
14214 
15011 
15291 



10.0308.C20.ol.ts 



14360, 
15202, 
15497 



14215. 
15013. 



. 14301, 
15174, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
14360. .14440, 
15014. .15202, 



OJ000251 10.0308.C20 



24898 

TBLASTX : Soybean 
15507 
136 

14362. . 14433, 
15274 . . 15507, 



Seq. No. 45589 
Gene No. 96451 
Start 22272 

Name OJ000251_10 . 0308 . C20 . ol . tm 

Start 14270 
GI none 
Exons 14270. 

14362, 

15285. 



,14359, 14274. 
.14445, 14362. 
.15485, 15286. 



, 14360, 
. 14433, 
,15486, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14279 

15011 



OJ000251 10.0308.C20 



24898 

TBLASTX: Maize 
15486 
113 

14371, 14360. . 14440, 
15205, 15014. .15202, 



15291. .15479 



Seq. No. 45589 

Gene No. 96451 

Start 22272 

Name OJ000251_10 . 0308 . C20 . ol . tc 

Start 15075 

GI none 
Exons 



Seq. ID OJ000251_10.0308.C20 
Strand 
End 

Method 
End 
Score 



24898 

TBLASTX: Cress 

15510 

75 



15075. .15191, 15077. .15217, 15077. .15211, 15109. .15216, 
15307. .15510, 15307. . 15504, 15318. .15509 



Seq. No. 
Gene No. 
.Start 
Name 
Start 
GI 

Exons 



Seq. No. 
Gene No. 



45589 
96451 
22272 

OJ000251_10. 0308. C20.o2. tni 

15646 

none 

15646. . 15846, 
15938. .16183, 
16995. . 17162, 
17159. .17236, 

45589 
96451 



15655. .15831, 
16050. . 16190, 
16996. .17157, 
17194. .17229, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251 10.0308.C20 



24898 

TBLASTX: Maize 
17236 
199 

15657. .15884, 15936 .. 16184 , 
16818. .16898, 16820 . . 1 68 97 , 
17000. .17170, 17028. . 17213, 
17195. .17233 



Seq. ID 
Strand 



OJ000251 10.0308.C20 



46955 



Start 
Name 
Start 
GI 

Exons 



22272 End 

OJ000251_10 . 0308 . C20 . o4 . ts Method 

15691 End 

none Score 



24898 

TBLASTX: Soybean 

16016 

131 



15691. .15831, 15691. .15831, 15708 15857 , 15936 .. 16016, 
15938. .16015 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45589 
96451 
22272 
OJ000251 
16043 
none 
16043 
16818 
17017 



10.0308.C20.o3.ts 



.16204, 
.16862, 
. 17157 



16077. . 16229, 
16853. .16885, 



. Seq. ID 
Strand 
End 

Method 
End 
Score 

16080 

16854 



OJ000251 10.0308.C20 



24898 

TBLASTX: Soybean 
17162 
184 

16205, 16081. .16212, 
16895, 17013. .17162, 



Seq. No. 45589 

Gene No. 96451 

Start 22272 

Name OJ000251_10 . 0308 . C20 . ol . tw 

Start 18035 

GI none 

Exons 18035. . 18199, 18058 .. 18198, 
18316. . 18411, 18317. .18412 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_10.0308.C20 
24898 

TBLASTX: Wheat 

18412 

122 



18220. .18327, 18226. .18330, 



Seq. No. 45589 Seq. ID 

Gene No. 96451 Strand 

Start 22272 End 

Name OJ000251__10 . 0308 . C20 . o2 . tw Method 

Start 18499 End 

GI none Score 

Exons 18499. . 18663, 18517.. 18666 



OJ000251_10.0308.C20 
24898 

TBLASTX: Wheat 

18666 

82 



Seq. No. 45589 Seq. ID 

Gene No. 96451 Strand 

Start 22272 End 

Name OJ000251_10'. 0308 . C20 . o4 . gp Method 

Start 21801 . End 

GI 5851098 Score 

Exons 21801. .22078 



OJ000251_10.0308.C20 

24898 
AAT/GAP 
22078 
479 



Seq. No. 45589 Seq. ID 

Gene No. 96451 Strand 

Start 22272 End 

Name OJ000251_10 . 0308 . C20 . o7 . tm Method 

Start 22108 End 

GI none Score 

Exons 22108. .22167, 22109 .. 22162, 

22284..22433, 22285.. 22434 



OJ000251_10.0308.C20 
24898 

TBLASTX : Maize 
22434 
45 

22274 . .22432, 22284 .. 22367 , 



Seq. No. 45589 Seq. ID 

Gene No. 96451 Strand 

Start 22272 End 

Name OJ000251_10 . 0308 . C20 . o3 . gs Method 

Start 22272 End 

GI none Score 



OJ000251_10.0308.C20 

24898 
GENSCAN 
24898 
.72 



46956 




Exons 


22272. .22841, 22924. .23006, 


23426. .23455, 24385 .. 24 4 99, 






24596. .24693, 24889. .24898 








Seq. No. 


45589 


Seq. ID 


OJ000251_10.0308 


.C20 


Gene No. 


96451 


Strand 






Start 


22272 


End 


24898 




Name 


OJ000251 10.0308.C20.o5.np 


Method 


AAT/NAP 




Start 


22275 


End 


24720 




GI 


5430774 


Score 


331 




Exons 


22275. .22841, 24596. .24720 








GI Descrip. 


(AC007504) Hypothetical Protein [Arabidopsis thaliana] 




Seq. No. 


45590 


Seq. ID 


OJ000251_10.0308 


.C21 


Gene No. 


96452 


Strand 






Start 


92 


End 


1386 




Name 


OJ000251 10.0308.C21.ol.gs 


Method 


GEN SCAN 




Start 


92 


End 


1386 




GI 


none 


Score 


.91 




Exons 


92. .139, 269. .371, 959. .1075, 1210. .1386 




Seq. No. 


45590 


Seq. ID 


OJ000251_10.0308, 


.C21 


Gene No . 


96452 


Strand 






Start 


92 


End 


1386 




Name 


OJ000251 10.0308.C21.ol.tm 


Method 


TBLASTX: Maize 




Start 


93 


End 


1054 




GI 


none 


Score 


78 




Exons 


93. .143, 94. .144, 252. .371, 


259. .372, 


267. .371, 950. .1039, 




950. .1054, 951. .1043, 958.. 


1053 






Seq. No. 


45590 


Seq. ID 


OJ000251_10.0308, 


.C21 


Gene No. 


96452 


Strand 






Start 


92 


End 


1386 




Name 


OJ000251 10.0308.C21.ol.np 


Method 


AAT/NAP 




Start 


265 


End 


1048 




GI 


5430774 


Score 


136 




Exons 


265. .371, 959. .1048 








GI Descrip. 


(AC007504) Hypothetical Protein [Arabidopsis thaliana] 




Seq. No. 


45590 


Seq. ID 


OJ000251_10.0308. 


.C21 


Gene No. 


96452 


Strand 






Start 


92 


End 


1386 




Name 


OJ000251 10.0308.C21.ol.gp 


Method 


AAT/GAP 




Start 


992 


End 


1386 




GI 


700823 


Score 


400 




Exons 


992. .1075, 1210. .1386 








Seq. No. 


45591 


Seq. ID 


OJ000251_10.0308. 


.C22 


Gene No. 


96453 


Strand 


+ 




Start 


1487 


End 


1607 




Name 


OJ000251 10.0308.C22.ol.gp 


Method 


AAT/GAP 




Start 


1487 


End 


1607 




GI 


700823 


Score 


221 




Exons 


1487. .1607 








Seq. No. 


45591 


Seq. ID 


OJ000251_10.0308, 


C22 


Gene No. 


96454 


Strand 






Start 


495 • 


End 


1248 





46957 



Name 

Start 

GI 

Exons 



OJ000251_10 . 0308 . C22 . ol . gs Method GEN SCAN 

495 End 1248 

none Score .71 
495.-627, 704. .840, 955. .1248 



Seq. No. 45591 Seq. ID OJ000251_10 . 0308 . C22 

Gene No. 96454 ' Strand 

Start 495 End 1248 

Name OJ000251_10 . 0308 . C22 . ol . np ■ Method AAT/NAP 

Start 534 End 1219 

GI 7469146 Score 119 

Exons 534.. 627, 707. .826, 959. .1219 

GI Descrip. conserved hypothetical protein - Rhodobacter capsulatus 

gi|3128304 | gb I AAC16156. 1 | (AF010496) hypothetical protein 
[Rhodobacter capsulatus] 





Seq. No. 


45592 








Seq. ID 


OJ000251 




Gene No. 


■ 96455 








Strand 


+ 




Start 


2190 








End 


8274 




Name 


OJ000251 10 


.0308. 


.C23.ol 


.gs 


Method 


GEN SCAN 




Start 


2190 








End 


7624 




GI 


none 








Score 


.61 




Exons 


2190. .2395, 


2633, 


. .2845, 


3105. 


.3269, 3444. .3678, 


Q 




4961. .5058, 


5354, 


. .5412, 


5771. 


.6556, 6786. .7302, 




Seq. No. 


45592 








Seq. ID 


OJ000251 




Gene No. 


96455 ' 








Strand 


+ 




Start 


2190 








End 


8274 




Name 


OJ000251 10 


.0308, 


.C23.ol 


. np 


Method 


AAT/NAP 


id 


Start 


2302 








End 


2826 


a _jj 


GI 


7523502 








Score 


206 


?'■: = 
s i_5 


Exons 


2302. .2395, 


2697. 


. .2826 









10.0308.C23 



3903. 
7335. 



.4089, 
.7624 



GI Descrip. (AP001633) hypothetical protein [Oryza sativa] 



i'J 


Seq. No. 


45592 


Seq. ID 


OJ000251_10.0308.C23 




Gene No. 


96455 


Strand 


+ , . 




Start 


2190 


End 


8274 




Name 


OJ000251 10.0308.C23.ol.gp 


Method 


AAT/GAP 


; c 


Start 


4543 


End 


5048' 




GI 


43649 2.R1084 


Score 


767 




Exons 


4543. .4681, 4785. .5048 








GI Descrip. 


, 3688173/emb|CAA21201| 2.0e- 


13 (AL031804j putative protein 






[Arabidopsis thaliana] 1 








Seq. No. 


45592 


Seq. ID 


OJ000251_10.0308.C23 




Gene No. 


96455 


Strand 


+ 




Start 


2190 


End 


8274 




Name 


OJ000251 10.0308.C23.o2.np 


Method 


AAT/NAP 




Start 


4914 


End 


8274 




GI 


4220455 


Score 


583 




Exons 


4914. .5111, 5819. .6569, 6796 


..7227, 7300. .7595, 8237. .8274 




GI Descrip. 


(AC006216) Identical to gene 


gb| D88746 


AR7 91 from Arabidopsis 






thaliana. [Arabidopsis thaliana] 






Seq. No. 


45592 


Seq. ID 


OJ000251_10.0308.C23 




Gene No. 


96455 


Strand 


+ 




Start 


2190 


End 


8274 



46958 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
S.tart 
Name 
Start 
*GI 

Exons 



OJ000251_10 . 0308 . C23 . ol . tc Method TBLASTX: Cress 
5879 End 7043 

none Score 48 

5879. .5920, 5963. .6373, 6432. .6512, 6798. .7043, 6875. .7036 



45592 
96455 
2190 

OJ000251_10.0308.C23.o2.tm 

6011 

none 



45592 
96455 
2190 

OJ000251_10.0308, 

6063 . 

none 

6063. .6374, 6064. 
6460. .6522, 6464. 



C23.ol. tw 



.6375, 
.6523 



6065. 



Seq. ID OJ000251_10.0308.C23 

Strand + 

End 8274 

Method TBLASTX : Mai ze 

End 6276 

Score 332 



6011. .6265, 6024. .6275, 6025. .6276 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6376, 



OJ000251_10.0308.C23 
+ 

8274 

TBLASTX: Wheat 
6523 
205 

6369. .6521, 6443. . 6520, 



Seq. No. 45592 Seq. ID 

Gene No. 96455 " . Strand 

Start 2190 End 

Name OJ000251_10 . 0308 . C23 . o2 . gp Method 

Start 6315 End 

GI LIB3477-010-P1-K1-F8 Score 

Exons 6315.. 6556, 6786.. 6926 

GI Descrip. ' 1669599/dbj | BAA13687 | 2.0e-13 (D88746) AR791 [Arabidopsis 
thaliana] ' 



OJ000251_10.0308.C23 
+ 

8274 
AAT/GAP 
6926 
678 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



45592 
96455 
2190 

OJ000251_10.0308.C23.ol.tm 
6384 
none 
6384 . 
7091. 
7392, 



.6560, 6443. .6559, 6780. 
.7219, 7095. .7154, 7145. 
.7532, 7543.. 7611, 7553. 



7715. .7738, 7790. .7810 

45592 
96455 
2190 

OJ000251_10. 0308 .C23.ol.ts 

6774 

none 

'6774 . .7043, 6869. .7036 

45592 
96455 
2190 

OJ000251_10.0308.C23.o3.gp 

7495 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7112, 6783 
.7390, 7180 



OJ000251_10.0308.C23 
+ 

8274 

TBLASTX: Maize . 
7810 
190 

7100, 6869. 
7338, 7387. 



.7615, 7657. .7689, 7668. 



,7183, 
,7491, 
,7709, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_10.0308.C23 
"+ 

8274 

TBLASTX: Soybean 

7043 

258 



OJ000251_ 
+ 

8274 
AAT/GAP 
7900 
792 



10.0308.C23 



46959 



Exons 



7495. .7900 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45593 
96456 
1 

OJ000251_10.0308.C24.ol.np 
1 

4493973 
1..68, 1430. .1647 

(AL034559) predicted using hexExon; MAL3P7.14 (PFC0925w), 
Hypothetical protein, len: 48 9 aa [Plasmodium falciparum] 



Seq. ID OJ000251_10.0308.C24 
Strand + 
End 1647 
Method . AAT/NAP 
End 1647 
Score 196 



45593 Seq. ID 

96457 Strand 

2269 End 

OJ000251_10 . 0308 . C24 . ol . gp Method 

2269 End 

LIB3431-009-P1-N1-D10 Score . 
2269.. 2498 

' 310316/gb|L19598|RICRTUBlX 7.0e-ll Rice beta-tubulin (RTUB-1) 
mRNA, complete cds 1 



OJ000251__10.0308.C24 
+ 

2498 
AAT/GAP 
2498 
445 



45593 
96458 
2485 

OJ000251_10.0308.C24.ol.gs 

2485 

none 

2485. .2606, 3119. .3170 



Seq. ID OJ000251_10.0308.C24 
Strand 

End . 3170 

Method GENSCAN . 

End 3170 

Score . 63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45593 Seq. ID OJ000251_10 . 0308 . C24 

96459 Strand 

5122 End 5443 

OJ000251_10 . 0308 . C24 . o2 . gp. Method AAT/GAP 

4877 End 5443 

5421_1.R1084 Score 772 

4877. .5240, 5361. .5443 

'3688173/emb|CAA21201| 2.0e-13 (AL031804) putative protein 
[Arabidopsis thaliana] 1 



45593 
96459 
5122 

OJ000251_10 . 0308 . C24 . ol . tm 

5037 

none 



Seq. ID OJ000251_10.0308.C24 
Strand 

End 5443 

Method TBLASTX : Mai ze 

End 5426 

Score 195 



5037. .5240, 5089. .5241, 5334... 5426, 5341. .5424 



Seq. No. 45593 

Gene No. 96459 

Start 5122 

Name OJ000251_10 . 0308 . C24 . o2 . gs 

Start 5122 

GI none 

Exons 5122.. 5240, 5361.. 5425 



Seq. ID OJ000251_10.0308.C24 
Strand 

End 54 4 3 

Method GENSCAN 

End 5425 

Score .67 



Seq. No . 



45594 



Seq. ID OJ000251_10.0308.C25 



46960 



Gene No. 


96461 


Strand 






otart 


i n a c\ 


End 


5031 




Name 


ujuuuzoi iu . u jUo . l^o . ol . gs 


Method 


GEN SCAN 




btart 


1U4 u 


End 


5031 






none 


Score 


.7 




Exons 


1U4U..H44/ iiyo..iz/u, loby. 


.1440, 1867. .1997, 4946. .5031 


beq . NO . 


4 o d y 4 


Seq. ID 


OJ000251_10. 030.8 


.C25 


Gene No. 


96461 


Strand 






Start 


1040 


End 


5031 




Name 


OJ000251 10.0308.C25.ol.np 


Method 


AAT/NAP 




C 4- -i v~+- 


1189 


End 


2024 




bl 


2062168 


Score 


277 




Exons 


1189. .1270, 1369. .1440, 1684. 


.1752, 1867.. 2024 




GI Descrip. 


(AC001645) hypothetical protein [Arabidopsis thaliana] 




beq. no. 


45595 


Seq. ID 


OJ000251_10.0308 


.C31 


uene ino . 


96462 • 


Strand 


+ 




OLdlL 


1 - ■ 


End ' 


737 




Name 


OJ000251 l'0.0308.C31.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


737 




GI 


7486214 


Score 


222 




Exons 


1..183, 274. .396, 699. .737 








GI Descrip. 


hypothetical protein F26P21.40 - Arabidopsis thaliana 






gi | 3688173 | emb | CAA21201 . 1 | (AL031804) 


putative protein 






[Arabidopsis thaliana] gi | 7270239 | emb | CAB80009 . 1 | (AL161582; 




putative protein - [Arabidopsis 


thaliana 


] 




Seq. No. 


45595 


Seq. ID 


OJ000251_10.0308, 


.C31 


Gene No. 


96462 


Strand 


+ 




ot ar l 


1 


End 


737 




Name 


OJ000251 10.0308.C31.ol.tm 


Method 


TBLASTX: Maize 




C 4- -i +- 

otart 


27 


End 


406 




H T 
bl 


none 


Score 


210 




Exons 


27. .185, 28. .183, 46. .186, 257. .406, 258. .401, 271. .402 




Seq. No. 


45595 


Seq. ID 


OJ000251_10.0308. 


.C31 


Gene No. 


96462 


Strand 


+ 




Of -, vf 

b tart 


1 


End 


737 




Name 


OJ000251 10.0308.C31.ol.gs 


Method 


GENSCAN 




otart 


55 


End 


585 




C T 

bl 


none 


Score 


.87 




Exons 


55. .183, 274. .399, 520. .585 








Seq. No. 


- 45596 


Seq. ID 


OJ000251_10.0308, 


,C40 


Gene No. 


96463 


Strand 






OA , v- 4- 


198 


End 


698 




Name 


OJ000251 10.0308.C40.ol.gs 


Method 


GENSCAN 




Start 


198 


End 


698 




H T 
bl 


none 


Score 


.74 




Exons 


198.. 366, 399.. 698 








Seq. No. 


45597 


Seq. ID 


OJ000251_10.0308. 


C41 


Gene No. 


96464 


Strand 






Start 


56 


End 


1426 




Name 


OJ000251 10. 0308.C41.ol.gs 


Method 


GENSCAN 




Start 


56 


End 


1426 





46961 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

56.. 230, 1371, 



1426 



45598 
96465 
157 

OJ000211_11.0309.C12.ol.tw 

157 

none 

157. .537, 170. .436, 482. .538 

45598 
96465 
157 

OJ000211_11.0309.C12.ol.tm 

341 

none 



Score .54 



Seq. ID OJ000211_11.0309.C12 

Strand 

End 67 5 

Method' TBLASTX: Wheat ' 

End ' 538 

Score 192 



Seq. ID OJ000211_11.0309.C12 
Strand 
End 

Method 
End 
Score 



675 

TBLASTX: Maize 

675 

168 



341. .481, 342. .533, 352. ,675, 365. .556 

45599 Seq. ID OJ000211_11 . 0309 . C14 

96466 Strand + 

887 End 1137 

OJ0002 11_11 . 0309 . C14 . o2 . gp Method AAT/GAP 

887 ■ End 1137 

8163_1.R1084 Score 374 

887. .1137. 

? 5733872/gb|AAD49760.1|AC007932_8 8.0e-27 (AC007932) Similar to 
gi_4 98204 8 ribosomal protein L18 from Thermotoga maritima genome 
gb_AE001798. ESTs gb_Z35613, gb_T75951, gb_T22182, gb_T45962, 
gb_H7 6281 and gb_AI100025 come from this gene. [Arabidopsis 
thaliana] 1 



Seq. No. 45599 

Gene No. 96467 

Start 124 

Name OJ000211_11 . 0309 . CI 4 . ol . tc 

Starf 114 

GI none 

Exons 114.. 236, 125.. 289, 127.. 285, 
1017. .1100 



Seq. ID OJ000211_11.0309.C14 
Strand 
End 

Method 
End 
Score 

886. .990, 887. .994, 898. .1008, 



1143 

TBLASTX: Cress 

1100 

197 

887. .994, 898, 



Seg. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45599 Seq. ID OJ000211_11 . 0309 . C14 

96467 Strand 

124 End 1143 

OJ000211_11.0309.C14 .ol.gp Method AAT/GAP 

124 End 554 

LIB3432-034-P2-K1-F3 Score 274 

124. .304, 521. .554 

•5733872/gb|AAD49760.1|AC007932_8 2.0e-12 (AC007932) Similar to 
gi_4 982048 ribosomal protein L18 from Thermotoga maritima genome 
gb_AE001798. ESTs gb_Z35613, gb_T75951, gb_T22182, gb_T45962, 
gb_H76281 and gb_AI100025 come from this gene. [Arabidopsis 
thaliana] ' 



Seq. No. 
Gene No. 
Start 



45599 
96467 
124 



Seq. ID 

Strand 

End 



OJ000211 11.0309.C14 



1143 



46962 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000211_11.0309.C14 .ol.tm Method TBLASTX : Maize 
125 End . 1143 

none Score 256 

125. .289, 126. .284, 127 294, ■ 886. ; 990, 887. .994, 889. .1020, 
894. .1031, 1017. .1085, 1017. .1085, 1049. .1090, 1078. .1143 



45599 
96467 
124 

OJ000211_11.0309.C14.ol.ts 

125 

none 



Seq. ID OJ000211_11. 0309.C14 
Strand 

End 1143 

Method TBLASTX : Soybean 

End 994 

Score 180 



125. .289, 127. .291, 886. .984, 887. .994 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000301_15.0330.C4 

Strand 

End 848 

Method AAT/GAP 

End 848 

Score 1261 



45600 
96468 
1 

OJ000301_15.0330.C4 .ol.gp 
1 " 

30__1.R1084 
1. .108, 204. .428, 525. .848 
' 391364 1/sp I 064 422 | F16P_ORYSA 0.0e+00 
FRUCTOSE- 1, 6-BISPHOSPHATASE, CHLOROPLAST PRECURSOR 
(D-FRUCTOSE-1, 6-BISPHOSPHATE 1-PHOSPHOHYDROLASE) (FBPASE) 
>gi_3041777_dbj_BAA25423_ (AB007194) fructose-1, 6-bisphosphatase 
[Oryza sativa] 1 



45600 
96468 
1 

OJ000301JL5.0330.C4 .ol.np 
1 

3913641 
1..108, 204. .428, 525. .848 

FRUCTOSE-1, 6-BISPHOSPHATASE, CHLOROPLAST PRECURSOR 
(D-FRUCTOSE-1, 6-BISPHOSPHATE 1-PHOSPHOHYDROLASE) (FBPASE) 
gi | 3041777 | dbj | BAA25423 | (AB007194 ) fructose-1, 6-bisphosphatase 
[Oryza sativa] 



Seq. ID OJ000301_15.0330.C4 

Strand 

End 848 

Method AAT/NAP 

End 848 

Score 1012 



45600 
96468 

1. 

OJ000301_15.0330.C4 .ol.tc 
1 

none 



Seq. ID OJ000301_15.0330.C4 

Strand 

End 848 

Method TBLASTX : Cress 

End 752 

Score 142 



1..108, 2. .100, 210. .431, 211. .429, 498. .752, 522. .683, 562. .693 



45600 
96468 
1 

OJ000301_15.0330.C4 .ol. ts 
1 

none 



Seq. ID OJ000301_15.0330.C4 

Strand 

End 848 

Method TBLASTX : Soybean 

End 827 

Score 141 



1..108, 2. .106, 210. .431, 211.. 429, 498. .827, 525. .683, 562. .693 



Seq. No. 
Gene No. 



45600 
96468 



Seq. ID OJ000301_15.0330.C4 
Strand 



46963 



Start 1 End 

Name OJ000301_15 . 0330 . C4 . ol . gs Method 

Start 19 End 

GI none Score 

Exons 19. .108, 204. .428, 525.-759 

Seq. No. 45600 Seq. ID 

Gene No. 964 68 Strand 

Start 1 End 

Name OJ000301_15 . 0330 . C4 . ol . tm Method 

Start 43 End 

GI none Score 
Exons 



848 

GEN SCAN 

759 

.77 



OJ000301_15.0330.C4 
848 

TBLASTX: Maize 

811 

103 



43. .108, 44. .106, 51. .143, 201. .431, 214. .429, 393. .431, 
410. .439, 498. .809, 522. .683, 562. .693, 767. .811 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45601 Seq. ID OJ000301_ 

96469 Strand + 

1 End .936 

OJ000301_15.0330.C5.ol.np ' Method AAT/NAP 

1 End 936 

4309759 Score 278 

1..108, 220. .389, 716. .775, 865. .936 
(AC006217) unknown protein [Arabidopsis thaliana] 



15. 0330. C5 



15.0330.C5.ol, 



gp 



45601 
96469 
1 

OJ000301_ 
210 

29605JL. R1084 
210. .389, 716. .783 

1 4309759/ gb | AAD15528 | 3.0e-50 (AC006217) unknown protein with 
Src homology 3 (SH3) domain profile (PDOC50002) [Arabidopsis 
thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_ 
+ 

936 

AAT/GAP 

783 

430 



15. 0330. C5 



Seq. No. 45601 Seq. ID OJ000301 

Gene No. 96469 Strand + 

Start 1 End ' 936 

Name OJ000301_15 . 0330 . C5 . ol . gs Method GENSCAN 

Start 210 End 775 

GI none Score . 96 

Exons 210.. 389, 716.. 775 



15. 0330. C5 



Seq. No. 


45601 






Seq. ID 


OJ000301_15.0330, 


.C5 


Gene No. 


96470 






Strand 


+ 




Start 


893 






End 


1071 




Name 


OJ000301 


15. 0330. C5, 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


206 






End 


778 




GI 


none 






Score 


72 




Exons 


206. .307, 


209. .388, 


210. .392, 


713. .778 






Seq. No. 


45601 






Seq. ID 


OJ000301 15.0330. 


.C5 


Gene No. 


96470 






Strand 


+ 




Start 


893 






End 


1071 




Name 


OJ000301 


15. 0330. C5. 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


209 






End 


392 




GI 


none 






Score 


181 





46964 



Exons 



209. .391, 216. .392 



Seq. No. 45601 Seq. ID 

Gene No. 96470 Strand 

Start 893 End 

Name OJ000301_15 . 0330 . C5 . o2 . gp Method 

Start 893 End 

GI 34852_1.R1084 Score 

Exons 893.. 1071 

GI Descrip. 1 1781299/emb I CAA70700 | 5.0e-15 (Y09506) 
ribonucleoprotein [Nicotiana tabacum] 1 



OJ000301_15.0330.C5 
+ 

1071 
AAT/GAP 
1071 
342 

transf ormer-SR 



Seq. No. 45602 , Seq. ID 

Gene No. 96471 Strand 

Start 28 67 End 

Name OJ000301_15 . 0330 . C6 . ol . gp Method 

Start 28 67 End 

GI none Score 

Exons 2867.. 3719 



OJ000301_15.0330.C6 
+ 

3719 
AAT/GAP 
3719 
1662 



Seq. No. 


45602 




Seq. ID 


OJ000301_15.0330. 


C6 


Gene No. 


96472 




Strand 






Start 


3398 




End 


4257 




Name 


OJ000301 15.0330.C6.ol. 


np 


Method 


AAT/NAP 




Start 


3398 




End-V 


4225 " 




GI 


2464852 




Score 


172 




Exons 


3398. .3439, 3560. .3706, 


3814 


. .3909, 4007. .4225 




GI Descrip. 


(Z99707) putative protein [Arabidopsis 


thaliana] 




Seq. No. 


45602 




Seq. ID 


OJ000301_15.0330. 


C6 


Gene No. 


96472 




Strand 






Start 


3398 




End 


4257 




Name 


OJ000301 15.0330.C6.o2. 


gp 


Method 


AAT/GAP 




Start 


3942 ' 




End 


4257 




GI 


LIB3434-026-P1-K1-C8 




Score 


551 




Exons . • 


3942. .4257 










GI Descrip. 


' 1781299/emb ICAA70700 | 


5.0e- 


15 (Y09506) 


transf ormer-SR 






ribonucleoprotein [Nicotiana 


tabacum] 1 






Seq. No. 


45602 




Seq. ID 


OJ000301_15.0330. 


C6 


Gene No. 


96473 




Strand 






Start 


10217 




End 


11070 




Name 


OJ000301 15.0330.C6.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


2594 




End 


2911 




GI 


none 




Score 


117 




Exons 


2594. .2677, 2599. .2676, 


2735 


..2911, 2743. .2853 




Seq. No. 


45602 




Seq. ID 


OJ000301_15.0330. 


C6 


Gene No. 


96473 




Strand 






Start 


10217 




End 


11070 




Name 


OJ000301 15.0330.C6.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2596 . 




End 


2911 




GI 


none 




Score 


.127 




Exons 


2596. .2754, 2597. .2755, 


2740 


..2853, 2741. .2911 




Seq. No. 


45602 




Seq. ID 


OJ000301_15.0330. 


C6 


Gene No. 


96473 




Strand 







46965 



Start 
Name 
Start 
GI 

Exons 



10217 

OJ000301_15. 0330.C6.ol.tm 
3261 
none 
3261, 
3392, 
3573, 
4007, 



End 

Method 

End 

Score 



11070 

TBLASTX: Maize 

4211 

46 



,3299, 3272. .3301, 3312. .3374, 3324. .3362, 3384. .3440, 

,3439, 3397. .3441, 3397. .3441, 3565. .3651, 3569. .3664, 

,3650, 3677. .3706, 3678. .3707, 3814. .3909, 3815. .3904, 

,4066, 4058;;4198, 4083. .4211 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45602 
96473 
10217 

OJ000301_15. 0330.C6.o4 .tm 

4732 

none 

4732. .4779, 4855. .4911, 4954. 
5081. .5170, 5243. .5317, 5248. 

45602 
96473 
10217 

OJ000301_15. 0330.C6.o3.tm 

8187 

none 

8187. .8240, 8190. .8240, 9030. 
9031. .9207,. 9031. .9180, 9032. 

45602 
96473 
10217 

OJ000301_15.0330.C6.ol.tw 

9048 

none 

9048. .9176, 9050. .9175, 9070. 



Seq. ID OJ000301_15.0330.C6 
Strand 

End 11070 
Method TBLASTX : Maize 
End 5320 
Score 41 

.4995, 4954. .5004, 5055. .5177, 
.5316, 5252.. 5320 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000301 15. 0330. C6 



11070 

TBLASTX: Maize 
9207 
86 

9074, 9030.. 9179, 9030.. 9191, 
9184, 9032... 9103 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.9189, 9080. .9181 



OJ000301_15.0330.C6 
11070 

TBLASTX: Wheat 
9189 
196 



Seq. No. 


45602 


Seq. ID 


OJ000301 


_15.0330.C6 


Gene No. 


96473 


Strand 






Start 


10217 


End 


11070 




Name 


OJ000301 15.0330.C6.o2.gs 


Method 


GENSCAN 




Start 


10217 


End 


11070 




GI 


none 


Score 


.88 




Exons ' 


10217. .10476, 10960. .11070 








Seq. No. 


45603 


Seq. ID 


OJ000301_ 


_15.0330.C7 


Gene No. 


96474 


Strand 


+ 




Start 


531 


End 


2295 




Name 


OJ000301 15.0330.C7.ol.np 


Method 


AAT/NAP 




Start 


531 


End 


2051 




GI 


7263565 


. Score 


656 




Exons 


531. .665, 1086. .1185, 1304. 


.1338, 1454 


..1543, 11 


317. .2051 


GI Descrip. 


(AL161667) transcription factor L2 [Arabidopsis 


thaliana] 



Seq. No. 45603 Seq. ID OJ000301_15 . 0330 . C7 

Gene No. 96474 Strand + • 

Start 531 End 2295 

Name OJ000301JL5 . 0330 . C7 . ol . gs Method GENSCAN 

Start 534 End 2047 



46966 



GI 


none 


Score 


. 76 


Exons 


534. .665, 1086. .1185, 1301. 


.1338, 1454 


. . 1543, 1817 . . 2047 


Seq. No. 


45603 


Seq. ID 


OJ000301_15 . 0330 . C7 


bene wo . 


96474 


Strand 


+ 


Start 


531 


End 


2295 


Name 


OJ000301 15.0330.C7.ol.gp 


Method 


AAT/GAP 


Start 


1283 


End 


2295 


GI 


36105 1.R1084 


Score 


1111 


Exons 


1283. .1338, 1454. .1543, 1817. .2295 




GI Descrip. 


oybUoou j.ue-iy (acuu4odij 


putative enolase [Arabidopsis 




tnaiianaj 






Seq. No. 


45603 


Seq. ID 


OJ000301 15. 0330. C7 


Gene No. 


96475 


Strand 


+ 


Start 


7859 


End 


8981 


Name 


OJ000301 15.0330.C7.o3.gs 


Method 


GENSCAN 


Start 


7859 


End 


8722 


GI 


none 


Score 


.87 


Exons 


7859.. 8722 






Seq. No. 


45603 


Seq. ID 


OJ000301_15.0330.C7 


Gene No. 


96475 


Strand 


+ 


Start 


7859 


End 


8981 


Name 


OJ000301 15.0330.C7.o4 . gp 


Method 


AAT/GAP 


Start 


8122 


End 


'8981 


GI 


"208 3.R1084 


Score 


1620 


Exons 


8122.. 8981 






GI Descrip. 


f 2119194/pir | | JC4377 2.0e-68 low-molecular-weight heat-shock 




protein - rice >gi 1815662 


(U83670) low molecular mass heat 




shock protein 0shspl8.0 [Oryza sativa] 1 


i 


Seq. No. 


45603 


Seq. ID 


OJ000301_15.0330.C7 


Gene No . 


96475 


Strand 


+ 


otart 


7859 


End 


8981 


Name 


OJ000301 15.0330.C7.o3.np 


Method 


AAT/NAP 


Start 


8237 


End 


8719 


GI 


2119194 


Score 


766 


Exons 


8237.. .8719 






GI Descrip. 


low-molecular-weight heat-shock protein - rice gi 11815662 




(U83670) low molecular mass 


heat shock 


protein Oshspl8.0 [0r> 




sativa] 






beq. No. 


45603 


Seq. ID 


OJ000301_15.0330.C7 


Gene No. 


96476 


Strand 


+ 


Start 


9781 


End 


11665 


Name 


OJ000301 15.0330.C7.o4.gs 


Method 


GENSCAN 


Start 


9781 * 


End 


11665 


GI 


none 


Score 


.81 


Exons 


9781.. 9892, 9975 .. 10133, 10299 .. 1 1036, 


11115. .11665 



Seq. No. 45603 Seq. ID 

Gene No. 96476 Strand 

Start 9781 End 

Name OJ000301_15 . 0330 . C7 . o5 . np Method 

Start 10304 End 

GI 7488706 Score 



OJ000301_15.0330.C7 
+ 

11665 
AAT/NAP 
11665 
978 



46967 



Exons 10304. .11036, 11115.. 11665 

GI Descrip. probable transposase - soybean transposon mariner element 

Soymarl gi | 3386534 | gb | AAC28384 . 1 | (AF078934) mariner transposase 
[Glycine max] 





Seq. No. 


45603 




Seq. ID 


OJ000301 


15.0330, 


,C7 




Gene No. 


96477 




Strand 


+ 








Start 


1 a c. R Q 

1 4 boy 




End 


28216 








Name 


OJ000301 15. 0330. C7 


. 06 . gs 


Method 


GENSCAN 








Start 


14 659 




End 


28216 








GI 


none 




Score 


.6 








Exons 


14 659 .. 14721, 16429 


. . 16586, 


17084 . .17231, 17817. 


. 17863, 








18760. .18853, 19333 


. .19604, 


21372. .21527, 21619. 


.21901, 








22141. .22294, 22451 


. .22482, 


22670. .22786, 22877. 


. 22946, 








23033. .23181, 23865 


. .23966, 


24037. .24237, 24877. 


.24996, 








25136. .25354, 26026 


. .26100, 


26348.-26446, 27352. 


.27537, 








28040. .28216 














Seq. No. 


45603 




Seq. ID 


OJ000301 * 


>5.0330. 


C7 




Gene No. 


96477 




Strand 


+ 








Start 


14659 




End 


28216 








Name 


OJ000301 15. 0330. C7. 


. o5 . gp 


Method 


AAT/GAP 






-ire. 
: E 


Start 


25188 




End 


26534 






=3. 


GI 


LIB34 32-014-P1-K1-G11 


Score 


787 






a-at 


Exons 


25188. .25354, 26026. 


. .26100, 


26348. .26534 








GI Descrip. 


'5816992/emb|CAB53647.1| 6. 


Oe-18 (AL110123) putative protein 


r y 




[Arabidopsis thaliana] ' 










: ; 5 


Seq. No. 


45603 




Seq. ID 


OJ000301_ 


15.0330. 


C7 




Gene No . 


96478 




Strand 


+ 








Start 


28693 




End 


35998 






rl * 

; =■ 


Name 


OJ000301 15. 0330. C7 . 


. o7 . gs 


Method 


GENSCAN 






2. 


Start 


28693 




End 


35692 








GI 


none 




Score 


.62 








Exons 


28693. .28948, 29963. 


. .30091, 


30249. .30444, 31137. 


.31210, 








31466. .31601, 31783. 


. .31854, 


32481. .32552, 32878. 


.32975, 








33489. .33674, 33795. 


, .33821, 


34842. .35087, 35232. 


.35365, 








35480.. 35692 














Seq. No. 


45603 




Seq. ID 


OJ000301_ 


15.0330. 


C7 




Gene No. 


96478 




Strand 


+ 








Start 


28693 




End 


35998 








Name 


OJ000301 15. 0330. CI. 


, o6.gp 


Method 


AAT/GAP 








Start 


30220 




End 


31545 








GI 


none 




Score 


1013 








Exons 


30220. .30444, 31137. 


, .31372, 


31466. .31545 








Seq. No. 


45603 




Seq. ID 


OJ000301_ 


15.0330. 


C7 




Gene No. 


96478 . 




Strand 


+ 








Start 


28693 




End 


35998 








Name 


OJ000301 15. 0330. C7. 


o6.np 


Method 


AAT/NAP 








Start 


31399 




End 


35695 








GI 


4263791 




Score 


1725 








Exons 


31399. .31601, 31783. 


.31854, 


31931. .32002, 32146. 


.32217, 








32481. .32552, 32638. 


.32709, 


32878.-32967, 33256. 


.33383, 








33489. .33821, 34842. 


.35087, 


35232. .35365, 35480. 


.35695 






GI Descrip. 


(AC006068) putative 


receptor-like protein kinase 


[Arabidopsis 



46968 



thaliana] 



Seq. No. 45603 
Gene No. 96478 
Start 28693 

Name OJ000301_15 . 0330 . C7 . o7 . gp 

Start 31965 

GI LIB3434-023-P1-K1-C1 
Exons 31965. .32002, 3214 6 .. 32217 , 

32878. .32975, 33240.. 33333 
GI Descrip. 1 4263791/gb | AAD15451 | 6.0e-29 (AC006068) putative receptor 

protein kinase [Arabidopsis thaliana] ' 



Seq.* ID 

Strand 

End 

Method 

End 

Score 



OJ000301_15.0330.C7 
+ 

35998 
AAT/GAP 
33333 
748 



32481. .32552, 32638 .. 32709, 





Seq. No. 


45603 


Seq. ID 


OJ000301_15 


. 0330 . C7 




Gene No . 


96478 


Strand 


+ 






Start 


28693 


End 


35998 






Name 


OJ000301 15.0330.C7.o8.gp 


Method 


AAT/GAP 






Start 


34903 


End 


35610 






GI 


LIB34 33-031-P1-K1-B10 


Score 


809 






Exons 


34903. .35087, 35232 .. 35365, 35480.. 35610 






GI Descrip. 


1 4263791/gb|AAD15451| 8.0e-65 


(AC006068) putative 


receptor 






protein kinase [Arabidopsis thaliana] 1 








Seq. No. 


45603 


Seq. ID- 


OJ000301_15 


. 0330 . C7 


W 


Gene No. 


96478 


Strand 


+ 




: : : 


Start 


28693 


End ' 


35998 




fu 


Name 


OJ000301 15.0330.C7.o9.gp 


Method 


AAT/GAP 






Start 


35584 


End 


35998 




: s 


GI 


5002802 


Score 


647 






Exons 


35584. .35998 








5 

: f : 


Seq. No. 


45603 


Seq. ID 


OJ000301_15 


.0330.C7 




Gene No. 


96479 


Strand 


+ 






Start 


36168 


End 


36916 






Name 


OJ000301 15.0330.C7.ol0.gp 


Method 


AAT/GAP 






Start 


36168 


End 


36916 






GI 


208 1.R1084 


Score 


1448 






Exons ■ 


36168. .36916 








f ;= H 


GI Descrip. 


'1815660 2.0e-50 (U83669) low 


molecular mass heat 


shock protein 


L .J- 

u 




Oshspl7.3 [Oryza sativa] 1 










Seq. No. 


45603 


Seq. ID 


OJ000301JL5 


.0330.C7. 




Gene No. 


96480 


Strand 


+ 






Start 


37319 


End 


38074 






Name 


OJ000301 15.0330.C7.oll.gp 


Method 


AAT/GAP 






Start 


37319 


End 


38074 






GI 


208 2.R1084 


Score 


1387 






Exons 


37319. .38074 









GI Descrip, 



'2119194/pir | IJC4377 8.0e-47 low-molecular-weight heat-shock 
protein - rice >gi__1815662 (U83670) low molecular mass heat 
shock protein Oshspl8.0 [Oryza sativa] 1 



Seq. No. 
Gene No. 
Start 
Name 
Start 



45603 
96480 
37319 

OJ000301_15.0330.C7.o8.np 
37401 



Seq. ID OJ000301_15.0330.C7 

Strand + 

End • 38074 

Method AAT/NAP 

End 37883 



46969 



GI 2119194 Score 813 

Exons 37401. .37883 

GI Descrip. low-molecular-weight heat-shock protein - rice gi 11815662 

(U83670) low molecular mass heat shock protein Oshspl8.0 [Oryza 
sativa] 



Seq. No. 45603 Seq. ID OJ000301_ 

Gene No. 96480 Strand + 

Start 37319 End 38074 

Name OJ000301_15 . 0330 . C7 . o9 . gs Method GEN SCAN 

Start 37401 End 37886 

GI none Score .96 

Exons 37401. .37886 



15. 0330. C7 



Seq. No. 


45603 




Seq. ID 


OJ000301_15 


.0330 


.C7 


Gene No. 


96481 




Strand 


+ 






Start 


38590 




End 


39636 






Name 


OJ000301 15. 0330. CI. 


olO . gs 


Method 


GEN SCAN 






Start 


38590 




End 


39636 






GI 


none 




Score 


.64 






Exons 


38590. .38686, 39536. 


.39636 










Seq. No. 


45603 




Seq. ID 


OJ000301_15 


.0330 


.C7 


Gene No. 


96482 




Strand 


+ 






Start 


40219 




End 


41078 






Name 


OJ000301 15. 0330. C7. 


ol2 . gp 


Method 


AAT/GAP 






Start 


40219 




End 


41078 






GI 


208 4.R1084 




Score 


1248 






Exons 


40219. .40892, 40932. 


.41002, 


41056. .41078 






GI Descrip. 


•2119194/pir | | JC4377 


1.0e-51 


low-molecular- weight 


heat- 


shock 



protein - rice >gi_1815662 (U83670) low molecular mass heat 
shock protein Osnspl8.0 [Oryza sativa] 1 



Seq. No. 45603 Seq. ID 

Gene No. 96483 Strand 

Start 53921 End 

Name OJ000301_15 . 0330 . C7 . ol4 . gp Method 

Start 53840 End* 

GI none Score 

Exons 53840. .54244, 54336.-54444 



OJ000301_15.0330.C7 
+ 

56613 
AAT/GAP 
54444 
954 



Seq. No. 45603 

Gene No. ■ 96483 

Start 53921 

Name OJ000301_15 . 0330 . C7 . oil . np 

Start 53921 

GI 7263560 

Exons 53921. .54244, 54 336 .. 54713, 
GI Descrip. (AL161667) putative protein 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_ 
+ 

56613 
AAT/NAP 
56594 
874 



15. 0330. C7 



55990. .56594 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45603 
96483 
53921 

OJ000301_15.0330.C7.ol6.gs 

53921 

none 



Seq. ID OJ000301_15.0330.C7 



Strand 
End 

Method 

End 

Score 



+ 

56613 
GENSCAN 
56613 
.92 



53921. .54244, 54336 .. 547 13, 55305 .. 55397 , 55990.. 56613 



46970 



Seq. No. 45603 

Gene No. 96484 

Start 57112 

Name OJ000301_15 . 0330 . C7 . ol5 . gp 

Start 57112 

GI uC-osflcyp032f03bl 

Exons ' 57112.. 57274 

GI Descrip. '3980384 8.0e-10 (AC004561) 
thaliana] 1 



Seq. ID OJ000301_15.0330.C7 

■ Strand + 

End 57274 

Method AAT/GAP 

End 57274 

Score 28 3 

hypothetical protein [Arabidopsis 



Seq. No. * 45603 

Gene No. 96485 

Start 3257 

Name OJ000301_15 . 0330 . C7 . o2 . gs 

Start 3257 

GI none 

Exons 3257.. 3337, 3516.. 3713, 4443. 

5991.. 6071, 6320.. 6436, 6533. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4528, 5394 
.6604, 6966 



OJ000301 15. 0330. C7 



7400 
GENSCAN 
7400 
.91 

5497, 5637, 
7400 



.5734, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000301 15. 0330. C7 



45603 Seq. ID 

96485 Strand 
3257 End 
OJ000301_15.0330.C7 .o2.np Method 
3269 End 
3980380 Score 
3269. .3337, 3516. .3713, 4291. .4376, 
5394. .5497, 5603. .5679, 5991. .6071, 
6966. .7400 

(AC004561) putative enolase ( 2-phospho-D-glycerate hydroylase) 
[Arabidopsis thaliana] 



7400 
AAT/NAP 
7400 
• 1307 
4443. .4528, 4619. .4716, 
6320.. 6436, 6533.. 6604, 



45603 Seq. ID 

96485 Strand 

3257 End 

OJ000301_15 . 0330 .C7 . o2 . gp Method 

35-97 , End 

2796662 Score 

3597. .3713, 4291. .4376, 4443. .4483 



OJ000301_15.0330.C7 

7400 
AAT/GAP 
4483 
391 



3980380 3.0e-19 (AC004561) 
thaliana] 

45603 
96485 
3257 

OJ000301_15.0330.C7.o3.gp 

4669 

5004179 



putative enolase [Arabidopsis 



Seq. ID OJ000301_15.0330.C7 



Strand 
End 

Method 

End 

Score 



7400 
AAT/GAP 
6073 
541 



4669.. 4716, 5394. .5497, 5603.. 5679, 5991.. 6073 



Seq. No. 45603 Seq. ID 

Gene No. 96486 Strand 

Start 7440 End 

Name OJ000301_15 - 0330 . C7 . o4 . np Method 

Start 7440 End 

GI 5734709 ■ Score 
Exons 



OJ000301_15.0330.C7 

11175 
AAT/NAP 
11175 
93 



7440. .7571, 8390. .8526, 9973. .10174, 10360 104 90, 11091. .11175 



46971 



GI Descrip. (AC008075) Contains PF | 00069 Eukaryotic protein kinase domain. 
[Arabidopsis thaliana] 





beq. NO. 


A R CL n "5 


beq. iu 


Uu UUUjUI 




Gene No. 


y b4 O / 


b rrana 








I 1 Q^C 

I I O DO 


r nr ) 

Urna 


1 0 "5 O o 
1Z JoZ 




Name 


nTnnmm i c: m^n nn rs c; /-re? 
ujuuu oui 10 . u jjU . l / . od . gs 


Me moa 


bfciNbUAN , 




Of--, „j_ 


lloDJ 


Lnu 


li jjZ 




GI 


none 


Score 


.97 




Exons 


11865. .12332 








beq. no. 


4 odUj 


beq. iu 


OJUUU JU1 




Gene No . 


Q d A Q Q 

y b4 tf o 


Strand 






Of -i vf 

b tar z 


jdjo y 


r^na 


j /uyy 




Name 


ujuuu Jul i o . u Js3U . b / . oo . gs 


fvyf ^ 

Meunoa 


C t? KT C C 7\ M 

bLNbbAN 




btar l 




rLna 


o /u y y 




r* t 
bl 


none 


Score 


. / O 




Exons 


^£"3£Q ^^Q^f! ^70/14 "linQQ 

jojoy . .joyjU/ j / u 4 4 . . j / u y y 








Seq. No. 


45603 


Seq. ID 


OJ000301 




Gene No . 


y o 4 o o 


Strand 






Start 


jdj by 


bna 


J /Uyy 




Name 


/~\ t ri a n o a i 1 c noon o n 
OJUUUoUl 1j . Uo . b / . o / . np 


Method 


AAT / NAP 


id 
I si 


C +- -i >-4- 

otart 


JbJ /z 








p t 


1 Q 1 c; £ en 


Score 


o U4 




Exons 


JDJ /Z . . JOOJJ 






Ill 


GI Descrip. 


(U83669) low molecular mass 


! heat shock 


protein ( 






sativa] 








beq. no. 


A c /r r\ o 


beq. iu 


r\ ta nnor\i 
UJUUU JU1 


W 


Gene No . 


y b4 o y 


Strand 




r ! ; 


otart 


4 U 4 o / 


bna 


4 uy bb 




Name 


nTnnmni i noon p - ? /-> i i 
ujuuuoui i o . u J ju . b / . oi l . gs 


Method 


/""< T7 1 x T c* f' -1 7\ XT 

bhjNbbAN 




Of -ivf 

otart _ 


A n A Q "7 
4 U4 O / 


hna 


4(jybb 




C T 


none 


Score 


. o / 




Exons 


40487. .40966 








Seq. No. 


45603 


Seq. ID 


OJ000301_ 




Gene No. 


96489 


Strand 






btart 


40487 


End 


40966 




Name 


OJ000301 15.0330.C7.o9.np 


Method 


AAT /NAP 




Cf -|V>f 

btart 


40490 


End 


40966 






7441302 


Score 


824 




Exons 


40490. .40966 








GI Descrip. 


heat shock protein, low molecular weight - rice 






gi 11815664 | gb | AAC78394 . 1 | ( 


U83671) low 


molecular 






protein Oshspl7.7 [Oryza sativa] 






Seq. No. 


45603 


Seq. ID 


OJ000301_ 




Gene No. 


96490 


Strand 






Start 


42072 


End 


42550 




Name 


OJ000301 15.0330.C7.ol2.gs 


Method 


GENSCAN 




Start 


42072 


End 


42550 




GI 


none 


Score 


.97 




Exons 


42072. .42277, 42379. .42550 








Seq. No. 


45603 


• Seq. ID 


OJ000301_ 



46972 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



96491 Strand 

'43887 End 45517 

OJ000301_15 . 0330 . C7 . ol3 . gp Method AAT/GAP 

43724 End 45517 

30_1.R1084 Score 2783 

43724. .43958, 44073 44579, 44675.-44899, 44996 .. 45042, 

45075. .45517 

'3913641/spl 064 422 |F16P_ORYSA 0.0e+00 
FRUCTOSE-1, 6-BISPHOSPHATASE, CHLOROPLAST PRECURSOR 
(D-FRUCTOSE-1, 6-BISPHOSPHATE 1-PHOSPHOHYDROLASE) (FBPASE) 
>gi_3041777_dbj_BAA25423_ (AB007194 ) fructose-1, 6-bisphosphatase 
[Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45603 

96491 

43887 

OJ000301 

43887 

none 



15.0330.C7.ol3.gs 



Seq. ID OJ000301 15. 0330. C7 



Strand 
End 

Method 

End 

Score 



45517 
GENSCAN 
45443 
.89 



43887. .43958, 44073 .. 4457 9, 44675 .. 44899, 45078. .45443 



sv.: t 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301 15. 0330. C7 



45517 
AAT/NAP 
45443 
1914 



Seq. No. 45603 
Gene No. 96491 
Start 43887 

Name OJ000301_15 . 0330 ..C7 . olO . np 

Start 43890 
GI 3913641 

Exons 43890. .43958, 44073. . 44579, 

45075. .45443 

GI Descrip. FRUCTOSE-1, 6-BISPHOSPHATASE, CHLOROPLAST PRECURSOR 

(D-FRUCTOSE-1, 6-BISPHOSPHATE 1-PHOSPHOHYDROLASE) (FBPASE) 
gi | 304 1777 | dbj | BAA25423 | (AB007194 ) fructose-1, 6-bisphosphatase 
[Oryza sativa] 



44675..44899, 4 4 996 .. 4 5042 , 



**** Seq. No. 4 5 603 

% 4 Gene No. 964 92 

U Start 48369 

h Name OJ000301_15. 0330 . C7 . ol5 . gs 

~~ Start 48369 

I;S none 

W Exons 



Seq. ID OJ000301_15.0330.C7 
Strand 

End 53304 

Method GENSCAN 

End 53304 

Score .55 



48369. .48472, 49697 .. 4 9783, 50907 .. 51166, 5195 1 .. 52113, 
52229. .52368, 52640 .. 52791, 53290.. 53304 



Seq. No. 45603 
Gene No. 964 93 

Start 57360 

Name OJ000301_15 . 0330 . C7 . o3 . tw 

Start 528 
GI none 

Exons 528.. 665, 528.. 623, 530.. 664, 

1288. .1338, 1302. .1343, 1453. 
1457. .1546, 1814. .1990, 1825. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000301 15. 0330. C7 



61636 

TBLASTX: Wheat 
2080 
243 

1080. .1187, 1091. .1183, 
1548, 1453. .1545, 1454. 
1968, 1920.. 1976, 2024. 



1546, 
2080 



Seq. No. 45603 Seq. ID 

Gene No. 964 93 Strand 

Start 57360 End 

Name OJ000301 15 . 0330 . C7 . o9 . tm Method 



OJ000301_15.0330.C7 
61636 

TBLASTX: Maize 



46973 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



528- End 2241 

none Score 135 

528. .647, 530. .640, 1092. .1169, 1452. .1547, 1453. .1548, 

1454. .1546, 1806. .1985, 1814. .2065, 1816. .2070, 1816. .2055, 

2134. .2175, 2146. .2241, 2154. .2234 



45603 
96493 
57360 

OJ000301JL5 . 0330 . C7 . o5 . ts 
528 



OJ000301 15. 0330. C7 



none 
528. . 
1092. 
1475, 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

668, 528. .647, 530. .646, 539. .658, 1076. .1159, 1080. .1160, 
.1169, 1163. .1186, 1425. .1547, 1453. .1548, 1454. .1546, 
.1546, 1812. .1988, 1814. .1960, 1814. .1999, 1816. .1998 



61636 

TBLASTX: Soybean 

1999 

186 



Seq. No. 45603 

Gene No. 96493 

Start 57360 

Name OJ000301_15 . 0330 . C7 . o5 . tc 

Start 528 

GI none 

Exons 528.. 647, 533.. 646, 537.. 668, 
1085.. 1183, 1092.. 1184, 1453. 

. 1814.. 1999, 1814.. 1999, 1816. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000301 15. 0330. C7 



61636 . 

TBLASTX: Cress 
2040 
140 

539. .652, 1057. .1182, 1080. .1184, 
,1548, 1454. -.1546, 1484. .1540, 
,2040, 1817. .1969 



Seq. No. 45603 
Gene No. 96493 
Start 57360 

Name OJ000301_15 . 0330 . C7 . ol3 . tm 

Start 3508 
GI none 

Exons 3508.. 3702, 3513.. 3719, 4288. 

5401. .5490, 5608. .5676, 5615. 
6315. .6437 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4362, 4482 
.5686, 5958 



OJ000301 15. 0330. C7 



61636 

TBLASTX: Maize 
6437 
167 

4538, 5396. 
6071, 6308. 



.5497, 
.6436, 



Seq. No.. 45603 

Gene No".* 964 93 

Start * 57360 

Name OJ000301_15 . 0330 . C7 . 06 . tw 

Start 3513 

GI none 

Exons 3513.. 3656, 3520.. 3651 



Seq. ID OJ000301_15.0330.C7 
Strand 

End 61636 

Method TBLASTX : Wheat 

End 3656 

Score 130 



Seq. No. 45603 

Gene No. 96493 

Start 57360 

Name OJ000301_15 . 0330 . C7 . 08 . ts 

Start 3513 

GI none 

Exons 3513.. 3719, 3520.. 3702, 4288, 

Seq. No. 45603 

Gene No. 96493 

Start 57360 

Name OJ000301_15 . 0330 . C7 . o7 . tc 

Start 3513 



Seq. ID OJ000301_15. 0330.C7 
Strand 

End . 61636 

Method TBLASTX : Soybean 

End 4538 

Score 147 

.4362, 4344. .4382, 4461. .4538 

Seq. ID OJ000301_15.0330.C7 
Strand 

End 61636 

Method TBLASTX : Cress 

End 3719 



46974 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

■Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

3513.. 3719, 3520. .3702 

45603 
96493 
57360 

OJ000301_15.0330.C7.ol0.ts 

5623 

none 

5623. .5676, 5624. .5686, 5961. 
6497.. 6601, 6525.. 6605, 6531. 

45603 
96493 
57360 

OJ000301_15.0330.C7.o7 . tm 

7020 

none 

7020. .7097, 7020. .7064, 7173. 

45603 
96493 
57360 

OJ000301_15. 0330.C7 .o6.tc 

7173 

none 

7173. .7400, 7192. .7401 

45603 
96493 
57360 

OJ000301_15. 0330.C7.o6.ts 

7173 

none 

7173. .7400, 7192. .7404 



Score 



188 



Seq. ID OJ000301_15.0330.C7 
Strand 

End 61636 

Method . TBLASTX: Soybean 

End .7064 

Score 69 

.6071, 6318. .6437, 6320. .6439, 
.6608, 7005. .7064 

Seq. ID OJ000301_15.0330.C7 
Strand 

End 61636 

Method TBLASTX : Mai ze 

End 7404 

Score 106 
.7400, 7197. .7400, 7207. .7404 

Seq. ID OJ000301_15.0330.C7 
Strand 

End 61636 

Method TBLASTX: Cress 

End 7401 

Score 171 



Seq. ID OJ000301_15.0330.C7 
Strand 

End 61636 

Method TBLASTX : Soybean 

End 7 4 04 

Score 158 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45603 

96493 

57360 

OJ0003 

8189 

none 

8189. 

36366 

37398 

40475 



OJ000301 15. 0330. C7 



01 15.0330.C7.o6.tm 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

8293, 8233.. 8292, 8369. .8728, 8371.. 8556, 8620.. 8727, 
.36728, 36367. .36732, 36739 .. 36870, 3678 0 .. 36836, 
.37454, 37400. .37456, 3752 9 .. 37900, 37530 .. 37 901 , 
.40852, 40476. .40835, 4 088 9 .. 4 0969, 40902. .40970 



61636 

TBLASTX : Maize 

40970 

110 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45603 Seq. ID 

96493 Strand 

57360 End 

OJ000301_15.0330.C7.ol.tw Method 

8212 End 

none Score 



OJ000301_15.0330.C7 
61636 

TBLASTX: Wheat 

41093 

84 



8212. .8292, 8213. .8293, 8369 .. 8554 ,. 8371 .. 8556, 36535 .. 36732 , 
36537. .36728, 3674 8 .. 36834 , 36780 .. 36833, 37400 .. 37 4 56, 
37401. .37454, 37533 .. 37718 , 37535 .. 37720 , 4 0653 .. 4 0835 , 
40655. .40852, 40889 .. 40984 , 40902 .. 4 0985 , 41037. .41093 



46975 



Seq. No. 45603 
Gene No. 96493 
Start 57360 

Name OJ000301_15 . 0330 . C7 . o3 . tc 

Start 8249 
GI none 
Exons 8249., 

36369. 

37538. 

40487. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_15.0330.C7 
61636 

TBLASTX: Cress 

40954 

68 



8293, 8374.. 8556, 8375.. 8722, 8620.. 8721, 
.36716, 36649. .36717, 36780 368 66, 37413, 
.37606, 37539. .37892, 37670 378 91 , 40485. 
.40834, 40895. .40954 



36367. .36585, 

.37454, 

.40835, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45603 
96493 
57360 

OJ000301_15.0330.C7.o3.ts 
8249 



OJ000301 15. 0330. C7 



none 
8249. . 
36370, 
37532. 
40895. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

8293, 8368.. 8556;" 8369.. 8737, 8620.. 8721, 36363 .. 36722 , 
.36717, 36763. .36822, 36780 .. 36872 , 374 13 37454 , 
.37885, 37533. .37886, 40484 40840, 40488 40835, 
.40954 



61636 

TBLASTX: Soybean 

40954 

82 



Seq. No. 


45603 






Seq;.: ID 


OJ000301_15.0330. 


C7 


Gene No. 


96493 






Strand 






Start 


57360 






End 


61636 




Name 


OJ000301 15. 0330. CI. 


,o2 . tw 


Method 


TBLASTX: Wheat 




Start 


11168 






End 


11452 




GI 


none 






Score 


283 




Exons 


11168. 


.11452, 11174. 


.11266, 


11245. .11385 




Seq. No. 


45603 






Seq. ID 


OJ000301_15.0330. 


C7 


Gene No. 


96493 






Strand 






Start 


57360 






End 


61636 




Name 


OJ000301 15. 0330. CI. 


o!6 . tm 


Method 


TBLASTX: Maize 




Start 


22148 






End 


22945 




GI 


none 






Score 


98 




Exons 


22148. 


.22195, 22229. 


.22294, 


22232. .22294, 22309 . .22353, 






22656. 


.22784, 22666. 


.22785, 


22667. .22786, 22669 .. 22788 , 






22876. 


.22908, 22877. 


.22915, 


22892. .22945, 22900.. 22944 




Seq. No. 


45603 






Seq. ID 


OJ000301_15.0330. 


C7 


Gene No. 


96493 






Strand 






Start 


57360 






End 


61636 




Name 


OJ000301 15. 0330. CI. 


o7.ts 


Method 


TBLASTX: Soybean 




Start 


22232 






End 


23966 




GI 


none 






Score 


81 




Exons 


22232. 


.22294, 22700. 


.22786, 


2284 4. .2294 2, 2287 6. .22950, 






22877. 


.22945, 23023. 


.23184, 


23031. ..23072, 23050 .. 23154 , 






23094. 


.23183, 23865. 


.23966 









Seq. No. 45603 Seq. ID 

Gene No. 964 93 Strand 

Start 57360 End 

Name OJ000301_15 . 0330 . C7 . 08 . tc Method 

Start 22235 End 

GI none Score 



OJ000301JL5.0330.C7 
61636 

TBLASTX: Cress 

23172 

76 



46976 




Exons 


22235. 


.22294, 


22618. 




22700. .22786, 22883. 


.22948, 




23038. 


.23172 












Con KIo 
O t! LJ . IN Cj ■ 


45603 








Seq. ID 


OJ000301_ 


15.0330 




96493 








Strand 






Start 


.57360 








End 


61636 




Name 


OJ000301 15. 0330. CI. 


olO. tm 


Method _ 


TBLASTX: Maize 


q-t- a r f- 
OLaJ. L 


23871 








End 


25267 




O -L 


none 








Score 


128 




Hi A. L/> 1 ID 


23871. 


.23972, 


23883. 


• £. J _? L> Z7 , 


24006. .24239, 24036. 


.24239, 




24037. 


.24240, 


24923. 


9 4 Qft S 


24934. .24999, 25133. 


.25210, 




25133. 


.25210, 


25202. 


9^967 


25220. .25255 




O C • LN O • 


45603 








Seq. ID 


OJ000301_ 


15.0330 


Gene No. 


96493 








Strand 






Start 


57360 








End 


61636 




im dint? 


OJ000301 15. 0330. CI. 


nl S tm 

UX J • HU 


Method 


TBLASTX: Maize 


O LCtl L 


31257 








End 


31557 






none - 








Score 


115 






31257. 


.31370, 


31257. 


^1^7^ 
i jij / j/ 


31464. .31556, 31464. 


.31556, 




31465. 


.31557 












O G Lj . IN O . 


45603 








Seq. ID 


OJ000301_ 


15.0330 


q t"» ^ M /-n 


96493 








Strand : 






C +- 

OLdlL 


57360 








End . 


61636 




Name 


OJ000301 15. 0330. CI. 


o9 t" <5 
. Lb 


Method 


TBLASTX : Soybean 




31721 








End 


35638 




GI 


none 








Score 


67 




Exons 


31721. 


.31876, 


31926. 


.32036, 


31935. .32012, 31953. 


.32036, 




32132. 


.32188, 


32482. 


^9^4 4 


32639. .32710, 32876. 


.32956, 




32878. 


.32934, 


33259. 


^^4 11 
. J J4 11, 


33266. .33430, 33487. 


.33816, 




33488. 


.33820, 


34823. 


* jjUOD/ 


34840. .35085, 34843. 


.35088, 




35220. 


.35345, 


35227. 


• jjjOI, 


35228. .35368, 35479. 


.35634, 




35480. 


.35638 












Cprr Mo 


45603 








Seq. ID 


OJ000301__ 


15.0330 


ucJ it; inU. 


96493 








Strand 






O (_ d -L L 


57360 








End 


61636 






OJ000301 15.0 


330. C7. 


nl 7 f-m 

vj J. / • LIU 


Method 


TBLASTX: Maize 


Start 


31783 








End 


32716 




GI 


none 








Score 


113 




UAUi 1 O 


31783. 


.31854, 


31784. 


* JIO J J/ 


31785. .31E 


(62, 31931. 


.32005, 




31932. 


.32003, 


31933. 


* J^U13/ 


32132. .32185, 32146. 


.32208, 




32146. 


.32208, 


32147. 


. 3 £ £. -}\) t 


32148.. 32216, 32464. 


.32553, 




32481. 


.32570, 


32482. 


^9 R RO 


32483. .32551, 32638. 


.32715, 




32639. 


.32710, 


32639. 


^971 








OC^* LMU . 


45603 








Seq. ID 


OJ000301_ 


15.0330 




96493 








Strand 






a rt- 


57360 








End 


61636 




Name 


OJ000301 15. 0330. C7 . 


o2 . t c 


Method 


TBLASTX: Cress 


Start 


31896 








End 


34909 




GI 


none 








Score 


58 




Exons 


31896. 


.32021, 


32147. 


.32188, 


32482. .32550, 32639. 


.32710, 




32876. 


.32932, 


32878. 


.32934, 


33265. .33411, 33266. 


.33430, 




33269. 


.33412, 


33487. 


.33816, 


33488. .33820, 33735. 


.33821, 




34823. 


.34909, 


34840. 


.34902 









46977 





Q o. rr Mrt 

oeq. in o . 


45603 






Seq. ID 


OJ000301 


1j . U jjU 


en 






96493 






Strand 












57360 






End 


61636 








Name 


OJ000301 15. 0330. C7 


. oZ . tm 


Method 


TBLASTX : 


■ : 

Mai ze 






Start 








End 


35917 








GI 


none 






Score 


203 








U 1 von q 


33265. 


.33420, 33265 


^4 1 1 


33267. .33422, 33486 










33488. 


.33835, 33762 


too 4 9 


34823. .35086, 34840 


. . jjUo j , 








34842. 


.35087, 34842 


. . jjUO / , 


34843. .35088, 35166 


*3 R "3 £ Q 








35209. 


.35364, 35227 


"3 S 4 9 1 
. . O D 4 Z X r 


35228. .35368, 35479 


R (Z Q 1 

. . jj or? JL , 








35480. 


.35695, 35601 


. . JJDjD/ 


35721. .35837, 35765 


0 c 0 n "3 








35790. 


.35855, 35803 


• * J JO JO; 


35831. .35917 








Seq. No. 


45603 






Seq. ID 


OJ000301 


JL5.0330. 


.C7 




OCllC IN (J . 


96493 






Strand 










OT-d-L L. 


57360 






End 


61636 








Name 


OJ000301 15. 0330. C7 


. oo . tw 


Method 


TBLASTX: 


wneai. 






Q+- a -rf* 
jLdi L 


34856 






End 


35326 








\J -L 


none 






Score 


239 








XT v /*> o 


34856. 


.35086, 34861 


o c no c 
. . jjUOJ/ 


35228. .35293, 35285 


. . jjjZO 






Seq. No. 


45603 






Seq. ID 


OJ000301 


_15.0330. 


,C7 


f 1 


Gene No. 


96493 






Strand 










jLdl L 


57360 






End 


61636 






\ =F 


Name 


OJ000301 15:0330. C7 


. 04 . tC 


Method 


TBLASTX : ' 


Cres s 








34970 






End 


35686 






til 
x a? 




none 






Score 


181 








Exons 


34970. 


.35086, 34972 


o c f| o c 


34990. .35088, 35227 


. .0000/, 








35228. 


.35368, 35479 


O C (TO c 


35480. .35686 






\ aF 
?': ; 


OcCJ , IN (J . 


45603 






Seq. ID 


OJ000301 


10 . UjjU . 


> C / 




Gene No. 


96493 






Strand 










Start 


57360 






End 


61636 






f 


LN dlUt; 


OJ000301 15. 0330. C7 




Method 


TBLASTX : < 


Cre s s 






Of a 

O Lai U 


43884 






End 


45242 








PT 
O -L 


none 






Score 


89 






i 1 


IT 1 v a 
LaUI 1 0 


43884. 


.43961, 43885 




44049. .44579, 44074 


. .44304, 








44343. 


.44528, 44368 


4 4 R7 1 


44681. .44902,' 44682 


. .44900, 








45010. 


.45042, 45075 


4 R 9 4 9 


45076. .45195 








Seq. No. 


45603 






Seq. ID 


OJ000301_ 


_15.0330. 


C7 




Gene No. 


96493 






Strand 










Start 


57360 






End 


61636 








Name 


OJ000301 15. 0330. CI. 


. o4 . tm 


Method 


TBLASTX: Maize 






Start 


43884 






End 


44410 








GI 


none 






Score 


.105 








Exons 


43884. 


.43961, 43887. 


. .43961, 


44049. .4^4405, 44050 


. .44304, 








44274. 


.44378, 44281, 


. .44409, 


44368. .44403, 44387 


. .44410 





Seq. No. 45603 Seq. ID 

Gene No. 964 93 Strand 

Start 57360 End 

Name OJ000301_15 . 0330 . C7 . ol . ts Method 

Start 43887 End 

GI none Score 
Exons 



OJ000301_15.0330.C7 
61636 

TBLASTX: Soybean 

45242 

249 



43887. .43922, 43917 .. 43961 , 4 4 100 .. 4 4579, 44107 .. 44304 , 



46978 



44343. .44528, 44371 .. 44577, 44681 .. 44 902, 4 4 682 44 900, 
45010. .45042, 4 5011 .. 45043, 45075 .. 45185, 45075 .. 45242, 
45076. .45195 



Seq. No. 45603 Seq. ID 

Gene No. 96493 Strand 

Start 57360 End 
Name ' OJ000301JL5 . 0330 . C7 . o4 . tw " Method 

Start 44037 End 

GI none Score 

Exons 44037. .44369, 44074. .44286 



OJ000301_15.0330.C7 
61636 

TBLASTX: Wheat 

44369 

122 



Seq. No. 45603 Seq. ID 

Gene No. 96493 Strand 

Start 57360 ■ End 

Name OJ000301_15 . 0330 . C7 . o5 . tm Method 

Start 44514 End 

GI. ■■ none / Score 

Exons 44514 . .44579, 44515 .. 44577, 44522 .. 4 4 614 , 44672 

44685. .44900, 44881 .. 44910, 45010 .. 45042, 45011 

45011. .45043, 45075 .. 45185, 45075 .. 45242, 45076 

45076. .45255, 45385. .45423 



OJ000301 15. 0330. C7 



61636 

TBLASTX: Maize 
45423 
103 



,44902., 
,45043, 
,45195, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45603 
96493 
57360 . 

OJ000301_15. 0330. C7. oil. tm 
53797 



none 
53797. 
54047 . 



.53829, 53921. 
,54097, 54056. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000301 15. 0330. C7 



54143. .54244, 54148. 



61636 

TBLASTX: Maize 
54419 
136 

53998, 53921. .54001, 54 010 .. 54066, 
54088, 54097. .54186, 54098 54184 , 
54252, 54335. .54418, 54336.. 54419 



Seq. No. 45603 Seq. ID 

Gene No. 96493 . Strand 

Start 57360 End 

Name OJ000301_15 . 0330 . C7 . o9 . ts Method 

Start 54113 End 

GI none Score 

Exons 54113. .54184, 54 335 .. 544 4 5, 54336 



OJ000301 15. 0330. C7 



54548. .54703, 54549 .. 54674 , 55987. 



61636 

TBLASTX : Soybean 
56085- ■ 
69 

54470, 54384. .54452, 
56085, 55989.. 56084 



Seq. No. 45603 
Gene No. 96493 
Start 57360 

Name OJ000301_15 . 0330 . C7 . o3 . tm 

Start 56062 
GI none 
Exons - 56062. 

"56374. 
56680. 



,56229, 56062. 
,56469, 56441. 
,56724, 56690. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000301 15. 0330. C7 



.56178, 56232. 
.56482, 56553. 
.56731, 56742. 



61636 

TBLASTX: Maize 
56816 
276 

56441, 56233. .56490, 
56612, 56554 . .56613, 
56816 



Seq. No. 45603 Seq. ID 

Gene No. 964 93 Strand 

Start 57360 End 

Name OJ000301_15 . 0330 ;C7 . o4 . ts Method 

Start 56089 End 



OJ000301_15.0330.C7 
61636 

TBLASTX: Soybean 
56463 



46979 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 407 

56089. .56463, 56133 56177 , 56223.. 56441 



45603 
96493 
57360 

OJ000301_15.0330.C7.ol4 . tm 

57161 

none 



Seq. ID OJ000301_15.0330.C7 
Strand 
End 

Method 
End 
Score 



61636 

TBLASTX: Maize 

57560 

71 



57161. .57181, 57282. .57440, 57287 .. 57433, 57306 .. 57440, 
57346. .57441, 57356 .. 574 60 , 5742 6 .. 57560, 57457.. 57555 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45603 Seq. ID 

96493 Strand 

57360 End 

OJ000301_15.0330.C7.ol2.np Method 

57360 End 

3980384 Score 



OJ000301_15.0330.C7 

61636 
AAT/NAP 
61636 
336 



57360. .57672, 57780. 
61582. .61636 



,58073, 58181. .58563, 58 693 5884 6, 



GI Descrip. (AC004561) unknown protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 
Name 
Start " 
GI 

Exons 



45603 
96493 
57360 ■ 
OJ00030 
57592 
none 
57592 
57753 
57982 
58018 
58184 
58291 
58403 
58548 



1 15.0330.C7.ol.tm 



57645, 57.594. 

57977, 57762. 

58020, 57986. 

58185, 58019. 

58294, 58185. 

58431, 58293. 

58546, 58495. 
58724 



.57644, 
.57974, 
.58027, 
.58186, 
.58295, 
.58445, 
.58716, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
57727. .57795, 



OJ000301 15. 0330. C7 



61636 

TBLASTX: Maize 
58724 
81 

57735. .57791, 
57811. .57990, 57812 57979, 
57990. .58019, 57 991 .. 58020, 
58084. .58188, 58 181 .. 582 61 , 
58260. .58337, 58261 .. 58338 , 
58301. .58432, 58399 .. 58554 , 
58544 . .58717, 58547 .. 58717, 



Seq. No. 45603 

Gene No. 964 93 

Start 57360 

Name OJ000301_15 . 0330 . C7 . ol6 . gp 

Start 58152 

GI 2428164 

Exons 58152. .58605 

GI Descrip. 3980384 8.0e-10 (AC004561) 
thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_15.0330.C7 

61636 
AAT/GAP 
58605 
860 



hypothetical protein [Arabidopsis 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



45603 
96493 
57360 

OJ000301_15.0330.C7.ol2.tm 

59124 

none 



Seq. ID OJ000301_15.0330.C7 
Strand 
End 

Method 
End 
Score 



61636 

TBLASTX: Maize 

59405 

217 



59124 . .59399, 59134 .. 59400, 59135 .. 59401 , 59241.. 59405 



45603 
96493 



Seq. ID 
Strand 



OJ000301 15. 0330. C7 



46980 



Start 
Name 
Start 
GI 

Exons 



57360 

OJ000301_15 . 0330 . C7 . 08 . tm 

59707 

none 

59707. .59982, 59708 59983, 



End 

Method 

End 

Score 



61636 

TBLASTX: Maize 

59984 

361 



59709. .59984, 59709.. 59984 



Seq. No. 45604 Seq. ID OJ000301 

Gene No. 96494 Strand + 

Start 60 End 597 

Name OJ000301_15 . 0330 . C8 . ol . gs Method GENSCAN 

Start 60 End 597 

GI none Score . 6 

Exons 60.. 207, 503.. 597 



15. 0330. C8- 



Seq. No. 45605 

Gene No. 96495 

Start 1318 

Name OJ000301_15 . 0330 . C9 . ol . np 

Start 1318 

GI 7263552 

Exons 1318.. 1422, 
2881. .2951, 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301 
+ 

3893 
AAT/NAP 
3890 
853 



15. 0330. C9 



1462. 
3049. 



.1557, 
.3116, 



2232.. 2378, 2693.. 2794, 



1963. .2139, 
3652. .3890 

(AL161667) Ca-dependent solute carrier-like protein [Arabidopsis 
thaliana] 



Seq. No. 45605 Seq. ID 

Gene No. 96495 -Strand 

Start 1318 End 

Name OJ000301_15 . 0330 . C9 . ol . gs Method 

Start 1348 End 

GI none Score 

Exons 1348.. 1557, 1963.. 2139, 2232.. 2378, 2693 

3049. .3116, 3652. .3893 



OJ000301_15.0330.C9 
+ 



3893 
GENSCAN 
3893 
. 95 

2794, 2881. 



,2951, 



Seq. No. 45605 Seq. ID OJ000301 

Gene No. 96496 Strand + 

Start 9900 End 10331 

Name OJ000301_15 . 0330 . C9 . o3 . gs Method GENSCAN 

Start 9900 * End 10331 

GI none Score . 91 

Exons 9900.. 9925, 10208.. 10331 



15. 0330. C9 



Seq. ID OJ000301 15. 0330. C9 



Seq. No. 45605 

Gene No. 96497 Strand + 

Start 11080 End 12191 

Name OJ000301_15 . 0330 . C9 . o4 . gs Method GENSCAN 

Start 11080 End 12191 

GI none Score .89 

Exons 11080. . 11160, 11205 .. 11368, 12179.. 12191 



Seq. No. 45605 Seq. ID OJ000301 

Gene No. 964 98 Strand + 

Start 19257 End 19936 

Name OJ000301_15 . 0330 . C9 . o5 . gs Method GENSCAN 

Start 19257 End 19936 

GI none Score .87 

Exons 19257. .19476, 19926.. 19936 



15. 0330. C9 



46981 




Seq. No. 45605 Seq. ID OJ000301_15 . 0330 . C9 

Gene No. 964 98 Strand + 



Start 


19257 




End 


19936 


Name 


OJ000301 15.0330. 


,C9.o4 .np 


Method 


AAT/NAP 


Start 


19272 




End 


19480 


GI 


1346764 .. 




Score 


252 


Exons 


19272. .19480 








GI Descrip. 


SERINE /THREONINE 


PROTEIN PHOSPHATASE PP1 gi | 951336 | gb | AAA74 




(U31773) protein 


phosphatase 


1 [Oryza 


sativa] 


Seq. No. 


45605 




Seq. ID 


OJ000301_15.0330.C9 


Gene No. 


96499 




Strand 




Start 


5634 




End 


8477 


Name 


OJ000301 15.0330. 


C9.o2.np 


Method 


AAT/NAP 


Start 


5631 




End 


8016 


GI 


4006886 




Score 


884 


Exons 


5631.. 5971, 6065. 


.6123, 6224. 


.6339, 6634.. 6696, 6882.. 7094, 




7267.. 7386, 7711. 


.7812, 7886. 


.8016 




GI Descrip. 


(Z99708) putative protein [Arabidopsis 


thaliana] 


Seq. No. 


45605 ■ 




Seq. ID 


OJ000301_15.0330.C9 


Gene No. 


96499 




Strand 




Start 


.5634 




End 


8477 


Name 


OJ000301 15.0330. 


C9.o2.gs 


Method 


GENSCAN 


Start 


5634 




End 


8477 


GI 


none 




Score 


.6 


Exons 


5634.. 5971, 6065. 


.6123, 6224. 


.6339, 6634.. 6696, 7267.. 7386, 




7509.. 7579, 7836. 


.8018, 8110. 


.8194, 8361. .8477 


Seq. No. 


45605 




Seq. ID 


OJ000301_JL5.0330.C9 


Gene No. 


96499 




Strand 




Start 


5634 




End 


8477 


Name 


OJ000301 15.0330. 


C9.ol.gp 


Method 


AAT/GAP 


Start 


5798 




End 


6362 


GI 


LIB3432-024-P1-K1 


-C2 


Score 


606 


Exons ' 


5798.. 5971, 6065. 


.6123,, 6224. 


.6362 




GI Descrip. 


•4006886/emb|CAB16816.1| 7 . Oe 


-34 (Z99708) putative protein 




[Arabidopsis thaliana] ? 






Seq. No. 


45605 




Seq. ID 


OJ000301_15.0330.C9 


Gene No . 


96500 




Strand 




Start 


8419 




End 


10540 


Name 


OJ000301 15.0330. 


C9.o2.gp 


Method 


AAT/GAP 


Start 


8419 




End 


10540 


GI 


none 




Score 


827 


Exons 


8419. .8494, 8884. 


.9075, 10354 


. .10540 




Seq. No. 


45605 




Seq. ID 


OJ000301_15.0330.C9 


Gene No. 


96501 




Strand 




Start 


11528 




End 


21370 


Name 


OJ000301 15.0330. 


C9.o5. ts 


Method 


TBLASTX: Soybean 


Start 


1323 




End 


2088 


GI 


none 




Score 


38 


Exons 


1323.. 1349, 1324. 


.1350, 1464. 


.1550, 1465.. 1563, 1957.. 2088, 



1977. .2084 



46982 






Seq. No. 


45605 








Seq. ID 


OJ000301_15.0330.C9 




Gene No. 


96501 








Strand 






Start 


11528 








End 


21370 




Name 


OJ000301 15 


.0330. 


C9.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


1987 








End 


3931 




GI 


none 








Score 


66 




Exons 


1987. .2136, 


3668. 


.3874, 


3669 


. .3887, 3740. :3931 




Seq. No. 


45605 








Seq. ID 


OJ000301_15.0330.C9 




Gene No. 


96501 








Strand 






Start 


11528 








End 


21370 




Name 


OJ000301 15 


.0330. 


C9.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


2061 








End 


2749 




GI 


none 








Score 


134 




Exons 


2061. .2138, 


2062. 


.2142, 


2232 


..2384, 2240. .2374, 2309. .2422, 






2690. .2749, 


2700. 


.2747 










Seq.. No. 


45605 








Seq. ID 


OJ000301_15.0330.C9 




Gene No. 


96501 








Strand 






Start 


11528 








End 


21370 




Name 


OJ000301 15 


.0330. 


C9.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


2892 








End 


3761 




GI 


none 








Score 


61 




Exons 


2892. .2951, 


2892. 


.2951, 


2893 


..2952, 3046. .3111, 3048. .3119, 






3048. .3107, 


3641. 


.3754, 


3653 


..3760, 3654. .3761 




Seq. No. 


45605 








Seq. ID 


OJ000301_15.0330.C9 




Gene No. 


96501 








Strand 






Start 


11528 








End 


21370 




Name 


OJ000301 15 


.0330. 


C9.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


3636 








End 


3884 




GI 


none 








Score 


312 


\ y 


Exons 


3636. .3884, 


3653. 


. 3880 










Seq. No. 


45605 








Seq. ID 


OJ000301_15.0330.C9 




Gene No. 


96501 








Strand 




"== 


Start 


11528 








. End 


21370 




Name 


OJ000301 15 


.0330. 


C9.ol. 


tm 


Method 


TBLASTX': Maize 




Start 


5539 








End. 


7100 




GI 


none 








Score 


113 




Exons 


5539. . 5586, 


5628 . 


. 5807, 


5633, 


..5812, 5633.-5797, 5634. .5813, 






5635. .5817, 


5868 . 


.5972, 


5869, 


. .597 6, 58 91. .5977/ 6060. .6110, 






6062. .6124, 


6063. 


. 6125, 


6064 . 


..6126, 6208. .6339, 6209. .6340, 






6646. . 6699, 


6881. 


.7096, 


6882 . 


..7097, 68! 


32. .7100, 6883. .7098 




Seq. No. 


45605 








Seq. ID 


OJ000301_15.0330.C9 




Gene No. 


96501 








Strand 






Start 


11528 








End 


21370- 




Name 


OJ000301 15, 


.0330. 


C9.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


5625 








End 


6122 




GI 


none 








Score 


98 




Exons 


5625. .5813, 


5641. 


.5811, 


5802. 


,.5972, 5899. .5976, 6063. .6122, 






6064 . .6120 














Seq. No. 


45605 








Seq. ID 


OJ000301_15.0330.C9 




Gene No. 


96501 








Strand 






Start 


11528 








End 


21370 



46983 



Name 



OJ000301 15.0330.C9.o4.tc 



Method • TBLASTX: Cress 



Start 


5715 






End 


6309 




GI 


none 






Score 


53 




Exons 


5715. .5813, 


5716. .5817, 


5898 


..5984, 5905. .5979, 


6063. .6125, 




6064. .6126, 


6223. .6309 










Seq. No. 


45605 






Seq. ID 


OJ000301 


_15.0330.C9 


Gene No. 


96501 






Strand 






Start 


11528 






End 


21370 




Name 


OJ000301 15. 


0330.C9.ol. 


ts 


Method 


TBLASTX : 


Soybean 


Start 


6646 






End 


7986 


GI 


none 






Score 


163 




Exons 


6646. .6696, 


6883. .7095, 


6888 


..7109, 6889. .7110, 


7267. .7386, 




7268. .7387, 


7506. .7595, 


7519 


..7572, 7685. .7810, 


7692. .7808, 




7930. .7986 












Seq. No. 


45605 






Seq. ID 


OJ000301 


_15.0330.C9 


Gene No. 


96501 






Strand 






Start 


11528 






End 


21370 




Name 


OJ000301 15. 


0330.C9.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


6858 






End 


7377 




GI 


none 






Score 


147 




Exons 


6858. .7109, 


6877. .7110, 


6925 


..7110, 7267.. 7377, 


7268. .7369 


Seq. No. 


45605 






Seq. ID 


OJ000301 


_15.0330.C9 


Gene No. 


96501 






Strand 






Start 


11528 






End 


21370 




Name 


OJ000301 15. 


0330.C9.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


7553 






End 


8463 




GI 


none 






Score 


63 




Exons 


7553. .7597, 


7554 . .7598, 


7554 


..7598, 7673.. 7807, 


7680. .7808, 




7690. .7821, 


7900. .8019, 


7901 


..7960, 7906. .7995, 


8126. . 8194, 




8131. .8196, 


8394. .8459, 


8395 


..8460, 8398. .8463 




Seq. No. 


45605 






Seq. ID 


OJ000301 


_15.0330.C9 


Gene No. 


96501 






Strand 






Start 


11528 






End 


21370 




Name 


OJ000301 15. 


0330.C9.o3. 


np 


Method 


AAT/NAP 




Start 


11528 






End 


21370 




GI 


7340868 






Score 


110 




Exons 


11528. .11575, 14926. .15115, 2084 7 .. 20927 , 21325 


. .21370 


GI Descrip. 


. (AP001551) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


45605 






Seq. ID 


OJ000301 


_15.0330.C9 


Gene. No. 


96501 






Strand 






Start 


11528 






End 


21370 




Name 


OJ000301 15. 


0330.C9.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


19299 . 






End 


.19479 




GI 


none 






Score 


255 




Exons 


19299. .19478 


, 19349. .19477, 19396. .19479 




Seq. No. 


45605 






Seq. ID 


OJ000301 


_15.0330.C9 


Gene No. 


96501 






Strand 






Start 


11528 






End 


21370 




Name 


OJ000301 15. 


0330.C9.o4. 


tm 


Method 


TBLASTX:! 


Maize 


Start 


19299 






End 


19479 




GI 


none 






Score 


282 





46984 




Exons 19299. .19478, 19349 . . 19477, 19396.. 19479 



oeq. wo. 


4 0 DUO 


Onn ' T n 

oeq . i u 


UJUUUoUl lD.UjjU.Ly 


Gene No . 


QCCA1 

yooui 


Strand 




otart 


1 1 coo 
1 IDZo 


EjilU 


Z lo / U 


Name 




LYiet noa 


i rbJ_i/\o 1a : ooyoean 




1 QOQQ 


Hina 


i y 4 / 1> 


bl 


none 


Score 


o a n 
Z4 1 


Exons 


19299. .19478, 19352. .194 77 






oeq . ino . 


4 o DU 0 


oeq . i u 


vjjuuuoui ij . uoju. uy 


Gene No . 


y oou i 


Strand 




otart 




TP rt *-l 


Z 1 J / (J 


Name 


UJUUU OUl ID . U jjU . . Oz . lC 


Method 


i bLAo i a : bress 


ot ar t 


1 QOQQ 

1 y Z y y 


kna 


i y 4 / o 


C T 
bl 


none 


Score 


O A Q 

z 4 y 


Exons 


19299. .19478, 19352. .19477 






oeq. no. 


45606 


Seq. ID 


UJUUUJUl l3.UooU.blU 


Gene No. 


96502 


Strand 


+ 


Of ^ vf 

otart 


372 


End 


ol /U 


Name 


OJ000301 15.0330.C10.ol.tc 


Method 


TBLASTX : Cress 


Of a -v +- 

otart 


338 


End 


i o n q 
IZUo 


bl 


none 


Score 


n o c 
y OO 


Exons 


338-. .934, 372. .935, 1014.. 1121, 1014.. 


1 Z U o , IUI0..IZO6. 


oeq . NO . 


45606 


Seq. ID 


OJ000301_15. 0330. C10 


Gene No. 


96502 * 


Strand 


+ 


Start 


372 


End 


3170 


Name 


OJ000301 15. 0330. C10. ol. tin 


Method 


TBLASTX: Maize 


Start 


359 


End 


2950 


bl 


none 


Score 


571 


Exons 


359. .934, 371. .925, 372. .935, 


373. .933 


, 1015. .1206, 1017. .1208 




2627. .2689, 2628. .2690, 2682.. 


2846, 2694. .2741, 2704. .2847, 




2807. .2884, 2838. .2885, 2848.. 


2886, 2848. .2907, 2892. .2945, 




2895.-2945, 2896. .2949, 2897.. 


2950 




C ^ /T Mrs 

oeq. no. 


45606 • ' 


Seq. ID 


■^000301 15. 0330. C10 


Gene No. 


96502 


Strand 


+ 


Qf - yf 

otart 


372 


End 


3170 


Name 


OJ000301 15.0330.C10.ol.ts 


Method 


TBLASTX : Soybean 


otart 


371 


End 


1176 


bl 


none 


Score 


924 


Exons 


371. .934, 372. .935, 996. .1169, 


1014. .1154, 1015. .1176 


C a. n Ma 

oecj. no. 


45606 


Seq. ID 


OJ000301_15. 0330. CIO 


Gene No. 


96502 


Strand 


+ 


Start 


372 


End 


3170 


Name 


OJ000301 15.0330.C10.ol.gp 


Method 


AAT/GAP 


Start 


372 


End 


3170 


GI 


507 1.R1084 


Score 


2582 


Exons 


372. .932, 1018. .1242, 2629. .3170 




GI Descrip. 


f 1346764/sp| P48489I PP1 ORYSA 1 


.Oe-175 


SERINE/THREONINE PROTEIN 




PHOSPHATASE PP1 >gi 951336 gb AAA74625 


(U31773) protein 




phosphatase 1 [Oryza sativa] 1 






Seq. No. 


45606 


Seq. ID 


OJ000301_15. 0330. CIO 



46985 



Gene No. 


96502 




Strand 


Start 


372 




End 


Name 


OJ000301 15 0330 CIO ol 


• y & 


Mp t* hnH 

L1C L11UU 


Start 


373 ~~ 




End 


GI 


none 




Score 


F.xon s 


373 932 1018 1206 






Sea No 


45606 




Spa TD 


Gene No . 


96502 




Strand 


Start 


372 




End 


Name 


OJ000301 15. 0330. C10. ol. 


.np 


Method 


Start 


373 




End 


GI 


1346764 




Score 


Exons 


373. .932, 1018. .1203 






Descrio 

\J JL v» w v-* J- J- ■ 


SERINE/THREONINE PROTEIN PHOSPHATASE ] 




(U31773) protein phosphatase 


1 [Oryza 


Seq. No. 


4 5606 




Seq. ID 


Gene No. 






Strand 


Start 


372 




End 


Name 


OJ000301 15. 0330. C10. ol. 


. tw 


Method 


Start 


375 




End 


GI 


none 




Score 


1«J /V V-/ 1 1 W 


375. .803, 376. .804, 377. 


.805 




Spa No 


45606 




Seq. ID 


Gene No. 


96502 




Strand 


Start 


372 




End 


Name 




tw 


Method 


Start 


854 




End 


GI 


none 




Score 


pvnn c: 


854. .925, 858. .935, 1015 


i. . 1167, 1016., 




1017. .1166, 1082. .1174 






Seq. No. 


45607 




Seq. ID 


Gene No. 


96503 




Strand 


Start 


2075 




End 


Name 


OJ000301 15.0330.Cll.ol. 


gp 


Method 


Start 


2075 


End 


GI 


none 




Score 


Exons 


2075.. 2389 






Sea No 


45607 




Seq. ID 




96504 




Strand 


Start 


799 




End 


Name 


OJ000301 15.0330.Cll.ol. 


gs 


Method 


Start 


799 




End 


GI 


none 




Score 


P, von ^ 


799. .898, 2480. .2589, 29 


'66.. 3070, 315C 




3741. .3909, 4001. .4153, 


4216. 


.4284, 42 




4989. .5076, 5205. .5350, 


5443. 


. 5476 


Seq. No. 


45607 




Seq. ID 


Gene No. 


96504 




Strand 


Start 


799 




End 


Name 


OJ000301 15.0330.Cll.o2. 


gp 


Method 


Start 


3871 




End 



+ 

3170 
GENSCAN' 
1206 
.9 



+ 

3170 
AAT/NAP 
1203 
1275 



+ 

3170 

TBLASTX: Wheat 

805 

731 



+ 

3170 

TBLASTX: Wheat 

1174 

124 



+ 

2389 
AAT/GAP 
2389 
618 



5476 
GENSCAN 
5476 
.78 



5476 

AAT/GAP 

5363 



46986 




pt 


none 








Score 


1283 




Exons 


JO /I . . J^Ujf 


H UU 1 . 


. 4 1 J J , 


4 Z 1 D . 


.4284, 4370. .4447, 


H 0 J J . . H DUO , 




/I £Q1 ^ *7 

fi O :? 1 . . 4 / O J , 


fi O O f± . 


4 on ^ 

. 4 yUD , 


4 Qft Q 
4t y o y . 


.5076, 5205.. 5363 




oeq. wo. 


/i ^ £07 








Seq. ID 


OJ000301 


1 c n"5*5n pi 1 

1 j . UjjU . L-l 1 


Gene No. 


96505 








Strand 






Start 


6493. 








End 


6696 




Name 


vU UUU JU 1 J. J « 


i U J JU ■ 


pi"i nl 


* LIU 


Method 


TBLASTX: 


rid lie 












End 


3075 




ol 


none 








Score 


108 




Exons 


^ JUU . . ZJOD; 


Z j U J . 




Z j 1 O . 


.2392, 2477.. 2563, 


9 A1Q 9^QR 




94P.9 9SQ9 
tiOi . • z j .7 z , 


9 6Q7 


9RQ7 


9 fiQft 


.2871, 2935.. 3075, 


Z ?D J . . JU / J 


Seq. No. 


45607 








Seq. ID 


OJ000301 


_15.0330.C11 


Gene No. 


96505 








Strand 






OLdl L 


fid 

Of* .70 








End 


6696 




Name 


UJUUUjUI i j . 


U J JU • 




. LS 


Method 


TBLASTX: 


ooyoean 




Z H 0 D 








End 


2847 






none 








Score 


112 




Exons 


Z *i 0 D . . Z X , 


9/1 7 Q 

Z 4 / .7 . 


. z J y J , 


9 6Q7 
ZD? / . 


.2846, 2698. .2847, 


2725. .2847 


Seq. No. 


45607 








Seq. ID 


OJ000301 


_15.0330.C11 


Gene No. 


96505 








Strand 






Of 2 r*+- 
OLdLL 










End 


6696 




Name 


UJUUUjUI ID. 


U j jU . 


PI 1 ^9 
LI 1 . OZ , 


. LS 


Method 


TBLASTX : Soybean 


o car l 


^i70J 








End 


3283 




C T 
Vjl 


none 








Score 


70 




Exons 


z ybj . . jU/j, 


z y oft . 


. jUZU , 


-)1 yll 
J 1 H / . 


.3257, 3152.. 3283 




Q e~\ r~r VI /-s 

oeq . £MO . 


4 D OU / 








Seq. ID 


OJ000301 


_15.0330.C11 


(aene lmo . 










Strand 






Start 


6493 








End 


6696 




Name 


OJ000301 15. 


0330. 


Cll.o2. 


.tm 


Method 


TBLASTX: 


Maize 




a 9 1 n 

*i Z 1 U 








End 


5228 




PT 


none 








Score 


98 




Exons 


401 n / 9P. 4 
4 Z 1 U . . Z O 4 , 


4 911 

fi Z 1 1 . 


. fl Z O J , 


i jDU . 


.4448, 4369. .4458, 


4370. .4447, 




^ JJJ. . ^ Ofi 0 , 


4 ^ R ^ 

fx J J J • 


. 4DU0, 


fl D O O . 


.4765, 4690. .4797, 


4691. .4768, 




H Ozf J . .4 / / J, 


H 2?0 / . 


sm7 

. jUj / r 


jU j j . 


.5076, 5202. .5228 




Seq. No. 


45607 








Seq. ID 


OJ000301 


_15.0330.C11 


Gene No. 


96505 








Strand 
















End 


6696 




Name 


n Tnnn ^n i i r 

UJUUUjUI 13. 


mi "3 n 

UjjU . 


PI 1 ^,'3 

U 1 1 . O j . 


, gp 


Method 


AAT/GAP 






DIDO 








End 


6631 




ol 


none 








Score 


883 




Exons 


DIDO. . DDJl 














Seq. No. 


45607 








Seq. ID 


OJ000301 


_15.0330.C11 


Gene No. 


96505 








Strand 






Q+- -a >-+- 

o cart 










End 


6696 




Name 


UJUUUjUI 1 D . 


m t n 

UjjU. 


LI 1 . oz . 


gs 


Method 


GENSCAN 




Start 


6493 








End 


6696 




GI 


none 








Score 


.57 




Exons 


6493. .6696 














Seq. No. 


45608 








Seq. ID 


OJ000301 


_14.0330.C2 


Gene No. 


96506 








Strand 







46987 



Start 
Name 
Start 
GI 

Exons 



1418 End 1596 

OJ000301_14 .0330.C2.ol.gs Method GENSCAN 

1418 End 1596 

none Score .8 
1418. .1596 



Seq. No. 45608 

Gene No. .96507 

Start 4057 

Name OJ000301_14 . 0330 . C2 . ol . gp 

Start 3846 

GI 2799714 

Exons 3846.. 3954, 4045.. 4203 



Seq. ID. OJ000301_14 .0330.C2 
Strand 

End 8205 

Method AAT/GAP 

End 4203 

Score 351 



Seq. No. 45608 Seq. ID 

Gene No. 96507 Strand 

Start 4057 End 

Name OJ000301_14 . 0330 . C2 . o3 . tm Method 

Start ' 4051 End 

GI none Score 

Exons 4051.. 4284, 4109.. 4282 



OJ000301_14.0330.C2 
8205 

TBLASTX: Maize 

4284 

121 



Seq. No. 45608 
Gene No. 96507 
Start 4057 

Name OJ000301_14 . 0330 . C2 . o2 . gs 

Start 4057 
GI none 

Exons 4057. .4281, 4365.. 4412, 4615. 

5271. .5318, 5436. .5501, 5779. 
6596. .6940, 7024. .7119, 7213. 
8091. .8205 



Seq. ID 
Strand 
"End 
Method 
End. 
Score 



OJ000301 14. 0330. C2 



8205 
GENSCAN 
8205 
.83 

.4647, 4757. .4816, 5130. 
.5844, 5946. .6011, 6261. 



,5192, 
, 6344, 



.7305, 7415. .7618, 7720. .8012, 



Seq. No. 45608 

Gene No. 96507 

Start 4057 

Name OJ000301_14 . 0330 . C2 . o2 . tm 

Start 6800 

GI none 

Exons 6800.. 6934, 6801.. 6932, 6811. 

7021. .7089, 7036. .7095 



OJ000301_14 .0330.C2 
8205 

TBLASTX: Maize 

7095 

120 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6942, 6840. .6941, 7015. .7089, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45608 Seq. ID 

96507 Strand 
4057 End - 

OJ000301_14 .0330.C2.ol.tm Method 
7433 .End 

none*" , . Score 



OJ000301_14.0330.C2 
8205 

TBLASTX: Maize 

7995 

98 



7433. .7627, 7433. .7618, 7492'.. 7620, 7714. .7770, 7717. .7755, 
7750. .7947, 7770.. 7952, 7775. .7945, 7954. .7995 



Seq. No. 45609 Seq. ID 

Gene No. 96508 Strand 

Start 309 End 

Name OJ000301__14 . 0330 . C3 . ol . gs Method 

Start 309 End 

GI none Score 



OJ000301_14.0330.C3 
+ 

520 

GENSCAN 

520 

.45 



46988 



Exons 



309. .402, 441. .520 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45609 
96509 
6805 

OJ000301_14 .0330.C3.o3.gs 
6805 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
6805. .6877, 7005. .7208, 9231. .9563, 9601. .9784, 10197 .. 1037 6, 
10672.. 10732 



OJ000301_14 .0330.C3 
+ 

10732 
GENS CAN 
10732 
.42 





4 5609 




Seq. ID 


OJ000301_14 


.0330 


.C3 


Ccino Mo 


Zt \J -~J X \J 




Strand 








q+- p rt" 


1 4 S 




End 


493 






Mamo 
LNciiut: 






Method 


AAT/GAP 








1 4 S _ 




End 


493 








"3S4 ff Q4 7 




Score 


599 








14^ 4 9^ 

X *a .J . . *i .7 O 












Seq. No. 


45609 




Seq. ID 


OJ000301_14 


.0330 


.C3 








Strand 










9 ?9 S 




End 


9497 






Name 


,UUuuU JUl X *i 


n^^n o9 riQ 


Method 


GENSCAN 






o Lai L. 


9^9S _ 




End 


6495 






\j l 


none 




Score 


.59 






CjAUUD 


9?9S 9^6 


9Q47 ^1 QR ^^R9 


.3597, 3660.. 3762, 38 


41. .4161, 




4260 44S9 


4674 S^nfi S46Q 


.5673, 6070.. 6495 






Seq. No. 


45609 




Seq. ID 


OJ000301__14 


.0330, 


.C3 




96511 




Strand 










^ J 




End 


9497 






Name 




.0330.C3.ol.np 


Method 


AAT/NAP 






Start 


Ju J J 




End 


3779 






w X 


/ O \J O X 




Score 


279 






LAUliO 


JUJO . * O >J 1 C f 


3647. .3779 












i AF1 47960 \ 


No definition line 


found [Arabidopsis thaliana] 


Seq. No. 


45609 




Seq. ID 


OJ000301_14 


.0330. 


,C3 


n o Mo 


96S1 1 




Strand 








O U dX L 


9 ^9 S 




End 


9497 






Name 


OJ000301 14 


.0330.C3.o2.np' 


Method 


AAT/NAP 






Start 


4032 




End 


6894 






GI 


5911167 




Score 


1560 






Exons 


4032. .4161, 


4260.. 6420, 6823. 


.6894 








GI Descrip. 


(AF136221) 


putative transposase protein [Zea mays] 






Seq. No. 


45609 




Seq. ID 


OJ000301_14 


.0330. 


,C3 


Gene No. 


96511 




Strand 








Start 


2325 




End 


9497 






Name 


OJ000301 14 


.0330.C3.o3.np 


Method 


AAT/NAP 






Start 


5116 




End 


9497 






GI 


7106516 




Score 


104 






Exons 


5116. .5136, 


6962.. 7128, 9378. 


. 9497 








GI Descrip. 


(AP001278) 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


45609 




Seq. ID" 


OJ000301_14 


.0330. 


C3 


Gene No. 


96512 




Strand 









46989 






Start 


12880 








End 


13467 






Name 


UuUUU jUI 14 


. voov 


. Lj . Ol . 


L W 


Method 


TBLASTX: Wheat 






OtalL 


Q1 QQ _ 








End 


4609 






P T 


none 








Score 


66 






Exons 


Jl!?j. . JO f D f 


4 04 R 
4 U 4 O 


4164 
. .4104/ 


4 n 4 7 
4 U 4 / . 


.4178, 4256. .4609, 4290. .4382 






4 4^7 4 S S 

4 1 J f . f 1JJD 
















Seq. No. 


45609 








Seq. ID 


OJ000301_14.0330 


.C3 




Gene No. 


96512 








Strand 








O Lai- L 


1 9RftD 








End 


13467 






Name 




. u 0 0 u . 


. j . 0 j * 


LIU 


Method 


TBLASTX: Maize 








J J 1 J 








End 


3600 








none 








Score 


73 






Exons 


JJlJ . • OOJ f f 


^9D 

O 0£U < 


^ Q4 

. • J J J 4 / 


^99 


.3450, 3324. .3593, 3484. .3600 




Seq. No. 


45609 








Seq. ID 


OJ000301_14.0330 


.C3 




Gene No. 


96512 








'Strand 








of- r-f- 
o L a. j_ L, 


i 9ft r n 








End 


13467 






Name 




. u 0 ju . 


n ^9 

. L- J . OZ . 


LIU 


Method 


TBLASTX: Maize 






OLdit 


4 9 RQ _ 
4 ^ D J 








End 


4612 






ol 


none 








Score 


68 






Exons 


4 4 0 R 
4^J3 1 • 4 4 U J , 




. . 4 D 1 c. r 


4 9 £n 

4ZOU. 


.4610, 4502. .4612 




AS. 

; S 


Seq. No. 


45609 








Seq. ID 


OJ000301_14.0330 


.C3 


3 


Gene No. 


96512 








Strand 










1 9Rftn 








End 


13467 






Name 


piTnnn^ni 14 

UUUUU jUI 14 


. UjjU . 


. J .Ol. 


US 


Method 


TBLASTX: Soybean 




til 


OLdiL 


4 Z / 1 








End 


4612 






ol 


none 








Score 


84 




/"**= 

uj 


Exons 


4971 4R1H 
4 / 1 . . 4 3 1 U , 


4979 


4 ^ Q 1 
. . 4 J y 1 f 


/con 


.4612 








Seq. No. 


45609 








Seq. ID 


OJ000301_14.0330, 


.C3 


: br 


Gene No. 


96512 








Strand 






5; 


o Lai L 


1 9R ft n 








End 


13467 






Name 


UJUUUjUI 14 


. UJJU . 


\^o , 04 . 


-t-m 
LUl 


Method 


TBLASTX: Maize 




v, H 


OLdXl, 


4 7 4 7 ~~ 
4 / 4 / 








End 


4953 




f.:~ 




none 








Score 


113 




% a? 


Exons 


4747 4 Q R^ 

4 / 4 / . • 4 .? O J , 


4 7 4 P 


4 ft 7 Q 
.40 / y 










a-, is. 
: a 
V.s? 


Seq. No. 


45609 








Seq. ID 


OJ000301JL4.0330. 


.C3 


C3 


Gene No. 


96512 








Strand 








Q-f- a r -|- 


1 O O V 








End 


13467 






Name 


UUUUU jUI 14 


. UJJU . 


\~,3 . oz . 


US 


Method 


TBLASTX: Soybean 








rd i 7 ~~ 

JUI / 








End 


5256 








none 








Score 


92 






Exons 


JUI / . . JiJO/ 


5039. 


.5254 












Seq. No. 


45609 








Seq. ID 


OJ00030r_14.0330. 


,C3 




Gene No. 


96512 








Strand 


















End 


13467 






Name 


UJUUUJUI 14 , 


.0330.C3.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


5086 








End 


5539 






GI 


none 








Score 


121 






Exons 


5086. .5283, 


5087. 


.5281, 


5296. 


.5529, 5303.. 5539 






Seq. No. 


45609 








Seq. ID 


OJ000301_14.0330. 


,C3 




Gene No. 


96512 








Strand 







46990 








Hill LI 


ljfiD / 






Name 




\A /^N ^ V-l /™i/""J 

ixie tnoa 


fpDT 7\ cq^v . 
1 0 Lit\0 1 A . 


wneat. 




o Lax L 


D _7 1/ 


TT-nH 
LJlu 


jjOD 






ul 


none 


Score 


14 4 
114 








qoqq S^ftfi S^Ofi SSftl 










Seq. No. 


45609 


Seq. ID 


OJ000301 


_14.0330 


,C3 


Gene No. 


96512 


Strand 








Cfarf 
o l ai l 


12880 


End 


13467 ' 






IN ClitIC 


o.tooo^oi 1 4 rn^n ni t-n 


Method 


TBLASTX: 


Cr e s s 




OLdl I 




End 


5725 






(IT 


n on 0 
I HJi lc 


Score 


57 








S^74 SSQS S^Q^ SS^^ R617 


.5706, 5618.. 5725 






Seq. No. 


45609 


Seq. ID 


OJ000301 


_14 .0330 


.C3 


Gene No. 


96512 


Strand 


- 






OLdl L 


12880 


End 


13467 






LN cil Lit; 


o.tooo^oi 14 o^^n 0^ t-<s 


Method 


TBLASTX: 


ouyjjcan 




C +- -3 


R7 fil ~~ 


End 


6019 " 






rzy 

w X 




Score 


60 






Exons 


^761 SQQ7 ^P^S 601 Q 










O G q • IN O . 


4 S 60 Q 


Seq. ID 


OJ000301 


14 n ^ 


. Lj 




, 96512 


Strand 








Start . 


12880 


End 


13467 






Name 


OJ000301 14.0330.C3.o2.gp . 


Method 


AAT/GAP 








12880 


End 


13467 








6547 2.R1084 


Score 


455 






HiXOHo 


12880. .13103, 13345. .13467 










bl UcbCiip. 


'5257255/dbj | AP000364 . 1 | AP000364 6.0e- 


30 Oryza 


sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 








O C (4 • LN U . 


45609 


Seq. ID 


OJ000301 


_14.0330 


.C3 




96512 


Strand 








Start 


12880 


End 


13467 






Name 


OJ000301 14.0330.C3.o4.np 


Method 


AAT/NAP 






O U d X L. 


13321 


End 


13467 






O X 


6907106 


Score 


146 






Exons 


13321. .13467 












(AP001129) EST AU068291 (C12960) corresponds to 


a region 


of th€ 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


45610 


Seq. ID 


OJ000301 


_14.0330 


.C4 


Gene No. 


96513 


Strand 


+ 






O Lai L 


119 


End 


391 






Name 


OJ000301 14.0330.C4.ol.gs 


Method 


GENSCAN 






Cfa v~+- 
OLdl U . 


119 


End 


391 






t 


none 


Score" 


1 






DAUilO 


119. .391 










Sea No 


45610 


Seq. ID 


OJ000301 


_14 .0330, 


,C4 


Gene No. 


96514 


Strand 


+ 






Start 


1425 


End 


4264 






Name 


OJ000301 14.0330.C4.o2.gs 


Method 


GENSCAN 






Start 


1425 


End 


4264 






GI 


none 


Score 


.7 






Exons 


1425. .1546, 1909. .2371, 4250.. 


4264 









46991 



Seq. No. 45610 

Gene No. 96515 

Start 17152 

Name OJ000301_14 . 0330 . C4 . o5 . gs 

Start 17152 

GI none 
Exons 



Seq. ID OJ000301_14.0330.C4 
Strand + 
"'End 20445 . 

Method . GENSCAN 
End 19427 
Score . 6 



17152. .17280, 17329. .17421, 17857. .17932, 18368. .18854, 
18995.. 19427 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45610 
96515 
17152 

OJ000301_14 .0330.C4.o3.np 

18004 

4680203 



Seq. ID OJ000301 14. 0330. C4 



Strand 
End 

Method 

End 

Score 



+ 

20445 
AAT/NAP 
20445 
504 



18004. .18237, 18514 .. 19238 , ■ 20422. .20445 
(AF114171) TNP2-like protein [Sorghum bicolor] 



Cprr NO 


45610 Seq. ID 


OJ000301_14.0330, 


.C4 


fipnp No 


96516 Strand 


+ 




Start 


23236 End 


23634 




Name 


OJ000301 14 .0330.C4 .o2.gp Method 


AAT/GAP 




Start 


.23236 End 


23634 




(IT 


1036889 Score 


426 






23236. .23634 






CJorr Mr» 


45610 " ' Seq. ID 


OJ000301_14.0330. 


.C4 


It. IN KJ t 


96517 Strand 


+ 




Start 


31440 End 


31991 




Name 


OJ000301 14 .0330.C4 .o3.gp Method 


AAT/GAP 




Start 


31440 End 


31991 




GI 


4879016 Score 


797 




Exons 


31440. .31991 






GI Descrip. 


6041757/gb|AC011806. 1 IAC011806 0.0e+00 


Genomic Sequence 


For 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 




complete sequence 






Seq. No. 


45610 Seq. ID 


OJ000301_14.0330. 


.C4 


Gene No. 


96518 Strand 






Start 


1 End 


2902 




Name 


OJ00.0301 14.0330.C4.ol.np Method 


AAT/NAP 




Start 


1 End 


2902 




GI 


7106512 Score 


71 




Exons 


1..147, 2721. .2769, 2842. .2902 






GI Descrip. 


(AP001278) EST C9842 9 (E0138 ) corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




Seq. No. 


45610 Seq. ID 


OJ000301JL4 ;0330. 


,C4 


Gene No. 


96519 Strand 






Start 


5308 End 


16189 




Name 


OJ000301 14 .0330.C4 . o2 . np Method 


AAT/NAP 




Start 


5308 . End 


16189 




GI 


7248395 Score 


1839 




Exons 


5308.. 5832, 5906. .6051, 6245.. 6896, 12 975 .. 13638 , 16164. 


. 16: 


GI Descrip. 


(AP001389) hypothetical protein [Oryza 


sativa] 





46992 



Seq. No. 


45610 




Seq. ID 


OJ000301 


_14.0330 


.C4 


Gene No. 


96519 




Strand 










5308 




End 


16189 






Name 


OJ000301 14. 0330. C4 


.o3.gs 


Method 


GENSCAN 






Of- -a r t- 


6216 




End 


9893 








none 




Score 


.59 






LAUl lo 


6216. .7017, 7339. .7464, 8275. .8341, 8864. .8918, 


9630. .9893 


Seq. No. 


45610 




Seq. ID 


OJ000301 


J.4.0330 


.C4 


Gene No. 


96519 




Strand 








O L. ClX u 


5308 




End 


16189 






Name 


OJ000301 14. 0330. C4 


.ol.gp 


Method 


AAT/GAP 








9357 




End 


9900 






(it 


3548963 




Score 


958 






F.y on s 

UA 1 O 


9357. .9900 












Seq. No. 


45610 




Seq. ID 


OJ000301 


_14 .0330 


.C4 


Gene No. 


96519 ■ 




Strand 








oiai l 


5308 




End 


16189 






Name 


OJ000301 14. 0330. C4 


. o4 .gs 


Method 


GENSCAN 






Qt- a -r t- 
OLdiL 


12932 




End 


15717 






rij 


none 




Score 


.48 






IjAUI lo 




1 4 4 ^ 


15635. . 15717 






Octj. LNCJ . 


45610 




Seq. ID 


OJ000301 


_14.0330 


.C4 


bene lno . 


96520 




Strand 










23493 




End 


33481 






Name 


OJ000301 14. 0330. C4 


. o5 . tm 


Method 


TBLASTX: 


Maize 






10090 




End 


10725 






GI 


none 




Score 


45 






Exons 


10090. .10209, 10143 


. .10178, 


10263. . 10358, 10305 


. .10361, 






1(1^^7 1 047 Q 1 O^tfiO 


*l 04R S 


10369. .10491, 10374 


1 04 Qf) 






10375. .10485, 10378 


.10518, 


10380. . 10490, 10382 


. . 10495, 






10504. .10563, 10510 


.10563, 


10525. .10617, 10546 


. . 10722, 






10554. .10646, 10555 


. 10725, 


10564. .10719, 10579 


. .10698, 






10608. .10718, 10631 


.10696 










O c q . IN O . 


- -45610 




Seq. ID 


OJ000301 


_14.0330 


.C4 


Gene No. 


96520 




Strand 








Start 


9^4 




End 


33481 






LMCHLLC 


OJ000301 14. 0330. C4 


o2. tw 


Method 


TBLASTX: 


Wheat 




uLdl L 


17362 




End 


17868 






u ± 


none 




Score 


195 






L/Avi lo 


17362. .17649, 17484 


.17672, 


17701. . 17820, 17707 


. .17826, 






17818. .17868 












Seq. No. 


45610 




Seq. ID 


OJ000301 


JL4.0330 


-C4 


Gene No. 


96520 




Strand 








o Lai L 


23493- 




End 


334 8 : 1 






Name 


OJ000301 14. 0330. C4. 


ol.ts 


Method 


TBLASTX: 


Soybean 






17374 




End 


17649 






GI 


none 




Score 


277 






Exons 


17374. .17649, 17388. 


.17540 










Seq. No. 


45610 




Seq. ID 


OJ000301_ 


_14.0330 


.C4 


Gene No. 


96520 




Strand 








Start 


23493 




End 


33481 







46993 



Name OJ000301_14 . 0330 . C4 . o2 . tm 

Start 18091 

GI none 

Exons 18091. .18159, 18159 .. 18470 , 

Seq. No. 45610 

Gene No. 96520 

Start 23493 

Name OJ000301_14 . 0330 . C4 . ol . tw 

Start 18115 

GI none 

Exons 18115. .18834, 18370 .. 18630, 
18999. .19103, 19032. .19085, 
19209. .19277, 19227.. 19295 



Method TBLASTX: Maize 
End 18474 
Score 63 
18160.. 18474 

Seq. ID OJ000301_14.0330.C4 
Strand 

End 33481 

Method TBLASTX : Wheat 

End 19295 

Score 476 
1884 9. .18 995, 18856. .18 978, 
19107. .19214, 19121. .19213, 



oeq . jno . 


ft D O 1 U 


t^ene ino. 


y oozu 


Cf a y-t- 

oLart. 




Name 




Start 


18406 ~~ 


GI 


none 


Exons 


18406. .18834, 18442. .18630 


Seq. No. 


45610 


Gene No. 


96520 


Start 


23493 


Name 


OJ000301 14.0330.C4.o7.gs 


Start 


23493 


GI 


none 


Exons 


23493. .23605, 23665.-23782, 


Seq. No. 


45610 


Gene No. 


96520 


Start 


23493 


Name 


OJ000301 14.0330.C4.o4.np 


Start 


23657 


GI 


7.485468 


Exons 


2i3657. .23782, 23914 .. 24032, 




24899. .24978, 2514 1 .. 25685, 


GI Descrip. 


hypothetical protein F13P17 




gi I 3337367 |gb| AAC27412.il ( 



Seq. ID 

Strand 

End 

Method . 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_14.0330.C4 
33481 

TBLASTX: Cress 

18834 

289 



OJ000301^14 .0330.C4 

33481 
GENS CAN 
24383 
.83 



,24032, 24194.. 24383 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_14.0330.C4 

33481 
AAT/NAP 
26027 
958 



1. .24432, 24749. .24794, 
I. .26027 

Arabidopsis thaliana 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



[Arabidopsis thaliana] 

45610 
96520 
23493 

OJ000301JL4 .0330.C4 .o3.tc 
'24192 
none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_14.0330.C4 
33481 

TBLASTX: Cress 

24974 

90 



24192. .24434, 24193 .. 24435, 24889 .. 24 963 , 24891. .24974 



45610 Seq. ID 

96520 Strand 

234 93 " End 

OJ000301_14 . 0330 . C4 . o4 . tm Method 

24195 End 

none Score 



OJ000301_14.0330.C4 
33481 

TBLASTX: Maize 

24441 

213 



46994 



Exons 



24195. .24428, 24195 24434 , 24196. . 24435, 24217. .24441 



Seq. No. 
Gene No. 
Start 
Name 

Starjt,^ 
GI ^ 
Exons 



45610 
96520 
23493 

OJ000301_14.0330.C4.o3.tw 

24396. 

none 

24396. .24434, 24751 .. 24822, 
25132. .25266, 2514 3 .. 25322, 



Seq. ID OJ000301_14.0330.C4 
Strand 

End 33481 

Method TBLASTX : Wheat 

End 25325 

Score 70 
24891. .24974, 24 8 92 24 963, 
25143. .25325 





Seq. No. 


45610 




Seq. ID 


OJ000301_14.0330 


.C4 




Gene No. 


96520 




Strand 








Start 


23493 




End 


33481 






Name 


OJ000301 14 . 0330 . C4 . 


o2 . ts 


Method 


TBLASTX: Soybean 






Start 


24891 ~~ 




End 


25686 






GI 


none 




Score 


67 






Exons 


24891. .24986, 24912. 


. 24989, 


25143. .25535, 25608 25682 , 








25636.. 25686 












Seq. No. 


45610 




Seq. ID 


OJ000301_14.0330 


. C4 




Gene No . 


96520 




Strand 








Start 


23493 




End 


33481 






Name 


OJ000301 14 . 0330.C4 . 


08 . qs 


Method 


GENSCAN 






Start 


25089 ~~ . a - ' 




End 


33481 ' 




VssF 


GI 


none 




Score 


.61 






Exons 


25089. .25685, 25792 


.26100, 


27564. .27607, 27 658 277 63, 




' y 




30005. .30122, 33027. 


.33481 










Seq. No. 


45610 




Seq. ID 


OJ000301_14.0330 


. C4 


u 


Gene No . 


96520 




Strand 






vJ 


Start 


23493 




End 


33481 




rl 1 

: =? 


Name 


OJ000301 14 . 0330 . C4 . 


ol . tm 


Method 


TBLASTX: Maize 






Start 


25141 ~ 




End 


25505 






GI 


none 




Score 


106 




C-3 

y, = 


Exons 


25141. .25275, 25143. 


. 25505. 


25230. .25505 




: ; 

»■.:= 


Seq. No. 


45610 




Seq. ID 


OJ000301JL4..0330 


.C4 




Gene No . 


96520 




Strand 






i ^ 


Start 


23493 




End 


33481 




6 


Name 


OJ000301 14. 0330. C4. 


o2.tc 


Method 


TBLASTX: Cress 






Start 


25345 




End 


25959 






GI 


none 




Score 


41 






Exons 


25345. .25425, 25410. 


.25670, 


25410. .25535, 25611 25700, 








25783. .25959, 25784. 


.25957 










Seq. . No. 


45610 




Seq. ID 


OJ000301_14.0330 


,C4 




Gene No. 


96520 




Strand 








Start 


23493 




End 


33481 






Name 


OJ000301 14. 0330. C4. 


o3 . tm 


Method 


TBLASTX: Maize 






Start 


25587 




End 


25959 






GI 


none 




Score 


124 






Exons 


25587. .25682, 25607. 


.25687, 


25615. .25683, 25789 .. 25959, 








25790. .25948, 25876. 


.25950 










Seq. No. 


45611 




Seq. ID 


OJ000301_14 .0330 


.C5 




Gene No. 


96521 




Strand 







46995 



# • 





Start 


194 End 


1621 




Name 


O.Tnnn^Ol 1 4 0^0 PS nl rr<? Mpfhnd 

WO \J VJ VJ *J X X *i lUJJUi^JtUl.yj L 1 C. L liUU 


O Ci LN O ^rtlN 




Cf art 


1 Q4 _ FnH 


1JDJ 




GI 


nnnp SfOTP 


. 73 




IjAUll O 


194 306 707 771 1201 1276 1374 

1 • t JU U / 1 \J 1 • • / ' -L , X£.VJX..X£,/U, X —J / T • • 


1563 




G VJ ■ Li V_s • 


4 S61 1 9prr TD 

1 *J U X X iJC^ i <i 1> 






Gene No . 


96521 Strand " 






Start 


194 End 


1621 




Name 


OJ000301 14.0330.C5.ol.np Method 


AAT/NAP 




Start 


825 End 


1614 




GI 


7485468 Score 


318 




R von ^ 


825. .950, 1100. .1218, 1374. .1614 






\j x i_/ o ^ j — l ^/ • 


hypothetical protein F13P17.20 - Arabidopsis thaliana 






gi|3337367|gb|AAC27412.1| (AC004481) hypothetical protein 






[Arabidopsis thaliana] 






Seq. No. 


45611 .Seq. ID 


OJ000301_14.0330.C5 




Gene No. 


96521 Strand 






Start 


194 End 


1621 




Name 


OJ000301. 14 .0330.C5.ol.tm Method 


TBLASTX: Maize 




o Lai u 


1375 End 


1621 






none Score 


269 


f'l 


XT' von Q 


1375. .1521, 1376. .1615, 1377. .1610, 1397... 1621 




Q r=i rr No 


45612 Seq. ID 


OJ000301_14.0330.C6 




Gene No. 


96522 Strand 


'+ 




Start 


3964 End 


14682 


l bf 


Name 


OJ000301 14 .0330.C6.o2.np Method 


AAT/NAP 




Start 


3964 End 


6895 






6498436 Score 


599 






3964. .3986, 6204. .6511, 6766. .6895 






W J- UvOv/J L U ■ 


(AP000815) hypothetical protein [Oryza 


sativa] 


Si. 


Qpn Ma 


45612 Seq. ID 


OJ000301_14.0330.C6 






96522 Strand 


+ 




Start 


3964 End 


14682 




Name 


OJ000301 14. 03-30. C6.o3.gs Method 


GENSCAN 




Start 


6218 End 


12356 


I 


GI 


none Score 


.51 






6218. .6446, 6777. .6894, 7144. .7197, 7409. .7491, 7835. .7936, 


i -J 




9141. .9312, 9993. .10194, 114 91 .. 11658 , 


11690. .11752, 






11872. .11993, 12347. .12356 






Spa No 


45612 Seq. ID 


OJ000301_14 .0330.C6 




Gene No . 


96522 Strand 


+ 




Start 


3964 End 


14682 




Name 


OJ000301 14 .0330.C6.o4 . np Method 


AAT/NAP 




Start 


7155 End 


1297.9 • 




GI 


7485606 Score 


473 




Exons 


7155. .7217, 94 99. .11427, 1294 7. .12 97 9 






GI Descrip. 


hypothetical protein F17A8.60 - Arabidopsis thaliana 



gi | 4538901 | emb | CAB39638 . 1 | (AL049482) RNA-directed DNA 
polymerase-like protein [Arabidopsis thaliana] 
gi I 7267666 | emb | CAB78094.il (AL161515) RNA-directed DNA 
polymerase-like protein [Arabidopsis thaliana] 



46996 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45612 
96522 
3964 

OJ000301_14 .0330.C6.o5.np 

11561 

7485468 



Seq. ID OJ000301_14 .0330.C6 

Strand + 

End 14682 

Method AAT/NAP 

End 14682 

Score 333 



11561. .11967, 12496. .12578, 12703 .. 12750, 12896 .. 13093, 
14659. .14682 

hypothetical protein F13P17.20 - Arabidopsis thaliana 
gi|3337367|gb|AAC27412.1| (AC004481) hypothetical protein 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45612 
96523 
18961 

OJ000301_14 .0330.C6.o9.np 
18961 
4680186 
18961. .19041, 20712';. 20915 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ000301_14 .0330.C6 
Strand + 

20915 
AAT/NAP 
20915 
173 



End 

Method 

End 

Score 



45612 Seq. ID 

96524 Strand 

1 End 

OJ000301_14 .0330.C6.ol.np Method 

1 End 

6692734 Score 



OJ000301_14.0330.C6 

4111 
AAT/NAP 
3938 
614 
3938 



1..109, 1556. .1642, 3040. .3583, 3687, 
(AC01267 9) putative integral membrane protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45612 Seq. ID 

96524 Strand 

1 End 

OJ000301_14 .0330.C6.o2.gs Method 

2982 End 

none Score 



OJ000301_14 .0330.C6 

4111 
GENSCAN 
4111 
.41 



2982. .3413, 3455. .3583, 3687. .3977, 4103. .4111 



Seq. No. 45612 

Gene No. 96525 

Start 13674 

Name OJ000301_14 . 0330 . C6 . o3 . tw 

Start 1418 

GI none 
Exons 



Seq. ID OJ000301_14 .0330.C6 
Strand 

End 22846 

Method TBLASTX: Wheat 

End 12946 

Score 68 



1418. .1489, 1556. .1630, 1558. .1641, 3040. .3165, 3042. .3224, 
.11878. .11970, 11880. .11972, 12505 .. 12588 , 12507 .. 12587 , 
12691. .12750, 12692. .12748, 12893 1294 6, 12894. .12941 



Seq. ID OJ000301_14 .0330.C6 
Strand 
End 

Method 
End 
Score 

3040. .3174, 3042. .3233, 3129. .3404, 3193. .3297, 3303. .3404, 
11668. . 11772, 11671. . 11769, 11672 .. 11803, 117 60 . . 1 1807 , 



Seq. No. 45612 

Gene No. 96525 

Start 13674 

Name OJ000301_14 . 0330 . C6 . o2 . tm 

Start 3040 

GI none 
Exons 



22846 

TBLASTX: Maize 

11972 

105 



46997 





11840. .11890, 11878. .11970, 


11881. .11970, 11883. .11972 


Sea No 


45612 






Seq. ID 


OJ000301_14.0330.C6 


Gene No. 


96525 






Strand 




Start 


13674 






End 


22846 


Name 


OJ000301 14. 


,0330 


.C6.ol. tc 


Method 


TBLASTX: Cress 


Start 


3309 






.: End 


3878 


GI 


none 






Score 


61 


Exons 


3309. .3431, 


3309 


..3431, 3509 


..3580, 3534. .3581, 3678. .3878 




3679.. 3852 










Seq. No. 


45612 






Seq. ID 


OJ000301_14.0330.C6 


Gene No . 


96525 






Strand 




Start 


13674 






End 


22846 


Name 


OJ000301 14. 


0330 


.C6.o3.tm 


Method 


•TBLASTX: Maize 


Start 


3485 






End 


9494 


GI 


none 






Score 


124 


Rxon s 

J*J *\ V«/ 1 1 tw? 


. 3485. .3580, 


3505, 


..3579, 3684 


..3860, 3685. .3843, 3759. .3845, 




9159. .9239, 


9271, 


. . 9321, 9279 


..9314, 9401. .9421, 9402. .9422, 




9429. . 9494, 


9444, 


. . 9494 






Sea No 


45612 






Seq. ID 


OJ000301_14 .0330.C6 


Gene No. 


96525 






Strand 




Start 


13674 






End 


22846 


Name 


OJ000301 14. 


0330. 


.C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


9530 






End * 


10488 


GI 


none 






Score 


59 


Exons 


9530. .9625, 


9618. 


,.9830, 9623 


..9811, 9862. .10314, 9864. .102! 




10306. .10431 


., 10462.. 10488 






Seq. No. 


45612 






Seq. ID 


OJ000301_14 .0330.C6 


Gene No. 


96525 






Strand 




Start 


13674 






End 


22846 


Name 


OJ000301 14. 


0330. 


.C6.o4.tw 


Method 


TBLASTX: Wheat 


Start 


9687 






End 


9972 


GI 


none 






Score 


121 


Exons 


9687. .9836, 


9847. 


,.9972, 9849 


. .9956 




Seq. No. 


45612 






Seq. ID 


OJ000301_14 .0330.C6 


Gene No. 


96525 






Strand 




Start 


13674 






End 


22846 


Name 


OJ000301 14. 


0330. 


C6.o2.tw 


Method 


TBLASTX: Wheat 


Start 


10306 






End 


10773 


GI 


none 






Score 


273 


Exons 


10306. .10668, 10317. .10652, ; 


L0345. .10656, 10675. .10773 


Seq. No. 


45612 






Seq. ID 


OJ000301_14 .0330.C6 


Gene No. 


96525 






Strand 




Start 


13674 






End 


22846 


Name 


OJ000301 14. 


0330. 


C6.o4 . tm 


Method 


TBLASTX: Maize 


Start 


12893 






End 


13106 


GI 


none 






Score 


199 


-Exons 


12893. .13066, 12£ 


194. .13106 






Seq. No. 


45612 






Seq. ID 


OJ000301_14.0330.C6 


Gene No. 


96525 






Strand 




Start 


13674 






End 


22846 



46998 



# • 



Name 


OJ000301 14. 0330. C6. 


o4 .gs 


Method 


GENSCAN 






Start 


13674 




End 


22562 






GI 


none 




Score 


.51 








13674 13783 14706 


.1484 4, 


14944. .15034, 15504. 


. 15677 , 






1^766 16223 16320 


16498 


16666. .16858, 16950. 


1 7 1 4 4 






17212 17822. 17869 


. 18268 , 


19080. .19146, 19496. 


.19819, 






19886 19907- 20631 


. 20768, 


21328. .21373, 21829. 


22562 




O C • IXU • 


45612 




Seq. ID 


OJ000301_ 


i 4 rn^n 


r 6 




96525 




Strand 








Start 


13674 




End 


22846 






Name 


OJ000301 14. 0330. C6. 


o7 .np 


Method 


AAT/NAP 






Start 


14686 




End 


18349 








4680204 




Score 


963 








14686. .14882, 15279. 


.15414, 


15504*. .15677, 15766. 


• XOO JO/ 






16950. .18349 














(AF114171) hypothetical protein [Sorghum bicolor 


] 




^*=>n Wo 


45612 




Seq. ID 


OJ000301_ 


14.0330, 




Gene No. 


96525 




Strand 








Start 


13674 




End 


22846 






Name 


OJ000301 14. 0330. C6. 


ol . tw 


Method 


TBLASTX: Wheat 






17329 




End 


17730 






(IT 


none 




Score 


56 






W von 


17329. .17499, 17330. 


.17446, 


17489. .17629, 17494. 


.17730, 






17536. .17730 












Sea No 


45612 




Seq. ID 


OJ000301_ 


14 .0330. 


. C6 


Gene No. 


96525 




Strand 








Start 


13674 




End 


22846 






Name 


OJ000301 14. 0330. C6. 


olO . np 


Method 


AAT/NAP 






Start 


21308 




End 


22846 






GI 


6907087 




Score 


451 






Exons 


21308. .21404, 21945. 


.22846 











GI Descrip. (AP001129) ESTs C72771 ( E2215 ) , AU082313 (E2215 ) correspond to a 



region of the predicted gene.; hypothetical protein [Oryza 
sativa]- 



> s Seq. No. 


45613 




Seq. ID 


OJ000301_ 


14 


.0330 


.C7 


;i Gene No. 


96526 




Strand 










\^ Start 


615 




End 


1517 








kJ Name 


OJ000301 14. 0330. C7 . 


ol . gs 


Method 


GENSCAN 








Start 


615 




End 


1448 








GI 


none 




Score 


. 95 








Exons 


. 615. .887, 951. .1234, 


1334. .1448 










Seq. No. 


45613 




Seq. ID 


OJ000301_ 


14 


.0330 


.C7 


Gene No. 


96526 




Strand 










Start 


615 




End 


1517 








Name 


OJ000301 14. 0330. CI. 


ol . np 


Method 


AAT/NAP 








Start 


636 




End 


1517 








GI 


4680203 




Score 


801 








Exons 


636. .1517 














GI Descrip. 


(AF114171) TNP2-like 


protein 


[Sorghum bicolor] 








Seq. No. 


45613 




Seq. ID 


OJ000301_ 


14 


.0330 


,C7 


Gene No. 


96526 




Strand 











46999 



Start 
Name 
Start 
GI 

Exons 



615 End 

OJ000301_14 . 0330 . C7 . ol . tw Method 

690 End 

none Score 



1517 

TBLASTX: Wheat 

1517 

53 



690. .782, 691. .756, 707. .778, 783. .851, 799. .852, 856. .954, 
857. .973, 858. .974, 865. .1005, 876. .1004, 934. .1047, 984. .1043, 
1049. .1114, 1050. .1091, 1060. .1095, 1098. .1517, 1101. .1508, 
1363.. 1515 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No... 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45613 Seq. ID 

96526 Strand 

615 End 

OJ000301_14 . 0330 . C7 . ol . tc Method 

1257 End 

none Score 

1257. .1508, 1257. .1517, 1363. .1515 



OJ000301_14.0330.C7 
1517 

TBLASTX: Cress 

1517 

105 



45614 Seq. ID OJ000301_14 . 0330 . C8 

96527 Strand + 

9430 End 9814 

OJ000301_14 . 0330 . C8 . o3 . gp Method AAT/GAP 

9430 End 9814 

2312718 Score 631 

9430.. 9814 

4512233/dbj IAB014743.1 IAB014743 1.0e-176 Oryza sativa. copia-type 

retrotransposon RIRE7 DNA, partial sequence 



V - 


Seq. No. 


45614 




Seq. ID 


OJ000301 


_14.0330 


.C8 


*-SSL 


Gene No. 


96528 




Strand 


+ 








Start 


9989 




End 


10445 






: . a 


Name 


OJ000301 14.0330.C8.o4 


.gp 


Method 


AAT/GAP 








Start 


9989 




End 


10445 








GI 


25792 1.R1084 




Score 


899 








Exons 


9989. .10445 












5; 


GI Descrip. 


•4512233/dbj IAB014743. 


1IAB014743 0.0e+00 Oryza 


sativa copia-type 






retrotransposon RIRE7 


DNA, 


partial sequence' 








Seq. No. ' 


45614 




Seq. ID 


OJ000301 


_14 .0330, 


.C8 


=± 


Gene No. 


96529 




Strand 


+ 








Start 


11467 




End 


14237 








Name 


OJ000301 14 .0330.C8.o2 


.np 


Method 


AAT/NAP 








Start 


.11467 




End 


14237 








GI 


6705984 




Score 


4707 








Exons 


. 11467. .14237 














GI Descrip . 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 








Seq. No. 


45614 




Seq. .ID 


OJ000301 


_14 .0330. 


,C8 




Gene No. 


96530 




Strand 










Start 


1 




End 


8470 








Name 


OJ000301 14 .0330.C8.ol 


.gp 


Method 


AAT/GAP 








Start 


1 




End 


1233 








GI 


342 1.R1084 




Score 


1942 








Exons 


1. .1233 














GI De.scrip. 


M574406/gb|AAD24042. 1 


1 o. 


0e+00 (AF121139) RIM2 


protein 


[Oryza 






sativa] 1 














Seq. No. 


45614 




Seq. ID 


OJ000301_ 


_14 .0330. 


C8 



47000 



